iu 

ru 

ft 

"-3 

U 

ft 



C -1- -i v<4- 

otart 


c o c 

bob 


End 


18 4 6 


bl 


none 


Score 


77 


Exons 


cOfC c n c coo c>in 

ooo. . o^D, 038. .714, 542.. 


/roc oil O/io 

625, 711 . .84 8 


, 712 .. 849, 1784 . . 18 


Seq. No. 


r /" r o a 


• Seq. ID 


OJ000313 05. 0419. C4 


oene lno . 


1 1 QOTC 
-L 1 / D 


o Tirana 




Start 


192 


End 


2162 


Name 


OJ000313_05.0419.C4.o2.gp 


Method 


AAT/GAP 


otart 


1 tot 

1 loo 


Ena 


21 62 


GI 


inn ^ o i ni no /i 

2U9 4 o 1 . RlUo 4 


Score 


64 6 


Exons 


1 / oj. .21b2 






GI Descrip. 


451z2bJ/ uDJ ( BAA /52o2 . 1 | 


3 . 0e-4 / {AB01 


8526) H+/Ca2+ exchan< 




[Ipomoea nil] ' 






Seq. No. 


56530 


Seq. ID 


OJ000313_05.0419.C5 


Gene No. 


118277 


Strand 


+ 


C +- ^4 V+- 

OLdlt 


n c. n 
/ jU 


End 


O n a 

o 9 0 


Name 


OJ000313_05 .0419.C5.ol.gs 


Method 


GENSCAN 


Start 


n r a 

750 


End 


890 


bl 


none 


Score 


. 62 


Exons 


/50 . . o 90 






Seq. No. 


C /" C O 1 

56531 


Seq. ID 


OJ000313_05 . 0419 . C6 


bene lno . 


1 1 POTQ 


Strand 


+ 


Start 


2378 


End 


4807 


Name 


OJ000313 05.0419.C6.ol.np 


Method 


AAT/NAP 


Start 


2378 


End 


4798 


GI 


1346396 


Score 


1637 


Exons 


2378. .4798 






GI Descrip. 


PUTATIVE RECEPTOR PROTEIN 


KINASE ZMPK1 


PRECURSOR 



gi|100913|pir| IS10930 probable receptor protein kinase (EC 
2.7.1.-) precursor - maize gi | 22432 | emb | CAA36611 | (X52384) 
precursor protein (AA -26 to 791) [Zea mays] 

gi|22436|emb|CAA47962| (X67733) receptor-like protein kinase 
[Zea mays] gi I 226927 | prf | 1 1611404A receptor protein kinase [Zea 
mays] 



■Seq. No. 56531 ' ,' Seq. ID 

Gene No. 118278 Strand 

Start 2378 End 

Name OJ000313_05 . 0419 . C6 . ol . gs Method 

Start 2381 End 

GI none ' Score 

Exons 2381. .4807 . 



OJ000313_05.0419.C6 

+ 

4807 
GENSCAN 
4807 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



56531 

118278 

2378 

OJ000313_05.0419.C6.o2.ts 
2484 
none 



Seq. ID OJ000313_05.0419.C6 

Strand + 

End 4 807 

Method TBLASTX : Soybean 

End 2800 

Score 47 



2484. .2507, 2486. .2518, 2516. .2608, 2597. .2800, 2614. .2799 



56531 

118278 

2378 

OJ000313 05.0419.C6.o2. tm 



Seq. ID "OJOOO , 313_05.0419VC6 

Strand + 

End 4807 

Method TBLASTX : Mai ze 



57001 



s y 
£3 

ru 

£3 

'■J 

3- 'J. 

r - 

£3 



OLdiL 


97 

Z / jo 








End 


3058 




PT 


none 








Score 


49 




Lxons 


^ / JO . . ZOUO/ 


OQCiQ 

ztjuy . 


9 P. Q9 


9Q 1 £ 
ZOID. 


.2893, 2918. .3058, 


zy / 1 . . jud 4 


beq . NO . 


jDOjI 








Seq. ID 


OJ000313 


Uo . U4 1 9 . Co 


Gene No. 


118278 








Strand 


+ 




Start 


2378 








End 


4807 




Name 


o Tnnn^i ^ n^ 

UUUUU Jl j Uj 


. u 4 1 y . 




L.C 


Method 


TBLASTX : 


Cress 




97 ^ n ~~ 

Z 1 0 U 








End 


4572 




PT 


none 








Score 


110 




Exons 


z / ju . . z you , 


9 7 C7 


9 Q 7 1 
■ . Z 0 / 1 , 


jl 4 o . 


.3349, 3992. .4171, 


jy y 4 . ,4ioo 




4 9 0^ 4414 

4ZUJ . .411*1, 


4 99P. 
4ZZ0 i 


4 4 0 4 


4 4 nfi 

4 4 U O . 


.4447, 4451. .4534, 


4 4 O j . . 4 3 / Z 


■Seq. No. 


56531 








Seq. ID 


OJ000313 


_05.0419.C6 


Gene No. 


118278 








Strand 


+ 






9^7P 
6 J / o 








End 


4807 




Name 


UJUUUjI j uo 


. U4 iy , 


, Lb . Ol . 


tm 


Method 


TBLASTX: 


Maize 


O -1 >rf 


jOOD 








End 


4330 




P T 


none 








Score 


85 




Exons 


■jo do. . oyyy, 


jOO / • 


a n n n 
, . 4 UUU , 


1 Q Q9 

o y yz . 


.4330, 3994.. 4329, 


4z 1 4 . . 4 o JU 


Seq. No. 


56531 








Seq. ID 


OJ000313 


__05.0419.C6 


Gene No. 


118278 








Strand 


+ 




Q+- -j r-4- 


9 "3 7 fl 








End ' 


4807 


~ ■■ 


Name - 


UUUUUJlo Uo 


. U4 i y . 


pc ^ i 
Cb . ol . 


ts 


Method 


TBLASTX: 


Soybean 


btart 


or? 1 U 








End 


4360 


P T 

ol 


none 








Score 


255 




Exons 


jyiu . . 41 / J , 


OQ1 1 

jy 1 1 . 


A 1 T 1 
.41/1, 


4 Z Uo . 


.4360, 4222. .4359, 


4z oz . . 4 3 6U 


oeq . no . 


R C R "3 1 

JOJJ 1 








Seq. ID 


OJ000313 


Uo . 04 19 . Co 


Gene No. 


118278 








Strand 


+ 




Start 


2378 








End 


4807 




Name 


U J UUUjI J Uj 


. U4 i y . 


PC /-si 


■1- T T 

tw 


Method 


TBLASTX: 


wneat 


O ■! , -w-4- 

bcart 


4U4 o 








End 


4447 




P T 
ol 


none 








Score 


174 




IT 1 V /"V C 


4 0 4^ /i i on 
4 U 4 O . . 4 1 0 U , 


a n /i r 

4 U 4 0 . 


.41 / y , 


4 1 y y . 


.4384, 4214. .4372, 


4 Zzo . . 4 jy o i 




4 Q 1 A A A~? 
4 jyi . .444 / , 


4 4 HQ 
4 4 Uo . 


. 444b 










Seq. No. 


56532 








Seq. ID 


OJ000313 


_05.0419.C7 


Gene No. 


118279 








Strand 






btdit 


1917 








End 


1569 




Name 


Uu UUU jlo Uo , 


, U4 1 y . 


C ,/ . 0 1 . 


gs 


Method 


GENSCAN 




bLdLL 


lzi / 








End 


1569 




PT 


none 








Score 


.58 




Exons 


lOIT 1000 


ID Jl . 


. 1569 










oeq . no . 


jOjjz 








Seq. ID 


OJ000313 


05 . 0419 . C7 


bene no . 


118280 








Strand 






Start 


1534 








End 


1605 




Name 


OJ000313 05. 


,0419. 


C7.ol. 


gp 


Method 


AAT/GAP 




Start 


1534 








End 


1605 




GI 


876 1.R1084 








Score 


83 




Exons 


1534 . . 1605 














GI Descrip. 


'3420299 0.0e+00 


(AF072849) jabl protein [Oryza 


sativa subs 




indica] 1 












Seq. No. 


' 56533 








Seq. ID 


OJ000313_ 


_05.0419.C11 



57002 



Gene No. 118281 Strand + 

Start 779 End 1054 

Name OJ000313_05 . 04 19 . Cll . o2 . gp . Method AAT/GAP 

Start 779 End 1054 

GI none Score * 537 

Exons 779.. 1054 



Seq. No. . 56533 - Seq. ID 

Gene No. 118282 Strand 

Start 11 End 

Name 0 JO 0031 3_0 5.0419.Cll.ol.gs Method 

Start 11 End 

GI none Score 

Exons 11.. 189 



OJ000313_05.0419:C11 
189 

GENS CAN 

189 

.53 



Seq. No. 56533 

Gene No. 118283 

Start 339 

Name OJ000313_05 . 0419 . Cll.. ol . gp 

Start 339 

GI LIB3431-010-P1-N1-F11 

Exons 339..S98 

GI Descrip. ' 287403/dbj | D10838 | RICSBE1 1. 
branching enzyme 1 



Seq. ID OJ000313_05. 0419. Cll 

Strand 

End .5 98 

Method AAT/GAP 

End 598 

Score 457 

0e-lll Rice gene for starch 



ru 

£3 

w 



Seq. No. 56533 

Gene No. 118284 

Start 779 

Name OJ000313_05 . 04 19 . Cll . o3 . gp 

Start 779 

GI none 

Exons 779.. 1054 



Seq. ID OJ000313_05. 0419. Cll 
Strand 

End 1054 

Method AAT/GAP 

End 1054 

Score 526 



' "=jj 



Seq. No. 56534 Seq. ID 

Gene No. 118285 Strand 

Start 1 End 

Name OJ000313_05 . 0419 . C12 . ol . gp 'Method , 

Start 1 End 

GI 701129 Score 

Exons 1..59, 151.. 255 



OJ000313_05.0419.C12 
255 

AAT/GAP 

255 

286 



Seq. No. . 56535 Seq. ID 

Gene No. 118286 Strand 

jStart . 84 End 

Name - OJ000313_05 . 04 19 . C13 . ol . gs Method 

Start 84 End 

GI none Score 

Exons 84.. 241 



OJ000313_05.0419.C13 

4- '• 

241 

GENSCAN 

241 

.58 



Seq. No. 56535 Seq. ID 

Gene No. 118287 Strand 

Start 7 64 End 

Name OJ000313_05 . 04 19 . C13 . o2 . gs Method 

Start " 764 End 

GI none Score 

Exons 764.. 860 



OJ000313_05.0419.C13 
860 

■GENSCAN 
'8 60 
.52 



57003 



Seq. No. 56536 

Gene No. 118288 

Start 412 

Name * OJ000313_05 . 0419 . C14 . ol . np 

Start 412 

GI 7489698 

Exons 412.. 521, 2387.. 3386 

GI Descrip. receptor kinase homolog LRK10 



Seq. ID OJ000313_05.0419.C14 

Strand + 

End 3451 

Method AAT/NAP 

End 338 6 

Score 573 

wheat gi|1680686|gb|AAC49629.1| 



(U51330) rust resistance kinase LrlO [Triticum aestivum] 



Seq. No. 56536 Seq. ID 

Gene No. 118288 . Strand 

Start 412 End 

Name OJ000313_05 . 04 19 . C14 . ol . gs Method 

Start 2072 End 

GI none Score 

Exons 2072.. 2108, 2197.. 3451 



OJ000313_05.0419.C14 
+ 

3451 
GENSCAN 
3451 
.51 



Seq. No. 56536 - * Seq. ID 

Gene No. 118288 Strand ■ 

Start 412 End 

Name OJ000313_05 . 04 19 . C14 . ol . gp Method 

Start 2177 End 

GI 42 6545 Score 

Exons 2177. .2480 



OJ000313_05.0419.C14 
+ 

3451 
AAT/GAP 
2480 
504 



m 



! : S 

ru 



J3-T3. 

i4 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56536 

118288 

412 

OJ000313_05.0419.C14.ol. 

2424 
none 

2424. .2531, ■ 2570. .2713, 
2963. .2992 



Seq. ID OJ000313_05.0419.C14 

Strand + 

End 3451 

tm Method TBLASTX : Maize 

End 2996 

Score 78 
2583. .2732, 2762. .2899, 2763. .2996, 



56536 

118288 

412 

-OJ000313_05.0419.C14 .ol.tc 
2430 
none 

2430. ,2516, 2583. .2723, 2754, 
3012. .3074, 3249. .3326 ' 



Seq. ID OJ000.313_05.0419.C14 

Strand + 

End 3451 

Method TBLASTX : Cress 

End 3326 

Score 84 

.2 999, 27 56. .2872, , 2 966. .2 992, 



Seq. No. 56536 

Gene No. 118288 

Start 412 

Name OJ000313_05 . 04 19 . C14 . ol . ts 

Start 2430 

GI none 

Exons 2430.. 2582, 2477.. 2584, 2583. 

3012. .3086, 3249. .3326 



Seq. ID OJ000313_05.0419.C14 

Strand + 

End ■ 3451 

Method TBLASTX : Soybean 

End 3326 

Score 130 

.2750, 2763. .2999, 2768. .2998, 



Seq. No. " 56536 
Gene No. 118288 
Start 412 

Name OJ000313 05 . 04 1 9 . C14 . ol . tw 



Seq. ID OJ000313_05.0419.C14 

Strand + 

End 3451 

Method TBLASTX : Wheat 



57004 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2594 
none 



End 
Score 



2993 
120 



2594. .2725, 2595. .2726, 2757. .2993, 2780. .2875 



56536 

118288 

412 

OJ000313_05.0419.C14 ,o2.tm 

2997 

none 



Seq. ID OJ000313_05.0419.C14 

Strand + 

End 3451 

■Method TBLASTX : Maize 

End 3370 

Score 155 

2997. .3089, 3002. .3034, 3120. .3170, 3122. .3157, 3243. .3368, 
3245. .3370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56537 ■ 
118289 
459 

OJ000313_05.0419.C15.ol.gs 

459 

none 

459. .1729, 1827. .1848 



Seq. ID OJ000313_05.0419.C15 
Strand 

End 2682 

Method GENSCAN 

End 1848 

Score .77 



56537 
118289 
459 

OJ000313_05.0419.C15.ol.np 

571 

7489594 
571.. 1554, 2420.. 2682 

S-receptor kinase homolog - rice (fragment) 

gi|2832304 | gb | AAC0174 6 . 1 | (AF044489) receptor-like protein 
kinase [Oryza sativa] 



Seq. ID OJ000313_05.0419.C15 
Strand 

End 2682 

Method AAT/NAEV . r> 

End 2682 

Score 585 



56537 

118289 

459 

OJ000313_05.0419.C15.ol.gp 

839 
none 

839. .1258 



Seq. ID OJ000313_05.0419.C15 
Strand 

End 2682 

Method AAT/GAP 

End 1258 

Score 840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



56537 

118289 

459 

OJ000313_05.0419.C15.o2.gp 

1408 

hone 

1408. .1729, 1827. .1898 

56537 

118290 

2643 

OJ000313_05.0419.C15.o2.tm 

594 

none 



Seq. ID OJ000313_05.0419.C15 
Strand 

End 2682 

Method AAT/GAP 

End 1898 

Score 725 



Seq. ID OJ000313_05.0419.C15 
Strand 

End 2980 

Method TBLASTX: Maize 

End 938 ' " 

Score 206 



.594. .830, 607. .831, 846. .938, 886. .930 

56537 Seq. ID OJ000313 05.0419.C15 



57005 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



118290 Strand 

2643 End 

OJ000313_05.0419.C15.ol.tc Method 

630 End 

none . . Score - 



2980 

TBLASTX: Cress 

1505 

68 



63'0..752, 637. .711, 735. .821, 861. .920, 936. .1181, 943. .1173, 
1212. .1352, 1371. .1406, 1413. .1505 



Seq. No. 56537 

Gene No. 118290 

Start 26.4 3 

Name OJ000313_05 . 04 19 . C15 . ol . ts 

Start 630 

GI none 
Exons 



Seq. ID OJ000313_05.0419.C15 
Strand 

End 2980 

Method TBLASTX : Soybean 

End 1547 

Score 70 



630. .743, 637. .744, 789. .920, 936. .1199, 937. .1146, 1194. .1391, 
1369. .1455, 1371. .1547 



i3 



Seq. No. 56537 

Gene No. 118290 

Start 2643 

Name OJ000313_05 . 04 19 . C15 . ol . tm 

Start 939 
GI '■ none 
Exons 



Seq. ID OJ000313_05.0419.C15 
Strand 

End 2980 

Method TBLASTX: Maize 

End 1562 

Score 165 



939.. 1184, 943.. 1173, 1209. .1352,, 1243... 1353, 1404.. 1562 



Seq. No. 56537 

Gene No. 118290 

Start 2643 

Name OJ000313_05 . 04 19 . CI 5 . ol . tw 

Start 942 

GI none 

Exons 942.. 1178, 1003.. 1155, 1206. 



Seq. ID OJ000313_05.0419.C15 
Strand 

End 2980 

Method TBLASTX : Wheat 

End 1340 

Score 65 
1340 



Seq. No. 
Gene No. 
Start \, 
Name 
Start 
GI 

Exons 



56537 
118290 
264 3 

-OJ000313_05. 041-9:C15.o2.tw 
1413 
none 



Seq. ID OJ000313_05.0419.C15 
Strand 

End 2980 

Method TBLASTX: Wheat 

End 1730 

Score 238 



1413. .1730, 1413. .1637, 1663. .1728 



Seq. No. 56537 

Gene No. 118290 

Start 2643 

-Name OJ000313_05 . 04 19 . C15 . o3 . gp 

Start 2643 

GI none 

Exons 2643. .2980 



Seq. ID OJ000313_05.0419.C15. 

Strand * - 

End 2980 

Method AAT/GAP 

End 2 980 

Score 506 



Seq. No. 56538 

Gene No. 118291 

Start 1063 

Name OJ000313_05 .0419. C20 . ol . gp 

Start 1063 

GI 427532 

Exons 1063.. 1253 



Seq. ID OJ000313_05.0419.C20 

Strand + 

End 1253 

Method AAT/GAP 

End 1253 

Score 354 



57006 



Seq. No. 


56538 




Seq. ID 


OJ000313 


_05. 


.0419. 


C20 


Gene No. 


118291 




Strand 


+ 








Start 


i a a *d 
lObo 




hna 


1 O C A 

1Z D 3 








Name . 


/^taaa'Di-d a c a ,i i n /~"~tA «1 

OJ000313 05.0419.C20.ol 


.gs 


Method 


GEN SCAN 








Start ' 


107 9 




End - 


' 1 A C T 

lz51 








GI 


none 




Score 


A A 

. 99 








Exons 


10 / y . . lZDl 














Seq. No. 


56539 




Seq. ID 


OJ000313 


_05. 


.0419. 


C22 


Gene No. 


118292 




Strand 










Start 


/ 50 




hna 


1 O O A 

1 oZv 








Name 


A TAHrtOI 1 AC A/11A /"""OA _ 1 

OJ00031J 05 . 04 19 . CZZ . ol 


. gs 


Method 


GEN SCAN 








Start 


"7 tZ A 

/o0 




End 


1 O A A 

13Zv 








GI 


none 




Score 


. 8 








Exons 


"T C A OCA ~\ f\ A f~ 1 "3 A A 

750. .850, 1046. .1320 














Seq. No. 


56539 




Seq. ID 


T A A A O 1 *D 

OJOOOolo 


A C 
_0 5 . 


A A 1 A 

. 04 1 y . 


CZZ 


Gene No . 


118292 




Strand 


+ 








.Start 


750 




End 


1320 








Name 


OJ000313 05.0419.C22.ol 


.gp 


Method 


AAT/GAP 








Start 


976 




End 


1320 








GI 


33262 1.R1084 




Score 


642 








Exons 


976. .1320 














GI Descrip. 


'4521193/dbj | AB0134 50 .1| AB0134 50 1.0e-99 Oryza 


sativa DNA, 




similar sequence to Pib 


gene 1 












Seq. No. 


56540 




Seq. ID 


OJ000313 


_05. 


.0419. 


C23 


Gene No . 


118293 




Strand 


+ 








Start 


434 




End 


630 








Name 


OJ000313 05.0419.C23.ol 


.gs 


Method 


GENSCAN 








Start 


434 




End 


630 








GI 


none 




Score 


.43 








Exons 


434. ,630 














Seq. No. 


56541 




Seq. .ID 


OJ000313 


_05, 


.0419. 


C24 


Gene No. . 


118294 




Strand 


+ 








Start 


.218 




End 


1434 








Name 


OJ000313 05.0419.C24.ol 


.np < 


Method 


AAT/NAP 








Start 


218 




End 


1434 








GI 


6498458 




Score 


20 








Exons 


218. .482, 616. .723, 936 


. .1013 


, 1404. .1434 








GI Descrip. 


(AP000816) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


56542 




Seq. ID- 


OJ000313 


_05. 


.0419. 


C25 


Gene No. 


118295 




Strand 


+ 








Start 


1 




End 


4655 








Name 


OJ000313 05.0419.C25.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


3533 








GI 


4680186 




Score 


389 








Exons 


1. .29, 871. .1022,' 1629. 


.1789, 


3506. .3533 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 








Seq. No. 


56542 




Seq. ID 


OJ000313 


_05, 


.0419. 


C25 


Gene No. 


118295 




Strand 


+ 








Start 


1 




End 


4 655 








Name 


OJ000313 05.0419.C25.ol 


.gs 


Method 


GENSCAN 








Start 


859 




End 


1021 









57007. 




r 1 t 

bX 


none 




Score 


. yz 






Exons 


oj y . . xuz x 












oeq. jno. 


0 OO 4 z 




Seq. ID 


OJ000313 05. 


A A 1 Q 

U4 1 y 


r* o r 

. Czo 


Gene No.- 


118295 




Strand 


+ 






Start 


1 




End 


4655 






Name 




.np 


Method 


AAT/NAP 






otart 


z yZ 4 




End 


4655 






bX 


oyu / uo d 




Score 


534 






Exons 


z y z 4 . . o / ii, j / / u. . oyzo, 


4093. 


.4474/ 4572. .4655 






bx uescrip 


tHfuuxxzyj nypotneticai 


protein [Oryza 


sativa] 






Seq. No. 


56542 




Seq. ID 


a Tnnmi ~3 ar 
(JJ UUUoXo UO . 


0419 


.C25 


Gene No. 


118296 




Strand • 










1 TOO 

X Z O O 




End 


OHIO 

z U Xo 






Name 


UJUUUjI j U 0 . U4 x y . 0 . Oz 


.gs 


Method 


bhNbLAN 






Of vf 


Xzoo 




End 


z U X o 






bX 


none 




Score 


R *"7 
. 0 / 






Exons 


i ooo 1/11*7 1 cyi c i TQ1 
Xzoo.. X 4.X// Xo40..X-/oX/ 


1919. 


.2018 








Seq. No. 


56542 




Seq. ID 


UJUUUjIj Uo. 


0419 


.C25 


Gene No. 


118297 




Strand 








otart 


jUDD 




End 


A O A A 

4 o4 4 






Name 


OUUUUoIo Uo . U4 1 y . Cz 0 . Oo 


.gs 


Method 


GENSCAN 






Of -i ~~ f 

otart 


*i n £ c 

jUDD 




End 


A O A A 

4 o4 4 






bX 


none 




Score 


. 4 ■ 






Exons 


jUDD. . jj / O, o 4 XZ . . JDOy, 


4029. 


. 4344 








Seq. No. 


56543 




Seq. ID 


OJ000313_05. 


0419 


.C27 


Gene No. 


118298 




Strand 


+ 






bt art 


z o Oz 




End 


3216 






Name 


UJUUUolo UO . U4 x y . bz / . Oz 


.gs 


Method 


GENSCAN 






otart 


Z O oz 




End 


3216 






C T 

bX 


none 




Score 


.4 






Exons 


ZOOZ..OU/0/ oXo/..ozXb 












oeq. no. 


0O044 




Seq. ID 


OJ000313_05. 


"A A T A 

0419 


. C40 


Gene No.- 


118299 




Strand 


+ 






Start 


1 




End 


294 






Name 


r\ in nmi*5 n r a / 1 q c a c\ ^ i 
UJUUUjIj U 0 . U 4 x y . b4 u . ox 


.np 


Method 


AAT/NAP 






Of -iyf 

otart 


1 
X 




End 


294 






C T 
bX 


4 o o y D D Z 




Score 


350 






Exons 


1 O QA 

x . . z y 4 












GI Descrip, 


lArUoizoz) poxyprotem . 


[Sorghum' bicolor] 






Seq. No. 


56544 




Seq. ID 


OJ000313_05. 


0419, 


.C40 


Gene No. 


118300 




Strand 


+ 






otait 


A AO 
4 4 Z 




End 


705 






Name 


(JJUUUoXo UO . U4 x y . b4 U . ox 


.gs 


Method 


GENSCAN 






btsrt 


4 4z 




End 


705 






GI 


none 




Score 


.75 






Exons 


442. .464/ 678. .705 












Seq. No. 


56544 




Seq. ID 


OJ000313_05. 


0419, 


.C4 0 


Gene No. 


118301 




Strand 








Start 


1419 




End 


1876 






Name 


OJ000313 05.0419.C40.ol 


. ts 


Method 


TBLASTX: Soybean 





57008 



Start 
GI 

Exons 



4 

none 
4. .270 



End 
Score 



270 
211 



Seq. No. 56544 Seq. ID 

Gene No. 118301 Strand 

Start 1419 End 

Name OJ000313_05 . 04 19 . C40 . ol . tm Method 

Start 7 End 

GI none Score 

Exons 7. .237, 72. .170 , 



OJ000313_05.04l9.C40 
1876 

TBLASTX: Maize 

237 

218 



Seq. No. 56544 Seq. ID OJ000313JD5 . 04 19 . C40 

Gene No. 118301 Strand 

Start 1419 End 1876 

Name OJ0Q0313_05 . 0419 . C40 . ol . gp Method AAT/GAP 

Start 1244 End 1621 

GI 38597_1.R1084 Score 481 

Exons 1244.. 1621 

GI Descrip. ' 4454038/emb | CAA23035 . 1 | 4.0e-29 (AL035394) putative disease 

resistance response protein [Arabidopsis thaliana] ' 





Seq. No. 


56544 


Seq. ID 


OJ000313 




Gene No. 


118301 


Strand 






Start 


1419 


End 


1876 


V * 


Name 


OJ000313 05.0419.C40.o2.gs 


Method 


GENS CAN 


Start 


1419 


End 


1874 


m 


GI 

Exons 


none 

1419. .1874 


Score 


.99 



fli 



Seq. No. 56544 Seq. ID 

Gene No. 118301 Strand 

Start 1419 End 

Name OJ000313_05 . 04 19 . C40 . o2 . gp Method 

Start 1497 End 

GI none Score 
Exons - 1497 . . 1876 



OJ000313_05.0419.C40 

1876 
AAT/GAP 
1876 
713 



14 

C.3 



Seq. No. 56545 Seq. ID 

Gene No. 118302 Strand 

Start 43 End 
Name . OJ000313_05 . 04 19 . C41 . ol . gs Method 

Start 4 3 ' * ■■ " " End ' 

GI none Score 

Exons 43. .134, 481. .751, 1581. .1652 



OJ000313_05.0419.C41 
+ 

1652 
GENS CAN 
1652 ' * 
.51 



Seq. No. 


56546 


Seq. ID 


OJ000313_05.0419.C42 


Gene No. 


118303 


Strand 


+ ' 


Start 


471 


End 


836 


Name 


OJ000313 05.0419.C42.ol.gp 


Method 


AAT/GAP 


Start 


471 


End 


836 


GI 


3255 1.R1084 


Score 


637 


Exons 


471. .836 






GI Descrip. 


if 42060 65/gb|AF064 853 IAF064853 


2.0e-09 


Homo sapiens map 7qter; 




41.64cR from WI-8540 repeat region," complete sequence 1 



Seq. No. 56546 Seq. ID OJ000313_05 . 04 19 . C42 



57009 



Gene No. 118304 Strand 

Start 759 End 1151 

Name OJ000313_05 . 0419. C42 .ol .gs Method GENS CAN 

Start 759 End 1151 

GI none Score .7 

Exons 759. .831, 1113. .1151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



56546 Seq. ID 

118305 Strand 

1111 End 1735 

OJ000313_05 . 04 19 . C42 . ol . np Method AAT/NAP 

1111 End 1735 

3953467 Score 106 
1111. .1237, 1715. .1735 

(AC002328) F20N2.12 [Arabidopsis thaliana] 



OJ000313 05.0419.C42 



56547 



Seq. ID OJ000313_05. 0419.C45 



118306 Strand + 

1 End . ' 870 

OJ000313__05.0419.C45.ol.np Method AAT/NAP 
1 End 870 

6069646 Score 393 

1. .32, 541. .870 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj J BAA90639 . 1 1 .(AP001129) Similar 'to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, . 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 56548 Seq. ID 

Gene No. 118307 Strand 

Start 97 End 

Name OJ000313_05 . 04 19 . C4 6 . ol . gs Method 

Start 97 End 

GI none * Score 

Exons 97.. 324 



OJ000313_05.0419.C46 
+ 

324 

GENSCAN 

324 

.44 



Seq. No. 56548 Seq. ID 

Gene No. 118308 *" Strand 

Start 1 End 

Name OJ000313JD5 . 04 19 . C4 6 . ol . gp Method 

Start 1 . End 

GI 2431493 ' Score 
Exons ■ 1..184 



OJ000313_05.0419.C46 
184 

AAT/GAP 

184 

360 



Seq. No. 56549 Seq. ID 

Gene No. 118309 Strand 

Start 1 End 

Name OJ000313_05 .0419.C47.ol.np Method 

Start 1 End 

GI 7248395 Score 

Exons 1..496 

GI Descrip. (AP001389) hypothetical protein [Oryza sativa] 



OJ000313_05.0419.C47 
+ 

496 

AAT/NAP 
496 
359 



Seq. No. 
Gene No. 
Start 



56549 

118310 

554 



Seq. ID OJ000313_05.0419.C47 
Strand 

End 706 



57010 



fft 

v3 



13 



Name 


OJ000313 05.0419.C47.o2.np 


Method 


AAT/NAP 






Start 


554 


End 


706 






GI 


7106513 


Score 


235 






Exons 


554.. 706. 










GI Descrip. 


(AP001278) hypothetical protein [Oryza sativaj 






Seq. No. 


56550 


Seq. ID 


OJ000313 05. 


0419. 


, C4 8 


Gene No. 


118311 


Strand 








Start 


121 


End 


2194 






Name 


OJ000313 05.0419.C48.o2.np 


Method 


AAT/NAP 






Start 


121 


End 


2194 






GI 


5777623 


Score 


157 






Exons 


121. .149, 2048. .2194 










GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sativa] 






Seq. No. 


56550 


Seq. ID 


OJ000313JD5. 


0419 . 


C48 


Gene No . 


118311 


Strand 


+ 






Start 


. 121 


End 


2194 






Name • 


(XJ000313 05.0419.C48.ol.np 


Method 


AAT/NAP 






Start 


351 


End 


415 






GI 


7106512 


Score 


77 






Exons 


351. .415 ■ 










GI Descrip. 


(AP001278) EST C98 429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


56550 ' * 


Seq. ID 


OJ000313_05. 


0419. 


C48 


bene ino ■ 


118312 


Strand 








Start 


113 


End 


218 






Name 


OJ000313 05.0419.C48.ol.gp 


Method 


AAT/GAP 






Start 


113 


End 


218 






GI 


5816518 


Score 


159 






Exons 


113. .218 










GI Descrip. 


4521193/dbj | AB0134 50 . 1 | AB0134 


50 3.0e-< 


40 Oryza sativa DNA, 




similar sequence to Pib gene 










Seq. No. 


56550 


Seq. ID 


OJ000313_05. 


0419. 


C48 


Gene No . 


118313 ■ - < 


Strand 








Start 


227 


End 


438 






Name 


OJ000313 05.0419.C48.o2.gp 


Method 


AAT/GAP 






C 1 4- -v -w- +- 

btart 


227 


End 


438 






GI 


3761181 


Score 


328 






Exons 


227.. 438 










GI Descrip. 


4521193/dbj | AB0134 50 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 










Seq. No. 


56551 


Seq. ID 


OJ000313_05. 


0419. 


C49 


Gene No. 


118314 


Strand 


+ 






Start 


1 


End 


2054 






Name 


OJ000313 05.0419.C49.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


2054 






GI 


5777623 


Score 


771 






Exons 


1..312, 493. .999, 1811. .2054 










GI Descrip. 


(AJ245900) CAA3037.il. 1 protein [Oryza 


sativa] 






Seq. No. 


56551 


Seq. ID 


OJ000313_05. 


0419. 


C49 


Gene No. 


118315 


Strand 








Start 


1 


End 


3114 







57011 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000313_05 . 04 19 . C4 9 . ol . np Method AAT/NAP 
1 End 1250 

6907086 Score 1175 

.1. .429, . 490. . 1250 
(AP001129) hypothetical protein [Oryza sativa] 



56551 Seq. ID 

118315 Strand 

1 End 

OJ000313_05.0419.C4 9.o3.np Method 

423 End 

4680186 Score 



OJ000313_05.0419.C49 

3114 
AAT/NAP 
3114 
167 



423.-447, 2202. .2376, 2877. .3114 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 56551 Seq. ID 

Gene No. 118315 Strand 

Start 1 End 

Name OJ000313_05 . 04 19 . C4 9 . ol . gs Method 

Start 515 End 

GI none Score 

Exons 515.. 993, 1985.. 2066 



OJ000313_05.0419.C49 

3114 
GENSCAN 
2066 
.8 



s • £ 
a--cr 


Seq. No. 


56552 




Seq. ID 


OJ000313_ 


05. 


.0419 


.C50 




Gene No. 


118316 




Strand 












Start 


401 




End 


1109 • 










Name 


OJ000313 05.0419. C50.ol, 


.gs 


Method 


GENSCAN 








fill 

3 V 


Start 


401 




End 


1109 








It* 


GI 


none 




Score 


. 88 










Exons 


401. .738, 845. .1109 
















Seq. No. 


56553 




Seq. ID 


OJ000313_ 


05. 


.0419 


.C51 


ru 


Gene No. 


118317 




Strand 












Start 


12 




End . 


243 








13 


Name 


OJ000313 05.0419.C51.ol, 


.gs 


Method 


GENSCAN 








"4 


Start 


12 




End 


243 








i . 


GI 


none 




Score 


. 69 








•a. 

W 


Exons 


12.. 243 
















Seq. No. 


56554 




Seq. ID 


OJ000313_ 


05. 


,0419 


.C52 


u 


Gene No. 


118318 




Strand 












Start 


1 




End 


4702 










Name 


OJ000313 05.0419.C52.ol. 


.np 


Method 


AAT/NAP' 










Start 


1 




End 


4702 










GI 


7339707 




Score 


107 










Exons 


1..69, 1518. .1613, 4466. 


. .4606, 


4663. .4702 










GI Descrip. 


(AP001539) hypothetical 


protein [Oryza 


sativa] 









Seq. No. 56555 

Gene No. 118319 

Start 1 

Name OJ000313_05.0419.C54 .ol.np 

Start 1 

GI 3953467 

Exons 1..68, 823.. 931, 1037.. 1100 
GI Descrip. (AC002328) F20N2.12 [Arabidopsis thaliana] 



Seq. ID OJ000313_05.0419.C54 
Strand + 

1100 
AAT/NAP 
1100 
77 



End 

Method 

End 

Score 



57012 



m 

ry 

ry 



t'5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

Gl Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56555 

118319 

1 

OJ000313_05.0419.C54.ol.tm ■ 

672 

none 

672. .914, 705. .905, 709. .927 



Seq. ID OJ000313_05.0419.C54 

Strand + 

End ' 1100 

Method TBLASTX: Maize 

End 927 

Score 118 



56556 
118320 
514 

OJ000313_05. 0419.C56.ol.gp 
514 

3760180 
514. .598 

4836931/gb|AAD30633.1|AC006085_6 4.0e-53 (AC006085) Hypothetical 
protein [Arabidopsis thaliana] 



Seq. ID OJ000313_05.0419.C56 
Strand 

End 598 

Method AAT/GAP 

End 598 

Score 143 



Seq. ID OJ000313_05.0419.C56 
Strand 

End 598 

Method AAT/NAP 

End 598 

Score 111 



56556 
118321 
522 

OJ000313_05.0419.C56.ol.np 
522 ■ 
2129537 
522. .598 

AP2 domain-containing protein - Arabidopsis thaliana" gi | 1209099 
(U40256) AINTEGUMENTA [Arabidopsis thaliana] gi 11244708 (U41339) 
ANT [Arabidopsis thaliana] gi | 44907201 emb | CAB38923 . 1 1 (AL035709) 
ovule development protein aintegumenta (ANT) [Arabidopsis 
thaliana] 



56556 

118322 

522 

OJ000313_05.0419;C56.ol.gs 

522 

none 

522.. 587 

56557 

118323 

3672 

OJ000313_05.0419.C57.o2.gs 

3672 

none 



Seq. ID OJ000313_05. 0419.C56 
Strand 

End 587 

Method GENSCAN . . 

End 587 

Score .69 



Seq. ID OJ000313_05.0419.C57 

Strand + 

End 4 921 

Method GENSCAN 

End 4 921 

Score . 62 



3672. .3731, 4180. .4280, 4391. .4632, 4797. .4921 



Seq. No. 56557 

Gene No. 118324 

Start 1 

Name OJ000313_05 . 04 19 . C57 . ol . np 
Start . 1 

GI 4836931 

Exons 1..137, 434, .516, 795. .974, 2603. .2657 

GI Descrip. (AC006085) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000313_05.0419.C57 
Strand 

End 2657 

Method AAT/NAP 

End 2657 

Score 316 



Seq. No. 



56557 



Seq. ID OJ000313_05.0419.C57 



57013 



Gene No. 118324 Strand 

Start 1 End 2657 

Name OJ000313__05 . 04 19 . C57 . ol-. gp Method . AAT/GAP 

Start 47 - End . 148 . 

GI 3760180 Score 176 ■."• ■•* 

Exons 4-7.. 14 8 

GI Descrip. 4836931/gb | AAD30633 . 1 | AC006085_6 4.0e-53 (AC006085) Hypothetical 
protein [Arabidopsis thaliana] 



; ■; e 



Seq. No. 


56557 




Seq. ID 


OJ000313__ 


_05.0419.C57 


Gene No. 


1 "1 O "D A A 

lib 324 




Strand 






Start 


1 






ZOO / 




Name 


r\ t a a a o i o AC 

OJ0UU313 Uo. 


u 4 ±9 . oo / . oi . gs 


Method 


f TP vr c c* A w 




Start 


A A 




bna 


1 1 on . 
IloU 




GI 


none 




Score 


. / / 




Exons 


4 9.. 137, 434 


r 1 /■ T A C 1 1 O A 

. .bio, / 95 . . IloU 








Seq. No. 


56557 




Seq. ID 


OJ000313_ 


_05.0419.C57 


Gene No. 


118324 




Strand 






Start 


1 




End 


zoo / 




Name 


OJ000313__05 . 


04 1 9 . Co / . oz . gp 


Method 


AA1 /bAr 




Start 


1055 




End 






GI 


A O f~ O A A 

4 Z o z 4 4 




Score 


4 0 1 




Exons 


TACC 1 "1 O C 

1055 . .118 5, 


1 O A 1 1 /I O / 

1301 . .14 34 








Seq. No. 


56557 




Seq. ID 


OJ000313_ 


_05.0419.C57 


Gene No. 


118 325 




Strand 






Start 


594 0 




End 


£ A A A 

o4 4 4 




Name 


/"VTAAAT'I*} AC 

OJ000313__05 . 


0419. Co / . o3 . gs 


Method 


GENSCAN 




Start 


594 0 




XT' _ J 

End 


CL A A A 

b4 4 4 




GI 


none 




Score 


. O 9 




Exons 


r f\ ji n /"A/it 

594 0. . 6047 , 


/~ A r\ d f A A A 

6408 . .6444 








Seq. No. 


56558 




Seq. ID 


OJ000313_ 


_05.0419.C62 


Gene No. 


118326 




Strand 






Start 


43 




End 


673 




Name 


OJ000313 05. 


0419.C62.ol.gs 


Method 


GENSCAN 




Start 


43 




End 


673 




GI 


none 




Score 


.51 




Exons 


43.. 150, 581 


. . 673 








Q ^ rr Ma 

oeq, ln o . 


56559 . 




Seq. ID 


OJ000313_ 


OR 0.41 Q ffi^ 


Gene No. 


118327 




Strand 


+ 




Start 


300 




End 


2413 




Name 


OJ000313 05. 


0419.C63.ol.gs 


Method 


GENSCAN 




Start 


300 




End 


2413 




GI 


none 




Score 


.65 




Exons 


300. .383, 473. .657, 712. .921 


, 1809.. 2003, 2083.. 


2230, 2334.. 2413 


Seq. No. 


56559 




Seq. ID 


OJ000313_ 


_05.0419.C63 


Gene No. 


118327 




Strand 


+ 




Start 


300 




End 


2413 




Name 


OJ000313 05. 


0419.C63.ol.gp 


Method 


AAT/GAP 




Start 


457 




End 


2413 




GI 


876 1.R1084 




Score 


1850 




Exons 


457. .921, 1723. .2003, 2083.. 


2230, 2334 


. .2413 




GI Descrip. 


'3420299 0.0e+00 (AF072849)' 


jabl protein [Oryza 


sativa subsp. 



57014 



indica] 



£3' 



Seq. No. 


56559 




Seq. ID 


OJ000313 05.0419.C63 


Gene No. 


118327 




Strand 


+ 


Start 






End 


2413 


Name 


OJ0U0313 05 . 04 19 . Coo . ol 


. tm 


• Method 


TBLASTX: Maize 


Start 


roc; 




End 


2233 




none 




Score 


565 


Exons 


clog: cqh c; o g qoi "tzccx 


. . y^u , 


855. . 923, 


1720. .1782, 1721. .178 






-1-700 


.1793, 1723. .1827, 1796. .1999, 




1797.. 2030, 2041. .2229, 


2072. 


.2230, 2083. .2232, 2084. .2233 


beq . wo . 


56559 




Seq. ID 


OJ000313_05.-0419.C63 


Gene No.- 


■ 118327 




Strand 


+ 


Start 


300 




End 


2413 


Name 


OJ000313 05. 0419.C63.ol 


.np 


Method 


AAT/NAP 


Start 


529 




End 


2413 


GI 


7489491 




Score 


1452 


Exons 


529. .921, 1723.. 2003, 2083. .2230, 2334. 


.2413 ■ 


GI Descrip. 


JUN-activatiori-domain-binding protein homolog - rice 




gi |3420299| gb| AAC337 65 . 


1| (AF072849) jabl protein [Oryza sati 




subsp. indica] 








Seq. No. 


56559 




Seq. ID:. 


OJ00.0313__05.0419.C63 . 


Gene No. , 


118327 




Strand 


+ 


btart 


300 




End 


2413 


Name 


OJ000313 05 . 04 19 . C63 . ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


538 




End 


1940 


GI 


none 




Score 


67 


Exons 


538.-588, 540. .587, 625 


. . 921, 


672. .920, 


855. .929, 1720. .1782, 




1722. .1787, 1722. .1793, 


1723. 


.1830, 1796. .1912, 1797, .1913, 




1914.. 1940 








Seq. No. 


56559 




Seq. ID 


OJ000313_05. 0419.C63 


Gene No. 


118327 




Strand 


+ 


otart 


300 




End 


2413 


Name 


OJ000313 05.0419.C63.ol 


. tc 


Method 


TBLASTX: Cress 


O J . .,-4- 

btart 


540 




End 


2410 ■ 




none 




Score 


473 


Exons 


540. .587, 541. .918, 669 


. .917, 


1722. .1796, 1722. .1793, 




1723. .1830, 1796. .2002, 


1797. 


.2030, 2041. .2238, 2079. .2240, 




.2333. .2410 








Seq. No. 


56560 




. Seq. ID 


OJ000313_05.0419.C64 


Gene No . 


118328 




Strand 


+ 


Start 


1 




End 


798. 


Name 


OJ000313 05.0419.C64 ,ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


798 




5091513 




Score 


828 


Exons 


1..68, 197. .798 








GI Descrip. 


(AB0234 82) Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


56560 




Seq. ID 


OJ000313_05.0419.C64 


Gene No. 


118328 ~ 




Strand 


+ 


Start 


1 




End 


798 


Name 


OJ000313 05.0419.C64 .ol 


.gs 


Method 


GENSCAN 


Start 


213 




End 


786 



57015 



GI 

Exons 



none 

213. .786 



Score 



• 



61 



0 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



56561 

118329 

1 

OJ000313_05.0419.C65.ol.np 
1 

7106512 

1..391, 852. .1389 
(AP001278) EST C98429 (E0138 } 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_ 
+ 

1389 
AAT/NAP 
1389 
950 



05.0419.C65 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



56562 

118330 

1 

OJ000313_05.0419.C66.ol.np 
1 

7106512 
1. .984 

(AP001278) EST C98429 (E0138 ) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_05.0419.C66 
984 

AAT/NAP 

984 

1231 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



56562 Seq. ■ ID 

118330 Strand 

1 End 
OJ000313_05.0419.C66.ol.gs Method 

32 End 

none Score 
32. .937 



OJ000313_05.0419.C66 

.984 

GENSCAN 

937 

1 



OJ000313 05.0419.C67 



56563 Seq. ID _ 

118331 Strand 
1 End 779 

OJ000313_05.0419.C67.ol.gp Method AAT/GAP 
1 End 234 

23415_1.R1084 Score 433 

1..234 

'2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF1951 15_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease " (SP: P38767) [Arabidopsis thaliana] 1 

56563 Seq. ID OJ000313_05 . 04 19 . C67 

118331 ' Strand 

1 End 779 

OJ000313_05.0419.C67 .ol .np Method AAT/NAP 

1 End 771 

7431843 Score 544 

1..239, 387. .479, 577. .771 

NADPH — f errihemoprotein reductase (EC 1.6.2.4) - California 
Poppy gi|2580499|gb|AAC05022.1| (U67186) NADPH : f errihemoprotein 
oxidoreductase [Eschscholzia californica] 



56563 
118331 



Seq. ID 
Strand 



OJ000313 05.0419.C67 



57016 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000313_05.0419.C67 .ol.tc 
12 

none 



End 

Method 

End 

Score 



779 

TBLASTX: Cress 

779- 

52' 



12. .92, 13. .66, 103. .180, 108. .182, 182. .2-29, 183. .230, 
389. . 481, "3'93. .482, 558. .728, 583. .717-, 705. .779 



56563 

118331 

1 

OJ000313_05.0419.C67.ol.ts 
12 

none 



Seq. ID OJ000313_05. 0,419. C67 

Strand 

End 779 

Method TBLASTX : Soybean 

End 779 

Score 62 



12. .98, 108. .182, 182. .244, 183. .233, 202. .237, 381. .482, 
386. .481, 393. .482, 557. .613, 576. .770, 577. .708, 669. .779, 
670.. 771', 707.. 775 



*3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56563 

118331 

1 

OJ000313_05.0419.C67.ol.tm 
12 

none 



Seq. ID OJ000313__05.0419.C67 
, Strand 

End 779 - 

Method TBLASTX : Maize 

End 779 

Score 167 



12. .182, 13. .177, 20. .181, 169. .240, 173. .238, 381. .482, 
383. .487, 386. .481, 526.-774, 576. .779, 577. .771, 701. .772 



56563 

118331 

1 

OJ000313JD5.0419.C67.ol.gs 
98 

none 

98. .204, 387. .479, 577. .771 



Seq. ID OJ000313_05.0419.C67 

Strand -- 

End 1 779 

Method GENSCAN 

End 771 

Score .7 



Seq. ID OJ000313_05.0419.C68 
Strand 

End .458. 

Method AAT/NAP 

End 443 

Score 179 



56564 
118332 
1 

OJ000313_05 . 04 19 . C68 . ol . np 
1 

7431844 
1..106, 201. .284, 374. .443 

NADPH — ferrihemoprote.in reductase (EC 1.6.2.4). ATR2 - 
Arabidopsis thaliana gi | 5730131 | e mb | CAB524 65 . 1 | (AL109796) 
NADPH-ferrihemoprotein reductase (ATR2) [Arabidopsis thaliana] 
gi I 72699211 emb | CAB81014 . 1 1 (AL16157 6) NADPH-ferrihemoprotein 
reductase (ATR2) [Arabidopsis thaliana] 



56564 

118332 

1 

OJ000313JD5.0419.C68.ol. tc 
35 

none 

35. .106, 198. .287, 202. .294, 
375. .446 



Seq. ID OJ000313_05.0419.C68 
Strand 

End 458 

Method TBLASTX: Cress 

End 44 6 

Score 106 

367,.. 441, 372. .431, 374. .445, 



Seq. No. 



56564 



Seq. ID OJ000313 05.0419.C68 



57017 



Gene No. 

Start 

Name 

Start 

GI 

Exons- 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



118332 Strand 

1 End 

OJ000313_05 . 04 19 . C68 . ol . tm Method 

35 End 

none Score 



458 

TBLASTX: Maize 

445 ... 

136 



35. .106, 198. .287, 202. .294, 374. .445, 375. .434 



56564 

118332 

1 

OJ000313_05.0419.C68.ol. ts 

35 

none 



Seq. ID OJ000313_05.0419.C68 

Strand 

End 4 58 

Method TBLASTX : Soybean 

End 458 

Score 50 



35. .106, 36. .113, 198. .284, 202. .243, 367. .432, 374. .445, 
375. .458 



Seq. No. 56565 
Gene No. . 118333 
Start 1 

Name 0 JO 0 0 3 2 3_0 6 . 0 4 1 9 . CI 5 . o 1 . np 

Start 1 
GI 6016874 
Exons 1..411, 529.. 732 

GI Descrip. (AP000570) ESTs C19143 (E10020 ) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. ID OJ000323_06.0419.C15 

Strand + 

End 732. 

Method AAT/NAP 

End 732 

Score 581 



Seq. No. 


56565 








Seq. ID 


OJ000323_06.0419. 


.CIS 


Gene No. 


118334 








Strand 






Start 


462 








End 


726 




Name 


OJ000323 


_06.0419.C15 


.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


99 








End 


451 




GI 


none 








Score 


239 




Exons 


99.. 380, 


110. .451 












Seq. No. 


56565 








Seq. ID 


OJ000323_06.0419. 


C15 


Gene No. 


118334 








Strand 






Start 


462 








End 


726 




Name 


OJ000323 


06.0419.C15 


-ol. 


.gs 


^Method 


GENSCAN 




Start . 


462 








End 


713 




GI 


none 








Score 


.74 




Exons 


462. .713 














Seq. No. 


56565 








Seq. ID 


OJ000323_06.0419. 


C15 


Gene No. 


118334 








Strand 






Start 


4 62 








End 


726 




Name 


OJ000323 


06.0419.C15 


.o2, 


, tm 


Method 


TBLASTX: Maize 




Start 


564 








End 


726 




GI 


none 








Score 


223 




Exons 


564 . .722, 


574. .726 












Seq. No. 


56566 








Seq. ID 


OJ000323_06.0419. 


C33 


Gene No.. 


118335 








Strand 


+ 




Start 


1030 








End 


1110 




Name- 


OJ000323 


06.0419.C33 


.ol. 


.gs 


Method 


GENSCAN 




Start 


1030 








End 


1110 




GI 


none 








Score 


.43 





57018 



Exons 



1030. .1110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56567 Seq. ID OJ000323_06 . 04 1 9 . C35 

118336 ..,„• Strand 

1 End 290 

OJ000323_06 .0419. C35 . ol . np Method AAT/NAP 

1 End 290 

7228442 Score 297 

1. .290 

(AP001366) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



56568 Seq. ID 

118337 Strand 

564 End 
OJ000323_06.0419.C77.ol.gs Method 

564 . End 

none ,, ( Score 

564.. 587, 965.. 1063 



OJ000323_06.0419.C77 

1063 
GENSCAN 
1063 
.74 



•a tr 
i . e 

fil 



Seq. No. 
Gene No. 
Start ^ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56569 Seq. ID OJ000313 __06 . 04 19 . CI 

118338 Strand 

1 End 907 . 

OJ000313_06.0419.Cl.ol.np Method AAT/NAP * " 

1 End 907 

7486992 Score 1032 

1..907 

hypothetical protein T13L16.5 - Arabidopsis thaliana 

gi I 65985261 gb| AAD20114 .2 | (AC006201) hypothetical protein 

[Arabidopsis thaliana] 



56569 Seq. ID 

118338 Strand 
1 ■ End 

OJ000313_06 . 04 19 . CI . ol . gs Method 
15 . End ■ 

none. Score 

15. .59, 159. .368, 734. .819 



OJ000313_06.0419.C1 
907 

GENSCAN 

819 

..65 



Seq. No. 56570 Seq. ID 

Gene No. 118339 Strand 

Start 1 End 

Name OJ000313_06 . 04 19 . C3 . ol . gp . Method 

Start 1 End 

GI 426244 Score 

Exons 1..55, 171.. 301 



OJ000313_06.0419.C3 
+ 

■ 561 ' 
AAT/GAP 
301 
268 



Seq. No. . 56570 Seq. ID 

Gene No. " 118339 Strand 

Start 1 End 

Name OJ000313_06 . 04 19 . C3 . ol . gs Method 

Start, 176 End 

GI none Score 

Exons 176.. 561 



OJ000313_06.0419.C3 
+ 

561 

GENSCAN 

561 

.85 



Seq. No. 



56571 



Seq. ID OJ000313 06. 0419. C5 



57019 



Gene No. 118340 Strand + 

Start 1 End 866 

Name OJ000313_06 . 0419 . C5 . ol . gp Method AAT/GAP 

Start' 1 End 220- ■ ^. 

GI ' 3760180 Score 157 

Exons 1..21, 136.. 220 

GI Descrip. 4 836931/gb | AAD30633 . 1 | AC006085_6 4.0e-53 (AC006085) Hypothetical 
protein [Arabidopsis thaliana] 



OJ000313_06.0419.C5 
+ 

866 

AAT/NAP 

866 

109 



Seq. No. 56571 Seq. ID 

Gene No. 118340 Strand 

Start 1 End 

Name OJ000313_06 . 04 19 . C5 . ol . np Method 

Start 1 End 

GI 2129537 Score 

Exons 1..21, 136.. 215, 842.. 866 

GI Descrip. AP2 domain-containing protein - Arabidopsis thaliana gi 11209099 
(U40256) AINTEGUMENTA [Arabidopsis thaliana] gi 11244708 (U41339) 
ANT [Arabidopsis thaliana] gi | 4490720 | emb | CAB38923 . 1 | (AL035709) 
ovule development protein aintegumenta (ANT) [Arabidopsis 
thaliana] 



V 1 

'.z ; t 

C3 

tu 

\3 

= '-4 



Seq. No. 56571 

Gene No. 118340 

Start 1 

Name OJ000313_06 . 04 19 . C5 . ol . gs 

Start 147 

GI none 

Exons 147.. 212 

Seq. No. 56572 

Gene No. 118341 

Start 226 

Name OJ000313_06 . 04 19 . C9 . ol . gs 

Start 226 

GI none 

Exons 226. .414 



Seq. ID OJ000313_06.0419.C5 

Strand > + 

End 866 

Method GENSCAN 

End 212 

Score . 63 



Seq. ID OJ000313__06.0419.C9 

Strand 

End 414 

Method GENSCAN 

End 414 

Score- .99 



2- J 

C3 



Seq. No. 56572 Seq. ID OJ000313__06 . 04 19 . C9 

Gene No. 118342 Strand 

Start 599 End 731 

Name OJ000313_06 . 04 19 . C9 . ol . gp .. Method , AAT/GAP 

Start 599 " ' ' End 731 

GI 38597_1.R1084. Score 245 

Exons. 599. . 731 . ' 

GI Descrip. ' 4454038/emb | CAA23035 . 1 | 4.0e-29 (AL035394) putative disease 
resistance response protein [Arabidopsis thaliana] f 



Seq. No. 56573 

Gene No. 118343 

Start 395 

Name OJ000313_06 . 04 19 . C13 . ol . tm 

Start 383 

GI none 
Exons 



Seq. ID OJ000313_06.0419.C13 
Strand 

End 5010 

Method TBLASTX : Maize 

End 3394 

Score 275 



383. .685, 385. .702, 386. .679, 571. .687-, 1119. .1295, 1140. .1295, 
1141. .1296, 1536. .1667, 1537. .1668, 1539. .1667, 1552. .1668, 
2493. .2639, 2498. .2641, 2499. .2645, 2500. .2646, 3202. .3309, 



57020 



3213. .3308, 3219. .3320, 3242. .3337, 3275. .3337, 3283. .3375, 
3329. .3394 



Seq. No. 56573 Seq. ID 

Gene No'. 118343 , Strand 

Start 395 End 

Name OJ000313_06. 0419.C13 .ol .gs Method 

Start 395 End 

GI none * ■ Score 

Exons 395.-679, 1143. .1294, 1541. .1666, 2501 
4077. .4122, 4727. .5010 



OJ000313_06.0419.C13 

5010 
GENSCAN 
5010 
.64 

..2644, 3212;. 3404, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5.6573 
118343 ■ 
395 

OJ000313_06.0419.C13.ol.ts 

404 

none 



Seq. ID OJ000313_06.0419.C13 
Strand 

End 5010 
Method TBLASTX : Soybean 
End 3320 
Score 119 

404. .679, 407. .529, 471. .680, 1140. .1295, 1141. .1296, 

1141. .1296, 1539. .1667, 1540. .1668, 1540. .1668, 2487. .2639, 

2499. .2639, 2500. .2640, 3202. .3309, 3213. .3308, 3219. .3320 



f : E 

[3 

Til 



Seq. -No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End" 
Method 
End 
Score 
1140. 
1664, 



56573 
118343 
395 

OJ000313_06.0419.C13.ol.tc 
425 
none 

425. .526, 425. .679, 585. .680, 
•1141. .1308, 1142. .1297, 1521. 
2499.. 2666, 2500.. 2667 

56573 " 
118343 
395 

OJ000313_06 . 04 1 9 . C13 . ol . tw 

.449 . 
none 

449. .673, 585. .674/ 1132. .1296, 1140. 
1143. .1298 



OJ000313 06.0419.C13 



5010 ' 

TBLASTX: Cress 
2667 
66 

1295, 1141. .1296, 
1537. .1680, 1539. 



1667, 



Seq. ID 'OJ000313_06.0419.C13 
Strand '' - 
End 5010 
Method TBLASTX : Wheat 
End 1299 
Score 96 

1295, 1141. .1299, 



Seq. No. 

Gene No. ' • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56573 

118343 : • 
395 

OJ000313_06.0419.C13.ol.np 
560 

6967707 

560. .679, 1143. .1294, 1541. .1666, 2501. .2630 



Seq. ID OJ000313_06.0419.C13 
Strand 
End 

Method 
End 
Score 



5010 
AAT/NAP 
2630 
293 



(AL139074) putative acetyltransf erase [Campylobacter jejuni] 



56573 

118343 

395 

OJ000313_06.0419.C13.o2.tw 

1626 

none 



Seq. ID OJ000313_06.0419.C13 
Strand 
End 

Method 
End 
Score 



5010 

TBLASTX: Wheat' 

3391 

63 



1626. .1667, 1627. .1668, 1628. .1669, 2493. .2645, 2499. .2645, 



57021 



2500. .2661, 3202. .3309, 3213. .3308, 3225. .3317, 3281. .3331, 
3283. .3330, 3347. .3391 



Seq. No. 


56574 


Seq. ID 


OJ000313_06.0419 


. C14 


Gene No. 


118344 


Strand 


+ 




Start 


1 


End 


510 ' 




Name 


OJ000313 06.0419.C14.ol.np 


Method 


AAT/NAP 




.Start 


1 


End 


492 




GI 


6729022 


Score 


207 




Exons 


1..44, 72. .492 








GI Descrip. 


(AC009177) unknown protein [Arabidopsis thaliana] 




Seq. No. 


56574 


Seq. ID 


OJ000313 06.0419 


. C14 


Gene No . 


118344 


Strand 


+ 




Start 


1 


End 


510 




Name 


OJ000313 06.0419.C14.ol.gs 


Method 


GENSCAN 




Start 


10 


End 


510 




GI 


none 


Score 


.99 




Exons 


10. .510 








Seq. No. 


56574 


Seq. ID 


OJ000313_06.0419 


. C14 


Gene No. 


118344 


Strand 


+ 




Start 


1 


End 


510 




Name 


. OJ000313 06.0419.C14.ol.tm 


Method 


TBLASTX: Maize ' 




Start 


216 


End 


489 




GI 


none 


Score 


61 




Exons 


216. .239, 217. .249, 262. .489, 


291. .479 






Seq. No. 


56575 


Seq. ID 


OJ000313_06.0419 


. C15 


Gene No. 


118345 


Strand 






Start 


1 


End 


754 




Name 


OJ000313 06.0419.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


699 




GI 


5487873 


Score 


343 




Exons 


1..699 








GI Descrip. 


(AF110333) PrMC3 [Pinus radiata] 






Seq. No. 


56575 


Seq. ID 


OJ000313_06.04 19 


. C15 


Gene No . 


118345 


Strand 






Start 


1 


End 


754 




Name 


OJ000313 06.0419.C15.ol.gs 


Method 


GENSCAN 




Start 


80 


End 


754 




GI 


none ' 


Score 


.97 




Exons 


80. .754 








Seq. No. 


56575 


Seq. ID 


OJ000313_06.0419 


. C15 


Gene No. 


118346 


Strand 






Start 


1262 


End 


3751 




Name 


OJO-00313 06.0419.C15.ol.tc' 


Method 


TBLASTX: Cress 




Start 


2 


End . 


487 




GI 


none 


Score 


73 




Exons 


2. .34, 68. .151, 162. .239, 179, 


..238, 287 


'..487, 336. .425 




Seq. No. 


56575 


Seq. ID 


OJ00031'3_06.0419 


.C15 


Gene No. 


118346 


Strand 






Start 


1262 


End 


3751 




Name 


OJ000313 06.0419.C15.ol.ts 


Method 


TBLASTX: Soybean 





57022 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
■ Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



56 

none 



End 
Score 



577 
51 



56. .145, -168. .233, 179. .247, 287. .511, 336. .443, 458. .577 



56575 

118346 

1262 

OJ000313_06. 0419.C15.ol. tm 

68 

none 



Seq. ID OJ000313_06.0419.C15 
Strand 

End - 3751 

Method TBLASTX : Mai ze 

End 613 

Score 113 



68. .250, 171. .236, 290. .487, 336. .443, 512. .613, 513. .608 



56575 
118346 
1262 . 

OJ000313_06.0419.C15.ol.tw 

296 

none 

296. .499, 336J.389 

56575 

118346 

1262 

OJ000313_06.0419.C15.o2.tw 

512 

none 

512. .682, 513. ..683 

56575 

118346 

1262 

OJ000313_06.0419.C15.o2.gs 

1262 

none 



Seq. ID OJ000313_06.0419.C15 
Strand 

End 3751 

Method TBLASTX : Wheat 

End 4 99 

Score 53 



Seq. ID OJ000313_06.0419.C15 
Strand 

End 3751 

Method TBLASTX : Wheat 

End 683 

Score 130 



Seq. ID OJ000313_06.0419.C15 
Strand 

End 3751 

Method GEN SCAN 

End 3751 

Score . 4 



1262. .1707, 2989. .3124, 3161. .3449, 3705. .3751 



56576 

118347 

1251 

OJ000313_06.0419.C16.ol.gs 

1251 

none 



Seq. ID OJ000313_06.0419.C16 

Strand + 

End 2177 

Method GEN SCAN 

End 2177 

Score . 6. 



1251. .1369, '1541. .1636, 2068. .2177 



56576 

118348 

12428 

OJ000313_06. 0419.C16.o5.gs 

12428 

none 



Seq. ID OJ000313_06.0419.C16 

Strand + 

End 13683 

Method GENSCAN 

End 13683 

Score . .47 



12428. .12449, 13125 .. 13154 , 13664. .13683 



56576 

118349 

14449 

OJ000313_06.0419.C16.o6.gs 
14449 



Seq. ID OJ000313_06.0419.C16 

Strand + 

End — 1504 8 

Method GENSCAN 

End 15048 



57023 



GI 

Exons 



none 

14449. .15048 



Score 



91 



Seq. No. 

Gene Np. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



56576 
118349 



14449 

OJ000313_06.0419.C16.o3.np 
14452 
6694699 
14452. .15042 

(AF210064) dirigent protein [Thuja plicata] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313_06.0419.C16 
+ 

15048 
AAT/NAP 
15042 
384 



56576 Seq. ID 

118349 Strand 
14449 End 
OJ000313_06.0419.C16.ol.gp Method 
14787 End 
4969019 Score 
14787.. 15045 

4454038/emb|CAA23035.1| 4.0e-29 (AL035394) putative disease 
resistance response protein [Arabidopsis thaliana] 



OJ000313_06.0419.C16 
+ 

15048 
AAT/GAP 
15045 
470 



K4 



v 4 



Seq. No. 


56576 




Seq. ID 


OJ000313_06.0419. 


.C16 


Gene No. 


118350" 




Strand 


+ 




Start 


17186 




End 


17808 




Name 


OJ000313 06.0419.C16 


. 08 . gs 


Method 


GENSCAN 




Start 


17186 




End 


17808 




GI 


none 




Score 


. 91 




Exons 


17186. . 17257, 17278. 


.17808 








Seq. No. 


56576 




Seq. ID 


OJ000313_06.0419, 


,C16 


Gene No. 


118351 




Strand 


+ 




Start 


20563 




End 


25416 




Name 


OJ000313 06.0419.C16 


. o4 . np 


Method 


AAT/NAP 




Start 


20563 




End 


23328 




GI 


7487237 




Score 


364. 




Exons 


20563. .20674, 21978. 


.23077, 


23262. .23.328 




GI Descrip. 


hypothetical protein 


T20B5. 


15 - Arabidopsis thaliana 





gi|2623309|gb|AAB86455.1| (AC002409) putative . 
TGACG-sequence-specif ic bZIP DNA-binding protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56576 ' Seq. ID OJ000313_06 . 04 19 . C16 

118351 Strand + 

20563- End 25416 

OJ000313_06.0419.C16.ol0.gs Method GENSCAN 

21837 End 25416 

none Score . 98 

21837. .23082, 24566 .. 24838, 25317 .. 2534 0 , 25409. .25416 



56576 

118352 

1872 

OJ000313_06. 0419.C16.ol.np 

1872 

5734715 

1872. .1902, 3140. .3748 



Seq. ID OJ000313_06.0419.C16 
Strand 

End 6413 

^Method AAT/NAP 

End 37 4 8 

Score 307 



57024 



GI Descrip. 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC008075) Similar to gb|AF110333 PrMC3 protein from Pinus 
radiata and is a member of PF 100135 Carboxylesterases family. 
EST gb|N37841 comes from this gene. [Arabidopsis thaliana] 



56576 Seq. ID 

118352 Strand 

1872 End 
OJ000313_06 . 04 19 . CI 6 . o2 . gs Method 

2873 End 

none Score 
2873. .3940 



OJ000313_-06.0419.C16 

6413 
GENSCAN 
3940 
.9 



Seq. No. 56576 Seq. ID 

Gene No. 118352 Strand 

Start 1872 End 

Name OJ000313_06 . 0419.. C16 . o2 . np Method 

Start 2885 End 

GI 5734715 Score 

Exons 2885. .3754, 5733. .5876 

GI Descrip. (AC008075) Similar to gb|AF110333 PrMC3 protein from Pinus 

radiata and is a member of PF| 00135 Carboxylesterases family. 
EST gb|N37841 comes from this gene. [Arabidopsis thaliana] 



OJ000313_06.0419.C16 

6413 
AAT/NAP 
5876 
303 



ftj 



C3 



beq . ino . 


c; C c: n c 








Seq. ID 


OJ000313_06.0419.C16 


Gene No . 


1 1 ooco 
1 lo odZ 








; Strand 




otart 


1 Q 1 O 








End 


6413 


Name 


UJUUUolo Ub 




. CI 0 . O J 


. gs 


Method 


GENSCAN 


o Lai L. 








End 


6413 


GI 


none 








Score 


1 


Exons 


5373. . 6413 












Seq. No. 


56576 








Seq. ID 


OJ000313_06.0419.C16 


Gene No. 


118353 








Strand 




Start 


8273 








End 


9349 


Name . 


OJ000313 06, 


.0419, 


.C16.o4. 


.gs 


Method 


GENSCAN 


Start 


8273 






End 


9349 


GI 


none 








Score 


. 99 


Exons 


8273. '. 9349 












Seq. No. 


56576 








Seq. ID 


OJ000313_06.0419.C16 


Gene No. 


118354 








Strand 




Start 


18794 








End 


. 20968 


Name 


OJ000313' 06. 


.0419. 


,C16.o4 . 


. tm 


Method 


TBLASTX: Maize 


Start 


2891 








End 


85.61. . 


GI 


none 








Score 


231 


Exons 


2891. .3160, 


2892. 


, .3161, 


5458. 


.5604, 5460. .5633, 5631. .5681, 




5650. .5682, 


8297. 


. .8377, 


8297. 


.8560, 8301. .8561 


Seq. No. 


56576 








Seq. ID 


OJ000313_06.0419.C16 


Gene No. 


118354 








Strand 




Start 


18794 








End 


20968 


Name 


OJ000313 06. 


,0419. 


,C16.ol. 


. ts 


Method 


TBLASTX: Soybean 


Start 


2894 








End 


8920 


GI 


none 








Score 


74 


Exons 


2894. .3100, 


3122. 


.3208, 


3123. 


.3209, 3221. .3325, 3294. .3386, 




3329. .3388, 


3455. 


.3625, 


5463. 


.5606, 5464. .5607, 5652. .5711, 




5659. .5712, 


5742. 


.5822, 


5871. 


.5924, 5976. .6083, 6060. .6134, 



57025 



8297. .8497, 8355. .8498, 8531. .8608, 8541. .8666, 8621. .8707, 
8694. .8786, 8729. .8788, 8849. .8920 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56576 
118354 
18794 

OJ000313_06.0419.C16.o2.tc 
3137 



none 

3137, 

5658. 

8537. 

8742. 



,3208, 3138. 

,5729, 5742. 

.8608, 8541. 

,8789, 8840. 



Seq. ID OJ000313_06.0419.C16. 
Strand 

End 20968 
Method TBLASTX : Cress 
End 8 920 

Score 69 
,3209, 3221.. 3325, 3335.. 3394, 3455.. 3625, 
,5822, 5871. .5924, 5967. .6065, 6048. .6134, 
,8591, 8621. .8689, 8622. .8690, 8735. .8788, 
,8920 



Seq. No. 56576 

Gene No. 118354 

Start 18794 

Name OJ000313_06 . 04 19 . 

Start 3221 

GI none 

Exons 3221.. 3400, 3264. 

3683. .3760, 3746. 

5.8 68 



.5945, 
6121. .6135, 
8621. .8818, 
9078. .9152; 



5872. 
6186. 
8813. 
9174. 



C16.o2. tm 



.3458, 3437. 

.3895, 3747. 

.5997, 5964.. 

.6236, 6279. 

.8839, 8837. 

.9269, 9188. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 06.0419.C16 



20968 

TBLASTX: Maize 
9271 
124 

3625, 3519.. 3623, 3681.. 3776, 
3878, 5740. .5814, 5742. .5822, 
6083, 6000. .6062, 6048. .6134, 
6410, 6289. .6378, 8619. .8819, 
9040, 8979.. 9038, 9074.. 9163," 
9271, 9188.. 9268 



■a/a- 



Seq. No. 56576 
Gene No. 118354 
Start 18794 

Name OJ000313_06 . 0419 . C16 . ol . tw 

Start 3534 
GI none 

Exons 3534.. 3623, 3572.. 3625, 3675. 

6066.. 6134, 6186.. 6236, 6187. 
8979. .9038, 9074. .9130, 9078. 
9194 . .9268 



Seq. t ID 
Strand 
End 

Method 
End 
Score 



..QJ000313 06. 0.419. C16 



20968 

TBLASTX: Wheat 
9274 
95 

3878, 3683.. 3895, 385.4. 
6378, 6282. .6377, .8.972. 
9152, 9180. .9269, '9191. 



3892, 
9040, 
9274, 



Seq. No. 56576 Seq. ID 

Gene No. 118354 Strand 

Start 18794 End 

Name OJ000313_06 . 04 19 . CI 6 . ol . tc Method 

Start 14560 End 

GI none Score 
Exons 



OJ000313_06. 0419. CI 6 
20968 

TBLASTX: Cress 

17811 

48 



14560. .14607, 14 68 6 .. 14 733, 14758 .. 15042 , 14 832 .. 15017 , 
17532. .17801, 17533. .17811 



Seq. No. 56576 
Gene No. 118354 
Start 18794 

Name OJ000313_06 . 0419 . CI 6 . o3 . tm 

Start 18496 
GI none 
Exons 18 4 96.. 

18712.' . 

19185 

19205. .19387 



,18681, 18-536. 
,19026, 18750. 
,19310, 19186. 



18688, 
18902, 
19368, 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ000313_06.0419.C16 
20968 

TBLASTX: Maize 

19387 

170 



18560. .18 67 9, 185 94 .. 18 680, 
18751. .19032, 18800. .19027, 
19186. .19365, 19193 .. 1 9387 , 



57026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56576 Seq. ID 

118354 Strand'" 

18794 * End 

OJ000313_06.0419.C16.o2.gp Method 

18576- End 

35649 1.R1084 Score 



OJ000313_06.0419.C16 

20968 . - 
AAT/GAP 
19240 
610 



1857-6. .18677, 18754 .. 19031 , 19191. .19240 

1 4 4 54038/emb | CAA23035 . 1 | 4.0e-29 (AL035394) putative disease 
resistance response protein [Arabidopsis thaliana] ' 



56576 

118354 

18794 

OJ000313_06.0419.C16.o2.ts 

18784 

none 

18784 . . 18885, 18784 . 
19192. .19365, 19205. 
20529. .20687, 20564. 



. 19026,, 
. 19378', 
,20689 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18803 

19206 



OJ000313 06.0419.C16 



20968 

TBLASTX: Soybean 
20689 
71 

19021, 18936. .19022, 
19358, 19207. .19368, 



fit 



S-.j. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ' 
..Exons 
G;I Descrip. 



Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



56576 
118354 
18794 r 

OJ000313_06.0419:C16.o9.gs 

18794 

none 



Seq. ID OJ000313_06.0419.C16 
Strand 

End 20968 

'Method GENSCAN 

End 20968 

Score .84 



18794. .18811, 18835. .19031, 19191 .. 19365, 20504. .20968 



3_06.0419.C16.o3.gp 



:Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ000313 06.0419.C16 



20968 
AAT/GAP 
19978 
597 



56576 
118354 
18794 
OJ000313 
19615 

uC-osrocyp031c04bl 
19615. .19978 

'1707032 2.0e-15 (U80445) coded for. by C. elegans cDNA ykl3g5;3; 
coded for by C. elegans cDNA yk21g6.3; coded for by C. elegans 
cDNA CEMSE18F; coded for by C. elegans cDNA ykl26bl.3; coded for 
by C. elegans cDNA yk65h8.3; coded for by C. elegans cDNA 
yk65h8' 



56576 Seq. ID 

118355 Strand 
22469 End 
OJ000313_06. 0419.C16.ol. tm Method 
22469 End 
none Score 

22469..22528, 224 70 .. 22556, 22497. 

22557. .22883, 22606 .. 22917, 22825. 

22919. .22990, 22929 .. 22991 , 22992. 

22994 . .23083, 24564 .. 24 686, 24565. 



OJ000313 06.0419.C16 



24717 

TBLASTX: Maize 
24717 
67 

22916, 22499. 
22914, 22911 



.23084, 22992, 
.24702, 24568. 



22864, 
22991, 
23078, 
24717 



Seq.-' No. 56576 

Gene No. 118356 

Start 24723 

Name OJ000313 06 . 04 19 . C16 . o5 . tm 



Seq. ID OJ000313_06.0419.C16 
Strand 

End 25026 

Method TBLASTX : Mai ze 



57027 



04- -n vf 


24723 




End 


25026 


bl 


none - . 




Score 


69 


Exons 


24723. .24788, 24 723 .. 24791 , 


24724 . .24804, 24727 .. 24798, 




24814 . .25020/ 24 817 25026, 


24843. .25022 


beq. NO. 


56577 




Seq. ID 


V 

OJ000313 06.0419.C17 


Gene No. 


118357 




Strand 


+ 


Start 


796 




End 


5600 


Name 


OJ000313 06. 


0419.C17.ol.gs 


Method 


GENSCAN 


btart 


796 




End 


5091 


bl 


none 




Score 




Exons 


796. .982, 1220. .1295, 3433.. 


3560, 3661. 


..3919, 4331. .4510, 




4909. .5091 








Seq. No. 


56577 




Seq. ID 


OJ000313_06.0419.C17 


Gene No. 


118357 




Strand 


+ 


O 4- — > v- 4- 


796 




End 


5600 


Name 


OJ000313 06. 


0419.C17.ol.gp 


Method 


AAT/GAP ' 


btart 


2440 




End 


3571 


C T 
bl 


701288 




Score 


743 


Exons 


2440. .2541, 


3145. .3246, 3322 


. .3571 




beq . no . 


56577 




Seq. ID 


OJ000313_06.0419.C17 


Gene No. 


118357 




Strand 


+ 


Start 


796 




End 


5600 


Name 


OJ000313 06. 


0419.C17.ol.np 


Method 


AAT/NAP 


b tart 


2904 




End 


5235 


bl 


6562002 




Score 


653 


Exons 


2904. .3014, 


3666. .3919, 4331 


..4510, 4909. .5064, 5146. .5235 


GI Descrip. 


(AL133363) hypothetical protein [Arabidopsis thaliana] 


beq . no . 


56577 




Seq. ID 


OJ000313_06.0419.C17 


bene no . 


118357 




Strand 


+ 


Start 


796 . 




End 


5600 


Name 


OJ000313 06. 


0419.C17.o2.gp 


Method 


AAT/GAP 


Q+- a r-+- 


4906 




End ■ 


5600 


bl 


'3768640 . ■ 




Score 


1081 


Exons 


4906. .5064, 


5146. .5600 






GI Descrip. 


4335739/gb|AAD17417 | 3.0e-ll 


(AC006248) 


hypothetical protein 




[Arabidopsis 


thaliana] 






beq. no. 


56577 




Seq. ID 


OJ000313_06.0419.C17 


uene no . 


118358 




Strand 


+ 


Start 


5836 




End 


6407 


Name 


OJ000313 06. 


0419.C17.o3.gp 


Method 


AAT/GAP 


C •)- -a 


5836 




End 


6407 


bi 


2798815 




Score 


637 


Exons 


5836. .6407 








GI Descrip. 


36604 64 /emb|AJ001753| ATI 134T 


1.0e-20 Arabidopsis thaliana mRb 




for Inositol 


1, 3, 4-Trisphosphate 5/6 Kinase 


Seq. No. 


56577 




Seq. ID 


OJ000313_06.0419.C17 


Gene No. 


118359 




Strand 




Start- 


6050' 




End 


9517 


Name 


OJ000313 06. 


0419.C17.o4 .tm 


Method 


TBLASTX : Maize 


Start 


3491 




■ End 


3840 


.GI 


none 




Score 


64 



57028 




Exons 


34 91 . . 3559, 


3508 


. . 3558, 


3658 . 


.3840, 3662.. 3835 




Seq. No. 


56577 








Seq. ID 


OJ000313 


_06. 0419.C17 


Gerie No. 


118359 








Strand 






•Start 


6050 








End 


9517 


- 


Name 


OJ000313_06 


. 0419 


. C17 . ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3535 








End 


4435 " 




GI 


none 








Score 


38 




Exons 


3535 . . 3564, 


3640 


. . 3918, 


3659 . 


.3919, 3846.-3926, 


3847 . . 3924, 




4328 . . 4435, 


4328 


. .4423 










Seq. No. 


56577 








Seq. ID 


OJ000313 


_06.0419.C17 


Gene No. 


118359 








Strand 






Start 


6050 








End 


9517 




Name 


OJ000313_06 


. 0419, 


.C17 .o5 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3841 








End 


4501 




GI 


none 








Score 


133 




Exons 


3841 . . 3918, 


3842 , 


. .3919, 


3850 . 


.3921, 4328. .4501, 


4337 . .4498 


Seq. Nov- 


56577 








Seq. ID 


OJ000313 


_06.0419.C17 


Gene No. 


H8359 








Strand 






Start 


6050 








End 


9517 




Name 


: OJ000313 06, 


.0419, 


. C17 . o3 . 


. tc 


Method 


TBLASTX: 


Cress 


Start 


4378 








End 


5298 




GI 


none 








Score 


•97 ' 




Exons 


4378 . . 4509, 


4442 , 


. . 4531, " 


4906. 


.5082, 4908. .5075, 


5146. .5295, 




5149. .5298 














Seq. No. 


56577 








Seq. ID 


OJ000313 


_06.0419.C17 


Gene No. 


118359 








Strand 






Start 


6050 








End 


9517 




Name 


OJ000313 06, 


,0419. 


,C17.o3. 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


4436 








End 


5262 


GI 


none 








Score 


77 




Exons 


4436 . .4531, 


4903 , 


, . 5082, 


4930 . 


.5082, 5149.. 5262 




.Seq. No. 


■56577 








Seq. ID 


OJ000313 


_06.0419.C17 


Gene No. 


118359 








Strand 






Start 


6050 








End 


9517 




Name 


OJ000313 06. 


. 0419 . 


,C17.o3. 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4938 








End 


5328 




GI 


none 








Score 


121 




Exons 


4938 . . 5066, 


4939. 


, . 5082, 


4 941 . 


.5069, 5139.. 5327, 


•5146. . 5328 


Seq. No. 


56577 








Seq. ID 


OJ000313 


_06.0419.C17 


Gene No. 


118359 








Strand 






Start 


6050 








End 


9517 




Name 


OJ000313_06. 


.0419. 


C17 .ol . 


, tm 


Method 


TBLASTX: 


Maize 


Start 


5930 








End 


8129 




GI 


none 








Score 


48 




Exons 


5930. .5998, 


5931. 


, .6002, 


5991. 


.6008, 6041. . 6142, 


6048. . 6104, 




6110. .6196, 


6121. 


.6243, 


6297 . 


. 6362, 6305. . 6328, 


6383. . 6511, 




6384. .6503, 


6386. 


, . 6511, 


6596. 


. 6715, 6606. . 6719, 


6607. . 6714, 




6715. .6858, 


6717. 


, . 6866, 


6721. 


.6858, 7138. .7374, 


7158. .7376, 




7177. .7377, 


7178. 


.7375, 


7948 . 


.8061, 7958.. 8092, 


7958. .8068, 




8067. .8129, 


8069. 


.8128, 


8076. 


.8129 







57029 






Seq. No. 


56577 








Seq. ID 


OJ000313 


_06. 0419. C17 




Gene No. 


118359 








Strand 








Start 


6050 








End 


9517 






Name _ 


OJ000313_06 


.0419. 


C17 . o2 . 


,gs 


Method 


GEN SCAN 






Start 


6050 








End 


9410 






GI 


none 








Score 


.89 






Exons 


6050 . . 6508, 


6606 . 


.6857, 


7173 


..7373, 7958. .8128, 


rt rt rt 1 rt jl rt r" 

8221 . .8405, 






r\ Jl A rt rt rt rt rt 

8498 . . 8823, 


8999 . 


. 9024 , 


9402 


. .9410 








Seq. No. 


56577 








Seq. ID 


OJ000313 


06. 0419. C17 




Gene No. 


118359 








Strand 








Start 


6050 








End 


9517 






Name 


OJ000313_06 


.0419. 


C17.o2. 


,np 


Method 


AAT/NAP 






Start 


6140 








End- 


9517 






GI 


6330235 








Score 


1157 






Exons 


6140 . . 6426, 


6522. 


.6846, 


7165 


..7382, 7967. .8128, 


8221 . .8409, 






8511 . . 8823, 


9402. 


.9517 












GI Descrip. 


(ABO 33 00 3) 


KIAA1177 protein 


[Homo sapiens] 






Seq. No. 


56577 








Seq. ID 


OJ000313 


rt rt A -i rt y"* «n 

_06. 0419. C17 




Gene No. 


118359 








Strand 








Start 


6050 








End 


9517 






Name 


■f"\ T f\ rt rt — » 1 *"» rt /"" 

OJ000313_06 


.0419. 


C17.o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


6384 








End 


6740 






GI 


none 








Score 


44 






. Exons 


6384 . .6419, 


6386. 


. 6418, 


6416 


. .6511/ 6417. . 6509, 


ji rt rt ~ * 

6422 . . 6511, 


f ; 1 




6599 . . 6739, 


6606. 


.6740, 


6607 


. .6732 






x fsj, 

1. • ' 


Seq. No.- 


56577 








Seq. ID 


OJ000313 


_06.0419.C17 




Gene No. 


118359 








Strand 








Start 


6050 








End 


9517 




r ! e 


Name 


OJ000313__06 


.0419. 


C17.o2. 


ts 


Method 


TBLASTX: 


Soybean 


n 


Start 


6786 








End 


7379 






GI 


none 








Score 


62 




5. 


Exons 


6786 . . 6866, 


6789. 


.6857, 


6790 


..6858, 7135. .7374, 


7158 . . 7379 




S%q. No. ' . 


56577 








Seq.- ID 


OJ000313 


06. 0419. C17 




Gene No. 


118359 








Strand 








Start 


6050 








End 


" 9517 






Name 


/"\ Trt rt rt ^1 1 'I rt /" 

OJ000313_06 


.0419. 


C17.ol. 


tc 


Method 


TBLASTX: 


Cress 


r.i 


Start 


8012 








End 


8567 






GI 


none 








Score 


139 






Exons 


' rt rt 1 O rt 1 -1 

8012 . . 8131, 


8023. 


.8136, 


8025 


. .8141, 8182 . .8403, 


rtrti,/" -rtjirt^ 

8216. .8407, 






8219. . 8404, 


8220. 


.8408, 


8265 


. .8408,- 84 


:99. .8567, 


8506 . . 8556 




Seq. No. 


C C C T T 

56577 








Seq. ID 


OJ000313 


06.0419. C17 




Gene No. 


118359 








Strand 








Start 


6050 








End 


9517 






Name . 


OJ000313 06 


.0419. 


C17.o4 . 


gp 


Method 


AAT/GAP 






Start 


8043 








End 


8582 






GI 


4878395 








Score 


642 






. Exons 


8043. .8128, 


8221. 


.8405, 


8498 


. .8582 







GI Descrip. 1707032 2.0e-15 (U80445) coded for by C. elegans cDNA ykl3g5.3; 

coded for by C. elegans cDNA yk21g6.3; coded for by Cr elegans 
cDNA CEMSE18F; coded for by C. elegans cDNA ykl26bl.3; coded for 
by C. elegans cDNA yk65h8.3; coded for by C. elegans cDNA yk65h8 



57030 






Seq. No. 


56577 






Seq. ID 


OJ000313 


_06.0419.C17 




Gene No. 


118359 






Strand 








Start 


6050 






End 


9517 






Name 


OJ000313_06.0419. 


C17.o2 


. tm „. 


Method 


TBLASTX : Maize 




Start 


o_67 




* 


End 


9517 






GI 


none 






Score 


80 






Exons 


8267 . .8377 , 8267 . 


. 8329, 


8268 . 


.8330, 8269..8346, 


8332. .8406, 






8333 . .84 07, 84 99. 


o o o c 

. 8825, 


O C A A 

8500 . 


.8826, 8529. .8717, 


8652. .8837, 






moo rid ^ /T A /i a i 

9388 . . 9516, 9401 . 


a C 1-~7 

. 9517 , 


A A A T 

9401 . 


. 9517 








Seq. No. 


56578 






Seq. ID 




A/" A/ITA /"'lO 

06.0419. C18 




Gene No. 


118360 






Strand 


+ 






Start 


17 






End 


886 






Name 


OJ000313 06.0419. 


C18 . ol 


.gs • 


Method 


GENSCAN 






Start 


17 






End 


886 






GI 


none 






Score 


.92 






Exons 


17 . .886 














Seq. No. 


56578 






Seq. ID 


OJ000313 


_06. 0419;'C18 




Gene No. 


118361 






Strand 








Start 


1 






End 


706 






Name 


OJ000313 06.0419. 


C18 . ol 


.np . 


Method 


AAT/NAP 






Start 


1 






End 


706 




I J 


GI 


7303287 






Score 


519 




L 


Exons 


1 . . 7 0 6 














GI Descrip. 


(AE003817) CG6197 


gene : 


product [Drosophila melanogaster] 


ry 


Seq. No. 


5'*6578 






Seq. ID 


OJ000313 


_06.0419.C18 




Gene No. 


118362 






Strand 






! ■: 1 


Start 


1952 






End 


2823 






Name 


✓"•vtaaa-^io a /~ n i 1 o 

OJ000313_06 . 0419 . 


C18 . o2 


.gs 


Method 


GENSCAN 




: 'iJi 


Start 


1952 






End 


2823 






GI 


none 






Score 


.73 






Exons 


1952 . . 1980, 2202 . 


. 2355, 


2608. 


.2823 






^ : £ 


Seq. No. 


56578 . 






Seq. ID 


OJ000313_ 


_06.0419.C18 




Gene No. 


v 118363 . 






Strand 








Start 


5840 






End 


5884 




r ~ 


Name 


OJ000313_06 . 0419. 


C18 . o3 


.gs 


Method 


GENSCAN 






Start 


5840 






End 


5884 






GI 


none 






Score 


.88 






Exons 


5840 . . 5884 














Seq. No. 


56579 






Seq. ID 


OJ000313 


_06.0419.C19 




Gene No. 


118364 






Strand 








Start 


1525 






End 


3313 






Name 


0 JO 0031 3_0 6.0419. 


C19 . ol 


.gs 


Method 


GENSCAN 






Start 


1525 






End 


3313 






GI 


none 






Score 


.67 






Exons 


1525 . .1832, 1930 . 


. 2050, 


2090. 


.2300, 3246., 3313 






Seq. No. 


56580 






Seq. ID 


OJ000313_ 


_06.0419.C20 




Gene No. 


118365 ■ 






Strand 


+ •' 






Start 


6275 






End 


7728 ' 






Name 


OJ000313 06.0419. 


C20.ol 


.gp 


Method 


AAT/GAP 






Start 


6275 






End 


6786 






GI 


uC-osflM202052c07bl 




Score 


995 





57031 



Exons 

GI Descrip. 



6275.. 6786 

'4234848 1.0e-12 (AF082131) gag-pol polyprotein [Zea mays] 1 



beg. no. 


56580 


Seq. ID 


OJ000313_06.0419.C20 


Gene No . 


118365 


Strand 


+ 


Start 


6275 


End 


7728 


Name 


OJ000313 06.0419.C20.ol.np 


Method 


AAT/NAP 


b tart 


6385 


End 


7728 


GI 


4234846 


Score 


704 


Exons 


6385.. 6561, 6595.. 7728 






GI Descrip. 


(AF082130) gag-pol polyprotein [Zea mays] 


Seq. No. 


56580 


Seq. ID 


OJ000313_06.0419.C20 


Gene No. 


118365 


Strand- 


+ 


Start 


6275 


End 


7728 


Name 


OJ000313 06.0419.C20.ol.tm 


Method 


TBLASTX: Maize 


btart 


6478 


End 


7080 


GI 


none 


Score 


467 


Exons 


6478.. 7056, 6600.. 7046, 6802 


:. .7080 




Seg. No. 


56580 


Seq. ID 


OJ000313_06.0419.C20 


Gene No. 


118365 


Strand 


+ 


Start 


6275 


End 


7728 


Name 


OJ000313 06.0419.C20..o2.gp 


Method 


AAT/GAP 


Start 


7018 


End 


7591 


GI 


uC-osflcyp006al0bl 


Score 


842 


Exons 


7018. .7232, 7340. .7591 






(ji uescrip. 


•4234846 7.0e-13 (AF082130) 


gag-pol polyprotein [Zea mays] 1 


Seq. No. 


56581 


Seq. ID 


OJ000313_06.0419.C21 


Gene No. 


118366 


Strand 


+ 


b tart 


1 


End 


2058 


Name 


OJ000313 06.0419.C21.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2058 


GI 


7489738 


Score 


1978 


Exons 


1. .2058 






GI Descrip. 


gag-pol polyprotein - maize 


copia-like 


retrotransposon Sto-4 




gi| 4234852 | gb | AAD12997.il (AF082133) gag-pol polyprotein [Ze, 




mays] 






Seg. No. 


56581 


Seq. ID 


OJ000313_06.0419.C21 


Gene No. 


118367 


Strand 




Start 


141 


• End 


2179 


Name 


OJ000313 06.0419.C21.ol.gs 


Method 


GENSCAN 


Start 


141 


End 


217 9 


GI 


none 


' Score 


.73 


LjAUilo 


' 141. .364, 2006. .2179 






Seq. No. 


56581 


Seq. ID 


OJ000313_06.0419.C21 


Gene No. 


118367 


Strand 




Start 


141 


End 


2179 


Name 


OJ000313 06.0419.C21.ol.ts 


Method 


TBLASTX: Soybean 


Start 


541 


End 


963 


GI 


5509260 


Score 


121 


Exons 


541. .573, 549. .707, 669. .902 


, 688.. 963 




GI Descrip. 









57032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56581 

118367 

141 

OJ000313_06.0419.C21.ol.tw 

669 

none 



Seq. ID OJ000313_06.0419.C21 
Strand 

End 2179 

Method TBLASTX: Wheat 

End 1452 

Score 41 



669. .707, 688. .954, 705. .953, 959. .1042, 1049. .1267, 1077. .1313, 
1085. .1267, 1086. .1277, 1246. .1452, 1254. .1448 



56581 
118367 
141 

OJ000313_06.0419.C21.o2.tm 

688 
none 

688. .963, 705. .953, 1049. .1135 



Seq. ID OJ000313_06. 0419.C21 
Strand 

End 2179 

Method TBLASTX : Mai ze 

End 1135 

Score 220 



Seq. No. 56581 

Gene No. 118367. 

Start 141' 

Name OJ000313_06 . 0419 . C21 . ol . tm 

Start 1258 

GI none 

Exons' 1258.. 1542, 1392.. 1532 



Seq. ID OJ000313_06. 0419.C21 
Strand 

End 2179 

Method TBLASTX : Mai ze 

End 1542 

Score 228 



Seq. No. 56581 

Gene .No. 118367 

Start 141 

Name O JO 0 0 3 1 3__0 6 . 0 41 9 . C2 1 . o2 . t s 

Start 1438 

GI none 
Exons 



Seq. ID OJ000313_06.0419.C21 
Strand 

End 2179 

Method TBLASTX : Soybean 

End 2004 

Score 85 



1438. .1590, 1638. .1784, 1813. .2004 



Seq. No. 56581 

Gene No. 118367 

Start 141 

Name OJ000313_06 . 0419 .C21 . o2 . tw 

Start 1611 

GI none 

Exons 1611.. 1784, 1643.. 1783, 1792. 



Seq. ID OJ000313_06.0419.C21 
Strand 

End 2179 

Method TBLASTX : Wheat 

End 2007 

Score 135 
.2007 



Seq. No. 56582 . 

Gene No. 118368 

Start 109 

Name' - • OJ000313_06 . 04 19 . C22 . ol . gs 

Start 109 

GI none 

Exons 109.. 223 



Seq. ID OJ0.00313_06.0419.C22 

Strand + 

End 223 

Method GENS CAN 

End 223 

Score .75 



Seq. No. 56582 

Gene No. 118369 

Start 1293 

Name OJ000313__06 . 0419. C22 . o2 . gs 

Start 1293 

GI none 

Exons 1293.. 2027 



Seq. ID OJ000313_06.0419.C22 
Strand 

End 2027 

Method GENSCAN 

End 2027 

Score .99 



57033 




Seq. No. 


56583 


Seq. ID 


OJ000313_06.0419.C23 


Gene No. 


118370 


Strand 


+ 


Start 


229 


End 


2318 


Name 


OJ000313 06.0419.C23.ol.gs 


Method 


GENSCAN 


Start 


229 


End 


2318 


GI 


none 


Score 


. 8 


Exons 


229. .302, 474. .630, 1011. .1161, 1798.. 


1970, 2211 . . 2318 


Seq. No. 


56583 


Seq. ID 


OJ000313_06.0419.C23 


Gene No. 


118371 


Strand 


+ 


Start 


12630 


End 


13188 


Name 


OJ000313 06.0419.C23.o2.gp 


Method 


AAT/GAP 


Start 


12630 


End 


13188 


GI 


none 


Score 


1021 


Exons 


12630. .13188 






Seq. No. 


56583 


Seq. ID 


OJ000313_06.0419.C23 


"Gene No . 


118372 


Strand 


+ 


Start 


15134 


End 


21226 


Name 


OJ000313 06.0419.C23.o2.np 


Method 


AAT/NAP 


Start 


15134 


End 


21190 


GI 


5922631 


Score 


6704 


Exons 


15134. .15258, 15517 .. 15761, . 


15996. ,16198, 16244 .. 16815, ~ 




16858. .17006, 17133 .. 18056, 


18663.. 21190 


GI Descrip. 


{AP00O*492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to 




region of the* predicted gene/.; similar 


to prpol; Zea mays 




retrotransposon Cinful-1. (AF049110) [Oryza satiya] 




gil 6016864 |dbj IBAA85207.il (AP000570) 


ESTs 




C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 




predicted gene.; Similar to 


prpol; Zea 


mays retrotransposon 




Cinful-1. (AF049110) [Oryza 


sativ 




Seq. No. 


5.6583 


Seq. ID 


OJ000313_06.0419.C23 


Gene No. 


118372 


Strand 


+ 


Start 


15134 


End. 


21226 


Name 


OJ000313 06.0419.C23.o3.gs 


Method 


GENSCAN 


Start . 


15134 ■ 


End 


21226. 




none 


Score 


.4 


Exons 


15134. .18048, 18145. .21226 






Seq. No. 


56583 


Seq. ID 


OJ000313_06.0419.C23 


Gene No. 


118373 


Strand 




Start 


2473 


End 


2876 


Name 


OJ000313 06.0419.C23.ol.gp 


Method 


AAT/GAP 


Start 


2473 


End 


2876 


GI 


LIB3474-002-P1-K1-C3 


Score 


808 


Exons 


2473. .2876 






GI Descrip. 


•1707032 2.0e-15 (U80445) coded for by 


C. elegans cDNA ykl3g5 




coded for by C. elegans cDNA yk21g6.3; 


coded for by C. elegan: 




cDNA CEMSE18F; coded for by 


C. elegans 


cDNA ykl26bl.3; coded : 




by C. elegans cDNA yk65h8.3; 


coded for 


by C. elegans cDNA 




yk65h8' 






Seq. No. 


56583 


Seq. ID 


OJ000313_06.0419.C23 


Gene No. 


118374 


Strand 




Start 


21542 


End 


24483 


Name 


OJ000313 06.0419.C23.o4 . gs 


Method 


GENSCAN 



57034 



Start 


21542 




End 


24483 




GI 


none 




Score 


. 95 




Exons 


215*42 . .21990, 22063. 


.22167, 


22240. .224 


29, 22505. .22692, 






22812. .23143, 23226. 


.23401, 


23599. .244 


83 




Seq. No. 


56583 




Seq. ID 


OJ000313_06.0419 


.C23 


Gene No. 


118374 




Strand 






Start 


21542 




End ' 


24483 




Name 


OJ000313 06.0419.C23 


. o3 . np 


Method 


AAT/NAP 




Start 


21545 




End 


24483 




GI 


6691716 




Score 


2306 




Exons 


21545. .21990, 22063. 


.22175, 


22326. .22429, 22505 .. 22699, 






22876. .23143, 23226. 


.23401, 


23599. .24483 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi | 6691717 | dbj | BAA89397 . 1 | 


(AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


56583 




Seq. ID 


OJ000313_06.0419, 


.C23 


Gene No. 


118375 




. Strand 






Start 


25909 




End 


28957 " 




Name 


OJ000313 06.0419.C23 


.o7 . tm 


Method 


TBLASTX: Maize 




Start 


540 




End 


1166 




GI 


none 




Score 


' 131 




Exons 


540.. 635, 541.. 636, 


1008.. 1166, 1009.. 


1158, -1014 . .1160 




Seq. No. 


56583,. 




Seq. ID 


OJ000313_06.0419, 


.C23 


Gene No. 


118375 




Strand 






Start 


25909 




End 


28957 




Name, 


OJ000313 06.0419.C23 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


16420 




End 


16822 




GI 


none 




Score 


283 




Exons 


16420. .16689, 16421. 


.16822 








Seq. No. 


56583 




Seq. ID 


OJ000313_06.0419, 


.C23 


Gene No . 


118375 




Strand , 






Start 


25909 




End' 


28957 




Name 


OJ000313 06.0419.C23 


. ol . tw 


Method- 


TBLASTX: Wheat 




Start • 


17396 




End 


18193 




GI 


none 




Score 


149 




Exons 


17396. .17572, 17459. 


.17572, 


17617. .178 


53, 17621. . 17851, 






17900. .18193, 17950. 


.18189 








Seq. No. 


56583 




Seq. ID 


OJ000313JD6.0419. 


,C23 


Gene ' No. 


118375 




Strand 






Start 


25909 




End 


28957 




Name 


OJ000313 06.0419.C23 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


18113 




End 


18478 




GI 


none 




Score 


138 




Exons 


18113. .18337, 18344. 


. 18478 








Seq. No. 


56583 




Seq. ID 


OJ000313_06.0419. 


C23 


Gene No. 


118375 




Strand 






Start 


25909 




End 


28957 




Name 


OJ000313 06.0419.C23 


. 08 . tw 


Method 


, TBLASTX: Wheat 




Start 


18194 




End 


' 18428 




GI 


none 




Score 


281 





Exons 18194. .18427, 18214 .. 18426, 18215 .. 18427 , 18264. .18428 



57035 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56583 

118375 

25909 

OJ000313_06.0419.C23.o3. tm 

18203 

none 

18203. .18559, - 1824 4 .. 1854 9, 

56583 

118375 

25909 

OJ000313_06.0419.C23.o2.tw 

18428 

none 

18428. .18847, 18430. .1884 6 



Seq. ID OJ000313_06.0419.C23 
Strand 

End 28957 

Method* TBLASTX: Maize 

End 18559 

Score 367 
18266.. 18559 

Seq. ID OJ000313_06.0419.C23 
Strand 

End 28957 

Method TBLASTX : Wheat 

End 18847 

Score 470 



56583 
118375 
■25909 

OJ000313_06. 0419.C23.ol. ts 

18722 
none 

18722. . 19123, 18739 .. 18882,. 18919. .19089 



Seq. ID OJ000313_06.0419.C23 
Strand 

28957 

TBLASTX: Soybean 
19123 
318 



End 

Method 

End 

Score 



-56583 
118375 
25909 

OJ000313_06.0419.C23.o2.tm 

18790 

none 

18790. .19044, 187 91 .. 19045, 
19208. .19234 

56583 

118375 

25909 

OJ000313_06.0419.C23.o5.tw 

18892 

none 

188 92. .19164, 188 93. .19321 



'56583 ■ 
118375 
25909 

OJ000313_06.0419.C23, 

19349 

none 

19349. .19453, 19357.. 



Seq. ID OJ000313_06.0419.C23 
Strand 

End 28957 

Method TBLASTX : Mai ze 

End 19234 

Score 272 
19066. .19197, 19067. .19210, 



Seq. ID OJ000313_06.0419.C23 
Strand 

End 28957 

Method TBL'ASTX : Wheat 

fend 19321 

Score 415 



Seq.' ID OJ000313_06.0419.C23 
Strand 

28957 

TBLASTX: Soybean 
19737 
88 



End 

Method 
End 
Score 



o2. ts 
19737, 19493. . 19735 



56583 

118375 

25909 

OJ000313_06.0419.C23.o6.tw 

19358 

none 

19358. .19780, 19366. .19770 



Seq. ID OJ000313_06.0419.C23 
Strand 

End 28957 

Method TBLASTX : Wheat- 

End 19780 

Score' 415 



57036 



"Seq. No. 56583 

Gene No. 118375 -* . 

Start 25909 

Name • OJ000313_06 . 04 19V&23 . o5 . tm 

Start 19610 

GI none 

Exons 19610.. 19864 



Seq. ID OJ000313_06.0419.C23 
Strand 

End 28957 

Method TBLASTX: Maize . 

End 19864 

Score 192 



Seq. No. 56583 

Gene No. 118375 

Start 25909 

Name OJ000313_06 . 04 19 . C23 . olO . tw 

Start 19796 

GI none 

Exons 19796. .19930, 19955.. 20095 



Seq. ID OJ000313_06.0419.C23 
Strand 

End 28957 

Method TBLASTX : Wheat 

End 20095 

Score 134 



Seq. No. 56583 

Gene No. 118375 

Start 25909 

Name OJ000313JD6 . 04 19 . C23 . ol . tm 

Start 20093 

GI none 
Exons " 20093. .20416, 20113 .. 204 03, 20407 .. 20454 , 20408 . .,20455 



Seq. ID OJ000313_06.0419.C23 
Strand 

End 28957 • ; 

Method TBLASTX : Maize 

End 20455 

Score 447 



Seq; No. 56583 

Gene No. 118375 

Start 25909 

Name OJ000313_06 . 0419 . C23 . o4 . tw 

Start 20098 

GI none 

Exons 20098. .20409, 20099 20485, 

Seq. No. 56583 

Gene No. 118375 

Start 25909 

Name . OJ000313_06 . 0419 . C23 . 06 . tm 

Start 20557 

GI none 

Exons 20557. .20664, 20558 .. 20656, 
20744. .20830" 



Seq. ID -OJ000313_06.0419.C23 
Strand 

End 28957 
Method TBLASTX : Wheat 
End 20485 
Score 420 
20300. .20485 

Seq. ID OJ000313_06.0419.C23 
Strand 

End 28957 

Method TBLASTX : Mai ze \' 

End 20830 

Score . 95 
20647. .20721, 20651 .. 20734 , 



Seq. No. 56583 

Gene- No. 118375 

Start 25909 

Name OJ000313_06 . 04 19 . C23 . o3 . tw 

Start 20600 

GI none 

Exons 20600. .21091, 20620 .. 20709, 20.761 .. 208 62, 21077 .. 21214 , 
21088. .21210 



Seq. ID OJ000313_O6.0419.C23 
Strand 

End 28957 

Method TBLASTX: Wheat 

End 21214 

Score 349 



Seq. No. 56583 

Gene. .No.. 118375 

Start'' 25909 

Name OJ000313_0 6 . 04 1 9 . C23 . o4 . tm 

Start 20942 

GI none 



Seq. ID OJ000313_06..0419.C23 
Strand 

,End 28957 

Method TBLASTX : Mai ze 

End 21175 

Score 148 



57037 



Exons 



20942. .21094, 21043 21093, 21073. . 21174, 21074. .21175 



Seq. No. 56583 

Gene No. 118375 

Start 25909 

Name OJ000313_06 . 0419 . C23 . o9 . tw 

Start 24073 

GI none 

Exons - >24073. .24363 



Seq. ID OJ000313_06. 0419.C23 
Strand 

End .28957 
Method TBLASTX : Wheat 
End 24363 
Score 211 



Seq. No. 56583 

Gene No. 118375 

Start 25909 

Name OJ000313_06 .0419. C23 . o5 . gs 

Start 25909 

GI none 

Exons 25909. .26278, 26395 264 98 , 
28944. .28957 



Seq. ID OJ000313_06. 0419.C23 
Strand 

End 28957 

Method GENSCAN 

End 28957 

Score .45 
26722. .26781, 28103 28233, 



Seq." No. 56584 

Gene No. 118376 

Start 206 

Name OJ000313_06 . 04 19 . C24 . ol . gs 

Start 206 

GI * none 

Exons 206..257, 1527.. 1598, 2810.. 3170, 3369.. 3489, 3964.. 4113, 
4226. .4462 



Seq. ID OJ000313_06.0419.C24 

Strand + 

End 4 4 62 

Method GENSCAN 

End 44 62 

Score .58 



Seq. No. 56584 

Gene No. 118376 

Start 206 

Name OJ000313_06 . 0419 .C24 . ol . gp 

Start 2898 

GI none 

Exons 2898.. 3301 



Seq. ID OJ000313_06.0419.C24 

Strand + 

End 4 4 62 

Method AAT/GAP 

End 3301 

Score . 772 



Seq. No. 56584 
Gene No. . 118377 

Start 8875 

Name OJ000313_06 . 04 19 . C24 . o4 . gp 

Start 8875 

GI none 
Exons • 8875. .-9296 



Seq, ID OJ000313_06.0419.C24 

Strand + 

End 9296 

Method AAT/GAP 

End 9296 

Score 673 



Seq. No. 56584 Seq. ID 

Gene No. 118378 Strand 

Start 4975 End 

Name OJ000313JD6 . 04 19 .C24 . o2 . gs Method 

Start 4975 End 

GI none Score 

Exons 4975. .5486, 6415. .6532, 6788. .6799 



OJ000313_06.0419.C24 

6799 
GENSCAN 
6799 
. 61 



Seq. No. 56584 . Seq. ID 

Gene No. 118378 Strand 

Start 4975 End 

Name 0 JO 0031 3_0 6.0419.C24.ol.np Me t hod 

Start 4978 End 



OJ000313_06.0419.C24 

6799 

AAT/NAP 

5575 



57038 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3776578 Score 306 

4978. .5575 

(AC005388) ESTs gb|F13915 and gb|F13916 come from this gene. 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313 06.0419.C24 



6799 
AAT/GAP 
6647 
1088 



56584 
118378 
4975 

OJ000313_06.0419.C24.o2.gp 
5154 

29656_1.R1084 
5154. .5486, 6415. .6647 

'3776578 2.0e-21 (AC005388) ESTs gb_F13915 and gb_F13916 come 
from this gene. [Arabidopsis thaliana]' 

56584 Seq. ID OJ000313_06 . 0419 . C24 

118379 Strand 

7140 End 7336 

OJ000313_06.0419.C24.o3.gp Method AAT/GAP . 

7140 End 7336 

LIB3477-003-P1-K1-E9 Score 95 

7140. .7179, 7277. .7336 

'2498586/sp|Q40638 | MP01_ORYSA . 2 . 0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 ' 



Seq. No. 


56584 








Seq. ID 


OJ000313_06.0419.C24 


Gene No . 


118380 








Strand 




Start 


9126 








End 


9245 


Name 


OJ000313 06. 


0419. 


C24.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4975 








End 


6623 


GI 


none 








Score 


56 


Exons 


4975. .5028, 


5038. 


.5472, 


5040. 


.5468, 5093. .5473, 5465. .5524, 




6407. .6490, 


6411. 


. 6491, 


6585. 


.6623, 6597.. 6623 


Seq. No. 


56584 








Seq. ID 


OJ000313_06.0419.C24 


Gene No. 


11838:0 * 








Strand. 




Start 


9126 








End 


9245 


Name 


OJ000313 06. 


0419. 


C24.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5032 








End 


5482 


GI 


none 








Score 


250 


Exons 


5032. .5472, 


5093. 


.5482 








Seq. No. 


56584 








Seq. ID 


OJ000313_06.0419.C24 


Gene No. 


118380 








Strand 




Start 


9126 








End 


9245 


Name 


OJ000313 06. 


0419. 


C24.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5043 








End 


5398 


GI 


none 








Score 


367 


Exons 


5043. .5396, 


5044 . 


.5397, 


5093. 


.5398 




Seq. No. 


56584 








Seq. ID 


OJ000313_06.0419.C24 


Gene No. 


118380 








Strand 




Start 


9126 








End 


9245 


Name 


OJ000313 06. 


0419. 


C24.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5068 








End 


5481 


GI 


none 








Score 


217 



57039 






Exons 


5068 . . 54 81, 5093 . . 54 64 










Seq. No. 


56584 


Seq. ID 


OJ000313_06.0419 


.C24 




Gene No. 


118380 


Strand 








Start 


9126 


End 


9245 






Name 


OJ000313 06.0419.C24.o2.tm 


Method 


TBLASTX: Maize 






Start 


9111 


End 


9245 






GI 


none- 


Score 


108 






Exons 


9111. .9206, 9112. .9243, 9120. .9245, 9124. .9243 






Seq. No. 


56584 


Seq. ID 


OJ000313_06.0419 


.C24 




Gene No. 


118380 


Strand 








Start 


9126 


End 


9245 






Name 


OJ000313 06.0419.C24.o2.ts 


Method 


TBLASTX : Soybean 






Start 


9123 , . 


End 


9245 






GI 


none 


Score 


132 






Exons 


9123. .9245, 9127. .9243 










Seq. No. 


56584 - 


Seq. ID 


OJ000313_06.0419 


.C24 




Gene No. 


118380 


Strand 








Start 


9126 


End 


9245 






Name 


OJ000313_06. 0419.C24 .o2.np 


Method 


AAT/NAP 






Start 


9126 


End 


9242 






GI 


7487184 


Score 


158 






Exons 


9126. . 9242 * " ^ 










GI Descrip. 


hypothetical protein T19K4. 


210 - Arabidopsis thaliana 




fl i 




gil 3036812 | emb | CAA18502 . 1 | 


(AL022373) 


ATM-like protein 








[Arabidopsis thaliana] 










Seq. No. 


56585 


Seq. ID 


OJ000313_06.0419 


.C25 


; ^ 

Vs? 


Gene No. 


118381 


Strand 






r ' i 


Start 


1 


End 


4425 




S "SB* 


Name 


OJ000313 06.0419.C25.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


764 






GI 


10061 1.R1084 


Score 


940 






Exons 


1..50, 141. .301, 379. .764 










■ GI Descrip. 


'4454038/emb|CAA23035.1| 4. 


0e-29 (AL035394) putative diseasi 






resistance response protein 


[Arabidopsis thaliana] 1 






Seq. No. 


56585 


Seq. ID 


OJ000313_06.0419 


.C25 


h ==? 


Gene No. 


118381 


Strand 








Start 


1 


End 


4425 






Name 


OJ000313 06.0419.C25.ol.np 


■' Method ' 


' AAT/NAP 






Start 


1 


End 


4425 






GI 


7486992 


Score 


3777 






Exons 


1. .59, ' 149. .301, 379. .781, 


889. .1167, 


1334.. 1765, 2411., 


.273! 






2782. .2875, 2971. .3261, 3334. .3594, 3686. .4425 






GI Descrip. 


hypothetical protein T13L16 


. 5 - Arabidopsis thaliana 








gil 6598526|gb|AAD20114.2| (AC006201) hypothetical protein 






[Arabidopsis thaliana] 










Seq. No. 


56585 


Seq. ID 


OJ000313_06.0419, 


.C25 




Gene No. 


118381 


Strand 








Start 


1 


End 


4425 






Name 


OJ000313 06.0419.C25.ol.ts 


Method 


TBLASTX : Soybean 






Start 


147 


End 


1667 






GI 


none 


Score 


72 





57040 



Exons 



147. .227, 148. .243, 219. .302, 220. .327, 380. .784, 381. .785, 

605. .808, 717. .791, 883. .1170, 887. .1201, 960. .1205, 1333. .1473, 

1334.. 1639, 1334.. 1666, 1530.. 1667 



Seq. No. 56585 

Gene No. 118381 

Start 1 

Name OJ000313_06 . 04 19 . C25 . o4 . tm 

Start 147 

GI none 
Exons 



Seq. ID OJ000313_06.0419.C25 
Strand 

End 4425 

Method TBLASTX : Mai ze 

End 431 

Score 243 

147. .302, 148. .318, 218. .307, 377. .427, 380. .430, 381. .431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56585 

118381 

1 

OJ000313_06.0419.C25.ol.gs 

153 

none 



Seq. ID OJ000313_06.0419.C25 
.Strand 

End 4425 

Method GENSCAN 

End 4294 

Score .9 



153.. 301, 379.. 781, 889. .1167, 1334.. 1765, 2411.. 2875., 
2971. .3261, 3334. .3594, 3686.-4294 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
Start 
Name 
Start 

Exons 



56585 

118381 

1 

OJ000313_06.0419.C25.bl.tc 

180 

none 



Seq. ID OJ000313_06.0419.C25 
Strand 

End 4425 

Method TBLASTX: Cress 

End 906 

Score 128 



180. .302, 181. .318, 380. .784, 381. .782, 608. .784, 639. .791, 
718.. 795, 883.. 906 



56585 

118381 

1 

OJ000313_06.0419.C25.o3.tm 

433 

none 

433. .558, 434. .736, 435. .737 



Seq. ID OJ000313_06.0419.C25 
Strand 

End 4425 

Method TBLASTX: Maize 

End 737 

Score 433 



Seq. No. 56585 

Gene No. 118381 

Start 1 

Name OJ000313_06 . 04 19 . C25 . o2 . tm, 

Start . 913 

GI none 
Exons 



Seq. ID OJ000313_06.0419.C25 
Strand 

End 4425 

Method TBLASTX : Maize 

End 27 41 

Score 370 



913.. 1170, 914.. 1168, 917.. 1171, 1332.. 1766, 1332.. 1763, 
1333. .1764, 1334. .1768, 1498. .1770, 2408. .2740, 2411. .2731, 
2424. .2741 



Seq. No. 56585 

Gene No. 118381 

Start 1 

Name OJ000313_06 . 0419. C25 . o2 . tc 

Start 1334 

GI none 

Exons 1334.. 1537, 1334.. 1531 



Seq. ID OJ000313_06.0419.C25 
Strand 

End 4425 

Method TBLASTX : Cress 

End 1537' 

Score 140 



Seq. No. 



56585 



Seq. ID OJ000313 06.0419.C25 



57041 



# 



Gene No. 118381 Strand 

Start 1 End 

Name OJ000313_06. 0419 . C25 .o3 . ts • Method 

Start 2519 End 

GI none Score 

Exons 2519.. 2746, 2604.. 2663, 2661.. 2747, 
2813. .2881 



4425 

TBLASTX: Soybean 
2881 
57 

2801. .2878, 2805. .2876, 



Seq. No. 56585 Seq. ID 

Gene No. 118381 Strand 

Start 1 End 

Name OJ000313_06 . 0419. C25 . o2 . ts Method 

Start 2995 End 

GI none Score 

Exons 2995.. 3231, 2999.. 3229 



OJ000313_06.0419.C25 
4425 

TBLASTX : Soybean 

3231 

190 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



56585 

118381 

1 

OJ000313_06, 

3010 

none 

3010. .3270, 
3331. .3600, 



0419.C25.ol. tm 



3011. 
3334. 



,3262, 
,3597, 



3012. 
3684. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3275, 



OJ000313 06.0419.C25 



4425 

TBLASTX: Maize 
3797 
364 

3013. .3270, 3323. .3595, 



,3797, 3686. .3790 



Seq. No. 56585 

Gene^No. 118381 

Start 1 

Name OJ000313_06. 0419. C25 . o2 . gp 

Start 3010 

GI 31373_1.R1084 

Exons 3010.. 3261, 3334.. 3594, 3686. 

GI Descrip. f 2708741 1.0e-106 (AC003952) 
thaliana] 1 



Seq. ID OJ000313_06.0419.C25 
Strand 

End 4425 

Method AAT/GAP 

End 3898 

Score 1401 
.3898 

hypothetical protein [Arabidopsis 



Seq. No. 
Gene " No . 
Start " 
Name 
Start 
GI 

Exons 



GI " Descrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56586 

118382 

1 

OJ000313_06.0419.C2 6.ol.np 
1 

7486992 
1..278, 346. 
2934. .3155, 
5870. .6128, 
hypothetical 



.749,. 1063. .1419, 
3250. .3471, 3563. 
6288. . 6422 
protein T13L16.5 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1545 



OJ000313 06.0419.C26 



6422 
AAT/NAP 
6422 
3986 
1805, 2197. 



3712, 4442. .4814, 



,2844, 
5170. 



5392, 



gi | 6598526 | gb | AAD20114 . 2 | 
[Arabidopsis thaliana] 

56586 

118382 

1 

OJ000313_06. 0419.C2 6.ol .gs 

101 

none 



Arabidopsis thaliana 



(AC006201) hypothetical protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_06.0419.C26 

6422 
GENSCAN 
6416 
.93 

1805, 2197.. 2844, 



101. .278, 346. .749, 1063. .1419, 1545. 
2934. .3155, 3250. .3471, 4442. .4814, 5170. .5392, 5870. .6128, 
6288. .6416 



57042 





Seq. No. 


56587 


Seq. ID 


OJ000313_06.0419.C27 




Gene No. 


118383 


Strand 






Start 


1 


End. 


2189 




■ Name 


OJ000313 06.0419.C27.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2189 




GI 


7486992 


Score 


1056 




Exons 


1..53, 951. .2189 








GI Descrip. 


hypothetical protein T13L16.5 


- Arabidopsis thaliana . 






gi| 6598526 | gb | AAD20114 . 2 I (AC006201) hypothetical protein 






[Arabidopsis thaliana] 








Seq. No. 


56588 


Seq. ID 


OJ000303_07.0419.C3 




Gene No. 


118384 


Strand 


+ 




Start 


1 


End 


1163 




Name 


OJ000303 07.0419.C3.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


972 




GI 


15818 1.R1084 


Score 


1036 




Exons 


1..22, 247. .489, 672. .972 








GI Descrip. 


'4572671/gb|AAD23886.1|AC006954 7 2 . Oe- 


-82 (AC006954) putativ* 






cyclic nucleotide regulated ion channel [Arabidopsis thalian. 




Seq. No. 


56588 


Seq. ID 


OJ000303_07.0419.C3 




Gene No. ! 


118384 


Strand 


+ 


% -J. 


Start 


1 


End 


1163 


m 


Name 


OJ000303 07.0419.C3.ol.np 


Method 


AAT/NAP 




Start 


215 


End 


1163 


f ^ 


GI 


7269936 


Score 


974 


is 


Exons 


215. .489, 672. .1163 








GI Descrip. 


(AL161576) cyclic nucleotide 


and calmodulin-regulated ion 






channel-like protein [Arabidopsis thaliana] 




Seq. No. 


56588 


Seq. ID 


OJ000303_07.0419.C3 


S 


Gene No. 


118384 


Strand 


+ 




Start 


1 


End 


1163 




Name 


OJ000303 07.0419.C3.ol.gs 


Method 


GENSCAN 


r- 


Start 


253 ' : 


End . 


1060 


=1 y . 


GI 


none 


Score 


. 6 


J3 


Exons 


253. .489, 672. .1060 








Seq. No. 


56588 


Seq. ID 


OJ000303_07.0419.C3 




Gene No. 


118385 


Strand 


+ 




Start 


1090 


End 


1163. 




Name 


OJ000303 07.0419.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


196 


End 


1163 




GI 


none 


Score 


401 




Exons 


196. .492, 250. .492, 251. .493, 


252. .503, 


669. .1163, 671. .1162 




Seq. No. 


56588 


Seq. ID 


OJ000303_07.0419.C3 




Gene No . 


118385 


Strand 


+ 




Start 


1090 


End 


1163 




Name 


OJ000303 07.0419.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


217 


End 


1159 




GI 


none 


Score 


269 




' Exons 


217. .492, 223. .402, 666. .1157 


, 666. .923, 671. .1159 




Seq. No. 


56588 


Seq. ID 


OJ000303_07.0419.C3 



57043 



Gene No. 


118385 


Strand 


+ 




oiart 


i n on 
iu yu 


XT r~\ 


lib j 




Name 


UJUUUoUo U/.U4iy.Lj.Oi.tS 


Metnoa 


TBLASTX : Soybean 




otart 






1 1 t>Z 




bl 


none 


Score 


TOO 

loy 




Exons 


Z4o..4ol, z4y..4oz, zDu..^y^/ 


OCA A Q Q 


, odd. *±ioz, oby. 


. 1 1 oU 


Seq. No. 


56588 


Seq. ID 


OJ000303_07.0419 


.C3 


Gene No. 


118385 


Strand 


+ 






i n an 
iu y u 


tno 


I 1 

I I DO 




Name 


ujuuuouo u / . i y . bo . oi . tw 


Metnod 


l oLiAb 1 X : Wnea t 




Start 


j4 U 


bna 


o a o 

o by 




bl 


none 


Score 


1 c; c 
1 DO 




Exons 


"3/in vl QO OQI /1Q1 C^Q Q/TQ 


O / 1 . .ODD 






beq. no. 


jDOOO 


beq. id 


OJUUUoUo U/.U41y 


. Co 


Gene No . 


118385 


Strand 


+ 




Start 


1090 


End 


1163 




Name 


OJ000303 07.0419.C3.o2.gp 


Method 


AAT/GAP 




btart 


1090 


End 


1163 






18479 1.R1084 


Score 


140 




Exons 


1090. .1163 








bl jjescrip. 


■4572671/gb|AAD23886. 1 IAC006954 7 1 . 0e- 


-11 (AC006954) putative 




cyclic nucleotide regulated ion channel [Arabidopsis thaliana 


*>■ 

Seq. No. 


56589 


Seq. ID 


OJ000303_07.0419. 


.C4 


Gene No. 


118386 


Strand 


+ 




Start 


1 


End 


1686 




Name 


OJ000303 07. 0419. C4 .o2.np , 


Method 


AAT/NAP 




o tart 


1 


End 


108 6 




bl 


4680186 


Score 


226 




Exons 


1..69, 882. .1086 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




beq. No. 


56589 


Seq. ID 


OJ000303__07.0419, 


,C4 


Gene No. 


118386 


Strand 


' + 




Start 


• 1 ' 


End 


1686 




Name 


OJ000303 07.0419.C4 .ol.np . 


Method 


AAT/NAP 




btart 


729 


End 


1686 




C* T 

bl 


5852180 


Score 


47 




Exons 


729. .840, 1663. .1686 








bJ. uescrip. 


(AL117265) zhbQOOlO.l [Oryza 


sativa] 






Seq. No. 


56589 


Seq. ID 


OJ000303_07.0419. 


,C4 


Gene No. 


118386 


Strand 


+ 




btart 


1 


End 


1686 




Name 


OJ000303 07.0419.C4.ol.gs 


Method 


GENSCAN 




btart 


1057 


End 


1600 




bl 


none 


Score 


.4 




Exons 


1057. .1114, 1473. .1600 








Seq. No. 


56589 


Seq. ID 


OJ000303_07.0419. 


C4 


Gene No. 


118387 


Strand 






Start 


631 


End . 


1015 " 




Name 


OJ000303 07.0419.C4 .ol.gp 


Method 


AAT/GAP 




Start 


'631 ■ 


End 


1015 




GI 


uC-osflcyp033a04bl 


Score 


682 





57044 



k'4 



Exons 

GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



631. .1015 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



56589 Seq. ID 

118388 Strand 
1472 End 
OJ000303_07 .0419.C4 .o3.np Method 
1472 End 
6907087 Score 
1472. .1573, 1648. .1686 

(AP001129) ESTs C72771 (E2215 ) , AU082313 ( E22 15 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] ' ■ 



OJ000303_07. 0419. C4 

1686 
AAT/NAP 
1686 
136 



Seq. No. 56590 
Gene No. 118389 
Start 1 

Name OJ000303_07 . 04 19 . C5 . ol . np 

Start " 1 

GI 6907087 
Exons 1..49, 258.. 640 

GI Descrip. ■ (AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ000303_07.0419.C5 
Strand 

End 64 0 

Method . AAT/NAP 

End 640 

Score 674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56591 

118390 

1 

OJ000303_07.0419.C7.ol.np 
1 

480672 



Seq. ID OJ000303_07.0419.C7 
Strand 

End 787 
Method AAT/NAP 
End 787 
Score 360 
1..47, 130. .252, 561. .638, 717. .787 

NADPH — f errihemoprotein reductase (EC 1.6.2.4) - spring vetch 
gi | 400532 | emb | CAA81211 . 1 1 (Z26252 ) NADPH-f errihemoprotein 
reductase [Vicia sativa] 



56591 
118390 
1 

OJ000303_07.0419.C7.ol.tm 

.1 

none 



Seq. ID OJ000303_07.04I9.C7 
Strand 

End -787 

Method TBLASTX : Mai ze 

End 785 

Score 41 

1..48, 3. .50, 10. .51, 118. .252, 119. .211, 559. .645, 561. .641, 
571. .645, 715. .741, 717. .785 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



56591 

118390 

1 

OJ000303_07.0419.C7.ol.tw 
1 

none 



Seq. ID OJ000303_07.0419.C7 
Strand 

End 787 

Method TBLASTX: Wheat 

End 600 

Score 63 



1..48, 2. .49, 3. .50, 3. .50, 118. .246, 119. .211, 547. .600, 
552. .599 . 



Seq. No. 
Gene No. 



56591 
118390 



Seq. ID 
Strand 



OJ000303 07. 0419. C7 



57045 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000303_07.0419.C7.ol.tc 
3 

none 



End 

Method 

End 

Score 



787 

TBLASTX: Cress 
785 . - 

91 



3. .50, 118. .252, 119. .214, 559. ..639, 561. .641, 717. .785 



56591 

118390 

1 

OJ000303_07.0419.C7 .ol.ts 
3 

none 



Seq. ID OJ000303__07.0419.C7 

Strand 

End 787 

Method TBLASTX : Soybean 

End 785 

Score- 100 



3. .50, 118. .252, 119. .214, 559. .645, 561. .641, 715. .741, 
717. .785 



Seq. No. 56591 

Gene No. 118390 

Start 1 

Name OJ000303_07 . 04 19 . C7 . ol . gs 

Start 130 

GI none 

Exons 130.. 252, 561.. 638 

Seq. No. . 56592 

Gene No. 118391 

Start 51 

Name . c ,OJ000303_07 . 0419 . Cll . ol . gp 

Start 51 

GI 3107308 

Exons 51 . . 330 



Seq. ID OJ000303_07.0419.C7 

Strand 

End 787 

Method GEN SCAN 

End 638 

Score .97 



Seq. ID OJ0ff0303_07.0419.Cll 

Strand^ + 

End 356 

Method AAT/GAP 

End 330 

Score 544 



Seq. No. 56592 

Gene No. 118391 

Start 51 

Name OJ000303_07 . 04 19 . Cll . ol . gs 

Start 229 

GI none 

Exons 229.. 356 



Seq. ID OJ000303__07. 0419. Cll 

Strand + 

End 356 

Method GENSCAN 

End 356 . 

Score .49 



Seq. No. 56592 
Gene No. 118392 

Start . 1669 . 

Name OJ000303_07 . 0419 . Cll ; ol . tm 

Start ^ 1656 

GI ' none 
Exons 



Seq. ID OJ000303_07 . 0419. Cll 
Strand 

End . 2445 
Method TBLASTX: Maize- 
End 2025 
Score 123 



1656. .1778, 1671. .1799, 1672. .2025, 1673. .1969, 1864. .1980 



Seq. No. 56592 

Gene No. 118392 

Start 1669 

Name OJ000303_07 . 04 19 . Cll . o2 . gs 

Start 1669 

GI none . 

Exons 16'69..2391 



Seq. ID OJ000303_07. 0419. Cll 
Strand 

End 2445 

Method GENSCAN 

End 2391 

Score .92 



Seq. No. 
Gene No. 



56592 
118392 



Seq. ID OJ000303_07. 0419. Cll 
Strand 



57046 



Start 
Name 
Start 
GI 

"Exons . 
GI Descrip. 



1669 End 2445 

OJ000303_07 . 04 19 . CI 1 . ol . np Method AAT/NAP 
1702 End 2445 

7288017 Score 229 . 

1702. .2149', 2194. .2325, 2353. .2445 

(AL132971) putative protein [Arabidopsis thaliana] 



Seq. No. 56592 Seq. ID 

Gene No. 118392 ' Strand 

Start 1669 End 

Name OJ000303_07 .0419. Cll . ol . ts Method 

Start 1762 End 

GI none Score 

Exons .1762. .1965, 1763. .1963 



OJ000303_07 .04 19. Cll 
2445 

TBLASTX: Soybean 

1965 

150 



Seq. No. 


56593 


Seq. ID 


OJ000303_07.0419 


Gene No. 


118393 


Strand 




Start 


1821 


End 


2039 


Name 


OJ000303 07.0419.C12.<61.gs 


Method 


GENSCAN 


Start 


1821 • 


End 


2039 


GI 


none 


Score 


.72 


Exons 


1821. .2039 






Seq. No. 


56594 


Seq. ID 


OJ000303_07.0419 


Gene No. 


118394 


Strand 


+ 


Start 


109 


End 


334 


Name 


OJ000303 07.0419.C13.ol.gp 


Method 


AAT/GAP 


Start 


109 


End 


334 


GI . 


' 2312838 


Score 


77 


Exons 


109. .187, 315. .334 






GI Descrip. 


1420932/gb|U61383|ORU61383 7 


. Oe-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 



Seq. No. 


56594 




Seq. ID 


OJ000303_07 


.0419. C13 


Gene No. 


118395 




Strand 






Start 


35 




End 


295 




Name 


OJ000303 07.0419.C13.ol. 


gs 


Method . 


GENSCAN, 




Start 


35 




End 


295 




GI 


none 




Score 


.58 




Exons 


35. .295 










Seq. No. 


56595 




Seq. ID 


. OJ000303_07 


.0419. C14 


Gene No. 


118396 




Strand 


" + 




Start 


279 




End 


1517 




Name 


OJ000303 07.0419.C14.ol. 


gs 


i-u Method 


GENSCAN 




Start 


279 




End 


1517 




GI 


none 




Score 


.8 




Exons 


279. .281, 873. .1517 










Seq. No. 


56595 




Seq. ID 


OJ000303_07 


0419. C14 


Gene No. 


118397 




Strand 






Start 


33 




End 


1424 




Name 


OJ000303 07.0419.C14.ol. 


gp 


Method 


AAT/GAP 




Start 


33 




End 


1424 




GI 


22663 1.R1084 




Score 


961 




Exons 


33. .310, 1187. .1424 










GI Descrip. 


1 57254 30/embl CAB524 39. 1 1 


7 


.Oe-11 (AL109787) stress 


responsive 



57047 



protein homolog [Arabidopsis thaliana] ' 



Seq. ID OJ000303_07.0419.C14 
Strand 



Seq. No. 56595 
Gene No. 118397 
Start 33 End - 1424 

Name OJ000303_07 . 0419 . C14 . ol . np Method AAT/NAP 

Start 179 End 1276 

GI 5725430 Score ' 170 

Exons 179.. 310, 1187.. 1276 

GI Descrip. (AL109787) stress responsive protein homolog [Arabidopsis 
thaliana] gi | 7269967 | emb | CAB7 9784 . 1 | (AL16157 7 ) stress 
responsive protein homolog [Arabidopsis thaliana] 



Seq. No. 56595 

Gene No. 118398 

Start 2251 

Name OJ000303_07 . 0419 . CI 4 . ol . tw 

Start 167 

GI none 
Exons 



Seq. ID OJ000303_07.0419.C14 
Strand 
End 

Method 
End 
Score 



2330 

TBLASTX: Wheat 

1288 

141 



167. .310, 185. .310, 1184. .1273, 1188. .1268, 1241. .1288 



Seq. No. 56595 

Gene No. 118398 

Start _ 2251 

Name *" - ;f OJ0 003 0 3_0 7.0419.C14.ol.tm 

Start 179 

GI none 

Exons 179.. 310, 179.. 313, 1184.. 1279, 1188.. 1280 



Seq. ID OJ000303_07.0419.C14 

Strand . - 

End 2330 

Method TBLASTX : Mai ze 

End 1280 ;- % 

Score . 152 



Seq. No. 56595 ' Seq. ID 

Gene No. 118398 Strand 

Start 2251 End 

Name OJ000303_07 . 0419 .CI 4 . o2 . gs Method 

Start 2251 End 

GI - none ' Score 

Exons 2251.. 2330 



OJ000303_07.0419.C14 

2330 
GENSCAN 
2330 
.8 . 



Seq. No. 


56596 






Seq. ID 


OJ000303_ 


_07 


.0419, 


-C15 


Gene No. 


118399 






Strand 










Start 


1075 






End 


1129 








Name 


OJ000303 07. 


0419.C15.ol, 


.gs 


Method 


GENSCAN 








Start 


1075 




End 


1129 








GI 


none - 






Score 


.75- 








Exons 


1075. .1129 
















Seq. No. 


56597 




Seq. ID 


OJ000303_ 


_07 


.0419, 


.C16 


Gene No. 


118400 






Strand 


+ 








Start 


69 






End 


2238 








Name 


OJ000303 07. 


0419.C16.ol, 


.gs 


Method 


GENSCAN 








Start 


69 






End 


1440 








GI 


none 






Score 


.78 








Exons 


69. .231, 447 


..510, 1081, 


. .1189, 


1290. . : 


1440 








Seq. No. " 


56597 






Seq. ID 


OJ000303_ 


J 37 


.0419, 




Gene No. 


118400 






Strand 


+ 








Start 


69 






End 


2238 








Name 


OJ000303 07. 


0419.C16.ol, 


.np 


Method 


AAT/NAP 
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Start 447 End 2238 

GI 7488279 Score 418 

Exons 447. .510, 1081. .1189, 1290. .1440, 2123. .2238 

GI Descrip. protein phosphatase 2C homolog F11C18.60 - Arabidopsis thaliana- 
gi I 4584525 lemblCAB40756.ll (AL049607) protein phosphatase 
2C-like protein [Arabidopsis thaliana] 

gi|7270089|emb|CAB79904.1| (AL161579) protein phosphatase 
2C-like protein [Arabidopsis thaliana] 



Seq. No. 56597 Seq. ID 

Gene No. 118400 Strand 

Start 69 End 

Name OJ000303_07 . 04 19 . C16 . ol . tm Method 

Start 447 End 

GI none Score 

Exons 447. .515, 1079. .1198, 1080. .1190, 1284 
2120. .2224, 2123. .2236, 2125. .2238 



OJ000303_07.0419.C16 
+ 

2238 

TBLASTX: Maize 

2238 

83 

. . 1394, 1285. . 1431, 



Seq. No. 56597 - Seq. ID 

Gene No. 118400 Strand 

Start 69 End 

Name OJ000303_07 .0419.C16.ol.ts Method 

Start 447 End 

GI rtone Score 
Exons 



OJ000303_07.0419.C16 
+ 

2238 

TBLASTX: Soybean 

2238 

99 



447. .515, 458. .514, 467. .547, 1079. .1198, 1080. .1190, 
1284 . .1394, 1288. .1440, ,2141. .2236, 2141. .2221, 2146.. : 2238 



■3 W 



Seq. No. 56598 

Gene No. 118401 

Start 1 

Name OJ000303_07 .0419. C17 . ol . gp 

Start 1 

GI 12464_1.R1084 

Exons 1..73, 156.. 232, 315.. 367, 
GI Descrip. • 3482967/emb | CAA20523 . 1 1 2 



Seq. ID OJ000303_07.0419.C17 
Strand + 
End 1550 
Method AAT/GAP 
End 1550 

Score .1201 
869. .924, 1042. .1550 



Oe-36 (AL031369) Protein phosphatase 
2C-like protein [Arabidopsis thaliana] 

>gi_4559345_gb_AAD23006.1__AC006585_l (ACQ06585) protein 
phosphatase 2C [Arabidopsis thaliana]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56598 
118401 
1 

OJ000303_07 . 04 19 . C17 . ol . np 



4559345 
1..73, 156. 
(AC006585) 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

232, 315. .367, 869. .923, 



OJ000303_07.0419.C17 
+ 

1550 . 
' AAT/NAP 

1224 

361 
1042. . 1224 



putative protein phosphatase 2C [Arabidopsis 



Seq. No. 56598 

Gene No. 118401 

Start 1 

Name OJ000303_07 . 04 19 . C17 . ol . gs 

Start 291 

GI none 

Exons 291. .367, 869. .923, 1042. .1221 



Seq. ID OJ000303_07.0419.C17 

Strand + 

End 1550 

Method GENSCAN 

End 1221 

Score .77 



57049 



Seq. No. 56598 

Gene No. 118402 

Start 2923 

Name OJ000303 JD7 .0419. C17 . o2 . gp 

Start 2923 

GI 24200_1.RI084 

Exons 2923.. 3429 

GI Descrip. '4115377 1.0e-14 (AC005967) 
thaliana] 1 



Seq. ID OJ000303_07.0419.C17 

Strand + 

End 3429 

Method AAT/GAP 

End 3429 ■ 

Score 975 

unknown protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56598 

118403 

1780 

OJ000303_07, 

1780 

none 

1780. .2126, 
4805. .4917, 



0419.C17.o2.gs 



2218. .2511, 
5011. .5113, 



2525. 
5185. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_07.0419.C17 

7422 
GENSCAN 
6736 
.43 



.2689, 3350. .4439, 
.5294, 5389. .5553, 



4558. .4711, 
6632. .6736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56598 
118403 
1780 

OJ000303_07.0419.C17.o3.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 07.0419.C17 



7422 
AAT/NAP 

3285 ■ End 7422 

4115377 Score 2408 

3285. .4439, 4558. .4711, 4805. .4917, 5011. ..5113, 5185. -.5294, 
5389. .5580, 6597. .6684, 7368. .7422 

(AC005967) putative multispanning membrane protein [Arabid'ops 
thaliana] 



Seq. No. 56598 Seq. ID OJ000303_07 . 04 19 . C17 

Gene No. 118403 Strand 

Start 1780 End 7422 

Name OJ000303_07 . 04 19 . C17 . o3 . gp Method AAT/GAP 

Start 3413 . End 4172 

GI .26400_1.R1084 Score 1440 

Exons 3413. .4172 ■ - . ■ ■ 

GI Descrip. 1 4115377 1.0e-84 (AC005967) unknown protein - [Arabidopsis 
thaliana] ' 



Seq. No. 56598 

Gene No. . 118403 

Start 1780 

Name OJ000303_07 . 04 1 9 . C17 . o4 . 

Start 4276 

GI uC-osrocyp004g06bl 

Exons 4276.. 4439, 4558.. 4711, 
GI Descrip. 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_07.0419.C17 

7422' 
AAT/GAP 
5116 
998 



4805. .4917, 5011. .5116 



'4115377 1.0e-70 (AC005967) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 56598 Seq. ID 

Gene No. 118403 Strand 

Start 1780 End 

Name OJ000303_07 . 04 19 . C17 . o5 . gp Method 

Start 5233 End 

GI 25271_1.R1084 Score 

Exons 5233.. 5294, 5389.. 5553, 6632.. 6876 



OJ000303_07.0419.C17 

7422 . 
AAT/GAP 
6876 
836 
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GI Descrip. 


• yl1 1 con c 


Ue- J(J 


(AC005967) 


unknown protein [Arabidopsis 




tnaliana J 












Seq. No. 


56598 








Seq. ID 


OJ000303 07.0419.C17 


Gene No. 


118404 






- 


Strand 


- 


Start 


10388 








End 


10684 .. . 


Name 


OJ000303 07 


.0419. 


, C17 . o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


1154 


GI 


none 








Score 


93 


Exons 


1..75, 3. .74, 15^ 


l O A f~ 

\ . .24 6, 


155 . 


.250, 315. 


.368, 338. .364, 870.. 




1042. .1107, 


1101. 


1 1 C A 

. 1154 , 


1102 


. .114 0 




Seq. No. 


56598 








Seq. ID 


OJ000303_07.0419.C17 


Gene No. 


118404 








Strand 




Start 


10388 








End 


10684 


Name 


OJ000303 07 


.0419. 


C17.o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


1 








End 


1140 


GI 


none 








Score 


100 


Exons 


1..75, 3.. 74, 15. 


.80, 154. .246, 155. .247, -315. .368, 315. .37: 




870.. 917, 1036.. 1095, 1096.. 


1140 




Seq. No. 


56598 








Seq. ID 


OJ000303_07.0419.C17 


Gene No. 


118404 








Strand 




Start 


10388 








-End 


10684. • 


Name 


OJ000303 07 


.0419.. 


C17.o5, 


.tc 


Method 


TBLASTX: Cress 


Start 


1924 








End 


2308 


GI 


none 








Score 


92 


Exons 


1924. .2031, 


2026. 


.2124, 


2225 


. .2308 




Seq. No.. 


56598 








Seq. ID 


OJ000303_07.0419.C17 


Gene No . 


118404 








Strand 




Start 


10388 








End 


10684 


Name 


OJ000303 07 


.0419. 


C17.o2, 


.ts 


Method 


TBLASTX : Soybean 


Start 


1963 








End 


.2498 


GI 


none 








Score ^ 


173 


Exons 


1963. .2127, 


1970. 


.2125/ 


2217 


..2318, 2219. .2314, 2400. .2498 


Seq. No. 


56598 








Seq. ID 


OJ000303_07.0419.C17 


Gene No. 


118404 








Strand 




Start 


10388 








End 


10684 


Name 


OJ000303 07 


.0419. 


C17.o2. 


.tm 


Method 


TBLASTX: Maize 


Start. 


2018 








End 


2440 


GI 


none 








Score 


140 


Exons 


2018. .2119, 


2020. 


.2121, 


2023 


..2127, 2217. .2360, 2219. .2314, 




2384. .2440 












Seq. No. 


56598 








Seq. ID 


OJ000303_07.0419.C17 


Gene No . 


118404 








Strand 




Start 


10388 








End 


10684 


Name 


OJ000303 07 


.0419. 


C17.ol. 


, tm 


Method 


TBLASTX: Maize 


o tar l 


3117 








End 


5556 


GI 


none 








Score 


67 


Exons 


3117. .3197, 


3125. 


.3196, 


3282 


..4235, 3282. .3572, 3496. .3579, 




3503. .3844,., 


t 3622. 


.4440, 


3624 


..4439, 3646. .4446, 4281. .4445, 




4556. .4675, 


4557. 


.4682, 


4569 


..4700, 4570. .4713, 4577. .4714, 




4789. .4926, 


4805. 


.4927, 


5011 


..5061, 5011. .5055, 5018. .5062, 




5055. .5111, 


5065. 


.5112, 


5067 


..5117, 511 


35. .5277, 5240. .5278, 



57051 






C C\ CCC1 

O J bU . . OOOl , 


C A "7 1 

53 / / 


cc.cc 
. . DODO, 


C A T A 

53 / / . 


C C C A 

. 5550 




Seq. No. 


c f c a o 

56598 








Seq. ID 


OJ000303_07. 0419.C17 


Gene No. 


118404 








Strand . 




Start 


'. 10388' 








End 


1068-4 


Name . 


/-> ta A ^ o r\ ^ at 

OJ00Q303 07 


.0419 


. C17 . ol 


'. tc 


Method 


TBLASTX: Cress 


Start 


o a c o 

3258 








End 


3900 


GI 


none 








Score 


98 


Exons 


A A C O A A A A 

3258 . . 3434 , 


OAT/" 

327 6 


A C T A 

. . 3572, 


3280 . 


.3573, 3491. .3766, 3622. .3900, 




Jo24 . .3899 












Seq. No. 


c c c a o 

56598 








Seq. ID 


OJ000303_07.0419.C17 


Gene No. 


T 1 O A A A 

1184 04 








Strand 




Start . 


i n o o o 

10388 








End 


10684 


Name 


OJ000303 07 


.0419 


.C17.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3273 








End 


5055 


GI 


none 








Score 


61 


Exons 


A A T A A yl A /I 

3273 . . 3434 , 


3274 


. . 357 9, 


3279 . 


.3572, 3483. .4232, 3490. .3579, 




a /i a i a a vi t 

34 91. . 3847 , 


3.624 


. . 4439, 


3631 . 


.4440, 4284. .4445, 4370. .4441, 




4557 . .4 691 , 


4558 


. .4710, 


4570 . 


.4713, 4577. .4714, 4805. .4954, 




4807 . .4926, 


5011 


. . 5055 








Seq. No. 


: 56598 








Seq.. ID 


OJ000303 07.0419.C17 


Gene No. 


118404 








Strand 




Start 


t a a o o 

10388 








End 


10684 


Name 


/~\ t A A A A A A r\ t 

OJ000303_07 


.0419 


. C17-. ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3876 








End 


4208 


GI 


none 








Score 


104 


Exons 


a o t /" a a o /~ 

3876 . .3986, 


A A A A 

3990 


A A A Q 

. . 4208 , 


3997 . 


.4200 




Seq. No. 


56598 








Seq. ID 


OJ000303_07.0419.C17 


Gene No. 


118404 








Strand 




Start 


t n a o o 

10388 








End 


10684 


Name 


OJ000303 07 


A >l T A 

.0419 


. C17 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


A A A A 

3900 








End 


4232 


GI 


none 








Score 


323 


Exons 


A A A A i OTO 

3900 . . 4232, 


AAA! 

3901 


. .4230, 


3903 i- 


.4232 




Seq. No. 


56598 








Seq. ID 


OJ000303_07.0419.C17 


Gene No. 


118404 








Strand 




Start 


T A A O O 

10388 








End 


10684 


Name 


/"NTAAAAAA AT 

OJ000303 07 


.0419 


. C17 . o4 , 


. tc 


Method 


TBLASTX: Cress 


Start 


/I A A A 

4243 








End ' 


4450 


GI 


none 








Score 


155 


Exons 


yl A /I A A O'^" C 

424 3. .4 365, 


4266 


. .4439, 


4273 . 


.4440, 421 


34 . . 4445, 4307 . . 4450 


Seq. No. 


56598 








Seq. ID 


OJ000303_07.0419.C17 


Gene No . 


118404 








Strand 




Start 


10388 








End 


10684 


Name 


OJ000303 07 


.0419 


.C17.o3, 


. tc 


Method 


TBLASTX: Cress 


Start 


4570 








End 


6670 


GI 


none 








Score 


76 


Exons 


4570. .4671, 


4577 


. .4678, 


4805. ; 


.4927, 4807. .4926, 5011. .5064, 




5068. .5112, 


5184 


. .5294, 


5381. , 


.5554, 5392. .5556, 5393. .5575; 




5401. .5556, 


6632 


. .6670 








Seq. No. 


56598 








Seq. ID 


OJ000303_07.0419.C17 



57052 




Gene No. 


118404 






Strand 




Start 


10388 






End 


10684 


Name 


OJ000303_07 .0419, 


,C17.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


5068 






End 


5563 


GI 


none 






Score 


92 


Exons 


5068 . . 5112, 5184 , 


, .5294, 


5373. 


.5555, 5381. .5560, 5385. .5555, 




5389. . 5562, 5390, 


. . 5563 








Seq. No. 


56598 






Seq. ID 


OJ000303_07 .0419. CI 7 


Gene No. 


118404 






Strand 


— 


Start 


10388 






End 


10684 - 


Name 


OJ000303_07 .0419. 


,C17.o3 


. gs 


Method 


GENSCAN 


Start 


10388 






End 


10684 


GI 


none 






Score 


.82 


Exons 


10388 . . 10684 










Seq. No. 


56599 






Seq. ID 


OJ000303_07.0419.C18 


Gene No. 


118405 






Strand 


+ 


Start 


157 






End 


6643 


Name 


OJ000303_07 .0419. 


C18 .ol 


.gs 


Method. 


GENSCAN 


Start 


157 






End 


6643 


GI 


none 






Score 


.47 


Exons 


157. . 1424, 1476. . 


1567, 


1640. . 


1765, 18- 


47. .2021, 2082. .2313, 




3571 . . 3709,. 5134 . 


.5267, 


5276. 


.6181, 6572. .6643 


Seq. No. 


56599 






Seq. ID 


OJ000303_07 .0419.C18 


Gene No. 


118405 






Strand 


+ 


Start 


157 






End 


6643 


Name 


OJ000303 07.0419. 


C18.ol 


.np 


Methods. 


AAT/NAP 


Start 


5286 






End 


6232 


GI 


4115382 






Score 


1035 


Exons 


5286. .6232 










GI. Descrip. 


(AC005967) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


56599 






Seq. ID 


OJ000303_07.0419.C18 


Gene No. 


118406 






Strand 


+ 


Start 


7635 






End 


7825 


Name 


OJ000303 07.0419. 


C18.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


731 






End 


1010 


GI 


none 






Score 


237 


Exons 


731. .874, 733. .87 


'6, 733 


. .879, 


829. .1008, 865. .1008, 876. .1010 


Seq. No. 


56599 






Seq. ID 


OJ000303_07.0419.C18 


Gene No. 


118406 






Strand 


+ 


Start 


.7635 






End 


7825 


Name 


OJ000303 07.0419. 


C18.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1069 






End 


1454 


GI 


none 






Score 


156 


Exons 


1069. .1203, 1069. 


. 1296, 


1203. 


.1304, 1213. .1320, 1247. .1330, 




1321. .1452, 1362. 


. 1454 








Seq. No. 


56599 






Seq. ID 


OJ000303_07.0419.C18 


Gene No. 


118406 






Strand- 


+ 


Start 


7635 






End - 


7825 


Name 


OJ000303 07.0419. 


C18.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


1428 






End 


1659 


GI 


■ none 






Score 


89 



57053 






Exons 


1428 . .1487, 


1429 . 


, .14 85, 


14 91 


. .1655, 1492. . 1659 






Seq. No. 


56599 








Seq. ID 


OJ000.303_07.0419 


.CI 




Gene No. 


118406 








Strand 


+ 






Start 


7635 








End 


7825 






Name 


OJ000303_07 


.0419. 


, C18 . ol 


. tin 


Method 


TBLASTX : Maize 






Start 


1455 








End 


1853 - 






GI „^ 


none 








Score 


527 






Exons 


1455 . . 1772, 


1456 . 


, .1773, 


1761 


. .1853, 1771. . 1851 






Seq. No. 


56599 








Seq. ID 


OJ000303_07.0419, 


.CI 




Gene No. 


118406 








Strand 


+ 






Start 


7 635 








End 


7825 






Name 


OJ000303 07 


.0419. 


C18 .o2 


. tc 


Method 


TBLASTX : Cress 






Start 


1992 








End 


2331 






GI 


none 








Score 


280 






Exons 


1992 . . 2255, 


1993 . 


.2256, 


2275 


. .2331 








Seq. No. 


56599 








Seq.- ID 


OJ000303_.07.0419, 


.CI 




Gene No. 


118406 








' Strand 


+ 






Start 


7635 








End 


7825 






Name 


OJ000303_07 


.0419. 


C18 ,o4 , 


. ts 


Method 


TBLASTX : Soybean 






Start • 


2091 








End 


2339 






GI 


none 








Score 


229 




% y* 


Exons 


. 2091 . . 2339, 


2092 . 


. 2337 










% ■ ? 


Seq. No. 


56599. 








Seq. ID 


OJ000303_07.0419. 


.Cl: 




Gene No. 


118406 








Strand 


+ 




f.i 


Start 


7635 








End 


7825 




L LH 


Name 


OJ000303 07 


.0419. 


C18 . ol , 


. tw 


Method 


TBLASTX: Wheat 




w 


Start 


2163 








End 


2501 






GI 


none 








Score 


119 






Exons 


2163. .2339, 


2166. 


. 2330, 


2167 , 


..2340, 2167. .2346, 2168. .2356 


as 




2353. .2385, 


2374 . 


. 2397, 


2463, 


. .2501 






' 't§ 


Seq. No. ~ 


56599 








Seq. ID 


OJ000303_07.0419, 


■ CIS 


b is 


Gene No. 


11840g 








Strand 


' + '" 




s. .1 


Start 


7635 








*End 


7825 




fH 


Name 


OJ000303_07 


.0419. 


C18.ol. 


. ts 


Method 


TBLASTX: Soybean 




5s -r? 


Start 


5429 








End 


5902 






GI 


none 








Score 


193 






Exons 


5429. . 5743, 


5437 . 


. 5514, 


5593, 


..5739, 57J 


38... 5889, 5789.. 5902 




Seq. No. 


56599 








Seq. ID ' 


OJ000303_07.0419. 


Cl! 




Gene No. 


118406 








Strand 


+ 






Start 


7635 








End 


7825 






Name 


OJ000303_07 


.0419. 


C18.o3. 


. tc 


Method 


TBLASTX: Cress 






Start 


5708 








End 


6148 






■GI 


none 








Score 


101 






Exons 


5708 . . 5902, 


5942 . 


. 6148, 


5944 . 


. . 6129 








Seq. No. 


56599 








Seq. ID 


OJ000303_07.0419. 






.Gene No. 


118406 








Strand 


+ 






Start 


7635 








End 


7825 






Name 


OJ000303 07, 


.0419. 


C18.o3. 


ts 


Method 


TBLASTX : Soybean 






Start 


5906 








End 


6193 






GI 


none 








Score 


251 





57054 




Exons 


5906.. 6193, 5971.. 6192 












Seq. No. 


56599 




Seq. ID 


OJ000303_ 


07. 


0419 


.C18 


Gene No. 


118406 




Strand 


+ 








OLdlt 


7635 




tiilQ. 


/ 0£. D 








Name 


OJ000303 07.0419.C18. 


o2 . gs 


Method 


T? VT O (~* 7\ M 








btart 


7635 
















none 




Score 


Q Q 








Exons 


7635.. 7825 














Seq. No. 


56600 




Seq. ID 


OJ000303_ 


07. 


0419, 


.C19 


Gene No. 


118407 




Strand 


+ 










889 














Name 


OJ000303 07.0419.C19. 


ol . gs 


Method 


bhjNbbAN 








otart 


889 




bna 


lO 1 J 










none 




Score 


. by 








Exons 


889. .936, 1251. .1313 














beq. no. 


56600 




beq. iu 


OJ UUUoU o 


U / . 


U4 i y , 


. ciy 


bene no . 


118408 




Strand 










Start 


294 




End 










Name 


OJ000303 07.0419.C19. 


ol.gp 


Method 


AAT/GAP 








Start 


294 




End 


732 








GI 


LIB3431-058-P1-K1-H5 




Score 


840 








Exons 


294. .732 " 














GI Descrip. 


»4959460/gb|AF126053. 


1IAF126053 9.0e-09 


i Zea mays 


RACB small GTP 




binding protein mRNA, 


complete 


s cds 1 











Seq. No. 


56600 








Seq. ID 


OJ000303_ 


_07 


.0419 


.C19 


Gene No. 


118409 








Strand 










Start 


993 








End 


1585 








Name 


OJ000303 07 


.0419 


.C19.o2 


.gp 


Method 


AAT/GAP 








Start 


993 








End 


1585 








GI 


none 








Score 


1179 








Exons 


993. .1585 


















Seq. No. 


56600 








Seq.. ID 


OJ000303_ 


_07, 


.0419, 


.£19 


Gene No. 


118410 








Strand 










Start 


2490 








End 


4567 








Name 


OJ000303 07 


.0419, 


.C19.o2, 


.gs 


Method 


GENSCAN 








Start 


2490 








End 


4567 








GI 


none 








Score 


.5 








Exons 


' 2490..2677, 


3330, 


. .3840, 


3867. 


.4051, 4099. .4567 








Seq. No. 


56600 








Seq. ID 


OJ000303_ 


_07. 


.0419, 


.C19 


Gene No. 


118411 








Strand 










Start 


6795 








End 


7582 








Name 


OJ000303 07 


.0419. 


,C19.o3. 


.gs 


Method 


GENSCAN 








Start 


6795 








End 


7582 








GI 


none 








Score 


. 98 








Exons 


6795. .6922, 


7267, 


. .7582 














Seq. No. 


56601 








Seq. ID 


OJ000303_ 


07. 


,0419. 


,C20 


Gene No. 


118412 








Strand 










Start 


1133 








End 


1317 ' 








Name 


OJ000303 07 


.0419. 


,C20.ol. 


,np 


Method 


AAT/NAP 








Start 


926 








End 


1009 









57055 



GI 

Exons 

GI , Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852084 
926. .1009 
(AL117264) 



Score 



zwh0007.1 [Oryza sativa] 



56601 ■ Seq. ID 

118412 Strand 

1133 . End 
OJ000303_07 .0419.C20.ol.gs Method 

1133 End 

none Score 
1133. . 1317 



83 



OJ000303_07.0419.C20 

1317 
GENSCAN 
1317 
.96 



Seq. No. 56602 Seq. ID 

Gene No. 118413 Strand 

Start 505 End 

Name OJ000303 J)7 . 04 19 . C21 . ol . gs Method 

Start 505 End 

GI none Score 

Exons 505.. 1672 



OJ000303_07 . 0419 .C21 

1672 
GENSCAN 
1672 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56603 

118414 

1810 

OJ000303_07, 

1810 

none 

1810. .1830, 
3405. .3529, 



0419.C22.o2.gs 



2087. .2473, 
3780. .4059 



2576. 



Seq. ID OJ000303_07.0419.C22 

Strand + 

End . 4059 

Method GENSCAN 

End 40.59 

Score .88 ' 

.2747, 2800. .3160, 3201. .3315, 



Seq. No. 


56603 








Seq. ID 


OJ000303_07 .0419. C22 


Gene No. 


118414 








Strand 


+ 


Start 


1810 








End 


4059 


Name 


OJ000303 07 


.0419 


.C22.ol, 


.gp 


Method 


AAT/GAP 


Start 


2065 






End 


2332 


GI 


2442811 








Score 


497 


Exons 


2065. .2332 












Seq. No. 


56603 








Seq. ID 


OJ000303_07 . 0419.C22 


Gene No. 


118415 








Strand 




Start 


4350 








End 


5467' 


Name 


OJ000303 07 


.0419 


.C22.ol, 


.ts 


Method 


TBLASTX: Soybean 


Start 


2174 








End 


2689 


GI 


hone 








Score' 


65 


Exons 


2174. .2218, 


2261 


. .2353, 


2285. 


.2392, 2290. .2367, 2444. .2479, 




2452. .2478, 


2585 


. .2689 








Seq. No. 


56603 








Seq. ID 


OJ000303_07.0419.C22 


Gene No. 


118415 








Strand 




Start 


4350 








End 


5467 


Name 


OJ000303 07 


.0419 


.C22 .o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


3237 








End 


3834 


GI • 


none 








Score 


49 


Exons 


3237.. 3275, 


3280 


. .3321, 


3447. 


.3530, 3447. .3530, 3448. .3531, 




- 3601. .3708, 


3623 


. .3694, 


3756. 


.3833, 3772.. 3834 


Seq. No. 


56603 








Seq. ID 


OJ000303_07.0419.C22 


Gene No. 


118415 








Strand 





57056 



Start 


4350 




End 


5467 




Name 


OJ000303_07 .0419, 


,C22.o2.gp 


Method 


AAT/GAP 




Start 


4350 




End 


4800 




GI 


69773_1.R1084 




Score 


618 




Exons 


4350. . 4623, 4736. 


..4800 








GI Descrip. 


'3309543 1.0e-12 


(AF036382) MLL [Fugu 


rubripes] 1 


Seq. No. 


56603 




Seq. ID 


OJ000303 


07.0419.C22 


Gene No. 


118415 




: 'Strand 






Start 


4350 




End 


5467 




Name 


OJ000303_07.0419. 


.C22.ol-tm 


Method 


TBLASTX: 


Maize 


Start 


4481 




End 


5466 




GI 


none 




Score 


146 




Exons 


4481. .4627, 4489. 


.4611, 4490. 


.4624, 4503. .4625, 


4724 . . 4783, 




4725 . . 4781, 4733 . 


.4783, 4735. 


.4809, 4878. .5057, 


4879. . 5058, 




5148 . .5264, 5152 . 


.5268, 5155. 


.5265, 5381. .5458, 


5404. .5466 


Seq.. No. 


56603 




Seq. ID 


OJ000303 


07 . 0419. C22 


Gene No. 


118415 




Strand 






Start 


4350 




End 


5467 




Name 


OJ000303JD7 . 0419. 


C22.o3.gs 


Method 


GENSCAN 




Start 


4489 




End 


5267 




GI . 


none 




Score 


.96 




Exons 


4489.-4623, 4878. 


.5060, 5154. 


.5267 






Seq. No. 


56603 




Seq. ID 


OJ000303 


07 . 0419. C22 


Gene No. 


118415 




Strand 






Start 


4350 




End 


5467 




Name 


OJ000303 07.0419. 


C22.ol.np 


Method 


AAT/NAP 




Start 


4492 




End 


5218 




GI 


5123787 




Score 


204 




Exons 


4492. .4623, 4736. 


.4780, 4878. 


.5060, 5154. .5218 




GI Descrip. 


(AJ007041) trithorax homologue 2 [Homo 


sapiens] 




Seq. No. 


56603 




Seq. ID 


OJ000303 


07 .0419.C22 


"6ene No. 


118415 




Strand 






Start 


4350 




End 


5467 . 




Name 


OJ000303 07.0419. 


C22.o2.np 


Method 


AAT/NAP 




Start 


4492 


End 


5467 




GI 


4505197 




Score 


211 




Exons 


4492. .4623, 4736. 


.4780, 4878. 


.5060, 5154.. 5218, 


5358. .5467 


GI Descrip. 


myeloid/ lymphoid 


or mixed-lineage, leukemia 2 gi 


12358285 




(AF010403) ALR {Homo sapiens] 








Seq. No. 


56604 




Seq. ID 


OJ000303_ 


_07.0419.C23 


Gene No. 


118416 




Strand 






Start 


1 




End 


6109 




Name 


OJ000303 07.0419. 


C23.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


5229 




GI 


7304241 




Score 


ioi 




Exons 


1..134, 411. .462, 


820.. 906, 982. .1072, 


5147. .5229 


GI Descrip. 


(AE003841) CG1845 


gene product [Drosophila melanogaster] 


Seq. No. 


56604 




Seq. ID 


OJ000303^ 


_07 .0419.C23 


Gene No. 


118416 




Strand 






Start 


1 




End 


6109 




Name 


OJ000303 07.0419. 


C23.ol.gs 


Method 


GENSCAN 





57057 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22 * End 6109 

none Score .64 

22. .462, 823. .906, 1596. .1667, 1805. .3263, 4157. .4271, 

4382. .4564, 4897. .5196, 5313. .5381, 5890. .6109 



56604 

118416 

1 

OJ000303_07.0419.C23.ol. tm 
86 

none 



Seq. ID OJ000303_07.0419.C23 
Strand 

End 6109 

Method TBLASTX : Mai ze 

End 1863 

Score 107 



86. .160, 88. .162, 88. .159, 157. .213, 310. .462, 310. .462, 

311. .463, 820. .915, 821. .907, 979. .1086, 980. .1087, 983. .1087, 

1807. .1863, 1807. .1860 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
^ GI Descrip. 

t *•=.- 

v3 Seq. No. 
fh Gene No. 
f\\ Start 
1~ Name 
H Start 
UJ GI 
v3 Exons 



56605 Seq. ID 

118417 Strand 

1 End 
OJ000303_07.0419.C24.ol.np . Method 

1 End 

7025861 Score 
1..264, 377. .625 

(AC024128) putative transporter [Arabidopsis thaliana] 



OJ000303_07.0419.C24 
+ 

867 

AAT/NAP 
625 
428 



56605 

118417 

1 

OJ000303_07.0419.C24.ol.tm 
57 

none 



Seq. ID OJ000303_07.0419.C24 

Strand + 

End 867 

Method TBLASTX: Maize* 

End 586 

Score 221 

57. .263, 58. .267, 177. .284, 197. .274, 359. .586, 374. .559, 
382. .585 



Seq. No. 56605 

Gene No. 118417 

Start ' 1 

Name • OJ000303_07 . 04 19 . C24 . ol . gs 

Start 62 

GI none 

Exons 62.. 264, 377.. 601 



Seq. ID OJ000303_07.0419.C24 

Strand + 

End 8 67 

Method GENSCAN 

End 601 

Score . 9 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



■Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 



56605 
118417 
1 

OJ000303_07 1 0419.C24.ol.gp 
99 

50426_1.R1084 
99. .264, 377. .867 

'3901268 6.0e-14 (AF060 173 ) . ( SV2 related protein [Rattus 
norvegicus] ' 



Seq. ID OJ000303_07.0419.C24 

Strand + 

End 8 67 

Method AAT/GAP 

End 8 67 

Score 1221 



56606 

118418 

1 

OJ000303_07.0419.C25.ol.np 
1 

7025863 



Seq. ID OJ000303_07.0419.C25 

Strand + 

End 999 

Method AAT/NAP 

End 999 

Score 220 



57058 



Exons 1..65, 144. .214, 328. .399, 524. .595, 772. .843, 935. .999 

GI Descrip. (AC024128) putzative protein kinase, 3* partial [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



56606 

118418 

1 

OJ000303_07.0419.C25.ol.gs 

144 

none 

144. .214, 328. .403 



Seq. ID OJ000303_07.0419.C25 

Strand + 

End 999 

Method GENSCAN 

End 403 

Score .96 



56607 
118419 
1 

OJ000303JD7 .0419.C2 6.ol.np 
1 

7489783 



Seq. ID OJ000303_07.0419.C26 
Strand + 

2662 
AAT/NAP 
2662 
835 



End 

Method 
End 
Score 

1..294, 468. .721, : 980. .1245, 1346. .1466, 1552;. 1697, 1829. .1985, 
2522. .2662 

leucine-rich repeat transmembrane protein kinase 1 - maize 
(fragment) gi | 3360289 | gb| AAC27894 . 1 | (AF023164 ) leucine-rich 
repeat transmembrane protein kinase 1 [Zea mays] 



56607 ' 

118419. 

1 

OJ000303_07 .0419.C2 6.ol.gs 
63 

none 



Seq. "ID OJ000303_07.0419.C26 

Strand + 

End ' 2662 

Method GENSCAN 

End 2656 

Score .72 



63. .237, 450. .721, 980. .1245, 1346. .1542, 1547. .1697, 
1829. .1985, 2522. .2656 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56607 

118420 

3482 

OJ000303_07 . 0419 . C26. o4 . tm 

428 

none 



Seq. ID OJ000303_07.0419.C26 
Strand 

End 6275 

Method • TBLASTX: Maize 

End 1135 

Score 312 



428. .718, 447. .731, 463. .723, 976. .1134, 983. .1135, 983. .1135 



56607 

118420 

3482 

OJ000303_07. 0419.C26.ol.ts 

1007 

none 



Seq. ID OJ000303_07 . 0419.C2 6 

Strand - 

End 6275 

Method TBLASTX : Soybean 

End 2601 

Score 206 



1007. .1246, 1030. .1248, 1329. .1454, 1346. .1459, 1584. .1697, 
1585. .1695, 1827. .1985, 1844. .1984, 2516. .2587, 2524. .2601 



56607 

118420 

3482 

OJ000'3Q3_07. 0419.C2 6.ol.tc 

1028 

none 

1028. .1246, 1338. .1457 



Seq. ID OJ000303_07.0419.C26 
Strand 

End 6275 

Method TBLASTX: Cress ' 

End 1457 

Score 166 



57059 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56607 
118420 
3482 

OJ000303_07.0419.C26.ol.tm 
1136 



OJ000303 07.0419.C26 



none 

1136. 

1316. 

1560. 

2524. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1246, 1136. .1243, 1138. .1248, 1138. .1248, 1140 
1480, 1338. .1481, 1346. .1468, 1558. .1695, 1558 
1697, 1822. .1917, 1826. .1981, 1827. .1985, 2516 
2658 



6275 

TBLASTX : Maize 

2658 

166 



.1274, 
.1695, 
.2656, 



Seq. No. 


56607 








Seq. ID 


OJ000303_07.0419.C26 


Gene No. 


118420 








Strand 




Start 


3482 








End 


6275 


Name 


OJ000303 07, 


.0419. 


C26.o2, 


. tc 


Method 


TBLASTX: Cress 


Start 


1820 








End 


2629 


GI 


none 








Score 


195 


Exons 


.1820. .1981, 


1821. 


. 1985, 


2516. 


.2629, 2524. .2613 


Seq. No. 


56607 








Seq. ID 


OJ000303_07.0419.C26 


Gene No. 


118420 








Strand 




Start 


3482 








End 


6275 


Name 


OJ000303 07, 


.0419. 


C26.o2, 


.tm 


Method 


TBLASTX: Maize 


Start 


■ 3477 








End 


4020 


GI 


none 








Score 


70' 


Exons 


3477. .3536, 


3484. 


.3537, 


3541. 


.3633, 3543. .3632, 3708. .3794, 




3708. .3794, 


3709. 


.3810, 


3774. 


.3938, 3797. .3928, 3929. .3997, 




3972. .4019, 


3973. 


.4020 








Seq. No. 


56607 








Seq. ID 


OJ000303_07.0419.C26 


Gene No. 


118420 








Strand 




Start 


3482 








End 


6275 


Name 


OJ000303 07, 


.0419. 


C26.o2, 


.gs 


Method 


GENSCAN 


Start 


3482 








End 


6275 


GI ' 


. none 








Score 


.73 


Exons 


3482. .3634, 


3732. 


.3937, 


4067. 


.4427,.- 4 840. .5483,. 5904. . 6006'-, 



6081. .6275 



Seq. No. 


56607 






Seq. ID 


OJ000303_07.0419.C26 


Gene No. 


118420 






Strand 




Start 


3482 






End 


6275 


Name 


■ OJ000303 07, 


.0419.C26.o3. 


. tm ' ■ 


Method 


T B LAS TX : Ma i z e ' 


Start 


4834 






End 


5253" 


GI 


none 






Score 


246 


Exons 


4834. .4899, 


4881. .5123, 


4885. 


.5253, 48? 


36. .5251, 4909. .5253 


Seq. No. 


56607 






Seq. ID 


OJ000303_07.0419.C26 


Gene No. 


118420 






Strand 




Start 


3482 * 






End 


6275 


Name 


OJ000303 07, 


.0419.C26.o5. 


.tm 


Method 


TBLASTX : Maize 


"Start 


5254 






End 


6124 


GI 


none 






Score 


229 


Exons 


5254 . .5484, 


5255. .5497, 


5256. 


.5495, 5903. .5965, 5904. .5966, 




5904. .5969, 


5905. .5970/ 


5906. 


.5968, 6078. .6122, 6079. .6123, 



6083. .6124 



57060 



Seq. No. 56608 Seq. ID 

Gene No. 118421 Strand 

Start 12162 End 

Name OJ000303_07 . 04 19 .C27 . o3 . gp Method 

Start 12162 ' End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 12162. .12254 

GI Descrip. 1 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000303_07.0419.C27 
+ 

12254 
AAT/GAP 
12254 
124 



Seq. No. 56608 Seq. ID 

Gene No. 118422 Strand 

Start 20047- End 

Name OJ000303_07 .0419. C27 . 06 . np Method 

Start 20044 End 

GI 7430820 Score 

Exons 20044. .20127, 20242.. 20511 

GI Descrip. thioredoxin h homolog 2 - rape gi | 1403711 | gb | AAB53695 . 1 | 

(U59380) thioredoxin-h-like-2 [Brassica napus] 



OJ000303_07.0419.C27 
+ 

20538 
AAT/NAP 
20511 
110 





Seq. No. 


56608 


Seq. ID 


OJ000303_ 


07.0419.C27 




Gene No. 


118422 


Strand 


+ '.. ' 






Start 


20047 


^.End 


20538 




\3 


Name 


OJOO'0303 0-7. 0419. C27.o6.gs 


Method 


GENSCAN 






Start 


20047 


End 


20538 






GI 


none 


Score 


.89 




L Jl 


Exons 


20047. .20127, 20242.. 20538 








: . = 
?a 'e? 


Seq. No. 


56608 


Seq. ID 


OJ000303_ 


07.0419.C27 




Gene No. 


118423 


Strand 






? ! 2 


Start 


1 


End 


2827 






Name 


OJ000303 07.0419.C27.ol.np 


Method 


AAT/NAP 




E 


Start 


1 


End 


2809 




[5 


GI 


7431843 


Score 


1175 




~ . i 


Exons 


1..125, 218. .446, 557. .649, 


731. .924, 


1079. .1148 


, 1678. .1714, 






1795. .1878, 1968. .2025, ,2148 


. .2224, 2325. .2384, . 


2465. .2809 




GI Descrip. 


NADPH — f errihemoprotein reductase (EC 


1.6.2.4) - 


California 



poppy gi|2580499|gb|AAC05022.1| (U67186) NADPH : f errihemoprotein 
oxidoreductase [Eschscholzia californica] 



Seq. No. 56608 Seq. ID OJ000303_07 . 0419 . C27 

Gene No. 118423 Strand - 

Start 1 End 2827 

Name OJ000303_07 . 04 19 . C27 . ol . gp Method AAT/GAP 

Start 32 End 656 

GI LIB3475-007-P1-K1-E6 Score 685 

Exons 32. .125, 218. .446, 557. .656 

GI Descrip. '2580499 2.0e-35 (U67186) NADPH : f errihemoprotein oxidoreductase 
[Eschscholzia californica] 1 



Seq. No. 56608 Seq. ID 

Gene No. 118423 Strand 

Start 1 ' ' End 

Name OJ000303_07 . 04 1 9 . C27 . ol . gs Method 

Start 4 2 End 

GI none Score 



OJ000303_07.0419.C27 

2827 
GENSCAN 
2827 
.89 



57061 



Exons 



42. .125, 386. .446, 557. .584, 731. .924, 1079. .1148, 1678. . 1714, 
1929. .2025, 2148. .2224, 2325. .2384, 2465. .2827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56608 Seq. ID OJ000303_07 . 04 1 9 . C27 

.118423 Strand 
1 End 2827 

OJ000303_07 .0419. C27 . o2 . gp Method AAT/GAP 
1997 End 2801 

uC-osflcyp!25f08bl Score 921 

1997. .2025, 2148. .2224, 2325. .2384, 2465. .2801 

! 2580499 2.0e-21 (U67186) NADPH : f errihemoprotein oxidoreductase 
[Eschscholzia californica] ' 



56608 • Seq. ID 
118424 Strand 
4 8 99 End 
OJ000303_07.0419.C27 .o2.np Method 
4899 End 
4887759 .Score 



OJ000303_07.0419.C27 

6727 
AAT/NAP 
. 6727 
987 



4899. .5041, 5161. .5677, 5708. .6727 

(AC006533) putative ARI-like RING zinc finger protein 
[Arabidopsis thaliana] 



56608 

118425 

6809 

OJ000303_07.0419.C27.o3.np 



OJ000303 07.0419.C27 



Seq. ID _ 
Strand 

End 13377 
Method AAT/NAP 
End 9511 
Score 678 
.8568, 8677.. 9511 
(AC009999) Contains similarity to Ariadne-2 protein from 
Drosophila melanogaster gb|AJ010169 and contains an IBR PF 101485 
and a zf-C3HC4 (RING finger) PF| 00097 domain. ESTs gb|AA585849, 
gb|T42014 come from this gen... 



6809 
6850317 
6809. .6895, 



7864. .8022, 8104, 





















Seq. No. 


56608 


Seq. ID 


OJ000303_ 


07 


.0419 


.C27 




Gene No. 


118425 


Strand . 












Start ' 


6809 


End 


13377 










Name 


OJ000303 07.0419.C27.o3.gs 


Method ' 


GENSCAN 










Start 


7786 


End 


9562 










GI 

Exons 


none 

7786.. 8993, 9013.. 9562 


Score 


.75 










Seq. No. 


56608 


Seq. ID 


OJ000303_ 


07 


.0419 


.C27 




Gene No. 


118425 


Strand 












Start 


6809 


End 


13377 










Name 


OJ000303 07.0419.C27.o4.np 


Method 


AAT/NAP 










Start 


8816 


End 


10601 










GI 


2645088 


Score 


55 










Exons 


8816. .8874, 10324. .10601 














GI Descrip. 


(AB008934) collagen [Hydra 


vulgaris] 












Seq. No. 


56608 


Seq. ID 


OJ000303_ 


07 


.0419 


.C27 




Gene No. ^ 


•118425 . 


Strand 












Start 


6809 


End 


13377 










Name 


OJ000303 07.0419.C27.o4.gs 


Method 


GENSCAN 










Start 


10130 


End 


13377 









57062 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 95 

10130. .10753, 10861. .11479, 11964 .. 12014 , 13199. .13377 



56608 

118426 

15221 

OJ000303_07.0419.C27.ol.tc 
40 

none 



Seq. ID. OJ000303_07. 041.9. C27 
Strand 

End 17503 

Method TBLASTX : Cress 

End 2561 

Score 84 



40. .114, 42. .128, 218. .274, 219. .272, 311. .340, 317. .445, 
333. .452, 551. .658, 556. .657, 721. .750, 762. .881, 861. .935, 
1065. .1151, 1078. .1143, 1792. .1875, 1796. .1840, 1966. .2022, 
1968. .2024, 2147. .2191, 2465. .2539, 2466. .2561 



56608 

118426 

15221 

OJ000303_07.0419.C27.o2.ts 
40 

none 



Seq. ID OJ000303_07.0419.C27 
Strand 

End 17503 

Method TBLASTX: Soybean 

End 2225 

Score '. 62 



40. . 114, 42. .128, 218. .274, 231. .302, 317. .445, 318. .446, 
333. .449, 504. .656, 551. .658, 556. .657, 563. .658, 564. .686, 
718. .771, 721. .762, 807. .923, 824. .925, 825. .926, 1078. .1143, 
1667. .1717, 1668. .1712, 1792. .1875, 1796. .1873, 1968. .2024, 
1969.. 2022, 2145.. 2225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56608 
118426 
•15221 

OJ000303_07 .0419.C27.o2.tm 
40 

none 



Seq. ID OJ000303_07.0419.C27 
Strand 

End 17503 

Method TBLASTX: Maize 

End 2552 

Score 75 



40. .114, 42. .128, 210. .272, 218. .274, 316. .444, 317. .445, 
551. .658, 554. .655, 559. .657, 684. .761, 701. .757, 721. .762, 
762V. 923, 763. .840, 807. .935, 818. .934, 1071. .1148, 1072. .1149, 
1078. .1143, 1667. .1717, 1792. .1881., 1793. .1879, 1818. .1892, 
1965. .2024, 1968. .2024, 1969. .2037, 2145. .2231, 2325. -.2390, 
2465. .2539, 2466. .2552 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56608 

118426 

15221 

OJ000303_07.0419.C27.ol.tm 

5162 

none 

5162. .5272, 5172. .5252, 5294, 
5424. .5528, 5739. .5858, 5741. 
6045. .6119, 6189. .6326, • 7*897. 
8368. .8541, 8542. .8805, 8576. 

56608 

118426 

15221 

OJ000303_07.0419.C27.ol.ts 

5339 

none 

5339.. 5422, 5426.. 5677, 5741. 



Seq. ID OJ000303_07.0419.C27 
Strand 

End 17503 
Method TBLASTX: Maize 
End 9085 
Score 7 4 

.5413, 5346. .5414, 5423.'. 5677, 
.5995, 5751. .5948, 6044. .6301, 
.7986, 8128. .8202, 8227. .8340, 
.8806, 8914. .9018, 9020. .9085 

Seq. ID OJ000303_07.0419.C27 
Strand 

End 17503 ' 

Method . TBLASTX: Soybean 

End 8857 

Score 185 

.5995, 5742. .5948, 5984. .6139, 



57063 



6057. .6110, 8128. .8202, 8227. .8346, 8234. .8347, 8368. .8541, 
8372.-8446, 8542. .8805, 8576. .8857 



Seq. No. 


ODOUo 




Seq. ID 


OJ000303 


_07.0419 


.C27 


Gene No. 


1 1 O A O C 

11842b 




Strand 








Start 


1 C O O 1 

15221 




End . 


17503 






Name 


OJUUUJUJ (J / . U4 1 9 . C27 . o2 


. tc 


Method 


TBLASTX: 


Cress 




Start 


C A C C 

04 Do 




End 


8631 






GI 


none 




Score 


63 






Exons 


5456. .5677, 5741. .5830, 


5751 


..5831, 8251. .8346, 


8368. .8541, 




8542. .8631 












Seq. No. 


C fl C\ o 

56608 




Seq. ID 


OJ000303 


_07.0419, 


.C27 


Gene No. 


llo42o 




■ Strand 








Start 


T COOT 

15221 




End 


17503 






Name 


OJUUUoUJ U / . U4 1 y . C2 / . O 5 


. tc 


Method 


TBLASTX: 


Cress 




Start 


C O f o 

5 y do 




End 


9018 






GI 


none 




Score 


93 






Exons 


5963. .5995, 6044. .6241, 


8764 


..8805, 8926. .9018 






Seq. No. 


56608 




Seq. . ID 


OJ000303 


_07.0419, 


.C27 


Gene No. 


118426 




Strand 








Start 


15221 




End 


17503 






Name , 


OJ0UU3U3 0 / . 04 iy . C2 / . oo 


. ts 


Method 


TBLASTX: 


Soybean 




-Start 


6155 




End 


9361 






GI 


none 




Score 


103 






Exons 


6155. .6355, 6413. .6616, 


8914 


..9018, 9029. .9139, 


9188. .9361 


Seq. No. 


56608 




Seq. ID 


OJ000303 


__07.0419. 


.C27 


Gene No. 


11842 6 




Strand 








Start 


15221 




End 


17503 






Name 


OJ000303 07 . 04 19 . C27 . o5 


.gs 


Method 


GENS CAN 






Start 


15221 




End 


17503 






GI 


none 




Score 


. 98 






Exons 


15221. .17503 












Seq. No. 


56608 




Seq. ID 


OJ000303 


_07.0419, 


■ C27 


Gene -No . 


118426 " 




Strand 








Start 


15221 




End 


17503 






Name 


OJ000303 07.0419.C27.o5 


.np 


Method 


AAT/NAP 






Start 


15348 




End 


17500 






GI 


4680182 




Score 


623 






Exons 


15348; .15613, 15710.. 16- 


614, 


16705. .17500 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 






Seq. No. 


56608 




Seq. ID 


OJ000303 


_07.0419. 


,C27 


Gene No. 


118426 - 




Strand 








Start 


15221 




End 


17503 






Name 


OJ000303 07.0419.C27.o3 


. tm 


Method 


TBLASTX : ] 


Maize 




Start 


17291 




End 


17500 






GI 


none 




Score 


113 






Exons 


17291. .17500, 17292. .17489 










Seq. No. 


56609 




Seq. ID 


OJ000303 


_07.0419. 


C31 


Gene No. 


118427 




Strand 


+ 






Start 


819 * 




End 


1194 






Name 


OJ000303 07.0419.C31.ol 


.gp. 


Method 


AAT/GAP 







57064 



Start 819 End 1114 

GI uC-osrocypOlOf lObl Score 493 

Exons' 819.. 1114 

GI Descrip. ' 102506/pir | | S15786 . 1 . Oe-18 glucose transport protein homolog 
Caenorhabditis elegans 1 " 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56609 
118427 
819 

OJ000303_07.0419.C31.ol.np 
821 

7025861 
821. .1194 

(AC024128) putative transporter [Arabidopsis thaliana] 



Seq. ID OJ000303_07.0419.C31 

Strand + 

End 1194 

Method AAT/NAP 

End 1194 

Score 318 



56610 

118428 

57 

OJ000313_07.0419.Cl.ol.gs 
57 

none 
57. .264 



Seq. ID OJ000313_07.0419.C1 

Strand + 

End 264 

Method GENSCAN 

End 2 64 

Score .71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56611 

118429 

284 

OJ000313_07 .0419.C2.ol.gs 

284 

none 

284. .500, 720. .812 



Seq. ID OJ000313_07.0419.C2 
Strand 

End 8-12 

Method GENSCAN 

End 812 

Score .97 



56612 
118430 
1 

OJ000313_07 .0419.C4 .ol.np 
1 

4234854 
1..1323, 1361.. 1668 

(AF082134) pol polyprotein [Zea mays] 



Seq. ID OJ000313_07.0419.C4 

Strand + 

End 1668 

Method AAT/NAP 

End 1668 

Score 1245 



56612 

118430 

1 

OJ00.0313_07.0419.C4.ol.gs 
39 

none 

39. .215, 779. .1147 

56612 

118430 

1 

OJ000313_07.0419.C4 .ol.tw 
41 

none 



Seq. ID OJ000313_07.0419.C4 

Strand + 

End 1668 

Method GENSCAN 

End 1147 

Score .82 



Seq. ID OJ000313_07.0419.C4 

Strand + 

End 1668 

Method TBLASTX : Wheat 

End 604 

Score 38 



41. .67, 72. .182, 72. .182, 127. .183, 267. .512, 267. .332, 
268. .528, 443. .466, 566. .604 



57065 



Seq. No. 56612 

Gene No. 118430 

Start 1 

Name OJ000313_07 . 04 19 . C4 . o2 . tw 

Start 1202 

GI none 
Exons 



Seq. ID OJ000313_07.0419.C4 

Strand + 

End 1668 

Method TBLASTX : Wheat 

End 1667 

Score 42 

1202. .1246, 1262. .1327, 1314. .1472, 1397. .1468, 1495. .1572, 
1496. .1579, 1509. .1667 



Seq. No. 56612 

Gene No. 118430 

Start 1 . 

Name OJ000313_07 . 0419 . C4 . ol . ts 

Start 1247 

GI none 
Exons 



Seq. ID OJ000313_07.0419.C4 

Strand + 

End 1668 

Method TBLASTX : Soybean 

End 1667 

Score 56 



1247. .1339, 1261. .1293, 1314. .1484, 1320. .1439, 1457. .1600, 
1458. .1547, 1481. .1564, 1635. .1667 



Seq. No. 56613 

Gene No. 118431 

Start 765 

Name OJ000313_07 . 0419 . C5 . ol . gs 

Start 7 65 

GI none 

Exons 765.. 1008, 1078.. 1181 



Seq. ID OJ000313_07.0419.C5 

Strand - 

End 1181 

Method GENSCAN 

End •'. 1181 

Score • . 7 



Seq. No. 56614 

Gene No. 118432 

Start 1201 

Name ' OJ000313_07 . 04 19 . C6 . o2 . gs 

Start 1201 

GI none 
Exons 



Seq. ID OJ000313_07.0419.C6 
Strand 

End 4298 

Method GENSCAN 

End 4298 

Score . 6 



1201. .1347, 1409. .1507, 1724. .1871, 2963. .2997, 3693.-3767, 
4218. .4298 



Seq. No. 56614 

Gene No. 118432 
Start . 1201 

Name OJ000313_07 . 0419 . C6 . ol . tm 

Start 2984 

GI none 
Exons 



Seq. ID OJ000313_07.0419.C6 
Strand 

End 4298 

Method TBLASTX : Maize 

End 3265 

Score 63 



2984. .3184, 2986. .3072, 2990. .3265 



Seq. No. 

Gene* No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No." 
Gene No. 
Start 
Name 
Start 



56615 
118433 
1 

OJ000313JD7.0419.C7 .o2.np 
1 

4680183 

1..51, 936. .1006, 1598. .1687 

(AF111709) gag-pol protein [Oryza sativa. subsp. indica] 



Seq- ID OJ000313_07.0419.C7 

Strand + 

End 1687 

Method AAT/NAP 

End 1687 

Score 202 



56615 
1184 34 
48 

OJ000313_07.0419.C7.ol.np 
48 



Seq. ID OJ000313_07.0419.C7 
Strand 

End 620 

Method AAT/NAP 

End 482 



57066 




GI 


4680185 


Score 


471 






Exons 


48. .482 










GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 






Seq. No. 


56615 : 


Seq. ID 


OJ000313 


07.0419. 


C7 


Gene No. 


118434 


Strand 








Start 


48 


End 


620 






Name 


OJ000313 07.0419.C7.ol.gs 


Method 


GENSCAN 






Start 


93 


End 


620 






GI 


none 


Score 


.8 






Exons 


93. .620 










Seq. No. 


56616 


Seq. ID 


OJ000313 


07.0419. 


C8 


Gene No. 


118435 


Strand 


+ 






Start 


41 


End 


199 






Name 


OJ000313 07.0419.C8.ol.gs 


Method 


GENSCAN 






Start 


41 


End 


199 






GI 


none. 


Score 


. 69 






Exons 


41/. 199 ... 










Seq. No. 


56616 


Seq. ID 


OJ000313 


_07.0419. 


C8 


Gene No . 


118436 


Strand 


+ 






Start 


6892 


End 


6981 






Name 


OJ000313 07.0419.C8.o3.np 


Method 


AAT/NAP 






Start 


• 6892 I: . 


End 


6981 






GI 


4680183 


Score 


117 






Exons 


6892. . 6981 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


56616 


Seq. ID 


OJ000313 


_07.0419. 


C8 


Gene No. 


118437 


Strand 


+ 






Start 


9230 


End 


9610 






Name 


OJ000313 07.0419.C8.ol.gp 


Method 


AAT/GAP 






Start 


9230 


End 


9610 






GI 


uC-osflcyp033a04bl 


Score 


642 






Exons 


9230. .9610 ' 










GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza : 


sativa genomic 



DNA, chromosome 1, clone : P07 11E10 f 



Seq. No. 


56616 




Seq. ID 


OJ000313_07. 


.0419 


.C8 


Gene No. 


118438 




Strand 








Start 


1038 




End 


5603 






Name 


OJ000313 07.0419. C8.o2. 


gs 


Method 


GENSCAN 






Start 


1038 




End 


2678 






GI 


none 




Score 


;^63 






Exons 


1038.. 2014, 2075.. 2678 












Seq. No. 


56616 




Seq. ID 


OJ000313_07, 


,0419 


• C8 


Gene No. 


118438 




Strand 








Start 


1038 




End 


5603 






Name 


OJ000313 07.0419.C8.ol. 


np 


Method 


AAT/NAP 






Start 


1041 




End 


5603 






GI 


468.0179 




Score 


7713 






Exons 


1041. .5603 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa , 


subsp. indica] 


i 




Seq. No. 


56616 




Seq. ID 


OJ000313_07. 


,0419 


.C8 



57067 



Gene No. 118439 Strand 

Start 5857 End 6657 

Name OJ000313_07 . 04 19 . C8 . o2 . np Method AAT/NAP- * " 

Start 5857 End 6657 

GI 5042448 Score 1151 

Exoris 5857.. 6657 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 


56616 








Seq. ID 


OJ000313_07.0419 


.C8 


Gene No. 


118440. 








Strand 






Start 


9163 








End 


9362 




Name 


OJ000313_07 


.0419 


.C8.o4. 


np 


Method 


AAT/NAP 




Start 


9163 








End 


9362 




GI 


4680186 








Score 


315 




Exons 


9163. . 9362 














GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp, 


. indica] 




Seq. No. 


56616 








Seq. ID 


OJ000313_07.0419 


.C8 


Gene No. 


118441 








'Strand 






Start 


10360 








End 


11416 




Name 


OJ000313 07 


.0419 


.C8 .o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


1051 








End 


1419 




GI 


none 








Score 


35 4 > 




Exons 


1051 . . 1104, 


1086 


. . 1418, 


1107 . 


.1268, 1213.. 1326, 1311.. 1391 




1366. . 1419 














Seq. No. 


56616 








Seq. ID 


OJ000313_07.0419 


.C8 


Gene No. 


118441 








Strand 






Start 


10360. 








End 


11416 




Name 


OJ000313__07 


.0419 


.C8 .o7 . 


tm 


Method 


TBLASTX: Maize 




Start 


1065 








End 


1262 




GI 


none 








Score 


196 




Exons 


1065. . 1262 














Seq. No. 


56616 








Seq. ID 


OJ000313_07.0419 


.C8 


Gene No. 


118441 








Strand 






Start 


10360 








End 


11416 




Name 


OJ000313 07 


.0419 


.C8.ol. 


'tm - 


Method 


TBLASTX: Maize 




Start 


1266 








End 


1865 




GI 


none 








Score 


258 




Exons 


12.66. .1706, 


1279 


. . 1704, 


1704. 


.1865, 1711. ,1857 




Seq. No. 


56616 








Seq. ID 


OJ000313__07.0419 


.C8 


Gene No. 


118441 








Strand 






Start 


10360 








End 


11416 




Name 


OJ000313 07 


.0419 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1419 








End 


2045 




GI 


none 








Score 


389 




Exons 


1419. .2045, 


1420 


. .2043 










Seq. No. 


56616 








Seq. ID 


OJ000313_07.0419 


.C8 


Gene No. 


1184 41 








Strand 






Start 


10360 








End 


11416 




Name 


OJ000313 07 


.0419 


.C8.o4. 


tm 


Method 


TBLASTX: Maize' " 




Start 


1914 








End 


2205 




GI 


none 








Score 


212 





57068 



Exons 



1914 . .2204, 1918. .2205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56616 

118441 

10360 

OJ000313_07. 

2004 

none 

2004 . .2264, 



0419.C8.o2.ts 



2005. .2259 



Seq. ID 

Strand. 

End 

Method 

End 

Score 



OJ000313_07.0419.C8 
11416 

TBLASTX : Soybean 

2264 

143 



Seq. No. 
Gene No*. 
Start 
Name 
Start - 
GI 

Exons 



56616 

118441 

10360 

OJ000313_07. 

2028 

none 

2028. .2171, 



0419.C8.ol.tc 



2035.. 2169, 2172. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2345 



OJ000313_07.0419.C8 
11416 

TBLASTX: Cress 

2345 

79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. • - 



56616 

118441 

10360 

OJ000313_07. 

2052 

none 

2052. .2531, 



0419.C8.o3.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_07.0419.C8 
11416 

TBLASTX: Wheat 

2532 

240 



2053.. 2307, 2083.. 2532, 2085.. 2498 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56616 

118441 

10360 

OJ000313_07, 

2535 

none 

2535. .3044, 



0419.C8.o2.tw 



2619.. 2966, 2623. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3012 



OJ000313_07.0419.C8 
11416 

TBLASTX: Wheat 

3044 

237 



Seq. No. 

Gene No. 

Start; 

Name 

Start 

GI 

Exons 



56616 

118441 

10360 

OJ000313_07, 

2607 

none 

2607. .2918, 



0419.C8.o2.tm 



2619.. 2972, 2623. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2970 



OJ000313_07.-0419.C8 
11416 

TBLASTX: Maize 

2972 

153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56616 • 
118441 
10360 

OJ000313_07. 

2793 

none 

2793. .3038 



0419.C8.o3.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313_07.0419.C8 
11416 

TBLASTX: Soybean 

3038 

202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56616 

118441 

10360 

OJ000313_07; 

2979 

none 

2979. .3326, 



0419.C8.o5.tm 



3049. .3315 



Seq. ID 
Strand 

y itm 

Method • 

End 

Score 



OJ000313_07.0419.C8 
11416 

TBLASTX: Maize 

3326 

113 



57069 



Seq. No._ 


56616 








Seq. ID 


OJ000313_07.0419 


Gene No. 


118441 








Strand 


- 


Start 


10360 








End 


11416 


Name 


OJ000313 07 


.0419. 


C8.06. 


tw 


Method 


TBLASTX: Wheat 


Start 


3045 








End 


334 7 


GI 


none 








Score 


229 


Exons 


3045. . 3347, 


3046. 


. 3327 








Seq. No. 


56616 








Seq. ID 


OJ000313_07.0419 


Gene No. 


118441 








Strand 




Start 


10360 








End 


11416 


Name 


OJ000313 07 


.0419. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3060 








End 


3455 


GI 


none 








Score 


145 


Exons 


3060. . 3419, 


3061. 


.3324, 


3339. 


.3419, 3411. .3455, 3423.. '3- 


Seq. No. 


56616 








Seq. ID 


OJ000313_07.0419 


Gene No. <. 


118441 








Strand 




Start 


10360 








End 


11416 


Name 


OJ000313 07 


.0419. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3342 








End 


3809 


GI 


none 








Score 


128 


Exons 


3342. . 3809, 


3376. 


.3738 








Seq. No. 


56616 








Seq. ID 


OJ000313JD7.0419 


Gene No. 


118441 








Strand 




Start 


10360 








End 


11416 


Name 


OJ000313 07 


.0419. 


C8.o4 . 


tw 


Method 


"TBLASTX: Wheat 


Start 


3396 








End 


3878 


GI 


none 








Score 


184 


Exons 


3396. . 3878, 


3405. 


.3767, 


3439. 


.3774 




Seq. No. 


56616 








Seq. ID 


OJ000313J)7.0419 


Gene No. 


118441 








Strand 




Start 


10360 








End 


11416 


Name 


OJ000313 07 


.0419. 


C.8..o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


3528 








End 


3842 


GI 


none 








Score 


183 


Exons 


3528. .3842 













Seq. No. . 56616 

Gene No. 118441 

Start 10360 

Name OJ000313_07 . 04 19 . C8 . 08 . tw 

Start 4053 

GI none 

Exons 4053.. 4226, 4054.. 4197, 4108. 



Seq. ID OJ000313_07.0419.C8 
Strand- 
End 11416 
Method TBLASTX : Wheat 
End 4457 
Score 102 

.4248, 4248. .4457, 4309. .4407 



Seq. No. 56616 Seq. ID 

Gene No. 118441 Strand 

Start 10360 End 

Name OJ000313_07 . 04 19 . C8 . 06 . tm Method 

Start 4764 End 

GI none Score 

Exons 4764.. 5096, 4812.. 5093, 4909.. 5079 



OJ000313_07.0419.C8 
11416 

TBLASTX: Maize 

5096 

108 



57070 




Seq. No. 


56616 


Seq. ID 


OJ000313 07.0419 


. C8 


Gene No. 


118441 


Strand 






Start- 


10360 


End 


11416 




Name 


OJ000313 07.0419.C8'.o7.tw 


Method 


TBLASTX: Wheat 




Start 


4977 


End 


5336 




GI 


none 


Score 


99 




Exons 


4977. .5336, 4978. .5211, 5236. 


.5310 






Seq. No. 


56616 


Seq. ID 


OJ000313_07.0419. 


.C8 


Gene No. 


118441 


Strand 






Start 


10360 


End 


11416 




Name 


OJ000313 07.0419.C8.o5.np 


Method 


AAT/NAP 




Start 


10360 


End 


11416 




GI 


2429362 


Score 


163 




Exons 


10360. .10543, 10651. .11416 








GI Descrip. 


(AF020261) proline rich protein [Santalum album] 




Seq. No. 


56617 


Seq. ID 


OJ000313_07.0419, 


.C9 


Gene No. 


118442 ' 


Strand 






Start 


1 


End 


760' ' 




Name 


OJ000313 07.0419.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


760 




GI 


3810596 


Score 


500 




Exons 


1. .760 • 








GI Descrip. 


(AC005398) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


56617 


Seq. ID 


OJ000313_07.0419. 


■ C9 


Gene No. 


.. 11-8442 


Strand 






Start 


1 


End 


760' 




Name 


OJ000313 07.0419.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


628 




GI 


none 


Score 


166 




Exons 


2. .211, 194. .628, 222. .614 








Seq. No. 


56617 


Seq. ID 


OJ000313_07.0419. 


,C9 


Gene No. 


118442 - ■ 


Strand . 






Start 


1 


End 


760 




Name 


OJ000313 07.0419.C9.ol.gs 


Method 


GENSCAN 




Start 


89 


End 


564 




GI 


none 


Score 


.55 




Exons 


89. .142, 305.. .564 - 








Seq . : No . 


56617 


• Seq. ID 


OJ000313_07.0419. 


,C9 


Gene No. 


118442" 


Strand 






Start 


1 


End 


760 




Name 


OJ000313 07.0419.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


110 


End 


521 




GI 


none 


Score 


124 




Exons 


110.. 520, 213.. 521 








Seq. No. 


56617 


Seq. ID 


OJ000313JD7.0419. 


C9 


Gene No. 


118442 


Strand 






Start 


1 


End 


760 




Name 


OJ000313 07.0419.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


569 


End 


743 




GI 


none 


Score 


91 





57071 



Exons 



569. .742, 570. .743 



Seq. No. 56617 Seq. ID 

Gene- No. 118442 Strand 

Start 1 End 

Name OJ000313_07 . 04 1 9 . C9 . o2 . tm Method 

Start 629 End 

GI none Score 

Exons 629.. 760, 630.. 758 



OJ00.0313_07.0419.C9 

fso 

TBLASTX: Maize 

760 

141 



Seq. No. 


56618 


Seq. ID 


OJ000313_07 


.0419 


.C10 


Gene No. 


118443 


Strand 


+ 






Start 


2895 


End 


5916 






Name 


OJ000313 07.0419.C10.ol. 


np - Method 


AAT/NAP 






Start 


2895 


End 


5916 






GI 


5042463 


Score 


186 






Exons 


2895. .3074, 3752. .3904, 


5879. .5916 








GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 






beq. NO. 


56618 


Seq. ID 


OJ000313_07 


.0419 


. LIU 


Gene No. 


118443 


Strand 


+ 






Start 


2895 


End 


5916 






Name 


OJ000313 07.0419.C10.o2. 


np Method 


AAT/NAP 






Start 


4156 


End 


4457 






GI 


7248393 


Score 


204 






Exons 


4156. .4457 










GI Descrip. 


(AP001389) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


56618 


Seq. ID 


OJ000313_07 


.0419 


.C10 


Gene No. 


118444 .:■ 


Strand 


+ 






Start 


7226 


End 


13808 






Name 


OJ000313 07. 0419. C10. o4. 


np Method 


AAT/NAP 






Start 


7226 


End 


12375 






GI 


6319856 


Score 


80 






Exons 


7226. .7383, 9396. .9629, 


12343. .12375 








GI Descrip. 


Active transport ATPase; 


Adplp gi| 113449 | sp | P2537 1 1 ADP1_ 


_YEAST 



PROBABLE ATP- DEPENDENT PERMEASE • PRECURSOR 'gi | 83202 | pir | | SI 9421 
ATP-dependent permease ADP1 precursor - yeast (Saccharomyces' ■ 
cerevisiae) gi 1 1907154 | emb | CAA42328 | (X59720) YCROMc, len:1049 
[Saccharomyces cerevisiae] 



Seq. No. 56618 Seq. ID 

Gene No. 118444 Strand . 

Start 7226 - End 13808 

Name OJ000313__07 . 04 19 . C10 . o3 . gs Method GENSCAN 

Start 9108 End 13808 

GI none Score . 67 

Exons 9108.. 9540, 12491 .. 12601, 12979 ;. 13040, 13325.. 
13490. .13523, 13634. .13808 



OJ000313_07. 0419. C10 
+ 



13481, 



Seq. No. 56618 Seq. ID 

Gene No. 118445 Strand 

Start ■ 13931 End 

Name OJ000313_07 . 04 19 . C10 . 06 . np Method 

Start 13931 End 

GI 5852172 Score 

Exons 13931. .14092 



OJ000313_07. 0419. C10 
+ 

14092 
AAT/NAP 
14092 
124 



57072 



GI Descrip. (AL117265) zhb0002.1 [Oryza sativa] 



Seq. No. 


56618 - 


Seq. ID 


A Thrift 1 1 1 A 1 O >1 1 rt 

OJ000313 07.0419. 


. CIO 


Gene No. 


118446 


Strand 




- 


Start 


10451 '* " 


End 


14 905 . 




Name 


OJ000313 07 . 0419 . CIO rol . tm 


Method 


TBLASTX: Maize 




Start 


8087 


End 


10937 




GI 


none 


Score 


107 




Exons 


8087. .8167, l(Jb j j . . ±uj 3 J , 


10 ooo . . lOy oi) 






Seq. No. 


56618 


Seq. ID 


OJ000313_07.0419. 


.C10 


Gene No. 


118446 


Strand 






Start 


10451 


End 


14905 




Name 


OJ000313 07.0419.C10.o5.np 


Method 


AAT/NAP 




Start 


10451 


End 


14905 




GI 


6069646 


Score 


362 




Exons 


10451. .11468, 14858. .14905 









GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


56618 




Seq. ID 


OJ000313_07 . 0419 


. C10 


Gene 'No . 


118446' 




Strand 






Start 


10451 




End ■ f 


14905 




Name 


OJ000313 07. 0419. C10 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10577 




End 


10924 




GI 


none 




Score 


157 




Exons 


10577. .10624, 10739. 


.10924 








Seq. No. 


56618 




Seq. ID 


OJ000313_07.0419 


.C10 


Gene No. 


118446 




Strand 






Start 


10451 




End 


14905 




Name 


OJ000313 07. 0419. C10 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


. 11281 




End 


11506 




GI 


none 




Score 


104 




Exons 


11281. .11505, 11282. 


.11506 








Seq. No. 


56618 




Seq. ID 


OJ000313_07.0419 


.C10 


Gene No. 


118446 




Strand 






Start 


10451 




End 


14905 




Name 


OJ000313 07. 0419. C10 


. o4 . gs 


Method. 


GENSCAN 




Start 


14617 




End 


14700 




GI 


none 




Score 


.42 




Exons 


14617. .14700 










Seq. No. 


56619 




. Seq. ID 


OJ000313_07.0419 


.Cll 


Gene No. 


118447 




Strand 


+ 




Start 


1769 




End 


1825 




Name 


OJ000313 07.0419.C11 


. ol . gs 


Method 


GENSCAN 




Start 


1769 




End 


1825 




GI 


none 




Score 


.7 




Exons 


1769.. 1825 










Seq. No. 


56620 




Seq. ID 


OJ000313_07.0419 


.C12 


Gene No. 


118448 




Strand 


+ 





57073 




Start 


1 




End 


5469 






Name 


OJ000313 07.0419.C12.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


341 






GI 


7106525 




Score 


97 






Exons 


1..199, 236. .341 












GI Descrip. 


(AP001278) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


56620 




Seq. ID 


OJ000313_ 


07 . 0419. 


C12 


Gene No . 


118448 




Strand 


+ 






Start " 


1 




End 


5469 






Name 


OJ000313 07.0419.C12.o3 


. np 


Method 


AAT/NAP 






Start 


1 




End 


3656 






GI 


6978921 




Score 


269 






Exons 


1. .21, 1097. .1561, 1661 


. .1734, 


3619.. 3656 






GI Descrip. 


(AC021665) putative ABC 


transporter [Arabidopsis 


thaliana] 


Seq. No. 


56620 




Seq. ID 


OJ000313_ 


07.0419. 


C12 


Gene No. 


118448 




Strand 


+ 






Start 


1 




End 


5469 . 






Name 


OJ000313 07.0419.C12.o4 


.np 


Method 


AAT/NAP 






Start 


1 




End 


4653 . 






GI 


4063751 




Score 


592 






Exons 


1..42, 1097.. 1561, 1661 


. .17 63, 


2222.. 2362, 2468. 


.2658, 






'4004.. 4653 












GI Descrip. 


(AC005851) putative ABC 


transporter [Arabidopsis 


thaliana] 


Seq. No. 


56620 




Seq. ID 


OJ000313_ 


07.0419. 


C12 


Gene No. 


118448 




Strand 


+ 






Start 


1 




End 


5469 






Name 


OJ000313 07.0419.C12.ol 


.gs 


Method 


GENSCAN 






Start 


86 




End 


493 






GI 


none 




Score 


.93 






Exons 


86. .493 












Seq. No. 


56620 




Seq. ID 


OJ000313_ 


0.7.0419. 


C12 


Gene No 4 


118448 




Strand 


+ 






Start 


1 




End 


5469 






Name 


OJ000313 07.0419.C12.o2 


.gs 


Method 


GENSCAN' 






Start 


1124 




End 


5469 






GI 


none 




Score 


.72 






Exons 


1124. .1561, 1661. .1747, 


2233. . 


2361, 2470. .2658, 


2762. .2G 


148, 




4004. .4523, 5300. .5469 












Seq. No. 


56620 




Seq. ID 


OJ000313_ 


07.0419. 


CI 2 


Gene No. 


118449 




Strand 








Start 


1 




End 


646 






Name 


OJ000313 07.0419.C12.o2 


.np 


Method 


AAT/NAP 






Start 


1 




End 


646 






GI 


7340909 




Score 


162 






Exons 


1..83, 329. .646 












GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


56.620 




Seq. ID 


OJ000313_ 


07.0419. 


C12 


Gene No. 


118450 




Strand 








Start 


621 




End 


713 






Name 


OJ000313 07.0419.C12.ol, 


.gp 


Method 


AAT/GAP 






Start 


621 




End 


713 







57074 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LIB3432-008-P1-K1-F11 Score 118 

621. .713' 

, 5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : 1 17804 1 



56620 Seq. ID 

118451 Strand 

1081 End 
OJ000313_07 .0419.C12.ol.tm Method 

1081 End 

none Score 

1081. .1212, 1094. .1261, 1282. .1560, 
1658. .1750 



OJ000313JD7. 0419.C12 
1753 

TBLASTX: Maize 
1750 
138 

1313. .1561, 1639. .1749, 



Seq. No. 


56620 






Gene No. 


118451 






Start 


1081 






Name 


OJ000313 07 


.0419. 


C12 . o2 


Start 


1097 






GI ' 


none 






Exons 


1097 . . 1168 , 


1313 . 


. 1561 , 


Seq. No. 


56620 






Gene No. 


118451 






Start- 


1081 






Name 


OJ000313 07 


.'0419 . 


C12 . o2 


Start 


1100 






GI 


none 






Exons 


1100 . . 1261 , 


1102 . 


.1215, 




1445 . . 1555 






Seq. No. 


56620 






Gene No. 


118452 






Start 


1655 






Name 


OJ000313 07 


.0419. 


Clz . oi 


Start 


1655 






GI 


none 






Exons 


1655. .1750, 


1660. 


. 1761, 




2800. .2853 






Seq. No. 


56620 






Gene No. . 


118452 






Start 


1655 






Name 


OJ000313 07 


.0419. 


C12.o3 


Start 


2485 






GI 


none 






Exons 


2485. .2655, 


2523. 


.2621, 


Seq. No. 


56620 






Gene No. 


118452 






Start 


1655 






Name 


OJ000313 07 


.0419. 


C12.o3 


Start 


24 88 






GI 


none 






Exons 


2488. .2652, 


2508. 


.2639, 



Seq. ID OJ000313_07.0419.C12 
Strand 

End 1753 

.tc Method TBLASTX : Cress 

End 1753 

Score 8 9 
1372. .1539, 1643. ,1753> 1648. .1749 

Seq. ID OJ000313_07.0419.C12 
Strand 

End 1753 

.ts Method- TBLASTX : Soybean 

End 1555 

Score 148 
1282. .1443, 1313. .1444, 1441. .1554, 



Seq. ID OJ000313_07. 0419.C12 
Strand 

End 2871 

.ts Method TBLASTX : Soybean 

End 2854 

Score 125 
2491. .2655, 2533.-2643, 2750. .2854, 



Seq. ID OJ000313_07.0419.C12 
Strand 

End . 2871 

.tc Method TBLASTX : Cress 

End 2854 

Score 171 
2750. .2854, 2797. .2850 

Seq. ID OJ000313_07.0419.C12 
Strand 

End 2871 

.tm Method TBLASTX : Maize 

End .2871 

" Score 198 
2539. .2676, 2750. .2854, 2785. .2871 



Seq. No. 56620 Seq. ID OJ000313_07 . 04 19 . C12 

57075 





Gene No. 


118453 








Strand 






Start 


4001 








End 


4630 




Name 


OJ000313_07. 


,0419. 


C12.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


4001 








End 


4630 




GI 


none 








Score 


78 




' Exons 


4001. . 4075, 


4012 . 


.4116, 


4148 . 


.4414, 4153. .4350, 4478. .4630 




Seq. No. 


56620 








Seq. ID 


OJ000313_07.0419.C12 




Gene No. 


118453 








Strand 






Start 


4001 








End 


4630 




Name 


OJ000313 07. 


, 0419. 


C12.ol. 


. ts 


Method 


TBLASTX : Soybean 




Start 


4001 








End 


4588 




GI 


none 








Score 


96 




Exons 


4001. . 4075, 


4015. 


.4428, 


4018 . 


.4110, 4133. .4450, 4442. .4588, 






4444 . .4587 














Seq. No. 


56620 








Seq. ID 


OJ000313_07.0419.C12 




Gene No. 


118453 








Strand 






Start 


4001 








End 


4630 




Name 


' OJ000313 07-i 


.0419. 


C12.ol, 


.tw 


Method 


■ TBLASTX: Wheat 




Start 


4154 








End 


4414 




GI 


none 








Score 


253 




Exons 


4154 . . 4414, 


4201 . 


.4359, 


4205. 


.4405 






Seq. No. 


56620 








Seq. ID 


OJ000313_07.0419.C12 




■ Gene No. 


118453 








Strand 






Start 


4001 








End 


4630 


f H 


Name 


OJ000313 07. 


0419. 


C12.o2. 


. tm 


Method 


TBLASTX: Maize 


^ fa? 


Start 


4198 








End 


4600 


t .: ; 


GI 


none 








Score 


210 




Exons 


4198 . . 4419, 


4220. 


.4435, 


4274 . 


.4423, 4442. .4600 




Seq. No. 


56621 








.Seq. ID 


OJ000313_07.0419.C13 




Gene No. 


118454 








Strand 






Start 


1067 








Erid 


2328 


"ss 


Name 


OJ000313 07. 


0419. 


.C13.ol. 


,gs 


Method 


GENSCAN 


f ~ 


Start ■ 


1067 








End 


2328 . t 




GI 


none 








Score 


.8 




Exons 


1067. . 1177, 


1722. 


. 1950, 


2159. 


.2328 






Seq. No. 


56622 








Seq. ID 


OJ000313_07.0419.C14 




Gene No. 


118455 








Strand 


+ - 




Start 


1 








End 


2682 




Name 


OJ000313 07. 


0419. 


C14.o2. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2682 




GI 


6069646 








Score 


559 



Exons 1..35, 1010.. 1451, 1709.. 2682 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis -thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 56622 

Gene No. 118455 

Start 1 

Name OJ000313_07 . 04 19 . C14 . ol . gs 



Seq. ID OJ000313_07.0419.C14 

-St'rand + 

End 2682 

Method GENSCAN 



57076 




Start 


198 




End 


1907 




GI 


none 




Score 


. 55 




Exons 


198. .337, 497. .757, 1030. .1514, 1822.. 


1907 




Seq. No. 


56622 




Seq. ID 


OJ000313_07.0419, 


.C14 


Gene No . 


118456 




Strand 


+ 




Start 


2998 




End 


6886 




Name 


OJ000313 07.0419.C14 .o2 


. gs 


Method 


GENSCAN 




Start 


2998 




End 


5536 




GI 


none 




Score 


.78 




Exons 


2998..3388, 3614. .3786, 


3869. , 


.4040, 4145. .4228, 4958. .5024, 




5296 . . 5536 










Seq. No. 


56622 




Seq. ID 


OJ000313_07.0419, 


.C14 


Gene No. 


118456 




Strand 


+ 




Start 


2998 




End 


6886 




Name 


OJ000313 07.0419.C14.o3 


.np 


Method 


AAT/NAP 




Start 


4973 




End 


6886 




GI 


7106508 




Score 


99 




Exons 


4973.. 5108, 6739.. 6886 










GI Descrip. 


(AP001278 ) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


56622 




Seq. ID 


OJ00031'3_07.0419, 


,C14 


Gene No. 


118457 




Strand 






Start 


256 




End 


1016 




Name 


OJ000313 07.0419.C14.ol 


.np 


Method 


AAT/NAP 




Start 


256 • 




End 


1016 




GI 


4680179 




Score 


949 




Exons 


256. . 1016 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


56622 




Seq. ID 


OJ000313_07.0419. 


,C14 


Gene No. 


118457 




Strand 






Start • 


256 




End 


1016 




Name 


OJ000313 07.0419.C14 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


378 




End 


795 




GI 


none 




Score 


90 




Exons 


378. .755, 378. .791, 493 


. .795 








Seq. No. 


56622 




Seq. ID 


OJ000313JD7.0419. 


.C14 


Gene No. 


118457 




Strand 






Start 


256 




End 


1016. 




Name 


OJ000313 07.0419.C14 .ol 


. tm. 


Method 


TBLASTX: Maize 




Start 


492 




End 


1013 




GI 


none 




Score 


137 




Exons 


492. .824, 496. .753, 833 


. .919, 


882. .1013 




Seq. No. 


56622 




Seq. ID 


OJ000313_07.0419. 


C14 


Gene No. 


118457 




Strand 






Start 


256 




End 


1016 




Name 


OJ000313 07.0419.C14.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


796 




End 


1013 




GI 


none 




Score 


58 




Exons 


796. .888, 797. .862, 876 


. . 1013, 


882. .1013 




Seq. No. 


56622 




Seq. ID 


OJ000313_07.0419. 


C14 


Gene No. 


118458 




Strand 







57077 



Start 
Name 
Start 
GI 

Exons 



1022 End 

OJ000313_07 . 0419.C14.o2.tm Method 

1022 End 

none Score 
1022. . 1594 



1712 

TBLASTX: Maize 

1594 

346 



Seq. No. 


56622 








Seq. ID 


OJ000313_07 . 0419 . 


C14 


Gene No. 


118458 








Strand 






Start 


1022 








End 


1712 




Name 


OJ000313_07. 


0419 


.C14 ,o2, 


. tw 


Method 


TBLASTX: Wheat 




Start 


1303 








End 


1712 




GI 


none 








Score 


239 




Exons 


1303. . 1593, 


1304 


. . 1594, 


1611 


. . 1712 






Seq. No. 


56622 








Seq. ID 


OJ000313_07. 0419. 


C14 


Gene No. 


118459 








Strand 






Start 


1708 








End 


1986 




Name 


OJ000313_07. 


0419 


.C14.o4, 


. tm 


Method 


TBLASTX: Maize ... 




Start 


1708 








End 


1986 




GI 


none 








Score 


136 ' 




Exons 


1708 . . 1875, 


1710 


. . 1871, 


1879 


. . 1986 






Seq. No. 


56622 








Seq. ID 


OJ000313_07.0419. 


C14 


Gene No. 


118460 








Strand - 






Start 


* 2101 








End 


2397 




Name 


OJ000313 07. 


0419 


.C14-.o3. 


.tm 


Method 


TBLASTX: Maize 




Start 


2101 








End 


2397 




GI 


none 








Score 


232 




Exons 


2101J-.2397, 


2145 


. .2396 










Seq. No. 


56623 








Seq. ID 


OJ000313_07.0419. 


C16 


Gene No. 


118461 








Strand 


+ 




Start 


331 








End 


3419 




Name 


OJ000313 07. 


0419 


.C16.ol. 


,gs 


Method' . 


GENSCAN 




Start 


331 








End 


3419 




GI 


none 








Score 


.66 




Exons 


331.. 443, 1336-...: 


1515, 1609.. 


1688, 1952 


..1981, 2-645... 2775 


■ / 



3406. .3419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56623 Seq. ID 

118461 Strand 

331 . End 
OJ000313_07.0419.C16.ol.np Method 
363 End 
6175185 Score 



OJ000313_07.0419.C16 
+ 

3419 

AAT/NAP ' 

1733 

126 



363. .443, 1336. .1515, 1609. .1733 

(AC011437) ankyrin-like protein [Arabidopsis thaliana] 



Seq. No. 


56624 


Seq. ID 


OJ000313 


Gene No. 


118462 


Strand 




Start 


502 


End 


688 


Name 


OJ000313 07.0419.C17.ol.gs 


Method 


GENSCAN 


Start- 


502 • 


End 


688 


GI 


none 


Score 


.49 


Exons 


. 502.. 688 






Seq. No. 


56625 


Seq. ID 


OJ000313 



57078 



• 



Gene No. 


118463 


Strand 


+ 


Start 


1305 


End 


2667 


Name 


OJ000313 07.0419.C20.ol.gs 


Method 


GEN SCAN . 


Start 


1305 


End 


2667 


GI 


none ' • 


Score 


.84 


Exons 


1305. .1386, 2163. .2324, 2483. 


.2667 




Seq. No. 


56625 


Seq. ID 


OJ000313_07.0419 


Gene No. 


118464 


Strand 


+ 


Start 


6313 


End 


6841 


Name 


OJ000313 07.0419.C20.o2.gp 


Method 


AAT/GAP 


Start 


6313 


End 


6841 


GI 


LIB3475-007-P1-K1-E8 


Score 


700 


Exons ■ 


6313. .6705, 6795.. 6841 






GI Descrip. 


M512233/dbj | AB014743 . 1 | AB014 74 3 l.Oe- 


•176 Oryza sativa 




copia-type retrotransposon RIRE7 DNA, 


partial sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56,625 ■ Seq. ID 

118465 Strand . 

1841 End 
OJ000313_07 . 04 19 . C20 . ol . np Method 
1841 End . 

5852178 Score 
1841.. 1943, 2306.. 2402, 2434., 2742 
(AL117265) zhb0008.1 [Oryza- sativa] 



OJ000313_07.0419.C20 

2742 
AAT/NAP 
2742 
512 



Seq. No. 56625 Seq. ID 

Gene No. 118466 Strand 

Start 3670 End 

Name OJ000313JD7 .0419. C20 . o2 . gs Method 

Start 3670 End 

GI none Score 
Exons 



OJ000313_07.0419.C20 

10285 
GENSCAN 
10285 
.72 



3670.. 3851, 3863.. 4078, 4848.. 5028, 6987.. 7508, 9990.. 10091, 
10247.. 10285 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56625 



Seq. ID OJ000313 07.0419.C20 



118466 Strand 
'3670 End 10285 

OJ000313_07.0419.C20.ol.gp Method AAT/GAP 
5549 End 5809 

3763145 Score 349 

5549. .5809 

416325/gb| U03454 | PRS4 23 2.0e-15 Yeast episomal vector pRS423 
with HIS3 marker, complete sequence - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56626 Seq. ID 

118467 Strand 

1 End 

OJ000313_07 .0419. C25 . ol . np Method 

1 End 

7340868 Score 
1..31, 211. .456, 973. .1118 

(AP001551) hypothetical protein [Oryza sativa] 



OJ000313_07.0419.C25 
+ 

1118 
AAT/NAP 
1118 
129 



Seq. No. 
Gene No. 
Start 



56626 

118467 

1 



Seq. ID OJ000313_07.0419.C25 
Strand + 
End 1118 



57079 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000313_07 . 04 19 . C25 . o2 . np Method AAT/NAP 
1 End 914 

4585884 Score 108 

■ 1. .53,. 397. .669, 741. .914 
(AC005850) Hypothetical protein [Arabidopsis thaliana] 



56626 

118467 

1 

OJ000313_07.0419.C25.ol.gs 

339 

none 

339. .669 



Seq. ID OJ000313_07.0419.C25 

Strand + 

End 1118 

Method GENSCAN 

End 669 

Score . 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



56626 

118467 

1 

OJ000313_07.0419.C25.ol.tm 

427 

none 



Seq. ID OJ000313_07.0419.C25 

Strand + 

End 1118 

Method TBLASTX : Mai ze 

End 841 

Score 210 



427. .672, 444. .506, 528. .671, 741. .800, 776. .841 



Seq. ID OJ000313_07.0419.C26 

Strand + 

End 884 

Method AAT/NAP 

End 884 

Score 427 



56627 
1184 68 
1 

OJ000313_07 .0419.C26.ol.np 
1 

6907106 
1..341, 406. .624, 699. .884 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



56627 

118469 

28 

OJ000313_07 .0419.C26.ol.gs 

28 

none 
28 . .446 



Seq. ID OJ000313_07.0419.C26 
Strand 

End 44 6 

Method GENSCAN 

End .44 6 , 

Score . 6.9 



Seq. No. 
Gene No. 
Start 
Name 
Start"- . 
GI 

Exons 



56627 
118470 

415 ; 
OJ000313_07 .0419.C26.ol.tm 
415 
hone 



Seq. ID OJ000313_07.0419.C26 
Strand 

End 789 

•Method TBLASTX: Maize 

End . 789 

Score 193 



415. .651, 439. .648, 644. .676, 650. .676, 656. .688, 740. .787, 
742. .789, 742. .786, 747. .788 



Seq. No. 56628 

Gene No. 118471 

Start 543 

Name OJ000313_07 . 04 19 . C27 . ol . tw 

Start 520 - - • . 

GI none 
Exons 



Seq. ID OJ000313_07.0419.C27 

Strand + 

End 7 94 

Method TBLASTX : Wheat 

End 7 94 

Score 248 



520. .780, 522. .794, 522. .779, 523. .780, 734. .781 



57080 




Seq . No . 


56628 

*j \J \j vy 




Seq. ID 


OJ000313 07.0419.C27 


Gene No. 


118471 




Strand 


+ 


Start 


543 




End 


794 


Name 


OJ000313 07.0419 


.C27.ol.gs 


Method 


GEN SCAN. 


Start 


543 




End " 


786 


GI 


none 




Score 


'.53 


Exons 


543. .786 








Seq. No. 


56629 




Seq. ID 


OJ000313JD7 . 0419.C2 9 


Gene No. 


118472 




Strand 


+ 


Start 


1001 




End 


2626 


Name 


OJ000313 07.0419 


.C29.o2.np 


Method 


AAT/NAP 


Start 


1001 




End 


2626 


GI 


7340860 




Score 


74 


Exons 


1001.. 1143, 2488 


. .2626 






GI Descrip. 


(AP001551) EST D24084 (R1183) 


corresponds to a region of the 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 


Seq. No. 


56629 . ' 




Seq. ID 


OJ000313_07; ; 0419.C2 9 


Gene No. 


118473 




Strand 




Start 


2888 




End 


6818 


Name 


OJ000313 07.0419 


.C29.o3.np 


Method 


AAT/NAP 


Start7> 


2888 




End 


6818 


GI 


5295955 




Score 


427 


Exons 


2888.. 2987, 3021 


. .3595, '3700. 


.4084, 4769. .4887, .5429. .5497, 



6719.. 6818 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 


56629 






Seq. ID 


OJ000313_ 


07 


0419 


.C29 


Gene No. 


118473 






Strand 










Start 


2888 






End 


6818 








Name 


OJ000313 07 


.0419.C29.o2 


gs 


Method 


GENSCAN 








Start 


4262 






End 


5497 








GI 


none 






Score 


.6 








Exons 


4262. .4343, 


4833. .4951, 


'5427. 


.5497 










Seq. No. 


56630 






Seq. ID 


OJ000313_ 


07 


0419 


.C30 


Gene No. 


118474 






Strand 


+ 








Start 


5677 






End 


8858 








Name 


OJ000313 07 


.0419.C30.ol 


.np 


Method 


AAT/NAP 








Start 


5.677 






End . . 


7493 








GI 


6721512 






Score 


91 








Exons 


5677. .5968, 


6011. .6037, 


7380. 


.7493 










GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


56630 






Seq. ID 


OJ000313_ 


07 


0419 


.C30 


Gene No. 


118474 






Strand 


+ 








Start 


5677 






End 


8858 








Name 


OJ000313 07 


.0419.C30.o2 


.gs 


Method 


GENSCAN 








Start 


7036 






End 


8858 








GI 


none 






Score 


.95 








Exons 


7036. .7216, 


8254 . .8382, 


8746. 


.8858 










Seq. No. 


56631 






Seq. ID 


OJ000313_ 


01 


0419 


.C31 


Gene No. 


118475 






Strand 


+ 








Start 


69 






End 


4 62 









57081 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000313_07 . 04 19 . C31 . ol . gs Method GEN SCAN 

69 End 4 62 

none Score .73 
69. .197, 36S..462 



56632 
118476 
1 

OJ000313_07. 0419.C32.ol.np 
1 

4416302 
1. .715 

(AF105716) copia-type pol polyprotein [Zea mays] 



Seq. ID OJ000313_07.0419.C32 
Strand + 

715 

AAT/NAP 
715 
502 



End 

Method 

End 

Score 



56632 

118476 

1 

OJ000313_07..0419.C32.ol.gs 
42 * ' 

none 
42. .470 



Seq. ID OJ000313_07.0419.C32 

Strand + 

End 715 

Method GENSCAN 

End' 470 

Score .87 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI: 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56632 

118476 

1 

OJ000313_07. 0419.C32.ol.tw 
60 

none 



Seq. ID OJ000313_07.0419.C32 

Strand + 

End 715 

Method TBLASTX: Wheat 

End 565 

Score 236 



60. .467, 68. .190, 257. .445, 491. .565 



56632 
118476 
1 

OJ000313_07. 0419.C32.ol.tm 
102 
none 

102. .167, 107. .169, 168. .467, 254. .469, 4 
557. .685 



Seq. ID OJ000313_07.0419.C32 
Strand + 

715 

TBLASTX: Maize 
685 

88 ; 

.571, 493. .561, 



End 

Method 
End 

Score . 



Seq. No. 
Gene No. 
Start 
Name- 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



56632 

118476 

1 

OJ000313_07 .0419.C32.ol.ts 

,-279 
none 



Seq. ID OJ000313_07.0419.C32 

Strand + 

End 715 

Method TBLASTX: Soybean ' 

End 67 6 

Score 168 



279. .467, 293. .457, 294. .464, 295.-468, 506. .559, 581. .676 



56632 

118476 

1 

OJ000313_07 . 0419.C32.ol.tc 

293 

none 



Seq. ID OJ000313_07.0419.C32 

Strand + 

End 715 

Method TBLASTX : Cress 

End 673 

Score 129 



293. .379, 294. .467, 491. .556, 566. .673, 568. .672 



56633 
118477 



Seq. ID OJ000313_07.0419.C33 
Strand + 



57082 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



573 

AAT/NAP 
543 
484 



OJ000313_07.0419.C33.ol.np 
1 

7489803 
1. .543 ; 

pol protein homolog - maize retrotransposon Opie-2 
gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 





Seq. No. 


56633 




Seq. ID 


OJ000313_07.0419. 


.C33 




Gene No. 


118477 




Strand 


+ 






Start 


1 




End 


573 






Name 


OJ000313 07.0419.C33.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


1 




End 


573 






GI 


none 




Score 


154 






Exons 


1..192, 295. .573 












Seq. No. 


56633 




Seq. ID 


OJ000313_07.0419. 


.C33 




Gene No. 


118477 




Strand 


+ 






Start 


1 




End 


573 






Name 


OJ000313 07.0419.C33.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


1 




End 


531 




h 


GI 


none 




Score 


186 






Exons 


1..192, 6. .203, 201. .242., 264. .482, 265 


)..531, 295. .483 






Seq. No. 


56633 




Seq. ID 


OJ000313_07.0419, 


.C33 




Gene No. 


118477 




Strand 


+ 




f /I 


Start 


1 




End 


573 






Name 


OJ000313 07.0419.C33.ol 


. tw 


Method 


TBLASTX: Wheat 




- ™ 


Start 


43 




End 


492 






GI 


none 




Score 


71 




ru 


Exons 


43. .192, 304. .492, 307. 


.471 










Seq. No. 


56633 




Seq. ID 


OJ000313_07.0419. 


.C33 




Gene No. 


118477 




Strand 


+ 






Start 


1 




End 


573 






Name 


OJ000313 07.0419.C33.ol 


.gs . 


Method 


GENSCAN 






Start 


174 




End 


293 






GI 


none 




Score 


.44 






Exons 


174. .293 












Seq. No. 


56634 




Seq. ID 


OJ000313_07.0419, 


.C34 




Gene No. 


118478 




Strand 


+ 






Start 


28 




End 


2086 






Carrie 


OJ000313 07.0419.C34.ol 


.gs 


Method 


GENSCAN 






Start 


28 




End 


1450 






GI 


none 




Score 


.41 






Exons 


28. .177, 183. .279, 714. 


.833, 


1188. .1450 






Seq. No. 


56634 




Seq. ID 


OJ000313_07.0419, 


.C34 




Gene No. 


118478 




Strand 


+ 






Start 


28 




End 


2086 






Name 


OJ000313 07.0419.C34.ol 


.np 


Method 


AAT/NAP 






Start 


825 . 




End 


2086 






GI 


7523502 




Score 


191 






Exons 


825. .918, 1231. .1396, 1935.. 


2086 








GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 





57083 




Seq. No. 


56634 








Seq. ID 


OJ000313_07.0419 


.C34 


Gene No. 


118479 








Strand 






Start 


3068 








End 


5561 




Name 


OJ000313 07. 


0419. 


C34 .62 


..np 


Method 


AAT/NAP . 




Start 


3065 








End 


5561 




GI 


7485362 








Score 


1101 




Exons - 


3065. .3243, 


4071. 


.5362, 


5519. 


.5561 






GI Descrip. 


hypothetical 


. protein F10N7.120 - Arabidopsis thaliana 






gi | 2827 630 | emb | CAA16582 


.11 (AL021636) 


putative protein 






[Arabidopsis 


i thaliana] 


gi.|7270111 |emb| 


ICAB79925.il (AL161580 




putative protein 


[Arabidopsis 


thaliana] 




Seq. No. 


56634 








Seq. ID 


OJ000313 07 0419 


.C34 


Gene No. 


118479 








St rand 






Start 


3flfifi 








End 


5561 




Name 


OJ000313 07. 


0419. 


C34.o2 


. gs 


Method 


GENSCAN 




Start 


3068 








End 


5535 




GI 


none 








Score 


99 

. ZJ -J 




Exons 


JUUO i * c. -J f 


414 3. 


.5535 










Seq. No. 


.J \J \J J H 








o c; L£ . J. L/ 


O.TOnn^l ^ D7 D4 1 9 


.C34 


Gene No. 


11847 9 

J. J. O 1 / Zf 








St rand 

O L- J- Gil lv* 






Start 


JUUO 










J JU1 




Name 


OJ000313 07. 


0419. 


C34.o2 


.tc 


Method 


TBLASTX: Cress " 




Start- 


307 9 








End 


3230 




GI 


none 








Score 


126 




Exons 


t y • , o & ± \j f 


JUOU i 






.3230 






Seq. No. 


Sfifi^4 

JUU J1 








Seq. ID 


OJ000313_07.0419 


.C34 


Gene No. 


1184 7 9 








Strand 






Start 










End 


5561 




Name 




041 9 


P^4 n? 




Method 


TBLASTX : Soybean 




Start 


4141 








End 


4374 




GI 


none 








Score 


91 




Exons > 


4141. . 4 374 , 


*± -L \J O • 












Seq.. No. 


JDDJ4 








•-Seq. ID 


OJ000313_07.0419 


.C34 


Gene No. 


118479 








Strand 






Start 


3068 • 








End 


5561 




Name 


OJ000313 07. 


0419. 


C34.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4155 








End 


4401 




GI 


none 








Score 


178 




Exons 


4155. .4397, 


4156. 


.4401, 


4157. 


.4333, 4159.. 4392 




Sea No 


56634 








Seq. ID 


OJ000313_07.0419 


.C34 


Gene No. 


118479 








Strand 






Start 


3068 








End 


5561 




Name 


OJ000313 07. 


0419. 


C34.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4156 








End 


5366 




GI 


none 








Score 


103 




Exons 


4156. .4368, 


4157. 


.4336, 


4535. 


.4993, 4538. .4657, 4540. .5034, 




5164 . .5253, 


5186. 


.5254, 


5257. 


.5355, 5319.. 5366 




Seq. No. 


56634 








Seq. ID 


OJ000313_07.0419 


.C34 


Gene No. 


118479 








Strand 






Start 


3068 








End 


5561 





57084 






Name 


OJ000313_07 


■0419.C34 .ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4480 






End 


5355 




GI 


none 






Score 


229 




Exons 


4480. . 4539, 


4514 . .4834 , 


4542 . 


.4703, 4543. .4989, 4770. .5027, 






5092 . . 5139, 


-5146. . 5253, 


5147 . 


.5254, 5161.. 5289, 5257. .5355 




Seq. No. 


56634 






Seq. ID 


OJ000313_07.0419.C34 




Gene No. 


118479 






Strand 






Start 


3068 






End 


5561 




Name 


OJ000313_07 


.0419.C34.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4768 






End 


5247 




GI 


none 






Score 


153 




Exons 


4768 . .4989, 


4771 . . 4989, 


4896. 


.5000, 5158.. 5247 




Seq. No. 


56635 






Seq. ID 


OJ000313_07.0419.C35 




Gene No. 


118480 






Strand 






Start 


1 






End 


592 




Name 


OJ000313_07 


.'0419.C35.ol. 


.np ' 


Method 


AAT/NAP 




Start 


1 






End 


592 




GI 


4567248 






Score 


354 . ■ 




Exons 


1 . . 592 












GI Descrip. 


(AC007070) i 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


56635 






Seq. ID 


OJ000313 07.0419.C35 


^ : _j 


Ge-ne No. 


118480 






Strand 




v ! 


Start 


1 






End 


592 


fit 


Name 


OJ000313_07 


.0419.C35.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


68 






End 


457 




GI 


none 






Score 


295 




Exons 


68 . . 457 










*r 


Seq. No: 


56635 






Seq. ID 


OJ000313_07.0419.C35 




Gene No. 


118480 






Strand 




f .1 


Start 


1 






End 


592 




Name 


OJ000313_07 


.0419.C35.ol. 


.gs 


Method 


GENSCAN 




Start 


134 






End 


'589 




GI 


none 






Score 


..69 


•a ^ 


Exons 


134 . . 589 












Seq. No. 


56635 






Seq. ID 


OJ000313_07.0419.C35 


W 


Gene No. 


118480 






Strand 






Start 


1 






End 


592 




Name 


OJ000313_07 


.0419.C35.ol. 


■ tm ' 


Method > 


.TBLASTX: Maize 




Start 


215 






End 


457 




GI 


none 






Score 


183 




Exons 


215 . . 457 












Seq. No. 


56636 






Seq. ID 


OJ000313_07.0419.C37 




Gene No . 


118481 






Strand 






Start 


1 






End 


6160 




Name 


OJ000313 07, 


.0419.C37.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


4079 




GI 


7489738 






Score 


3606 




Exons 


1..3301, 3344. .4079 * 










GI Descrip. 


gag-pol polyprotein - maize copia-like 


retrotransposon Sto-4 



gi I 4234852 | gb| AAD12997 .il (AF082133) gag-pol polyprotein [Zea 
mays] 



57085 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56636 

118481. 

1 

OJ000313_07.0419.C37.ol.tm 
2 

none 



Seq. ID OJ000313_07.0419.C37 

Strand - : 

End • 6160 

Method TBLASTX : Maize 

End 598 

Score 78 



2. .166, 212. .556, 249. .377, 569. .598 



56636 

118481 

1 

OJ000313_07.0419.C37.o2.ts 
2 

none 

2. .160, 176. .556 

56636 

118481 

1 

OJ000313_07.0419.C37.o3.tw 
2 

none 

2. .448, 137. . 448 



Seq. No. 56636 

Gene No. 118481 

Start 1 

Name OJ000313_07 . 04 19 . C37 . ol . tw 

Start 530 

GI none 
Exons 



Seq. ID OJ000313_07.0419.C37 
Strand 

End 6160 

Method TBLASTX : Soybean 

End 55 6 

Score 246 



Seq. ID OJ000313_07 .0419.C37- 
Strand 

End 6160 

Method TBLASTX : Wheat 

End 4 48 

Score 78 



Seq. ID OJ000313_07.0419.C37 
Strand 

6160 

TBLASTX: Wheat 
1321 
72 



End 

Method 
End 
Score 

530. .625, 658. .990, 746. .835, 772. .915, 976. .1320, 1025. .1165, 
1226. .1321 



Seq. No. 56636 

Gene No. 118481 

Start * 1 - 

Name 0 JO 0031 3_0 7.0419.C37.o2.tm 

Start '937 

GI none 

Exons 937.. 1320, 1013.. 1165 

Seq. No. 56636 

Gene No. 118481 

Start 1 

Name OJ000313_07 . 04 19 . C37 . ol . gs 

Start 952 

GI none 
Exons 



Seq. ID OJ000313_07.0419.C37 
Strand 

End 6160 

Method TBLASTX : Mai ze 

End 1320 

Score 125 



Seq. ID OJOOP313_07:0419.C37 
Strand 

End 6160 

Method GENSCAN 

End 6160 

Score .69 



952. .1731, 2373. .3548, 3687. .4075, 4552. .4612, 4675.-4986, 
5211. .5450, 5673. .5765, 5773. .5868, 5984. .6160 



Seq. No. 56636 

Gene/ No. 118481 

Start 1 

Name OJ000313_07 . 04 1 9 . C37 . ol . ts 

Start 991 

GI 5509260 



Seq. ID OJ000313_07.0419.C37 
Strand 

End 6160 

Method TBLASTX : Soybean 

End 1449 

Score 201 



5708:6' 



Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



991. .1449, 1013. .1402 



56636 

118481 

1 

OJ000313___07.0419.C37.ol.tc 

1102 

none 

1102. .1359, 1121. .1360 



Seq. ID Oa000313_07.0419.C37 

Strand - • 

End 6160 

Method TBLASTX : Cress 

End 1360 

Score 88 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



56636 

118481 

1 

OJ000313_07.0419.C37.o2.tw 

1863 

none 



Seq. ID OJ000313__07.0419.C37 
Strand 

End 6160 

Method TBLASTX : Wheat 

End 2582 

Score 4 2 



1863. .2018, 1945. .1989, 1995. .2279, 2029. .2145, 2173. .2280, 
2194. .2256, 2341. .2415, 2343. .2582, 2344. .2406, 2387.. 2518 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56636 

118481 

1 

OJ000313_07.0419.C37.o3.ts 

1917 '■; 

none 



Seq. ID OJ000313_07.0419.C37 
Strand 

End 6160 

Method TBLASTX : Soybean 

End" 2279 

Score 110 



1917. .2090, 2094. .2243, 2094. .2279, 2095. .2247 



Seq. No. 56636 

Gene No. 118481 

Start 1 

Name OJ000313_07 . 0419 . C37 . o3 . tm 

Start 2109 

GI % none 

Exons ' 2109.. 2291, 2110.. 2280, 217* 



Seq. ID OJ000313_07.0419.C37 
Strand- 
End 6160 
Method TBLASTX : Mai ze 
End 2570 
Score -86 
. .2297, 2343. .2570 



Seq. No. 

Gene No , 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No . 
Start 
Name 



56636 * 

118481 

1 

OJ000313_07.0419.C37.o4 . ts 

2358 

none 



Seq. ID OJ000313_07.0419.C37 
Strand 

End 6160 

Method TBLASTX : Soybean 

End 2753 

Score .47 



2358... 2498, 2461.. .2565, 2536.. 2736, 2538.. 2753, 2646.. 2753 



56637 

118482 

151 

OJ000313_07 .0419.C38.ol . gs 

151 

none 



151. .350, 549. .2590, 2726. .2901, 2977 
3512. .4142, 4S22..4947 



Seq. ID OJ000313_07.0419.C38 
Strand 

End 4947 

Method GENSCAN 

End 4 947 

Score . 67 

3149, 3366. .3497, 



56637 * ■' 

118482 

151 

OJ000313_07.0419.C38 .ol.np 



Seq. ID OJ000313_07.0419.C38 
Strand 

End 4947 

Method AAT/NAP 



57087 




Start 


283 




End 


4938 




GI 


6705984 




Score 


6055 




Exons 


283. .4938 










GI Descrip. 


(ABO 332 35) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


56637 




Seq. ID 


OJ000313 07.0419 


.C38 


Gene No. 


118483 




Strand 






Start 


8282 




End 


15443 




Name 


OJ000313 07.0419.C38.ol2 


. tm 


Method 


TBLASTX: Maize. . 




Start 


157 




End 


429 




GI 


none 




Score 


131 




Exons 


157 .195, 241 429, 253. 


. 399, 


267 . .425 


, 308 . . 427 




Sea. No. 


56637 




Seq. ID 


OJ000313 07.0419 


.C38 


Gene No. 


118483 




Strand 






Start 


8282 




End 


15443 




Name 


OJ000313 07.0419.C38.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


431 




End 


705 




GI 


none 




Score 


243 




Exons 


431 703, 433. . 705 










Seq. No. 


56637 




Seq. ID 


OJ000313 07.0419 


.C38 


Gene No. 


118483 




Strand 






Start 


8282 




End 


15443 




Name 


OJ000313 07r0419.C38.o2. 


tw 


Method 


TBLASTX: Wheat . 




Start 


"4 72* 




End 


870 




GI 


none 




Score 


454 




Exons 


472 . . 870/ 479. .868 










Seq. No. 


56637 




Seq. ID 


OJ000313 07.0419 


.C38 


Gene No. 


118483 




Strand 






Start 


8282 




End 


15443 




Name 


OJ000313 07. 0419. C38 . oil 


. tm 


Method 


TBLASTX : Maize 




Start 


709 




End 


1002 




GI 


none 




Score 


222 




Exons 


709 1002 










Seq. No. 


56637 




Seq. ID 


OJ000313 07.0419 


.C38 


Gene No. • 


118483 




Strand 






Start 


8282 




End 


15443 




Name 


OJ000313 07.0419.C38.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


901 




End 


1260 




GI 


none 




Score 


318 




Exons 


901 1260. 911 1255 










Seq. No. 


56637 




Seq. ID 


OJ000313J)7.0419 


.C38 


Gene No. 


118483 




Strand 






Start 


8282 




End 


15443 




Name 


OJ000313 07.0419.C38.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1005 




End 


1353 




GI 


none 




Score 


297 




Exons 


1005.. 1343, 1009.. 1353, 


1010. . 


,1321, 1011. .1343, 1012. .1350 


Seq. No. 


56637 




Seq. ID 


0^00313^07.0419 


.C38 


Gene No. 


118483 




Strand 






Start 


8282 ■ 




End 


15443 




Name 


OJ000313 07.0419.C38.ol. 


tc 


Method 


TBLASTX: Cress 





57088 





Start 


1072 








End 


1431 




GI 


none 








Score 


187 




Exons 


1072 . . 1431, 


1073, 


. . 1'297> 


1075 . 


. 1365 






Seq. No. 


56637 








Seq. ID 


.0 JO 0 0 31A«,G_7. . 0 41 9 




Gene No. 


118483 








Strand 






Start 


8282 








End 


15443 




Name 


OJ000313 07 


. 0419. 


.C38.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1387 








End 


1813 




GI 


none 








Score 


502 




Exons 


1387 . . 1812, 


1388 . 


. .1813 










Seq. No. 


56637 








Seq. ID 


OJ000313_07.0419 




Gene No. 


118483 








Strand 






Start 


8282 








End 


15443 




Name 


OJ000313_07 


.0419. 


.C38.ol3.tm 


Method 


TBLASTX: Maize 




Start 


1438 








End 


1608 




. GI 


none 








Score 


112 




Exons 


1438 . . 1608, 


1439 . 


, . 1606, 


1444 . 


.1608 






Seq. No. 


56637 








Seq. ID 


OJ000313_07.0419 




Gene No. 


118483 








Strand 






Start 


8282 








End 


15443 




Name 


OJ000313^07 . 


.0419. 


,C38.o4 


. tS" 


Method 


TBLASTX: Soybean 




Start 


1529 








End 


1728 




GI 


none 








Score 


74 


f ! 1 


Exons 


1529. . 1618, 


1534 . 


. 1620, 


1616. 


.1714, 1624. .1728 




Seq. No. 


56637 








Seq. ID 


OJ000313_07.0419 




Gene No. 


118483 








Strand 




i ™ 


Start 


8282 








End 


15443 




Name 


OJ000313_07 . 


. 0419. 


C38.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1733 








End 


1990 


fh 


GI 


none 








Score 


203 




Exons 


1733. . 1990, 


1733 . 


. 1921, 


' 1735. 


.1989 




™ 


.Seq. No. 


56637 








Seq. ID 


OJ000313_07.0419 




Gene No. 


118483 








Strand 




? 


Start 


8282 








End 


15443 




Name 


' OJ000313_07. 


. 0419. 


C38.o2 


. tm 


Method 


TBLASTX: Maize 


r n 


Start 


1750 








End 


2253 




GI 


none 








Score 


149 




Exons 


1750 . . 2253, . 


1832 . 


.2212 










Seq. No. 


56637 








Seq. ID 


OJ000313_07.0419, 




Gene No. 


118483 








Strand 






Start 


8282 








End 


15443 




Name 


OJ000313 07. 


, 0419. 


C38.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


1900 








End 


2301 




GI 


none 








Score 


118 




Exons 


1900 . . 2301, 


1901 . 


.2254 










Seq. No. 


56637 








Seq. ID 


OJ000313_07.0419. 




Gene No. 


118483 








Strand 






Start 


8282 








End 


15443 ' 




Name 


OJ000313 07. 


0419. 


C38.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


2014 








End 


2373 



57089 






GI 


none 








Score 


124 






Exons 


2014 . .2373, 


2027 


. .2254 












Seq. No. 


56637 








Seq. ID 


.OJ000313 07.0419, 


,C38 




Gene No. 


118483 








Strand 








Start 


8282 








End 


15443 






Name 


OJ000313 07 


.0419 


.C38.o3 


.tm 


Method 


TBLASTX: Maize 






Start 


2296 








End 


2763 






GI 


none 








Score 


133 






Exons 


2296. .2763, 


2327 


. .2551 












Seq. No. 


56637 








Seq. ID 


OJ000313 07.0419. 


,C38 




Gene No. 


118483 








Strand 








Start 


8282 








End 


15443 






Name 


OJ000313 07 


.0419, 


.C38 .06 


. tw 


Method 


TBLASTX : Wheat 






Start 


2350 








End 


2832 






GI 


none 








Score 


158 






Exons 


2350. .2832, 


2384 , 


, .2704 












Seq. No. 


56637 








Seq. ID 


OJ000313 07.0419. 


C38 




Gene No. 


118483 








Strand 








Start 


8282 








End 


15443 






Name 


OJ000313 07, 


.0419. 


.C38.o8, 


.tm 


Method 


TBLASTX: Maize 






Start 


2788 








End 


3039 






GI" - 


none 








Score 






% ' : 


Exons 


2788. .2931, 


■2789, 


. .2929, 


2944 . 


.3039 








Seq. No. 


56637 








Seq. ID 


OJ000313 07.0419. 


C38 


Lj 


Gene No. 


118483 








Strand 








Start 


8282 








End 


15443 




Vt? 


Name 


OJ000313 07, 


.0419. 


,C38.o8. 


. tw 


Method 


TBLASTX: Wheat 




Start 


2878 








End 


3061 






GI 


none 








Score 


146 




_ 

js.'ss. 


Exons 


2878 . . 3060, 


2882 . 


, .3061 










t ; 5 


Seq. No. 


56637 








Seq. ID 


OJ000313 07.0419. 


C38 




Gene No. 


118483 








Strand • 








Start 


8282 








' End ' 


15443 




f H 


Name 


OJ000313 07. 


.0419. 


C38.o6. 


.tm 


Method 


TBLASTX: Maize 






Start 


3112 








End 


3355 






GI 


none 








Score 


114 






Exons 


3112. .3354, 


3121. 


.3351, 


3146.. 


.3355 








Seq. No. 


56637 








Seq. ID 


OJ000313 07 . 0419 . 


C38 




Gene No. 


118483 








Strand 








Start 


8282 








End 


15443 






Name 


OJ000313 07. 


,0419. 


C38.o3. 


ts 


Method 


TBLASTX : Soybean 






Start 


3115 








End 


3355 






GI 


none 








Score 


108 






Exons 


3115. .3354, 


3121. 


.3351, 


3161. 


.3355 








Seq. No. 


56637 








Seq, ID 


OJ000313_07.0419. 


C38 




Gene No. 


118483 








Strand 








Start 


8282 








End 


.15443 






Name 


OJ000313 07. 


0419. 


C38.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


3115 








End 


3597 






GI 


none 








Score 


126 





57090 



Exons 



3115.. 3309, 3143.. 3304, 3153.. 3323, 3322.. 3597, 3323.. 3577, 
3328. .3585 



Seq. No. 56637 

Gene No. 118483 

Start 8282 . 

Name OJ000313_07 . 04 19 . C38 . o4 . tw 

Start 394 6 ;'. . 

GI none 
Exons 



Seq. ID OJ000313_07.0419.C38 



Strand 
End 

Method 

End 

Score 



15443 

TBLASTX: Wheat 

13086 

171 



3946. .4176, 3953. .4198, 3954. .4202, 3954. .4202, 4199. .4300, 
4237. .4299, 4304. .4495, 4306. .4494, 12592 .. 12882 , 12903 .. 13055 , 
12907. .13086 



Seq. No. 56637 

Gene No. 118483 

Start 8282 

Name OJ000313_07 . 04 19 . C38 . o5 . t s 

Start 4080 

GI. none 
Exons 



Seq. ID OJ000313_07.0419.C38 
Strand 
End 

Method 
End 
Score 



15443 

TBLASTX : Soybean 

13041 

89 



4080. .4199, 4234. .4290, 4330. .4464, 4331. .4465, 12667 12891, 
12904. .13041 



Seq. No. 56637 

Gene No. 118483 

Start 8282 

Name OJ000313_&7 . 04 19 . C38 . o9 . tm 

Start 4273 

GI none 
Exons 



Seq. ID OJ000313_07.0419.C38 
Strand 
End 

Method 
End 
Score 



15443 

TBLASTX: Maize 

13086 

197 



4273.. 4509, 4274.. 4498, 4335.. 4508, 1288 6 .. 13077 , 12907.. 13086 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

'GI Descrip. 



56637 



Seq. ID OJ000313 07.0419.C38 



118483 Strand 
8282 End 15443 

OJ000313_07 .0419. C38 . o2 . np Method AAT/NAP 
8282 End 14059 

6069646 Score 460 

8282.. 8320, 10265 .. H033, 14023.. 14059 
(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 56637 Seq. ID OJ000313_07 . 04 19 . C38 

Gene No. 118483 - Strand' 

Start 8282 , End 15443 

Name OJ000313_07 . 0419 . C38 . ol . gp Method AAT/GAP 

Start 8756 End 8998 

GI 10115,3_1.R1084 Score 391 

Exons 8756.'. 8998 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. No. 56637 , ^Seq.' ID 

Gene No. 118483 Strand 

Start 8282 End 

Name OJ000313 07 . 04 19 . C38 . o2 . gp Method 



OJ000313_07.0419.C38 

15443 
AAT/GAP 



57091- 



Start 10010 End 10268 

GI 61605_3.R1084 Score 421 

Exons 10010. . 10268 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



End 

Method 

End 

Score 



Seq. No. 56637 

Gene No. 118483 

Start 8282 

Name OJ000313_07 .0419. C38 . olO . tm 

Start 10353 

GI none 

Exons 10353. .10712, 10402.. 10698 

Seq. No. 56637 

Gene No. 118483 

Start 8282 

Name OJ000313_07 .0419. C38 . o5 . tm 

Start 10717 

GI none 

Exons 10717. .11031, 10727 .. 11005, 15339.. 15443 



Seq. ID OJ000313_07.0419.C38 
Strand 

15443 

TBLASTX: Maize 
10712 
90 



Seq. ID OJ000313_07.0419.C38 
Strand 

End 15443 

Method TBLASTX : Mai ze 

End 15443 

Score 153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56637 

118483 

8282 

OJ000313_07.0419.C38.o3.np 

11097 

6815052 



Seq. ID OJ0003i3_07.0419.C38 
Strand 

End 15443 

Method AAT/NAP 

End 15352 

Score 1886 



11097. . 11215, 11484. .11554, .11636 .. 12333, 12382 12531, 
13299. .13391, 14262 .. 14361, 14659 .. 14776, 15044 15114 , 
15196.. 15352 

(AP001080) hypothetical protein [Oryza sativa] 



56637 

118484 

15623 

OJ000313_07.0419.C38.o7.tm 

15623 

none 

15623. .16042, 15822. .16043 



Seq. ID OJ00031.3_07.0419.C38 
Strand 

End 16043 

Method TBLASTX: Maize ^ 

End 16043 

Score 65 



Seq. No. 56638 

Gene No; • 118485 

Start 1 

Name OJ000313_07 . 04.19 ; C39 . ol . np 

Start 1 

GI 6466937 

Exons 1..742 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000313__07.0419.C39 

Strand + 

End 742 

Method . AAT/NAP 

End 742 

Score 542 



Seq. No. 56638 

Gene No. 118485 

Start 1 

Name OJ000313_07 . 04 19 . C39 . ol . gs 

Start 104 

GI none 



Seq. ID OJ000313_07.0419.C39 

Strand + 

End 742 

Method GENSCAN 

End 664 

Score .71 



57092 



Exons 



104. .664 



Seq. No. 56638 

Gene No. 118485 

Start 1 

Name OJ000313_07 . 0419.C39. ol . tm 

Start 185 

GI none 

Exons "185.. 655, 205.. 630, 269.. 643 



Seq. ID OJ000313_07.0419.C39 
Strand + 
End ,742 

'Method TBLASTX: Maize ' k 

End 655 
Score 561 



Seq. No. 56638 Seq. ID 

Gene No. 118485 Strand 

Start 1 End 

Name OJ000313_07 . 0419.C39.ol. tw Method 

Start 278 End 

GI none Score 

Exons 278.. 742, 382.. 702 



OJ000313_07.0419.C39 
+ 

742 

TBLASTX: Wheat 

742 

380 



55 

"3. 



Seq.. No. 56638 Seq. ID 

Gene No. 118485 Strand 

Start 1 End 

Name OJ000313_07 .0419. C39 . ol . ts Method 

Start 302 End 

GI none Score 

Exons 302.. 628, 340.. 504 



OJ000313_07.0419.C39 
+ 

742 

TBLASTX : Soybean 

628 

240 



fil Seq. No. 56638 

1* Gene No. 118485 

H Start 1 

UJ Name OJ000313_07 . 04 19 . C39 . ol . tc 

%1 Start 407 

fjj GI none 

Exons 407 . .742 



Seq. ID OJ000313_07.0419.C39 

Strand + 

End 742 

Method TBLASTX : Cress 

End 742 

Score 194 



Seq. No. 56639 Seq. ID 

Gene No. 118486 . Strand 

Start 7 92 . / End 

Name OJ000223JD8 . 04 19 . CI . ol . gs Method 

Start 792 End 

GI none Score 

Exons 792.. 930 



OJ000223_08.0419.C1 
+ 

930 

GENSCAN 

930 

.63 



Seq. No. 56639 " Seq/ ID 

Gene No. 118487 Strand 

Start 1250 •'■■End 

Name OJ000223_08 . 04 19 . CI . ol . gp Method 

Start 1250 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 1250.. 1333 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000223_08.0419.C1 
+ 

1333 
AAT/GAP 
1333 
116 



Seq. No. • 56640 

Gene No. 118488 

Start 1 

Name OJ000223_08 . 04 19 . C2 . ol . np 



Seq. ID OJ000223_08.0419.C2 

Strand + 

End 586 

Method AAT/NAP 



57093 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



583 
351 



7432989 
1..354, 456. .583 

laccase (EC 1.10.3.2}'- T9I4.21 - Arabidopsis thaliana 

gi I 3461852 | gb | AAC33238.il (AC005315) putative laccase (diphenol 

oxidase) [Arabidopsis thaliana] 



56640 
118488 
1 

OJ000223_08.0419.C2.ol.gs 
48 

none 

48. .354, 456. .586 

56640 
118489 
2959 

OJ000223_08. 0419.C2.o2.np 
2699 
6671949 

2699.. 2794, 2959.. 3154, 3229.-3463, 3543.. 3630 
(AC0167 95) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000223_08.0419.C2 

Strand + 

End 586 

Method GENSCAN 

End 586 

Score . 92 



Seq. ID OJ000223_08.0419.C2 

Strand + 

End 3663 

Method AAT/NAP 

End 3630 

Score 272 





■• 56640 








Seq. ID 


OJ000223_08.0419 


:C2 


Gene No. 


118489 








Strand 


+ 




Start 


2959 








End 


3663 




Name 


OJ000223 08, 


.0419. 


C2.o2.gs 




Method 


GENSCAN • 




Start 


2959 








End 


3663 




GI 


none 








Score 


.88 




Exons 


2959. .3154, 


3235. 


.3463, 3510.. 


3663 






Seq. No. 


56640 








Seq. ID 


OJ000223_08.0419 


.C2 


Gene No. 


118490 








Strand 






Start 


3942 








End 


4970 




Name 


OJ000-223 08, 


.0419. 


C2.ol. ts 




Method 


TBLASTX : Soybean 




Start 


3 








End ; " 


588 ■ 1 




GI 


none 








Score 


43 




Exons 


3. .62, 168.. 


.365, 


176. .364, 


454 


I..588, 455. .556 




Seq. No. 


56640 








Seq. ID 


OJ000223_08.0419 


.C2 


Gene No., 


118490. 








.Strand 






Start 


3942 








End 


4970 




Name 


OJ000223 08. 


.0419. 


C2.ol. tm 




Method 


-TBLASTX: Maize 




Start 


6 








End 


582 




GI 


none 








Score 


46 




Exons 


6. .62, 168.. 


.365, 


176. .364, 


454 


; ..582, 455. .556 




Seq. No. 


56640 








Seq. ID 


OJ000223_08.0419 


.C2 


Gene No. 


118490 








Strand 






Start 


3942 








End 


4970 




Name 


OJ000223 08. 


.0419. 


C2.o2. tc 




Method 


TBLASTX: Cress 




Start 


189 








End 


585 




GI 


none 








Score 


35 




Exons 


189. .209, 204. .239, 267. .356, 


269. .358, 


452. .556, 457.. 


585 


Seq. No. 


56640 








Seq. ID 


OJ000223_08.0419 


.C2 



57094 




Gene No. 


118490 








Strand 






Start 


3942 








End 


4970 




Name 


OJ000223 08 


. 0419. 


C2.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2956 








End 


3609 




GI 


none' 








Score.. . 


99 




Exons 


2956. . 3072, 


3234 . 


. 3464, 


3428 . 


.3463, 3538. .3609, 


3540. . 3605 


Seq. No. 


56640 








Seq. ID 


OJ000223 


08 .X)419 .C2 


Gene No. 


118490 








Strand 






Start 


3942 








End 


4970 




Name 


OJ000223_08 


. 0419. 


C2 .ol . 


tc 


Method 


TBLASTX: 


Cress 


Start 


2962 








End 


3609 




GI 


none 








Score 


65 




Exons 


2962 . . 3027, 


3222 . 


. 3464, 


3428 . 


.3463, 3538.. 3609/ 


3540 . . 3608 


Seq. No. 


56640 








Seq. ID 


OJ000223 


08 . 0419. C2 


Gene No. 


118490 








Strand 






Start 


3942 








End 


4970 




Name 


OJ000223__08 


. 0419. 


C2.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3249 








End 


3609 




GI 


none 








Score 


130 




Exons 


3249. . 3464, 


3492 . 


. 3608, 


3532 . 


.3609 






Seq. No. 


56640 








Seq. ID 


OJ000223 


08. 0419. C2 


Gene No. 


118490 








Strand 






Start 


3942 








End 


4 970. 




Name 


OJ000223 08 


.0419. 


C2.o3. 


gs 


Method 


GENSCAN 




Start 


3942 








End 


4970 




GI 


none 








Score 


.72 




Exons 


3942. .3944, 


4302 . 


.4461, 


4664 . 


.4970 






Seq. No. 


56641 








Seq. ID 


OJ000223 


_08 . 0419. C6 


Gene No. 


118491 








Strand 


+ 




Start 


1857 








End 


5839 




Name 


OJ000223 08 


. 0419. 


C6.ol. 


gs 


Method 


GENSCAN 




Start 


1857 








End 


5839 




GI 


none 








Score 


.54 




Exons 


1857 . .2199, 


3225. 


. 3390, 


3431 . 


.3511, 3513.,v3703, 


4105 . . 4212, 




4404 . . 4579, 


5423. 


. 5839 










Seq. No. 


56642 








Seq. ID 


OJ000223 


_08 . 0419. C7 


Gene No. 


118492 . 








Strand . 


+ 




Start. 


1 








End- 


' 1874 - 




Name 


OJ000223 08 


.0419. 


C7..ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1874 




GI 


3192881 








Score 


1612 




Exons 


1..34, 208. 


.388, 


921. .1 


874 








GI Descrip. 


(AF068834) starch 


synthase [Ipomoea batatas] 




Seq. No. 


56642 








Seq. ID 


OJ000223 


_08.0419.C7 


Gene No. 


118492 








Strand 


+ 




Start 


1 








End 


1874 . 




Name 


OJ000223 08 


.0419. 


C7.ol. 


gp 


Method 


AAT/GAP 




Start 


213 








End 


1133 




GI 


2309983 








Score 


689 





Exons 213.. 388, 921.. 1133 

GI Descrip. 2833390/sp | Q43847 | UGS3_SOLTU 2.0e-64 GLYCOGEN (STARCH) SYNTHASE 



57095 




PRECURSOR (GBSSII) (GRANULE-BOUND STARCH SYNTHASE II) 
>gi_887649_emb_CAA61241_ (X87988) glycogen (starch) synthase 
[Solanum tuberosum] 





Seq. No. 


56642 






Seq. ID 


OJ000223_08 .0419 


. C7 




Gene No. 


118493 






Strand 


+ 






Start 


1827 






End 


2157 






Name 


OJ000223 08 . 0419 . C7 


. o2 . 


ts 


Method 


TBLASTX : Soybean 






Start 


214 






End 


995 






GI 


none 






Score 


286 






Exons 


214 . . 384, 215 . . 388, 


277 


1 . . 390, 


891 . . 995 


, 920 . . 988 






Seq. No. 


56642 






Seq. ID 


OJ000223 08.0419, 


. C7 




Gene No. 


118493 






Strand 


+ 






Start 


1827 






End 


2157 






Name 


OJ000223 08. 0419. C7 


,o3. 


tm 


Method 


TBLASTX: Maize 






Start 


217 






End 


331 






GI 


none 






Score 


210 






Exons 


217. .324, 218. .331, 


221 


, . . 331 










Seq. No. 


56642 






Seq. ID 


OJ000223_08.0419, 


. C7 




Gene No. 


118493 






Strand 


+ 






Start 


1827 






End 


2157 






Name 


OJ000223 08. 0419. C7 . 


. ol . 


tm 


Method 


TBLASTX: Maize 






Start 


332 






End 


14 68 * 






GI 


none 






Score 


90 




ri I 


Exons 


332. .427, 334. .390, 


873 


.1466 


, 902. .1468, 917;. 1441 






Seq. No. 


56642 






Seq. ID 


OJ000223_08. 0419. 


,C7 




Gene No. 


118493 






Strand 


+ 




W 


Start 


1827 






End 


2157 




a: ~ 


Name 


OJ000223 08. 0419. C7 < 


.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


1293 






End 


1850 






GI 


none 






Score 


453 






Exons 


1293. .1691, 1490. .1690, 


1680 . 


.1850, 1682. .1849 




"'4 


Seq. No. 


56642 






Seq. ID 


OJ000223_08.0419, 


,C7 




Gene No. 


118493 






Strand 


+ 




f H 


Start 


1827 






End 


2157 


. r 




Name 


OJ000223 08. 0419. C7 , 


.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


1316 






End 


1882 






GI 


none 






Score 


815 






Exons 


1316. . 1876, .1317.. IE 


377, 


1331 . 


.1882 








Seq. "No. 


56642 ' 






Seq. ID 


OJ000223_08.0419. 


,C7 




Gene No. 


118493 






Strand 


+ 






Start 


1827 






End 


2157 






Name 


OJ000223 08. 0419. C7 , 


.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


1518 






End 


1880 






GI 


none 






Score 


527 






Exons 


1518. .1880, 1523. . IE 


576, 


1776. 


.1877 








Seq. No. 


56642 






Seq. ID 


OJ000223_08.0419. 


,C7 




Gene No. 


118493 






Strand 


+ 






Start 


1827 






End 


2157 






Name 


OJ000223 08. 0419. C7 . 


,o2. 


gp 


Method 


AAT/GAP 






Start 


1827 






End 


2157 





57096 






GI 


427443 








Score 


646 










Exons 


1827. .2157 




















Seq. No. 


56643 








Seq. ID 


OJ000223 


08 . 


0419. 


. C8 




Gene" No . 


118494 








Strand 


+ 










Start 


1193 








End 


1581 










Name 


OJ000223 08 


.0419 


.C8.ol. 


gs 


Method 


GENSCAN 










Start 


1193 








End 


1581 










GI 


none 








Score 


. 96 










Exons 


1193. .1581 




















Seq. No. 


56643 








Seq. ID 


OJ000223 


08 . 


0419, 


,C8 




Gene No. 


118495 








Strand 


+ 










Start 


7012 








End ■ 


7304 










Name 


OJ000223 08 


.0419 


.C8.o4. 


gs 


Method 


GENSCAN 










Start 


7012 








End 


7304 










GI 


none 








Score 


.97 










Exons 


7012. .7132, 


7208 


. .7304 
















Seq. No. 


56643 








Seq. ID 


OJ000223 


08 . 


0419. 


, C8 




Gene No. 


118496 








Strand 












Start 


2232 








End 


2945 










Name 


OJ000223 08 


.0419 


.C8.o2. 


gs 


Method 


GENSCAN 










Start 


2232 








End 


2945 










GI ' 


none 








Score 


.79 










Exons ■ 


2232.'. 2945 


















ru 


Sea No 


56644 








Seq. ID 


OJ000223 


08 . 


041 9'. 


. C9 


; : = 


Gene No. 


118497 








Strand 


+ 








Vrf 


Start 


61 








End 


439 








I ™ 

V-sr 


Name 


OJ000223 08 


.0419 


.C9.ol. 


gs 


Method 


GENSCAN 








i .y 


Start 


61 








End 


439 








S - 


GI 


none 








Score 


. 96 








fii 


Exons 


61. .439 




















Spa No 


56644 








Seq.' ID 


OJ000223 

V-/ \J \J W O 4m+ *J 


08 . 


0419, 


. C9 


¥'* 


Gene No. 


118498 








Strand 


+ • 








i .1 


Start 


6265 








End 


7041 








f /a 


Name 


OJ000223 08 


.0419 


.C9.o3. 


gs 


Method 


GENSCAN 










Start 


6265 








End 


7041 










GI 


none 








Score 


.71 










Exons 


6265. .6750, 


6865 


. .7041 
















Seq. No. 


56644 








. Seq. ID 


OJ000223_ 


08. 


0419. 


C9 




Gpnp No 


118498 








Strand 


+ 










Start 


6265 








End 


7041 










Name 


OJ000223 08 


.0419, 


.C9.o2. 


np 


Method 


AAT/NAP 










Start 


6376 








End 


7035 










GI 


3551838 








Score 


332 










Exons 


6376. .6561, 


6649, 


. .6750, 


6865. 


.7035 












GI Descrip. 


(AF070967) : 


SKPl-like protein 


[Nicotiana clevelandii] 






Seq. No. 


56644 








Seq.. ID 


OJ000223_ 


08. 


0419. 


C9 




Gene No. 


118499 








Strand 












Start 


819 








End 


5431 










Name 


OJ000223 08 


.0419, 


.C9.ol. 


np 


Method 


AAT/NAP 










Start 


819 








End 


3448 









57097 



GI 6503014 Score 571 

Exons 819. .869, 1132. .1212, 1468. .1527, 1975. .2033, 2167. .2240, 

2350. .2396, 2607. .2690, 2806. .2954, 3081. .3219, 3296.-3448 
GI Descrip. (AF174429) FH protein interacting protein FIP2 [Arabidopsis 

thaliana] 





Seq. No. 


56644 


Seq. ID 


OJ000223 08. 0419. C9 




Gene No. 


118499 


Strand 






Start 


819 


End 


5431 




Name 


OJ000223 08.0419.C9.o2.gs 


Method 


GENSCAN 




Start 


989 


End 


5431 




GI 


none 


Score 


.64 




Exons 


989. .994, 1132. .1212, 2607.., 


2690, 2806 


. .2967, 3046. .3222, 






3296.. 3402, 3501.. 3771, 5426 


. .5431 






Seq. No. 


56644 


Seq. ID 


OJ000223_08.0419.C9 




Gene No. 


118499 


Strand 






Start 


819 


End 


.5431 




Name 


OJ000223 08-0419. C9.ol.gp 


Method 


AAT/GAP 




Start 


2906 


End 


3641 




GI 


uC-osflcypl26a06bl 


Score 


813 




Exons 


2906. .2967, 3082. .3222, 3296 


..3402, 3501. .3641 


aha 


GI Descrip. 


! 1086886 5-0e-10 (U41276) Similar to potassium channel protein 


l.-J 


[Caenorhabditis elegans] 1 - 








Seq. No. 


'56644 


Seq. ID 


OJ000223_08.0419.C9 


: ■- : 


Gene No. 


118500 


Strand 




f-Jk 


Start 


8878 


End 


9147 


x 


Name 


OJ000223 08.0419.C9.ol.tc 


Method 


TBLASTX: Cress 


I . 3 


Start 


6379 


End 


7049 




GI 


none 


Score 


128 


f\ 3 


Exons 


6379.-6555, 6688. .6750, 6865 


..7035, 6924. .7049 


3 ' 

r *3 


Seq. No. 


56644 


Seq. ID 


OJ000223_08.0419.C9 


5s '-sr 


Gene No. 


118500 


Strand 






Start 


8878 


End 


9147 . 


1- 


' Name 


OJ000223 08 . 0419.C9.ol. tm 


Method 


TBLASTX: Maize 


5s. :J 


Start 


6385 


End 


7035 


f 5 


GI 


none 


Score 


132 


5s ~ 


Exons 


6385..6555, 6865. .7035 








Seq. No. 


56644 


Seq. ID 


OJ000223_08.0419.C9 




Gene No. 


118500 


Strand 






Start 


8878 


End 


9147 




Name 


OJ000223 08.0419.C9.ol. ts 


Method 


TBLASTX : Soybean 




Start 


6403 


End' 


7035 




GI 


none 


Score 


115 




Exons 


6403.. 6555, 6688.. 6750, 6865 


. .7035, 6924. .7034 




Seq. No. 


56644 


Seq. ID 


OJ000223_08-.0419.C9 




Gene No. 


118500 


Strand 






Start 


8878 


End 


9147 




Name 


OJ000223 08.0419.C9.o4.gs 


Method 


GENSCAN 




Start 


8878 


End 


9147 




GI 


none 


Score 


.89 




Exons 


8878. .9147 







57098 



Seq. No. 


56645 






Seq. ID 


OJ000223_ 


08.0419. 


C10 


Gene No . 


118501 






Strand 








Start 


1 






End 


5255 






Name 


OJ000223 08 


.0419. C10. ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


1100 






GI 


5734725 






Score 


167 






Exons 


1..327, 413 


..846, 996.. 


1100 










GI Descrip. 


(AC007259) 


Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


56645 






Seq. ID 


OJ000223_ 


08.0419. 


C10 


Gene No. 


118501 






Strand 








Start 


1 






End 


5255 






Name 


OJ000223 08 


. 0419. C10. ol 




Method 


GENSCAN 






Start 


38 






End 


5255 






GI 


none 






Score 


.54 






Exons 


38.-295, 376. .846, 933. 


. 1254 , 


1811. .1952, 2281.. 


2480, 






2546. .2605, 


3213. .3353, 


3964 . 


.4272, 4436. .4528, 


4593. .4638, 




5087. .5255 














Sea No 


56646 ' 






Seq. ID 


OJ000223 


08 . 0419. 


Cll 


Gene No. 


118502 






Strand 


+ 






Start 


366 






End 


1204 






Name 


OJ000223 08 


.0419.Cll.ol 


.gp 


Method 


AAT/GAP 






Start- 


366 






•End ' 


1204 






GI 


none 






Score 


1614 






Exons 


366. .1204 














O C; ^ • LN \J . 


56647 






Seq. ID 


OJ000223_ 


08.0419. 


C12 


Gene No. 


118503 






Strand 








Start 


495 






End 


2148 






Name 


OJ000223 08 


.0419.C12.ol 


. gs 


Method 


GENSCAN 






Start 


495 






End 


2148 






GI 


none 






Score 


.66 






Exons 


495.. 549, 668. .812, 1151.. 1293, 1471.. 


1594, 2047 


. .2148 




Seq.. No. 


56647 






Seq. ID 


OJ000223_ 


08.0419. 


C12 


Gene No . ' - 


118503 






Strand 








Start 


495 






-End 


2148 






Name 


OJ000223 08 


.0419.Ci2.ol 


. np 


Method 


AAT/NAP 






Start 


1673 - 






End 


2148 






GI 


7340905 






Score 


113 






Exons 


1673. .1793, 


2041. .2148 












GI Descrip. 


(AP001550) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No . 


56648 






Seq. ID 


OJ000223_ 


08.0419. 


C13 


Gene No . 


118504 






Strand 








Start 


1 






End 


1371 






Name 


OJ000223 08 


.0419.C13.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


1371 






GI 


5042454 






Score 


84 






Exons 


1..32, 1172 


. .1371 












GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 






Seq. No. 


56648 






Seq. ID 


OJ000223_ 


08.0419. 


C13 


Gene No. 


• 118504 






Strand 








Start 


1 






End 


1371 






Name 


OJ000223 08 


.0419.C13.ol 


.gp 


Method 


AAT/GAP 







57099 





Start 


785 


End 


892 






GI 


uC-osflcyp088bl2bl 


Score 


141 






Exons 


785. .892 










GI Descrip. 


'5257255/dbj IAP000364 .1|AP000364 3.0e- 


36 Oryza sativa genomic 






DNA, chromosome 8, clone : EO02 6F07 * 








Seq. No. 


56649 


Seq. ID 


OJ000223_08.0419, 


.C14 




Gene No. 


118505 


Strand 








Start 


• 407 


End 


3641 






Name 


OJ000223 08.0419.C14 .ol.gs 


Method 


GENSCAN 






Start 


407 


End 


3641 






GI 


none 


Score 


.46 






Exons 


407. .1704, 1760. .3641 










Seq. No. 


56649 


Seq. ID 


OJ000223_08.0419 ( 


.C14 




Gene No. 


118505 


Strand 


+ 






Start 


407 


End 


3641 






Name x . 


OJ000223 08.0419.;C14.ol.np 


Method 


AAT/NAP 






Start 


407 . 


End 


3.638 . 






GI 


5803259 


Score 


4272 






Exons 


407.. 1665, 1760. .3638 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


56649 


Seq. ID 


OJ000223_08.0419. 


.C14 




Gene No . 


118506 


Strand 








Start 


10264 


End 


12487 




fil 


Name 


OJ000223 08.0419.C14.o4.np 


Method 


AAT/NAP 






Start 


10264 


End 


11544 






GI 


7523512 


Score 


118 






Exons 


10264. .10291, 11345. .11544 








f jj 


GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




5 


Seq. No. 


56649 


Seq. ID 


OJ000223_08.0419. 


.C14 




Gene No. 


118506 


Strand 


+ 






Start 


10264 


End 


12487 






■ Name 


. OJ000223 08.0419.C14.o3.np 


Method 


AAT/NAP 






Start 


10509 


End ■ 


12487 






GI 


5922623 


Score 


359 




~ — 


Exons 


10509. .10589, 10973. .11120, 


11289. .11364, 12259.. 12487 






GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 








gil 6016856 | db j IBAA85199.1 | 


(AP000570) 


hypothetical protein 






[Oryza sativa] 










Seq. No. 


56649 


Seq. ID 


OJ000223_08.0419. 


,C14 




Gene No . 


118507 


Strand 








Start 


4284 


End 


13574 






Name 


OJ000223 08.0419.C14.o2.np 


Method 


AAT/NAP 






Start 


4284 


End 


10432 






GI 


7228457 


Score 


9188 






Exons 


4284.. 5834, 5901.. 7052, 7175.. 8009, 8073.. 10002, 10064.. 


,10432 




GI Descrip. 


(AP001366) Similar to Sorghum bicolor i 


Gypsy-Ty3 type 








retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 






sativa] 










Seq. No. 


56649 


Seq. ID 


OJ000223_08.0419. 


C14 




Gene No. 


118507 


Strand 








Start 


4284 


End 


13574 





57100 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000223_08, 

4284 

none 

4284. . 4424, 

56649 

118507 

4284 

OJ000223_08. 

4293 

none 

4293. .4418, 

56649 

118507 

4284 

OJ000223_08 . 

4896 

none 

4896. .5276, 

56649 

118507 

4284 

OJ000223_08. 

5091 

none 

5091. .5414, 



0419.C14.o5.tm 



4285. .4419 



Method 

End 

Score 



TBLASTX: Maize 

4424 

122 



0419.C14.o7.tw 



Seq. ID OJ000223_08.0419.C14 
Strand 

End 13574 

Method TBLASTX : Wheat 

End 4 8 95 

Score 83 

4297. .4419, 4585. .4755, 4611. .4895, 4612. .4890 



Seq. ID -OJ000223_08-.0419.C14 

Strand . - 

End 13574 

Method TBLASTX : Wheat 

End 5277 

Score 165 
.5277 



0419.C14 .o3.tw 



4927. .5175, 5221. 



0419.C14.o2.tm 



5104 . .5385 



Seq. ID OJ000223_08.0419.C14 
Strand 

End 13574 

Method TBLASTX: Maize 

End 5414- 

Score 192 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56649 

118507 

4284 

OJ000223_08. 

5607 

none 

5607. .5858, 

56649 

118507 

4284 

OJ000223_08 . 

5922 

none 

5922. . 6071, 
6132. . 6356 



Seq. ID OJ000223_08.0419.C14 
Strand 

End 13574 

Method TBLASTX : Wheat 

End 5919 

Score 57 
.5919 

Seq. ID OJ000223_08.0419.C14 
Strand 

End 13574 

Method TBLASTX : Wheat 

End 6380 

Score ' ■ 92 

5923. .6060, 5925. .6062, 6118. .6291, 6132. .6380, 



0419.C14.o8.tw 



5718.. 5906, 5743. 



0419.C14.o5.tw 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



56649 

118507 

4284 

OJ000223_08. 

6981 

none 

6981. .7352, 

56649 

118507 

4284 



0419.C14.ol.ts 



7192. .7335 



Seq. ID OJ000223_08.0419.C14 
Strand 

End 13574 

Method TBLASTX : Soybean 

End 7352 

Score . 90 



Seq. ID OJ000223_08 . 0419.C14 
Strand 

End 13574 



57101 




Name 


OJ000223 08 


.0419. 


C14 .o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7006 








End 


7430 




GI 


none 








Score 


326 




Exons ; 


7006. .7425, 


7011'. 


.7430 










Seq. No. 


56649 








Seq. ID 


OJ000223 08.0419 


.C14 


Gene No. 


118507 








Strand 






Start 


4284 








End 


13574 




Name 


OJ000223 08 


.0419. 


C14 .o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7104 








End 


7488 




GI 


none 








Score 


217 




Exons 


7104. .7487, 


7123 . 


.7488 










Seq. No. 


56649 








Seq. ID 


OJ000223_08.0419 


.C14 


Gene No. 


118507 








Strand 






Start 


4284 








End 


13574 




Name 


OJ000223 08 


.0419. 


C14 .ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7515 








End 


7871 




GI 


none 








Score 


115 • 


■ 'r 


Exons 


7515. .7820, 


7515. 


.7871, 


7525. 


. 7836 






Sea No. 


56649 








Seq. ID 


OJ000223 08.0419 


.C14 


Gene No. 


118507 








Strand 






Start 


4284 








End 


13574 




Name 


OJ000223 08 


.0419. 


C14 .ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7539 








End 


8002 " ■ 




GI 


none 








Score 


400 




Exons 


7539. .8000, 


7540. 


.8001, 


7559. 


. 8002 






Seq. No. 


56649 








Seq. ID 


OJ000223 08.0419 


.C14 


Gene No. 


118507 








Strand 






Start 


4284 








End 


13574 




Name 


OJ000223 08 


.0419. 


C14 .o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


7596 








End 


7961 




GI 


none 








Score 


117 




Exons ' 


7596. .7730, 


7737 . 


.7961 










Seq. No. 


• 56649 








Seq. ID • 


OJ000223_08.0419 


.C14 


Gene No . 


118507 








Strand 






Start 


4284 








End 


13574 




Name 


OJ000223 08 


.0419. 


C14 .o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8166 








End 


8651 




GI 


none 








Score 


86 




Exons, 


8166. .8327, 


8170. 


.8325, 


8224 . 


.8352, 8301. .8456, 8330. .8 


650, 




8478. .8651 














Seq. No. 


56649 








Seq. ID 


OJ000223__08.0419 


. C14 


Gene No. 


118507 








Strand 






Start 


4284 








End 


13574 




Name 


OJ000223 08 


.0419. 


C14 .o5. 


np 


Method 


AAT/NAP 




Start 


8777 








End 


13574 




GI 


1491621 








Score 


152 




Exons 


8777. .9233, 


10011 


. .10058 


, 10246. . 10420, 


12832. .13331, 





13436. .13574 . 
GI Descrip. (Z78205) UL36 [Bovine ■ herpesvirus 1] gi | 2653311 1 emb I CAA06097 | 
(AJ004801) very large virion protein (tegument) [Bovine 
herpesvirus type 1.1] 



57102 





Seq. No. 


56649 


Seq. ID 


OJ000223_08.0419.C14 




Gene No. 


118507 


Strand 






Start 


4284 


End 


13574 




Name 


OJ000223 08.0419.C14 .06. tw 


Method 


TBLASTX: Wheat 




Start 


938 9 


End 


9781 




GI 


none 


Score 


88 




Exons 


9389.-. 9646, 9423.. 9662, 9629. 


.9727, 9630.. 9710, 9734.. 9781 




Seq. No. 


56649 


Seq. ID 


OJ000223_08 .0419.C14 




Gene No. 


118507 








Start 


4284 




1 j j / 1 




Name 


OJ000223 08.0419.C14.o4.tm 


Mot - h nH 

L it; L11UU 


TRT.A9TX -Maizp 




Start 


9491 • 




9776 




GI 


none 




102 




Exons 


9491. .9739, 9492. .9776 








Seq. No. 


56649 


Seq. ID 


OJ000223_08 .0419.C14 




Gene No. 


118507 


Strand 






Start 


4284 


End 


13574 




Name 


OJ000223 08.0419.C14.o3.gs 


Method 


GENSCAN 




Start 


12737 


End 


13331 




GI 


none 


Score 


.93 




Exons 


12737. . 13157, 1_3203 .. 13331 






h 


Seq. No. 


56650 


Seq. ID 


OJ000223_08 .0419.C15 


! : 


Gene No. 


118508 


Strand 




L£ 


Start 


1340 


End 


3792 




Name 


OJ000223 08.0419.C15.ol.gs 


Method 


GENSCAN 


y 


Start 


1340 


End 


3792 




GI 


none 


Score 


.56 


il 


Exons 


1340. .1396, 1874. .1998, 3025. 


.3048, 3066.. 3248, 3597. .3792 




Seq. No. 


56651 


Seq. ID 


OJ000223_08.0419.C17 




Gene No. 


118509 


Strand 


+ 




Start 


1279 


End 


2076 




Name 


OJ000223 08.0419..C17.o2.np 


Method 


AAT/NAP 




OLdl L 


1279 ''■ 


End 


207'6 




GI 


6069646 


Score 


409 




Exons 


1279. .2076 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] gi I 6907112 | dbj 


IBAA90639 


.11 (AP001129) Similar to 






Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 






putative non-LTR retroelement 


reverse 


transcriptase. (AC00624 8) 






[Oryza sativa] 








Seq. No. 


56651 


Seq. ID 


OJ000223_08 . 04 19 . C17 




bene jno . 


118510 


Strand 






t Start 


1 


End 


2127 




Name 


OJ000223 08.0419.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2127 




GI 


6006869 . 


Score 


147 




Exons 


1..107, 395. .478, 2100. .2127 








GI Descrip. 


(AC009540) (j( putative cationic. 


amino'- acid transporter [Arabidopsi: 






thaliana] 








Seq. No. 


56651 


Seq. ID 


OJ000223JD8. 0419. C17 



57103 



Gene No. 


118510 




Strand 






Start 


1 


- 


End 


2127 




Name 


OJ000223 08.0419.C17.ol 


.gs 


Method 


GENSCAN 




Start . 


17 


- 


End 


2063 




GI . 


none 




Score 


. .56.' 




Exons 


17. .107, 395. .470, 577. 


.683, 


767. .893, 


I860.. 1943, 2057.. 2063 


Seq. No. 


jODji 




Seq. ID 


OJ000223 


_08.0419.C17 


Gene No. 


118510 




Strand 






Start 


1 




End 


2127 




Name 


OJ000223 08.0419.C17 .ol 


. tm 


Method 


TBLASTX : 1 


Maize 


Start 


1477 




End 


2034 




GI 


none 




Score 


80 




Exons 


1477. .1596, • 1600. .1836, 


1609. 


.1860, 1891.. 2034 




beq . jno . 


jODjI 




Seq. ID 


OJ000223 


08.0419.C17 


Gene No. 


118510 




Strand 






Start 


1 




End 


2127 




Name 


OJ000223 08.0419.C17.ol. 




Method 


TBLASTX: 


Wheat 


Start 


1609 




End 


1797 




GI 


none 




Score 


205 




Exons 


1609. .1797 










beq . ino . 


R £ £ 0 




Seq. ID 


OJ000223 


08*10419.018 


Gene No. 


118511 




Strand 






Start 


247 




End 


2248 




Name 


OJ000223 08.0419.C18.ol 


.gs 


Method 


GENSCAN 




Start 


247 




End 


2039 




GI 


none 




Score 


.71 




Exons 


247. .427, 515. .673, 910 


. .976, 


1096. .1268, 1729. 


.1825, 1909. .2' 


Seq. No. 


56652 




Seq. ID 


OJ000223 


__08.0419.C18 


Gene No. 


118511 




Strand 






Start 


247 




End 


2248 




Name 


OJ000223 ..08.0419.C18.ol 


.np 


Method 


AAT/NAP 




Start 


269 




End 


2248 




GI 


-6006869 




- Score . 


659 




Exons 


269. . 427, 515. . 673, 910 


. . 976, 


1096. .1268, 1729. 


.1825, ' 



GI Descrip. 



Seq. No. 

Gene '-No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



1909.. 2027, 2127";. 2248 

(AC009540) putative cationic amino acid transporter [Arabidopsis 
thaliana] 



56652 

118511 

247 

OJ000223_08.0419.C18.ol.tm 

320 

none 



Seq. ID OJ000223_08.0419.C18 
Strand 

End . . 2248 • 

Method TBLASTX : Mai ze 

End 2246 

Score 84 



320. .448, 351. .428, 510. .674, 512. .673, 514. .675, 515. .676, 
910. .975, 914. .979, 1035. .1271, 1081. .1269, 1092. .1289, 
1094. .1276, 1726. .1824, 1727. .1822, 1920. .2030, 1923. .2030, 
2127. .2246, 2128. .2208 



56652 

118511 

247 

OJ000223 08.0419.C1.8.ol.tc 



Seq. ID OJ000223_08.0419.C18 
Strand 

End 2248 

Method TBLASTX : Cress 



57104 



Start 
GI 

Exons 

Seq. . No. 

Gene No. 

Start" 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



350 End 686 

none Score 58 

350.. 427, 350.. 448, 351.^428, 510.. 686, 51-2-. .673 



56652 

118511 

247 

OJ000223_08.0419.C18.ol.ts 

'548 

none 



Seq. ID OJ000223_08.0419.C18 
Strand 

End 2248 

Method TBLASTX : Soybean 

End 1238 

Score 75 



548. .673, 549. .677, 895.-978, 1092. .1211, 1092. .1238, 1093. .1215 



56652 

118511 

247 

OJ000223_08.0419.C18.o2.tc 

1131 

hone 



Seq. ID OJ000223_08.0419.C18 
Strand 

End 2248 

Method TBLASTX : Cress 

End 2030 

Score 113 



1131. .1271, 1132. .1269, 1140./1271, 1726. .1836, 1727. .1822, 
1921.. 2028, 1923.. 2030, I960.. 2028 



Seq. No. 
Gene No. 
Start 
Name 

Start " ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI ' Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56653 Seq. ID 

118512 , Strand 
52 End 
OJ000223_08.0419.C19.ol.gs Method 
52 End 
none Score 
52. .141, 536. .825 

56654 

118513 Strand 
141 End 
OJ000223_08 .0419.C20.ol.gs Method 
141 End 
none Score 



OJ000223_08.0419.C19 
825 

GENSCAN 

825 

.81 



Seq. ID OJ00022£_08.0419.C20 
+ 

2513 
GENSCAN 
2513 
.53 



141. .306, 732. .1010, 1406. .1637, 2104. .2513 



56654 Seq. ID 

118514. Strand 
597 0 End 
OJ000223_08 .0419.C20.o2.np Method 
5970 ... End 

4587554 Score " 

5970.. 5991, 7169.. 8808 

(AC0065.77) Similar to gb|AJ005701 Na/Ca, K-exchanger from' 
Caenorhabditis elegans. ESTs gb|T04173 and gb|AA585918 come 
from this gene. [Arabidopsis thaliana] 



OJ000223_08.0419.C20 
+ 

8808 
AAT/NAP 
8808 
7 97 



56654 

118515 

14401 

OJ000223_08 .0419.C20.o3.np 

14401 

6091754 

14 401. .148 96, 15006. .15081, 
17110. .17217 



Seq. ID OJ000223_08 . 0419.C20 

Strand + 

End 17217 

Method AAT/NAP 

End 17217 

Score 966 
1528 9. .15416, 16691. .17034, 



GI Descrip. (AC009327) hypothetical protein [Arabidopsis thaliana] 



57105 



Seq. No. 


56654 






Gene No. 


118516 






Start 


5615 






Name 


OJ00Q223_08 


.0419. 


C20.ol 


Start 


5615 






GI 


6815099 






Exons 


5615 . . 5730 






GI Descrip. 


(AP001081) 


hypothetical 


Seq. No. 


56654 






Gene No. 


118517 






Start 


16693 






Name 


OJ000223_08' 


.0419. 


C20.o2 


Start 


7295 






GI 


none 






Exons 


■7295 . . 7339, 


7352. 


.7546, 


Seq. No. 


,56654 






Gene No. 


118517 






Start 


16693 






Name 


OJ000223JD8 


.0419. 


C20.o2 


Start 


7592 






GI 


none 






Exons 


7592. .7882, 


7850. 


.7933, 


Seq. No. 


56654 






Gene No. 


118517 






Start 


16693 






Name 


OJ000223_08 


.0419. 


C20.O3 


Start 


8290 






GI 


none 






Exons 


829.0. -8475, 


8310. 


.8450, 


Seq. No. 


56654 






Gene No. 


118517 






Start 


16693- >. 






Name 


OJ000223 08 


.0419. 


C20..O1 


Start 


14550 






GI 


none 






Exons 


14550. .14894, 14551. .14! 



.np 



Seq. ID OJ000223_08.0419.C20 
Strand 

End 5730 

Method AAT/NAP 

End 5730 

Score 76 



protein [Oryza sativa] 

Seq. ID OJ000223_08.0419.C20 
Strand 

End 17523 

,ts Method TBLASTX : Soybean 

End 7675 

Score 53 
7354. .7521, 7577. .7675 

Seq. ID OJ000223_08.0419.C20 
Strand 

End 17523 

,tm Method TBLASTX : Maize 

End 8086 

Score 215 
7928. .7972, 8030. .8086 

Seq. ID OJ000223_08.0419.C20 
Strand 

17523 

TBLASTX: Maize 
8475 
223 



End 

,tm Method 
End 
Score 

8329. .8460 



15296. 
16801. 



15331, 15374. 
16977 



Seq. ID 
Strand 
End 

ts Method 
End 
Score 
195, 15005. .15079, 
15445, 16750. .16995, 



OJ000223 08.0419.C20 



17523 

TBLASTX : Soybean 
16995 
322 

15108. .15185, 
16788. .16976, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56654 
118517 
16693 

OJ000223_08.0419.C20.ol.tm 
14563 



none 
14563. 
15005. 
16788. 



.14895, 14568. 
.15079, 16677. 
.16931 



Seq. ID OJ000223_08. 0419.C20 
Strand 

End 17523 
Method TBLASTX: Maize 
End 16944 
Score 355 
14894, 14841. .14897, 14 992 .. 15084 , 
16742, 16690. .16779, 16750 16944, 



Seq. No. 
Gene No. 
Start 



56654 

118517 

16693 



Seq. ID 

Strand 

End 



OJ000223 08.0419.C20 



17523 



57106 




Name 


OJ000223_08 .0419.C20.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


14737 


End 


15079 






GI 


none 


Score 


157 






Exons 


14737.. 148 95, 15005.. 1507 9 










Seq. No. 


56654 


Seq. ID 


OJ000223 


08.0419 


.C20 


Gene No. 


118517 


Strand 








Start 


16693 


End 


17523 






Name 


OJ000223_08. 0419.C20.o3.gs 


Method 


GENSCAN 






Start 


16693 


End 


17232 






GI 


none 


Score 


.43 






Exons 


16693. . 17232 










Seq. No. 


56654 


Seq. ID 


OJ000223 


08.0419 


.C20 


Gene No. 


118517 


Strand 








Start 


16693 


End 


17523 






Name 


OJ000223_08. 0419.C20.ol. tc 


Method 


TBLASTX: 


Cress 




Start 


16774 


End 


16995 • 






GI 


none 


Score 


235 






Exons 


167 74.. 169 95, 167 88.. 16976 










Seq. No. 


56654 


Seq. ID 


OJ000223 


08.0419, 


.C20 


Gene No. 


118517 


Strand 








Start 


16693 


End 


17523 






Name 


OJ000'223_08 . 04 19 . C20 . o2 . gp 


* Method 


AAT/GAP 






Start 


17092 


End 


17523 






GI 


none 


Score 


842 






Exons 


17092 . . 17523 










Seq. No. 


56655 


Seq. ID 


OJ000223 


_08.0419. 


.C21 


Gene No. 


118518 


Strand 








Start 


637 


End 


728 






Name 


OJ000223 08.0419.C21.ol.np 


Method 


AAT/NAP 






Start 


637 


End 


728 






GI 


6815099 


Score 


80 






Exons 


637. .728 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


56656 


Seq. ID 


OJ000223 


__08.0419. 


,C23 


Gene No. 


118519 


Strand 


+ 






Start 


5257 


End 


5423 






Name 


OJ000223. 08.0419.C23.o3.np 


Method 


AAT/NAP 






Start 


5257 


End 


5423 






GI 


6069651 


Score 


103 






Exons 


5257. .5423 










GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 






Seq. No. 


56656 


Seq. ID 


OJ000223_ 


_08.0419. 


C23 


Gene No . 


118520 


Strand 








Start 


1 


End 


1636 






Name 


OJ000223 08.0419.C23.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1636 






GI 


2833313 


Score 


59 






Exons 


1. .75, 1162. . 1636 










GI Descrip. 


FIBRILLARIN gi | 7506840 | pir | | T24279 hypothetical 


protein 


T01C3 



- Caenorhabditis elegans gi | 387924 4 | emb | CAB01 657 . 1 | (Z78413) 
predicted using Genefinder; Similarity to Xenopus fibrillarin 



57107 



protein ( SW: FBRL_XENLA) ; cDNA EST EMBL:D73496 comes from this 
gene; cDNA EST EMBL:M8 94 4 4 comes from this gene; cDNA EST 
EMBL:D70946 -comes from this gene; cDNA EST EMBL:D72941 comes 



Seq. No. 56656 " Seq. -ID 

Gene No. 118521 Strand 

Start 4221 End 

Name OJ000223_08 . 04 19 . C23 . ol . tm Method 

Start 457. End 

GI none Score 

Exons 457.. 672, 515.. 682 



OJ000223_08 .0419.C23 
4621 

TBLASTX: Maize 

682 

67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



.56656 Seq. ID 

118521 Strand 

4221 End 4621 

OJ000223_08. 0419.C23.o2 ,np Method AAT/NAP 

4221 End 4621 

1621467 Score 139 
4221. .4374, 4493. .4321 

(U73106) laccase [Liriodendron tulipifera] 



OJ000223 08.0419.C23 



56656 Seq. ID 

118521 . Strand 

4221 End . 
OJ000223_08.0419.C23.ol-. ts Method'" 

4222 End 
none Score 
4222. .4374, 4223.-4372 



OJ000223__08.0419.C23 
4621 

TBLASTX : Soybean 

4374 

107 



Seq. No. 56657 Seq. ID OJ000223_ 

Gene No. 118522 . Strand + 

Start 2270 End 3279 

Name OJ000223_08 . 04 1 9 . C24 . ol . gp Method AAT/GAP 

Start 2230 End , 2544 

GI 2428757 Score ^ "5 4 5 

Exons 2230. .2544 



08.0419.C24 



Seq. No. . 56657 Seq. ID 

Gene No.' 118522 Strand 

Start 2270 End 

Name OJ000223_08 . 0419 . C24 . o2 . gs Method 

Start 2270 End 

GI none Score' 

Exons 2270.. 2965 



OJ000223JD8 . 0419.C24- 
+ 

3279 
GENSCAN 
2965 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



56657 Seq.' ID 

118522 Strand 

2270 End 

OJ000223_08 . 041 9 . C24 . ol . np Method 

2591 End 

4585987 Score 



OJ000223_08.0419.C24 
+ 

3279 

AAT/NAP . 

3279 

154 



2591. .2662, 2780. .2971, 3242. .3279 

(AC005287) Similar to nucleolar protein [Arabidopsis thaliana] 



56657 

118523 

681 



Seq. ID 

Strand 

End 



OJ000223 08.0419.C24 



1047 



57108 



Name 

Start 

GI 

Exons 



OJ000223_08 . 0419 .C24 . ol . gs Method GENSCAN 

681 End 1047 

none Score .41 
681. .853, 1044. .1047 



Seq. No. 56657 Seq. ID 

Gene No. 118524 Strand 

Start 2789 .. End 

Name OJ000223_08 . 0419 .C24 .ol . tc Method 

Start 2789 End 

GI none Score 

Exons 2789.. 2965, 2791.. 2967 



OJ000223_08.0419.C24 
2973 

TBLASTX: Cress 

2967 

186 



Seq. No. 56657 Seq. ID 

Gene No. 118524 Strand 

Start 2789 End 

Name OJ000223_08 . 04 1 9 . C24 . ol . ts Method 

Start 2818 , End 

GI none Score 

Exons 2818.. 2973, 2819.. 2965 



OJ000223JD8. 0419.C24 
2973 

TBLASTX: Soybean 

2973 

182 



Seq. No. 


56658 




Seq. ID 


OJ000223_08.0419.C25 


Gene No. 


118525 




Strand 


+ 


Start 


1 




End 


873 


Name 


0JOOO223 0E 


3.0419.C25.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


873 


GI 


4585987 




Score 


58 


Exons 


1. .57, ■ 156; 


, .321, 801. .873 






GI Descrip. 


(AC005287) 


Similar to nucleolar protein [Arabidopsis thaliana 



Seq. No. 


56658 


Seq. ID 


OJ000223_08.0419.C25 


Gene No. 


118525 


Strand 


+ 


Start 


1 


End 


873 


Name 


OJ000223 08.0419.C25.ol.gs 


Method 


GENSCAN 


Start 


168 


End 


311 


GI 


none 


Score 


.83 


Exons 


168.. 311 






Seq. No. 


56658 


Seq. ID 


OJ000223_08. 0419.C25 


Gene No. 


118526 


Strand 




Start 


154 


End 


313 


Name 


OJ000223 08.0419.C25.ol.gp 


Method 


AAT/GAP 


Start 


154 


End 


313 


GI 


uC-osflcyp057h06bl 


Score 


271 


Exons 


154. .313 






GI Descrip. 


'4585987/gb|AAD25623.1|AC005287 25 1 . Oe 


i-53 (AC005287) Similar to 




nucleolar protein [Arabidopsis 


: thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

QI 

Exons 



56659 Seq. ID 

118527 Strand' 

4322 End 

OJ000403_08 .042 6.Cl.ol.gs Method 

4 322 End 

none Score 

4322. .4442, 6488. .6649, 7031. .7128 



OJ000403_08.0426.C1 
+ 

7128 
GENSCAN 
7128 
.54 



Seq. No. 



56660 



Seq.. ID OJ000403 08. 0426. C2 



57109 




Gene No. 


118528 








Strand 


+ 




Cf a y-f 
OLait 


HID 








X_il 1U 


1 3 "U 




Name 


UUUUvriU J UO 




P9 o> i 
. ox . 


gs 


f\A y-\ f fi a s~l 






Of a yf 


1 1 A CI 








tjna . 


1 R Qfl 






none 








Score 


r^ 

. Off 




Exons 


' 1 1 yJS 1 1 fil 
1110 . .1101/ 


1 RfiR 


1 RQn 










Seq. No. 


56660 








Seq. ID 


OJ000403_ 


_08 .0426.C2 


Gene No. 


118529 








Strand 


+ 




olait 


fin ^ fi 










QA 7 fi 




Name 


n to on a m nfi 

UUUUU4U J UO 


f)A 9 fi 
* U fi Z D • 


OZ • U J . 


gs 


f ft /"s /~i 






otart 


R n fi 








i_na 


Q yl *7 CL 
y 41 / O 






none 








Score 


fil 






Rn ^fi PI 1 7 

OUOO . .Oil// 


fi i fin 


R 9 ^1 
• ozji ; 


ft 79 ^ 

O / Z J. 


flftfi^ Q9 

. O O O -J , -?Z 


nfi Q9 fi 9 
UD. .^ZOZ/ 


Q'5.QQ Q / 7 fi 


Seq. No. 


56660 








Seq. ID 


OJ000403_ 


_08 .0426.C2 


Gene No. 


118530 








Strand 








OLA A 
Z O 4 H 








fVnH 
HiIlQ. 


"3 Rfi R 




Name 


n ~mnn ^ n ^ np 

Uu UUU4U j UO 


n a 9 fi 

. U fl z o . 


Li . OZ . 


gs 


f\A f \ f f /~s /-J 


IIjINo OH. IN 




Of 3 y-f 

ouar l 


z .3 4 4± 








i_na 


^ RR R 






none 








Score 


/l fi 




XT' ■v o 


01, A A 9 ^fi_ 

/L O H H . . Z J O fi , 


^ R _. 7 


RR R 










Seq. No. 


56660 . 








Seq. ID 


OJ000403_ 


_08.0426.C2 


Gene No. 


118531 








Strand 






Of a v*f- 


10425 








n»na 


i n qi i 




Name 


OJ000403 08 


.0426. 


C2 .o4 . 


gs 


iYier.noa 






Pf -w~f 


10425 








hna 


1 n Q 1 1 






none 








S core 


A fi 






10425. .10453, 1074 6. .10911 








Seq. No. 


56661 








Seq. ID 


OJ000403_ 


_08 .0426.C3 


Gene No. 


118532 








Strand 


+ 




Of a r f 


878 








i_nci 


1 9 R 9 
1 Z D Z 




Name 


OJ000403 08 


.0426. 


C3.ol. 


gp 


Method 






Of = V-f 


878 








j_nu 


1 9 R9 
1 Z OZ 




r* t 


none 








'Score 


693 ■ 




Exons 


878. .1252 














o e q • in u . 


56661 








Seq. ID 


OJ000403_ 


_08.0426.C3 


Gene No. 


118533 








Strand 






Start 


1254 








End 


9107 




Name 


OJ000403 08 


. 0426. 


C3.o3. 


tm 


Method 


TBLASTX: Maize 


Of arf 

o cart. 


1130 








End 


1527 




C* T 


none" 








Score 


44 




Exons 


1130. .1222, 


1152. 


. 1223, 


1217. 


.1315, 1275. .1391, 


1303. .1416, 




1311. . 1406, 


1312. 


. 1416, 


1426. 


.1527, 1446. .1526 




oeq . jno . 


56661 








Seq. ID 


OJ000403_ 


_08.0426.C3 




118533 








Strand 






Start 


1254 








End 


9107 




Name 


OJ000403 08 


.0426. 


C3.ol. 


gs 


Method 


GENSCAN 




Start 


1254 








End 


4312 




GI 


none 








Score 


. 93 




Exons 


1254 . .2247, 


2319. 


.2470, 


2554. 


.2715, 3152. .3214, 


3413. .3541, 




3725. .3838, 


4259. 


.4312 











57110 



Seq. No. 56661 
Gene No. 118533 
Start 1254 

Name OJ0004 03JD8 . 0426.C3 .ol . np 

Start. 1257 
GI 6682630 

Exons 1257.. 1837, 1930.. 2247, 2319. 

3413. .3541, 3725. .3838, 4259. 
5856. .5982, 6191. .6373, 6841. 



Seq. ID OJ000403 08. 0426. C3 



Strand 
End 

Method 
End 
Score 



9107 
AAT/NAP 
8591 
2169 

2437, 2554. .2715, 3152. .3214, 
4345, 5324. .5410, 5651. .5712, 
6951, 7424.. 7528, 8100.. 8591 



GI Descrip. (AC016163) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



56661 
118533 
1254 
OJ0004 
1542 
none 
1542. . 
1931. . 
2013. . 
2319. . 
2555. . 
3410. . 
3724 . : 
4259. . 
5639. . 
5854. . 
6193. . 
7410. . 



03 08.0426.C3.ol.tm 



1925, 
2011, 
2099, 
2438, 
2716, 
3544, 
3840, 
4348, 
5710, 
5991, 
6384, 
7508, 



1542. 
1932, 
2141, 
2319, 
2555. 
3413. 
3725. 
5320. 
5649. 
5855. 
6839. 
7424. 



.1838, 
.2012, 
.2248, 
.2432, 
.2716, 
.3544, 
.3841, 
.5409, 
.5720, 
.5992, 
.6952, 
,7528, 



1544 . 
1947- . 
2145. 
2321. 
3126. 
3418. 
4254. 
5321. 
5650. 
5855. 
6839. 
7424. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.',1939, 
.2018, 
.2249, 
.2440, 
.3200, 
.3555, 
.4346, 
.5416/ 
.5709, 
.5992, 
. 6952, 
.7528, 



D OJ000403 08. 0426. C3 



9107 

TBLASTX: Maize 
7530 
250 
1544. .1849, 



1948; .2019, 
2146. .2250, 



2321. 
3149. 
3708. 



,2440, 
,3217, 
,3839, 



4257. .4343, 
5322. .5411, 
5651. .5713, 
6191. .6373, 
6841. . 6957, 
7426. .7530 



1930 
2011 
2311 
2554 
3405 
3716 
4259 
5324 
5853 
6192 
6841 



. .2013, 
. .2100, 
. .2433, 
. .2715, 
. .3542, 
. .3841, 
. .4378, 
. .5422, 
. .5972, 
. . 6374, 
. . 6954, 



Seq. No. 56661 Seq. ID 

Gene No. 118533 Strand 

Start 1254 End 

Name OJ000403_08 . 0426 . C3 . o2 . gp Method 

Start 2013 End 

GI none Score 

Exons 2013. .2153 



OJ000403__08.0426.C3 

9107 
AAT/GAP 
2153 
237 



Seq. No. 56661 Seq. ID 

Gene No. 118533 Strand 

Start 1254 End 

Name OJ000403_08 . 0426 . C3 . o3 . gp Method. 

Start 4283 . End 

GI uC-osf Im202002e07bl Score 

Exons 4283.. 4345, 5324.. 5410, 5651.. 5712, 
GI Descrip. 



OJ000403_08.0426.C3 

9107 
AAT/GAP 
5884 
406 
5856.-. 5884 



' 417 6420/dbj | BAA37167 | 2. 
[Arabidopsis thaliana] 1 



0e-ll (AB008097) cytochrome P450 



Seq. No. 56661 

Gene No. 118533 

Start 1254 

Name OJ000403_08 . 04 26 . C3 . o2 . gs 

Start 5318 

GI none 

Exons 5318.. 5445, 
9054 . .9107 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_08.0426.C3 

9107 
GENSCAN 
9107 
. 68 



5856.-5982, 6191. .6373, 6841. .6951, 8100. .8747, 



57111 




Seq. No. 


56661 








Seq. ID 


OJ000403_08.0426. 


.C3 


Gene No. 


118533 








Strand 






o L alt 


1 £ D fl 








i^na 


q i n *7 




Name 


vJJUUUftUJ Uo 


n a o c 

. U H z o 


P'i /-N A 


, tm 


Metnoa 


•"POT 7\ O m v . F^;f--, -I 

TBLASTX : Maize. 






o u y / 








hna 


o o o n 






none 








Score 


11 




Exons 


ouy / . .o IjD/ 


o 1 UU 




q 1 a n 
o 1 4 U . 








Seq. No. 


56661 








Seq. ID 


OJ000403JD8.0426. 


,C3 


Gene No. 


118533 








Strand 






O L ciXT L 


it 








End 


9107 




Name 


UJUUU4 U j Uo 


fi A 9 £ 
. U 4 Z O 




tin 


Method 


TBLASTX: Maize 




o car t 










End 


8757 




pT 


none 








Score 


255 




Exons 


QOOQ QCQ1 


Q "5 £9 




o b4 b . 


.8669, 8686..87S7 




oeq . ino . 










Seq. ID 


OJ000403_08.0426. 


C4 


UCllC IN . 


1 1 ft 

HO J Ji 








Strand 


+ . ■ 




Start 


1028 








End 


5698 




Name 


OJ000403 08 


.0426 


. C4 .ol. 


np 


Method 


AAT/NAP 




D Lai L 


1028 








End 


5698 




P T 


6815097 








Score 


3317 




Exons 


1028. .1896, 


2402 


. .3013, 


3128. 


.4791, 4933. .5698 




bi uescrip. 


(AP001081) 


Similar to putative copia polyprotein (AC00624 8] 




[Oryza sativa] 












Seq. No. 


56662 








Seq. ID 


OJ000403JD8.0426. 


C4 


Gene No. 


118534 








Strand 


+ 






1028 








End 


5698 




Name 


OJ000403 08 


.0426 


.C4.ol. 


gs 


Method 


GENSCAN 




Oldl L. 


1330 








End 


5404 






none 








Score 


.62 




Exons 


1330. .1670, 


1908 


. .2032, 


2305. 


.2828, 3112. .4660, 4766. .5404 


oeq. in o . 


56662 








Seq. ID 


OJ000403JD8.0426. 


C4 


Gene No. 


118535 








Strand 






Start 


. 6831 








End 


.7686 




Name 


OJ000403 08 


.0426 


.C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Of 3 

o tare 


4319 








End 


4764 : . 






5509260 








Score 


187 




Exons 


4319. .4657, 


4322, 


. .4525, 


4684 . 


.4764, 4685. .4756 




ui uescrip. 
















Seq. No. 


56662 








Seq. ID 


OJ000403_08.0426. 


C4 


Gene No. 


118535 








Strand 






Q4- 3 >~f- 


6831 








End 


7686 




Name 


OJ000403 08 


.0426, 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Of 3 v-4- 

o uar l 


4373 








End 


4633 




P T ' 


none 








Score 


186 




Exons 


4373. .4633, 


4375. 


. .4632 










Seq. No. 


56662 








Seq. ID 


OJ000403_08.0426. 


C4 


Gene No. 


.118535 








Strand 






Start 


6831 








End . 


7686- 




Name 


OJ000403 08 


.0426. 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4412 








End 


5218 




GI 


none 








Score 


147 





57112 




Exons 


4 4 . . 4 O0 I , 


a a q r 
4 boo , 


. . 4 /oZ , 4 / . 


.4870, 5138.. 5218 


beq. jno . 








Seq. ID 


OJ000403_08.0426.C4 


Gene No. 


118535 






Strand 




Start 


6831 






End ; 


768.6 . 


Name 


OJ000403 08, 


.0426, 


.C4.o3.tm 


Method 


TBLASTX: Maize 


Start 


4421 






End 


4855 


GI 


none 






Score 


134 


Exons 


4421. .4645, 


4685. 


. .4855 







Seq. No. 56662 Seq. ID 

Gene No. 118535 Strand 

Start 6831 End 

Name OJ000403_08 . 0426 . C4 . o2 . tm Method 

Start 5216 End 

GI ' none Score 

Exons 5216. .5497, 5218.. 5496 



OJ000403_08.0426.C4 
7686 

TBLASTX: Maize 

5497 

281 



Seq. No. 56662 

Gene No. 118535 

Start 6831 

Name OJ000403_08 . 0426 . C4 . ol . tm 

• Start ' 5498 

.GI none 

Exons 5498. .5593, 5503 .. 5595 , 5654 , 



Seq. ID OJ000403_08.0426.C4 
Strand 

End 7 68 6 

Method TBLASTX : Mai ze 

End 5919 

Score 132 

.5875, 5662.. 5877, 5872.. 5919 



•IB, 



Seq. No. 56662 

Gene No. 118535 

Start 6831 

Name OJ000403_08 . 0426 . C4 . o2 . gs 

Start 6831 

GI none 

Exons 6831.. 6980, 7131.. 7263, 7631. 



Seq. ID OJ000403_08.0426.C4 
Strand 

End 7 68 6 

Method GENS CAN 

End 7686 

Score . 7 
.7686 



Seq. No. 56663 

Gene No. 118536 

Start -52 . . * • 

Name OJ0004 03_08 . 0426 . C5 . ol . gs 

Start 52 

GI none 

Exons 52.. 156, 259.. 366 



Seq. ID OJ000403_08.0426.C5 

Strand + 

End'. 366 

Method GENSCAN 

End 366 

Score .61 



Seq. No. 56664 .Seq. ID 

Gene No.. " 118537 Strand 

Start - 511 End 

Name OJ000403_08 . 0426 .C6 ."ol . gs Method 

Start 511 . ' End 

GI none Score 

Exons 511- . 525, 2561.. 3462 



OJ000403_08.0426.C6 

+ . . 

3503 

GENSCAN 

3462 

.57 



Seq. No. 56664 Seq. ID 

Gene No. 118537 Strand 

"Start 511 . End 

Name OJ000403/t)8 . 0426 . C6 . ol . np Method 

Start 2573 * End 

GI 4558665 Score 

Exons 2573. .3503 



OJ000403_08.0426.C6 
+ 

3503 
AAT/NAP 
3503 
525 



57113 




\J J. UCOLJ. xu • 


( AC , 0070fi3 ) 
\ nv^ w w i \j \j *j f 


putative ABC transporter [Arabidopsis thaliana] 


Seq. No. 


56664 






Seq. ID 


OJ000403_08.0426, 


,C6 


Gene No. 


118537 






Strand 


+ 






511 

•J X X 






End 


3503 




Name 


0.700040"} or 


.0426.C6.o2. 


,tm 


Method 


TBLASTX: Maize 




q+- a -r-i- 
uldl L 


27R 7 ~~ 






End 


3022 






n o n ea 






Score 


123 




U 1 von q 


2782 28R3 


2783. .2887, 


2912. 


,.3022, 2917.. 3015 




Seq. No. 


56664 






Seq. ID 


OJ000403_08.0426, 


.C6 


Gene No. 


118537 






Strand 


+ 




Start 


511 






End 


3503 




LN ClHLG 


0.100040^ or 


.0426.C6.ol. 


tm 


Method 


TBLASTX: Maize 




O Lai L 


^i fin — 

•J X U W 






End 


3397 






none 






Score 


239 




DAUll O 


3160 3390 


3179. .3397 










Seq. No. 


56664 






Seq. ID 


OJ000403_08.0426. 


■ C6 


Gene No. 


118537 






Strand 


+ 




O Lai L 


SI 1 

J X X 






End 


3503 




Mama 




.0426.C6.ol. 


tc 


Method 


TBLASTX: Cress 




O L,dx L 


"31 R9 _ 
O X 0 z . 






End 


3493 




\J X 


n on o 






Score 


283 




Exon s 




3217. .3321, 


3382. 


.3474 






Con Ma 


J U \J \J o 






Seq. ID 


OJ000403_08.0426, 


,C7 


Gene No. 


118538 . 






Strand 


+ 




Start 


1 






End 


1119 




KT a mo 

LN dlLLtr 


o.Tonndfn or 


.0426.C7.ol. 


np 


Method 


AAT/NAP 




Of- a r +- 
u Lai L 


1 ~~ 
X 






End 


286 




\j x 


4 5 5R 665 






Score 


158 




X? vnn q 


1 2R6 

X ■ • c* o w 












wX UCDUi L LJ ■ 


/AP0070fi^ 


putative ABC transporter [Arabidopsis thaliana] 


Seq. No. 


56665 






Seq. ID 


OJ000403JD8.0426. 


,C7 


Gene No. 


118538 .... 






Strand 


+ 




s rt- 

o u a. i- u 


1" 






End 


1119 




Ha Trio 


OJ000403 08 


.0426.C7.ol. 


gs 


Method 


GENSCAN 




rt" 
u Lai L 


14 






End 


1119 






none 






Score 


.72 




LAUllD 


14. .270, 1065. .1119 










Seq. No. . 


56665 






Seq. ID 


OJ000403_08.0426. 


,C7 


Gene No. 


118539 






Strand 


+ 




O Lai L 


4085 






End 


7975 




Name 


OJ000403 08 


.0426.C7.o2. 


gs 


Method 


GENSCAN 




O Ldl L 


4085 






End 


7975 




GI 


none 






Score 


.64 




P von q 


4085. .4187, 


6820. .7118, 


7658. 


.7975 






Seq. No. 


56665 






Seq. ID 


OJ000403_08.0426. 


C7 


Gene No. 


118540 






Strand 


+ 




Start 


8105 






End 


8596 




Name 


OJ000403 08 


.0426.C7.o2. 


gp 


Method 


AAT/GAP ' 




Start 


8105 






End 


8574 




GI 


none 






Score 


913 





.57114 




F.xnn ^ 

±—1 *\ W l l o 


8105 8574 














-Sea No 


56665 








Seq. ID- 


O.T000403 08 04?fi 




Gene No. 


118540 








Strand 






.Start 


8105 








End 


8596 




Name 


OJ000403 08 


.0426.C7 


.o2 


nn 


Method 


AAT/NAP 




Start 


8159 ~~ 








End 


8496 




GI 


6978038 








Score 


114 




Fx on *3 


8159 8496 














GI DescriD. 


(AF190130) 


taxadienol 


acet yl 


transferase [Taxus cuspidata] 


Seq. No. 


56665 








Seq. ID 


OJ000403_08.0426, 


.C7 


Gene No. 


118540 








Strand 


+ 




Start 


8105 








End 


8596 




Name 


OJ000403' 08 


.0426.C7 


.o3 




Method 


GENSCAN 




Start 


8165 ~~ 








End 


8596 




GI 


none 








Score 


.69 




Exons 


8165 8596 














Seq. No.. 


56665 








Seq. ID 


OJ000403_08.0426. 


.C7 


Gene No. 


118540 








Strand 


+ 




Start 


8105 








End 


8596 




Name 


OJ000403 08 


.0426.C7 


.ol 


tm 


Method 


TBLASTX: Maize 




Start 


8167 ~ 








End 


8496 




GI 


none 








Score 


333 






8167 8496 


8168. .8 


491 










Spa No 


56666 








Seq. ID 


OJ000403_08.0426. 


.C8 


Gene No. 


118541 








Strand 


+ 




Start 


1 








End 


1497 




Name 


OJ000403 08 


.0426.C8 


.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1497 




GI 


6899926 








Score 


307 




Exons 


1..604, 1457. .1497 












GI Descrip. 


(AL138651) ] 


putative 


protein 




is thaliana] 




Seq. No. 


56666 








Seq. ID 


OJ000403_08. 042.6. 


.C8 


Gene No. 


118541 








Strand 


+ . 




Start 


1 








End 


1497 




Name 


OJ000403 08 


.0426. C8 


.ol 


.gs 


Method 


GENSCAN ' 




Start 


109 








End 


630 




GI 


none 








Score 


.55 . 




Exons 


109. .630 














Seq." No. 


56666 " . 








.. Seq. ID 


OJ000403_08..0426. 


C8 


Gene No. 


118541 








Strand 


+ 




Start 


1 








End - 


1497 




Name 


OJ000403 08 


.0426.C8 


.ol 


• gp 


Method 


AAT/GAP 




Start 


506 








End 


820 




GI 


none 








Score 


584 




J— J *\ IJllO 


506. .820 














Seq. No. 


56666 








Seq. ID 


OJ000403JD8.0426. 


C8 


Gene No. 


118542 








Strand 






Start 


1562 








End 


167 9 




Name 


OJ000403 08 


.0426. C8 


.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


1 . 








End 


632 





57115 



GI 

Exons 



none Score 
1..630, 1..591, 3. .632, 261. .632 



Seq. No. 56666 Seq. ID 

Gene No. 118542 Strand" 

Start 1562 End 

Name • OJ000403JD8 . 0426 . C8 . ol . tw Method 

Start 213 End 

GI none Score 

Exons 213.. 503, 214.. 504 

Seq. No. 56666 Seq. ID 

Gene No. 118542 Strand 

Start 1562 End 

Name OJ000403_08 . 0426 . C8 . o2 . tw Method 

Start 505 End 

GI none Score 

Exons 505.. 642, 505.. 603, 507.. 626 



993 



OJ000403_08.0426.C8 
1679 

TBLASTX: Wheat 

504 

391 



OJ000403_08.0426.C8 
1679 

TBLASTX: Wheat 

642 

181 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56666 Seq. ID 

118542 Strand 
1562 . End 
OJ000403_08 . 0426 . C8 . o2 . gs Method 
1562 End 
none Score 
1562. .1639, 1644. .1679 

56667 Seq. ID 

118543 Strand 
1 End 
OJ000403_08 . 0426 . C9 . ol . gp Method 
1 End 
52637_1.R1084 Score 
1. .134 

' 5852170/emb|AL1172 65.1 IOST17804 3.0e- 
indica (GLA4 ) genomic DNA, chromosome 4 



OJ000403__08.0426.C8 

1679 
GENSCAN 
1679 
.82 



OJ000403_08.0426.C9 
134 

AAT/GAP 

134 

224 

94 Oryza sativa 

, BAC clone : tl7804 ' 



Seq. No. 


56667 








Seq. ID 


OJ0004 03_ 


_08, 


.0426. 


C9 


Gene No. 


118544 








Strand 










Start 


826 








End 


902 








Name 


OJ000403 


08.0426 


.C9. 


ol . gs 


Method 


GENSCAN 








Start 


826 








End 


902 








GI 


none 








" Score 


.67 








Exons. 


826. .902 


















Seq. No. 


56668 








Seq. ID 


OJ000403_ 


_08. 


.0426. 


C10 


Gene No. 


118545 








Strand 


+ 








Start 


68 








End 


1624 








Name 


OJ000403 


08.0426 


.C10 


. ol . gs 


Method 


GENSCAN 








Start 


68 






End 


1624 








GI 


none 








Score 


.7 








Exons 


68. . 145, 


1209. . L 


416, 


1490. . 


1624 










Seq. No. 


56668 








Seq. ID 


OJ000403_ 


_08. 


.0426. 


C10 


Gene No. 


118546 








Strand 










Start 


1 








End 


201 








Name 


OJ000403 


08.0426 


.C10 


. ol . np 


Method 


AAT/NAP 









57116 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



201 
220 



7438245 
1..201 

subtilisin-chymotrypsin inhibitor 2 - barley 
'gi I 1617121 1 emb | CAA69915.il (Y08 625) 



inhibitor 2 [Hordeum vulgare] 

56668 Seq. ID 

118546 Strand 

1 " End 

OJ0004 03_08 . 0426.C10.ol. tw Method' 

1 End 

none Score 
1..177, 1..177, 2. .178 



subtilisin-chymotrypsin 



OJ000403_08.0426-.C10 
201 

TBLASTX: Wheat 

178 

121 



56669 

118547 

1 

OJ000403_08i0426.-C12.ol.np 
1 

7506121 
1..130, 826 



OJ000403_ 
+ 

1217 
AAT/NAP 
1217 
110 • 



08.0426.C12 



972, 1062. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1217 

hypothetical protein M7 . 5 - Caenorhabditis elegans 
gi I 3878681 1 emb | CAA92753.il (Z6833.7) Similarity to Yeast 
hypothetical protein YHX1 (SW:YHX1_YEAST) ; cDNA EST EMBL:D36237 
comes from this gene; cDNA EST yk265e8:5 comes from this gene; 
cDNA EST yk281g8.5 comes from this gene; cDNA EST yk326g6.5 
comes from this gene; cDNA EST yk385> gi | 3881168 | emb | CAA21650 . 1 | 
(AL032641) Simila 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons v 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56669 Seq. ID 

118547 Strand 
1 End 
OJ000403_08 .042 6 . C12 . ol . gs Method 
53 End 
none Score 
53. .199, '223. .330 

56670 Seq. ID 

118548 Strand 
1 End 
OJ000403_08.0426.C13.ol.np . Method 
1 * • End 
2351107 Score 
1. .149 

(D14 057) bromelain [Ananas comosus] 



56670 

118549 

1817 

OJ000403_08.0426.C13.ol.gp 
1817 

uC-osrocyp025e03al 
1817. .1999 

' 576771/gb|Ul"6256|OSU16256 
sucrose-regulated mRNA, 3 ? 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_08.0426.C12 

' + 

1217 
GENSCAN 
330 
.85 



OJ000403_08.0426.C13 
+ 

149 

AAT/NAP 

149 

88 



OJ000403_ 
+ 

1999 
AAT/GAP 
1999 
366 



08.0426.C13 



).0e+00 Oryza sativa cone SRI 
-end sequence 1 



57117 



Seq. No. 56671 Seq. ID 

Gene No. 118550 Strand 

Start 1 End 

Name OJ000403_08 . 0426 . C14 . ol . gp Method 

Start" ."" 1 % End 

GI 4969123 Score 

Exons 1. .260 



OJ000403_08.0426.C14 
260 

AAT/GAP 

260 

508 



Seq. No. 56671 Seq. ID 

Gene No. 118551 Strand 

Start 5332 End 

Name OJ0004 03_08 . 0426 . C14 . o2 . gs Method 

Start 5332 End ' 

GI • none Score 

Exons 5332.. 7110 



OJ000403_08.0426.C14 

7110 
GENSCAN 
7110 
.93 



Seq. No. 56671 

Gene No. 118551 

Start 5332 

Name OJ0004 03_08 . 0426 . C14 . ol . np 

Start 5335 

GI 7452451 

Exons 5335.. 5522, 5606.. 6126, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6211. .6873, 



OJ000403_08. 0426.C14 

7110 
AAT/NAP 
7 08 9 
1169 
6904. .7089 



hypothetical protein F28J12.200 - Arabidopsis thaliana 
gi I 2832659 | emb | CAA16734.il (AL021710) hypothetical protein 
'[Arabidopsis thaliana] gi | 72 68 647 | emb | CAB78856 . 1 | (AL161548) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 56672 Seq. ID 

Gene No. 118552 Strand 

Start 1 End 

Name OJ000403_08 . 0426 . C17 . ol . np Method 

Start 1 End 

GI 7492863 Score 

Exons 1. . 140, 245. .400 

GI Descrip. probable protein involved in autophagy yeast apg7 homolog - 
fission yeast (Schizosaccharomyces pombe) 

gi | 4034327 | emb | CAA1704 8 . 1| (AL021838) putative protein involved 
in autophagy yeast apg7 homolog [Schizosaccharomyces pombe] 



OJ000403_08.0426.C17 
+ 

412 

AAT/NAP 

400 

104 



Seq. No. 


56672 


Seq. ID 


OJ000403JD8.0426.C 


Gene No. 


118552 


Strand 


+ 


Start'.; 


. 1 : • 


End - 


412 ■ - 


Name 


OJ000403 08.0426.C17.ol.gs 


Method 


GENSCAN 


Start 


60 - 


End 


412 


GI 


none 


Score 


.99 


Exons 


60. .140, 245. .412 






Seq. No. 


56672 


Seq. ID 


OJ000403_08.0426.C 


Gene No. 


118553 


Strand 


+ 


Start 


7626 


End 


8243 


Name 


OJ000403 08.0426.C17.o3.np 


Method 


AAT/NAP 


Start 


7626 


End 


8243 


GI 


7496721 


Score 


88 


Exons 


7626. .7726, 8090. .8243 






GI Descrip. 


hypothetical protein C30E1 


. 1 - Caenorhabditis elegans 




gi | 24 35542 | gb | AAB71254 . 1 | 


(AF026204) . C30E1 . 1 gene product 



57118 



[Caenorhabditis elegans] 



Seq. No. 56672 Seq. ID 

Gene No. 118554 Strand 

Start 691 ' . End 

Name 0 JO 0 0 4 0 3_0 8.0426.C17.o2.gs Method 

Start 691 End 

GI none . Score 

Exons 691.. 1206 



OJ000403_08.0426.C17 
1206 

GENSCAN ' . 

1206 

1. 



Seq. No. 56672 

Gene No. 118555 

Start 1547 

Name OJ0004 03_08 . 042 6 . C17 . ol . tm 

Start 1 

GI none 

Exons 1..141, 1..138, 2. .142, 3.. 
245. .370 



Seq. ID OJ000403 08.0426.C17 



Strand 
End 

Method 
End 
Score 
143, 244.. 



5396 

TBLASTX: Maize 

370 

133 

369, 244. .351, 245. .370, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56672 

118555 

1547 

OJ0004 03_08 .0426.C17 .o2.np 

1547 

6735377 



Seq. ID OJ0.00403_08.0426.C17 
Strand 

End 5396 

Method AAT/NAP 

End 5208 

Score 638 



1547. .1725, 1792. .1884, 3247. .3383, 3827. .3917, 4101. .4132, 
4277. .4349, 4428. .4528, 4845.-4876, 5071. .5208 



ij GI Descrip. (AL137082) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
'GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



56672 

118555 

1547 

OJ0004 03_08 .0426.C17 .ol.gp 

1633 

427501 

1633. .1857 

56672 

118555 

1547 

OJ0004 03_08 .04 2 6.C17.o2. tm 

3347 

none 

3347. .3388, 4 103 .. 4 135, 4263 . 
4407.. 4529, 4426. .4548, 4427. 

56672 

118555 

1547 

OJ0004 03JD8 .04 26.C17 .ol. tc 

3871 

none 

3871. .3918, 4276. .4362, 4426. 

56672 

118555 

1547 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ0004 03_08. 0426.C17 

5396 
AAT/GAP 
1857, 
388 



Seq. ID OJ000403_08.0426.C17 
Strand 

End 5396 

Method TBLASTX : Mai ze 

End . 5109 

Score 102 
.4349, 4276. .4362, 4279. .4350, 
.4 531, 4 429. .4 554, 5068. .510 9 

Seq. ID OJ000403_08.0426.C17 
Strand 

End 5396 

Method TBLASTX : Cress 

End 4548 

Score 7 9 
.4548, 4429. .4524 

Seq. ID OJ000403_08.0426.C17 
Strand 

End 5396 



57119 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000403_08 . 0426 . C17 . o2 . gp Method AAT/GAP 

4475 End 5396 

2310281 ,Score 752 

4475. .4528, 4845. .4876, 5071. .5396 



56673 
118556 

.1 

OJ0004 
1 

681506 
1. .302 
(AP001 
AU0565 
Simila 
sativa 



03 08.0426.C18.ol.np 



Seq. ID OJ000403_08.0426.C18 
Strand + 
End, 806 
Method AAT/NAP 
End 806 
Score 259 
, 390. .806 

080) ESTs AU082210 (C53655) , AU05654 6 ( S2067 1 ) , 

45(S20671) correspond to a region of the predicted gene 

r to putative RNA-binding protein (AC004261) [Oryza 



Seq. No. 

Gene -No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56673 Seq. ID 

118557 ' Strand 

3269 End 
OJ000403_08 . 0426.C18 .ol.gp Method 
3269 End 
uC-osf Icyp016e06bl Score 
.3269.. 3667 

'5295936/dbj | AB026295 . 2 | AB026295 3.0e-73 Oryza sativa genomic 
DNA, chromosome 6, clone : P068 1F10 , complete sequence' 



OJ000403_08.0426.C18 
+ 

3667 
AAT/GAP 
3667 
683 



56673 * Seq. ID 
118558 Strand 
8728 End 
OJ0004 03_08 .042 6.C18 .o3.np Method 
8595 End 
6642665 Score 



OJ000403_08.0426.C18 
+ 

10354 
AAT/NAP 
10354 
163 



8595. .8 619, 9805. .9959, 10191. .10354 

(AC015450) putative cinnamoyl-CoA reductase [Arabidopsis 
thaliana] 



Seq. No'. 56673 Seq. ID 

Gene No. 118558 Strand 

Start 8728 End 

Name OJ000403_08 . 04 26 . C18 . o3 . gs Method 

Start 8728 . End 

GI none Score 

Exons 8728.. 8840, 9437.. 10001 



OJ000403_08v;0426.C18 
+ 

10354 
GENSCAN 
10001 
.89 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



56673 Seq. ID 

118558 Strand 

8728 End 

OJ0004 03_08 . 04 26 . C18 . o2 . gp Method 

9766 End 

LIB34 33-04 3-P1-K1-F7 Score 
9766. .9969, 10189. .10246 

'2459448 1.0e-30 (AC002332) putative cinnamoyl-CoA reductase 
[Arabidopsis thaliana] 1 



OJ000403_08.0426.C18 
+ 

10354 
AAT/GAP 
10246 
376 



56673 
118559 



Seq. ID OJ000403_08.0426.C18 
Strand + 



57120 




Start 


11333 


End 


15307 




Name 


OJ000403 08.0426.C18.o4.np 


Method 


AAT/NAP 




Start 


11237 


End 


15307 




GI 


2342730 


Score 


903 




Exons 


11237. .11402, 12364. .12480, 


12569. .12701, 12830. .12941, 






13401. .13596, 13907. .13978, 


14415. .14498, 15079. .15307 




GI Descrip. 


(AC002341) hypothetical protein [Arabidopsis thaliana] ■ 




Seq. < No . 


56673 


Seq. ID 


OJ000403J38.0426 




Gene No. 


118559 


Strand 


+ 




Start 


11333 


End 


15307 




Name 


OJ000403 08.0426.C18.o5.gs 


Method 


GENSCAN 




Start 


11333 


End 


15118 




GI 


none 


Score 


.51 




Exons 


11333. . 11402, 12364. .12480, 


12814 . .12926, 13169 .. 13212, 






134 4 0. . 13596, 13907. .13978, 


15079. .15118 




Seq. No. 


56673 


Seq. ID 


OJ000403_08.0426 


.C18 


Gene No. 


118560 


■ Strand • 






Start 


3983 


End 


7425 




Name 


OJ000403 08.0426.C18.o2.gs 


Method 


GENSCAN 




Start 


3983 


End 


7425 




GI 


none 


Score 


.97 




Exons 


3983.. 4319, 4400.. 4555, 4638 


. .4819, 6682. .7425 




Seq. No. 


56673 


Seq. ID 


OJ000403_08.0426 


.C18 


Gene No. 


118560 


Strand 






Start 


3983 


End 


7425 




Name 


OJ000403 08.0426.C18.o2.np 


Method 


AAT/NAP 




Start 


3998 


End 


7065 




GI 


7340710 


Score 


466 




Exons 


3998.-4239, 4311. .4503, 4584 


..4819, 5749. .5812, 6731. .7065 


GI Descrip. 


(AL162507) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


56673 


Seq. ID 


OJ000403_08.0426 


.C18 


Gene'" No. 


118561 


Strand 






Start 


10193 


End 


14221- 




Name 


OJ000403 08.0426.C18.ol.ts 


Method 


TBLASTX: Soybean 




Start 


47 \ 


End 


290 




GI 


none 


Score 


133 




Exons 


47. .289, 47. .286, 48. .287, 48. .290 






Seq. No. 


56673 


Seq. ID 


OJ000403_08.0426, 


.C18 


Gene No. 


118561 


Strand 






Start 


10193 


End 


14221 




Name 


OJ000403 08.0426.C18.o2.tc 


Method 


TBLASTX: Cress 




Start 


48 


End 


292 




GI 


none 


Score 


116 




Exons 


48. .287, 60. .287, 71. .292 








Seq. No. 


56673 


Seq. ID 


OJ000403_08.0426. 


.C18 


Gene No. 


118561 


Strand 






Start 


10193 


End 


14221 




Name 


OJ000403 08.0426.C18'.'o6.tm 


Method 


TBLASTX: Maize 




Start 


59 


End 


226 




GI 


none 


Score 


193 




Exons 


59. .202, . 60. .224, 100. .222, 


101. .226 







57121 



Seq. No. 56673 

Gene No. 118561 

Start 10193 

Name OJ0004 03_08 . 0426 . C18 . ol . tw 

Start 164 

GI none 
Exons 



Seq. ID OJ000403_08.0426.C18 

Strand ' - 

End 14221 

Method TBLASTX: Wheat 

End * 610 

Score 192 



164. .292, 165. .293, 169. .384, 299. .451, 301. .450, 340. .453, 
446.-532, 484. .540, 495. .548, 545. .580, 551. .610 



OJ000403 08.0426.C18 



Seq. No. 56673 Seq. ID 

Gene No. 118561 Strand 

Start 10193 End 

Name OJ0004 03_08 . 0426 . C18 . o3 . tm Method 

Start 227 End 

GI none Score 

Exons 227.. 337, 227.. 283, 229.. 306, 398.. 418, 410, 

418. .534, 420. .545, 536. .598, 541. .597, 594, 

595. .705, 656. .709, 710. .730, 715. .765, 716. .766, 742.; 

766. .810, 771. .800, 842. .877, 846. .878, 849. .878, 2169. 



14221 

TBLASTX: Maize 

2293 

96 

,502, 413. 
,704, 595. 



544, 
705, 
798, 
.2210, 



2176. .2211, 2190. .2234, 2228. .2293, 2231. .2281, 2233. .2283 



Seq. No. 56673 

Gene No. 118561 

Start 10193 

Name OJ0004 03_08 . 04 26 . C18 . o2-. 

Start 3976 

GI none 

Exons 3976.. 4140, 4004.. 4252, 



Seq. ID OJ000403_08.0426.C18 
Strand 

14221 

TBLASTX: Maize 
4252 
276 



End 

tm Method 
End 
* Score 
4005. .4247 



Seq. No. 56673 

Gene No. 118561 

Start 10193 

Name OJ000403_08 . 0426. C18 . ol . 

Start 4010 

GI - none 

Exons 4010.. 4114, 4032.. 4091, 



tc 



Seq. ID OJ000403_08.0426.C18 
Strand 

End, 14221 

Method TBLASTX : Cress 

End 4243 

Score 84 



4139. .4243, 4140. .4214 



Seq. No. 56673 

Gene No. 118561 

Start 10193 

Name OJ0004 03_08 . 0426 . C18 . o3 . 

Start 4022 

GI none 

Exons 4022. .4129, 4023.. 4106, 



Seq. ID OJ000403_08.0426.C18 
Strand 

End 14221 

ts .Method TBLASTX : Soybean 

End 4503 

Score 94 
4133. .4252, 4134. .4214, 4405. .4503 



Seq. No. " 56673 

Gene No. 118561 

Start 10193 

Name OJ000403_08 . 0426. C18 . o4 

Start 4405 

GI none 

Exons 4405.'. 4506, 4640.. 4699, 
6904. .7005, 7006. .7059 



Seq. ID OJ000403_08.0426.C18 
Strand 

End 14221 

tm Method TBLASTX : Maize 

End 7059 

Score 73 
4 775. .4 828, 6721. .684 6, 6722. .6826, 



Seq. No, 
Gene No, 



56673 
118561 



Seq. ID OJ000403_08.0426.C18 
Strand 



57122 



Start 
Name 
Start 
GI 

Exons 



10193 

OJ000403JD8 .042 6.C18.o3.tc 

4429 

none . 

4 429. .4 521, 4 64 9. .4765, 6739. 
7021.. 7059, 14063.. 14221 



Seq. No. 56673 

Gene No. 118561 

Start 10193 

Name OJ000403_08 .042 6 . C18 . o2 . ts 

Start 6736 

GI none 

Exons 6736.. 6840, 6901.. 7008, 7027. 



End 

Method 

End 

Score 



14221 

TBLASTX: Cress 

14221 

70 



.6840, 6764.. 6817, .6904.. 7008, 



Seq. ID OJ000403_08.0426.C18 
Strand 

End 14221 

Method TBLASTX : Soybean 

End 7059 

Score 50 
.7059 



Seq. No. 56673 

Gene No. 118561 

Start 10193 

Name , OJ000403_08 . 0426 . C18 . o5 . tm 

Start 9802 

GI none 

Exons 9802. .9927, 9804. .9962, 9804, 



Seq. ID OJ000403_08.0426.C18 
Strand 

End 14221 

Method TBLASTX : Mai ze 

End 10259 

Score 151 
.9932, 10191.. 10259 



Seq. No. 56673 

Gene No. 118561 

Start 10193 

Name OJ0004 03_08 . 042 6 . C18 . o4 . gs 

Start 10193 

GI none 

Exon : s 10193. . 10453 



Seq. ID OJ000403_08.0426.C18 
Strand 

End ' 14221 

Method GENSCAN 

End 10453 

Score .98 



Seq. No. 56673 Seq. ID 

Gene No. 118561 Strand 

Start 10193 End 

Name QJ000403_08 . 0426.C18 ,ol . tm Method 

Start 12357 End 

GI none Score 

Exons 12357. 

12562. 

12828. 

13167. 



OJ000403 08.0426.C18 



12482, 12362. 

12714, 12564. 

12926, 12829. 

13211, 13168. 



,12481, 12375. 

,12704, 12821. 

,12927, 13151. 

,13212, 13437. 



14221 

TBLASTX: Maize 
13475 
200 

12488, 12376. .12486, 
12925, 12822. .12926, 
13210, 13167. .13211, 
13475 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56674 Seq. ID 

118562 Strand 

1 ' End 

OJ0004 03_08 .04 2 6.C19.ol.np Method 

1 End 

2342730 Score 



0 JO 0 0 4 0 3_0 8.0426. C19 ; 
+ 

2353 . 
AAT/NAP 
1484 
195 



1..21, 79. .204, 390. .531, 1336. .1484 

(AC002341) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 56674 Seq. ID 

Gene No. 118562 Strand 

Start 1 End 

Name OJ0004 03__08 . 04 26 . C19 . ol . gs Method 

Start 79 End 

GI none Score 



OJ000403_08. 0426. CIS 
+ 

2353 
GENSCAN 
2353 
.71 



57123 



Ex an 


79. .204, 427. .519, 2012 


2090 


i 2099 


9961 9199 91^1 


Seq. No. 


56674 








Seq. ID 


OJ000403 08.0426.C19 


Gene No. 


118563 








Strand 


+ 


Start 


2629 








End 


4 1 1 


Name 


OJ000403 08 


.0426. 


C19.o2 


. gs 


Mot" Vi r\r\ 




OldL L 


2629 








HiIlU. 


A 




none 








Score 


T 
J. 


T7 von «3 


2629. .3103, 


3759. 


, .4363 








Sea No 


56674 








Seq. ID 


O.T00040^ Oft 0426 P1Q 


Gene No. 


118563 








Strand 


+ _ 


Start 


2629 








End 


4363 


Name 


OJ000403 08 


.0426. 


C19.o2. 


.np 


Method 


AAT/NAP 


Start 


2629 








End 


4360 




2342728 








Score 


416 




2629. .3101, 


3763. 


.3976, 


4004. 


.4360 






(AC002341) 


putative cysteine 


proteinase [Arabidopsis thaliana 


Spa No 










Seq. ID 


OJ000403_08.0426.CI9' 


Gene No. 


118563 








Strand 


+ 


Start 


2629 








End 


4363 


Name 


OJ000403 08 


.0426. 


C19.ol. 


,tw " 


Method 


TBLASTX: Wheat 


U Lai L 


272,2 








End 


4308 


rij 

\J J. 


none 








Score 


180 


UAUIID 


2722. .2925, 


2754 . 


.2921, 


3039. 


.3089, 3040. .3090, 3751. .3888, 




3752. .3916, 


4175. 


.4228, 


4232. 


.4303, 4240. .4308 


Seq. No. 


56674 








Seq. ID 


OJ000403_08.0426.C19 


Gene No . 


118563 








Strand 


+ 


Start 


2629 








End 


4363 


Name 


OJ000403 08 


.0426. 


C19.o2, 


. ts 


Method 


TBLASTX : Soybean 


Start 


2725 








End 


3102 


GI 


none 








Score 


164 


J-j A UllO 


2725. .2919, 


3028. 


.3102 








Spa Na 










Seq. ID 


OJ000403 08.0426.C19 


Gene No. 


118563 








Strand 


•f 


Start 


2629 








End 


4363 


Name 


OJ000403 08 


.0426. 


C19.ol. 


. tc 


Method 


TBLASTX: Cress 


Start 


2728 








End 


3859 


GI 


none. 








Score 


162 


ill /v 1 1 O 


2728. .2925, 


27 51. 


.2921, 


3027. 


.3077, 3040. ,3102, 3763.-3858, 




3764. .3859 












Spa Mn 










Seq. ID 


OJ000403_08.0426.C19 


Gene No. 


118563 








Strand 


+ 


Start 


2629 








End 


4363 


Name 


OJ000403 08 


.0426. 


C19.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2767 








End 


4330 


GI 


none 








Score 


98 


Exons 


2767. .2919, 


3040. 


.3093,., 


3713. 


.3886, 3760. .3888, 3761. .3916, 




3897. .3941, 


3947. 


.39917 


4037. 


.4159, 4183.. 4329, 4184.. 4330 


Seq. No. 


56674 








Seq. ID 


OJ000403__08.0426.C19 


Gene No. 


118563 








Strand 


+ 


Start 


2629 








End 


4363 



57124 



Name 


UUIJUUtUJ L*0 • L ,t ±^.L>.V^X_7.L ) X • Lo 


Method 


TBLASTX : Soybean 




^7 fin ~~ 


End 


4309 


o x 


none 


Score 


109 


Ej ALJ J lo 


^7fiH ^RRR ^761 ^Q7fi 40*37 


.4159, 4184. .4231, 4232. .4309 


Seq. No. 


56675 


Seq. ID 


OJ000403_08 .0426.C20 


Gene No. 


118564 


Strand 


+ 


O Lai L 




End 


228 


Name 


n.Tnnn^n^ or n^9fi P9n ni rr<: 


Method 


GENSCAN 




IJy 


Hii ILl 


99R 




none 


Score 


.88 


Hi AL>I 1 o 


1 Sfi 99R 






Seq. No. 


56676 


Seq. ID 


OJ000323_01.0419.C2 


Gene No. 


118565 


Strand 


+ 


Qf- a r -t- 
O Lai. L 


86 


End 


250 


Name 


ninnn^?^ m ndiQ r9 rti nc 

\JO\J\J\J 3 3 Ul.U4l3,L,^ 1 (Jl.yb 


Method 


GENSCAN 


Of- a v-f 
O Lai L 


R fi ~~ 


End 


250 


ox 


none 


Score 


.86 




pc 9 






o q . IN U . 


jOO / / 


Seq. ID 


OJ000323_01.0419.C3 


ucllc INL? . 


118566 


Strand 


'+ 


Start 


501 


End 


559 


Name 


OJ000323 01.0419.C3.ol.gp. 


Method 


AAT/GAP 


O Lai L 


501' 


End 


559 


(IT 

O X 


2315 6.R1084 


Score 


69 


XT v a t~* o 


501. .559 






ox UcbLlip. 


'6016845/dbj | AP000570 . 1 1 AP000570 4 . Oe- 


•38 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 




jcL]. IN O . 


56677 


Seq. ID 


OJ000323_01.0419.C3 


Gene No. 


118567 


Strand 


+ 


Start 


2153 


End 


3370 


Naine 


OJ000323 01.0419.C3.ol.gs 


Method 


GENSCAN 


O L dX L 


2153 


End 


3370 


OX 


none . v .* 


Score 


.66 


J_j A. L> 1 1 0 


2153. .2205, 2272. .2364, 2388. 


.2539, 2596.. 2711, 2753.. 3026, 




3320. .3370 






Con Ma 
O fer q . IN O • 


56677 


Seq. ID 


OJ000323_01.0419.C3 


Gene No. 


118568 


Strand 




Start 


2706 


End 


3030 


Name 


OJ000323 01.0419.C3.o2.gp 


Method 


AAT/GAP 


Start 


2706 


End 


3030. 


GI 


69014 1.R1084 


Score 


585 


Exons 


2706. .3030 






GI Descrip. 


, 4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



Seq. No. 56678 Seq. ID 

Gene No. 118569 Strand 

Start ' 448 End * 

Name OJ000323_01 . 04 19 . C4 . ol . gs Method 

Start 448 End 

GI none Score 



OJ000323_01.0419.C4 
574 

GENSCAN 

574 

.84 



57125 



Exons 



448. .574 



Seq. No. 56679 

Gene No. 118570 

Start 1 

Name OJ000323JH . 04 19 . C5 . ol . np 

Start 1 

GI 6522541 

Exons 1..1067, 1178. .1354 

GI Descrip. (AL132955) receptor-kinase like protein [Arabidopsis thaliana] 



Seq. ID OJ000323_01.0419;C5 

Strand + 

End , 1354 

Method AAT/NAP 

End ' 1354 

Score 709 



Seq. No. 56679 

Gene No. 118570 

Start 1 

Name OJ000323_01 . 0419 . C5 . ol . gs 

Start 2 

GI none 

Exons 2.. 1067, 1178. .1255 



Seq. ID OJ000323_01.0419.C5 

Strand + 

End 1354 

Method GENSCAN 

End 1255 

Score .84 



Seq. No. 5667 9 

Gene No. 118570 

Start 1 

Name OJ000323_01 . 0419 . C5 . o2 . tm 

Start 20 

GI none 
Exons 



Seq. ID OJ00'0323_01.0419.C5 

Strand + 

End 1354 

Method TBLASTX : Mai ze 

End 376 

Score 78 



20. .133, 21. .38, 85. .132, 182. .376, 182. .307, 193. .375 



Seq. No. 56679 

Gene No. 118570 

Start 1 

Name OJ000323_01 . 0419 . C5 . ol . tc 

Start 464 

GI none 
Exons 



Seq. ID OJ000323_01.0419.C5 

Strand + 

End 1354 

Method TBLASTX : Cress 

End 1272 

Score 146 



464. .697, 734. .781, 741. .776, 812. .979, 877. .966, 1010. .1066, 
1177. .1272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56679 . 

118570 

1 

OJ000323_01.0419.C5.ol.ts 

473 

none 



Seq. ID ... OJ000323_01 . 04 19 . C5 

Strand + 

End 1354 

Method TBLASTX : Soybean 

End 1350 

Score 89 



473..S65, 514. .564, 580. .768, 581. .991, 812. .967, 826. .975, 
1176. .1310, 1177. .1350 



Seq. No. 56679 

Gene No. 118570 

Start 1 

Name OJ000323_01 . 04 19 . C5 . ol . tm 

Start 642 

GI none 

Exons 642.. 818, 643.. 1002, 644.. 1000 



Seq. ID OJ000323_01.0419.C5 

Strand + 

End 1354 

Method TBLASTX: Maize 

End 1002 

Score 125 



Seq. No. 56679 

Gene No. 118570 

Start 1 

Name OJ000323 01 . 04 19 . C5 . o3 . tm 



Seq, ID OJ000323_01.0419.C5 

Strand + 

End 1354 

Method TBLASTX : Mai ze 



57126 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



1022 End 1353 

none Score 64 

1022. .1066/" 1024 . .1065, 1158.. 1334, 1176. , 1352, 1177.. 1353 



Seq. ID- OJ000323_01.0419.C7 
Strand 

End 77 9 

Method AAT/NAP 

End 77 9 

Score 442 



56680 
118571 
1 

OJ000323_01 . 04 19 . C7 . ol . np 
1 

2130082 
1. .779 

protein kinase Xa21 (EC 2.7.1.-) - rice gi|1122443 (U37133) 

receptor kinase-like protein fOryza sativa] gi 1 2586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi 1 1586408 | prf | | 2203451A receptor kinase-like protein [Oryza 

sativa] 



Seq. No. 


C C C O C\ 




Seq. ID 


OJ000323_01.0419.C7 


Gene No. 


lloo / 1 




Strand 




Start 


i 




End 


779 


Name 


OJUU0323 U1.U419.C/ 


. ol . 


tc Method 


TBLASTX: Cress 


Start 


1 




End 


778 


GI 


none 




Score 


90 


Exons 


1..477, 4. .477, 7.. 


498, 


7. .477, 7. .471, 7. .492, 7. .273, 7. 




/ . . J Jo , o . . z 4 / , 1(J. 


Ann 
. 4 / / 


, 61.'. 360, 67... 


492, 80. ,235, 82. .35 




o o yi no ion a o £ 

82 . . 492, 130 . .486, 


1 6 J . 


.487, 265. .486, 


296. .466, 422. .466, 




4 96 . . 585 , 656. . / /o 








Seq. No. 


c a c. q n 
D 06o U 




Seq. ID 


OJ000323_01.0419.C7 


Gene No . 


1 1 O 0 / 1 




Strand 




Start 


1 




End 


779 


Name 


OJ000323 01. 0419. C7 


.ol. 


ts Method 


TBLASTX : Soybean 


Start 


2 




End 


778 


GI 


none 




Score 


76 


Exons 


2. .247, 4. .423, 5.. 


235, 


7. .498, 7. .492 


, 7. .477, 8. .100, 10 




82. .486, 152. .241, 


163. 


.405, 275. .316, 


296. .481, 345. .392, 




371.. 493, 508.. 579, 


■ 641 


. .778 ■ 




Seq. No. 


56680 




Seq. ID 


OJ000323_01.0419.C7 


Gene No. 


118571 




Strand 




Start 


1 




End 


779 


Name 


OJ000323 01. 0419. C7 


.ol. 


tm Method 


TBLASTX: Maize 


Start 


4 




End 


498 


GI 


none 




Score 


72 


Exons 


4 . .477, '7. .477, 7. . 


336, 


7. .273, 8. .247 


, 10. .498, 28. .492, 




209. .391, 265. .327 








Seq. No. 


56680 




Seq. ID 


OJ000323_01.0419.C7 


Gene No. 


118571 




Strand 




Start 


1 




End 


779 


Name 


OJ000323 01. 0419. C7 


.ol. 


tw Method 


TBLASTX: Wheat 


Start 


7 




End 


597 


GI 


none 




Score 


61 


Exons 


7. .192, 52. .276, 124. .342, 190. .405, 203. .307, 244. .597 


Seq. No. 


56680 




Seq. ID 


OJ000323_01.0419.C7 


Gene No. 


118571 




Strand 





,477, 



57127 



OLalU 


i 

1 




tino. 


*7 *7 Q 


Name 


ujuuuj^ j u i . u h i y . u / . oi . gs 




Method 




o tart 










H T 
bl 


none 




Score 




Exons 


i £9 c; 








beq. JNO . 


DODO 1 




oeq. iJJ 


UJUUU jzj Ul.U4iy.Lo 


f ^ *n a M /-\ 
ocllc LNO . 






Strand 


+ 




711 




End 


3401 


Name 


OJ000323 01.0419.C8.ol.np 




Method 


AAT/NAP 


Start 


711 ' 




End 


3401 


C T 


7489446 




Score 


738 


Exons 


711. .2074, 3344. .3401 








ui uescrip . 


protein kinase Xa21 (EC 2. 


7.1 


-) D, receptor type - 




long-staminate rice gi | 2586081 1 gb IAAB82753 . 1"| (U72725) receptor 




kinase-like protein [Oryza 


longistaminata] 


Seq. No. 


56681 




Seq. ID 


OJ000323_01.0419.C8 


Gene No. 


118573 




Strand 




ot art 


2138 




End 


2888 


Name 


OJ000323 01.0419.C8.o2.tw 




Method 


TBLASTX: Wheat 


o tar t 


782 




End 


1396 


C T 
bl 


none 




Score 


168 


Exons , . 


782. .958, .783. .959, 951. .1043, 


1274 . . 1396 


oeq . no . 


56681 




Seq. ID 


OJ000323_01.0419.C8 


Gene No. 


118573 




Strand ; 




Start 


2138 . 




End 


2888 


Name 


OJ000323 01:0419. C8.ol.tm 




Method 


TBLASTX: Maize 


otart 


851 




End' 


2072 




none 




Score 


298 


Exons 


851. .1135, 852. .1268, 1160 


..1267, 1253 


..1450, 1464. .1622, 




1485. .1628, 1573. .1626, 1710.. 


1808, 1806. .2012, 1860. .2072 


oeq. lsjo. 


56681 




Seq. ID 


OJ000323_01.0419.C8 


Gene No . . 


118573 




Strand 




o tart 


2138 ' 




End- 


2888 


Name 


OJ000323 01.0419.C8.ol.ts 




Method 


TBLASTX: Soybean ■ 


o t art 


918 




End 


2072 


ol 


none 




Score 


89 


Exons 


918. .1040, 921. .1040, 927. 


.1043, 930.. 


1043, 930.. 1043, 




930. .1040, 938. .1042, 947. 


.1042, 951.. 


1040, 1038.. 1181, 




1044. .1181, 1059. .1181, 1071.. 


1325, 1091. .1255, 1142. .1405, 




1236.. 1325, 1239.. 1325, 1386.. 


1454, 1386. .1631, 1485. .1616, 




1488.. 1625, 1506. .1625, ■ 1713; . 


1796, 1713. .1778, 1713. .1778, 




1713.. 1799, 1716. .2069, 1730.. 


1807, 1731. .2069, 1794. .2024, 




1803. .1979, 1806. .2069, 1806.. 


2069, 1806. .2069, 1806. .2072, 




1806. .2069 








oeq . lno . 


56681 




Seq. ID 


OJ000323_01.0419.C8 


f!pnp Mo 


118573 




Strand 




Start 


2138 




End 


2888 


Name 


OJ000323 01.0419.C8.ol.tc 




Method 


TBLASTX: Cress 


Start 


921 




End 


2072 


GI 


none 




Score 


151 


Exons 


921. .1181, 921. .1040, 927. 


.1040, 930.. 


1028, 930. .1040, 




930. .1040, 930. .1124, 1086 


..1181, 1107 


..1397, 1110. .1181, 



57128 






1122. .1304, 


1150, 


. .1311, 


1160. 


.1336, 1223.. 1396, 


1235. .1396, 




1236. .1325, 


1245, 


. .1325, 


1386. 


.1553, 1389. .1478, 


1470. .1622, 




1 An a i 

14 / U . . 1 DU4 , 


1 /IOC 


. • 1 OZ o , 


1 4 O O . 


.1628, 1491. .1631, 


i a Q/l 1 £"3 1 
14y4. . 1 DO 1 , 




14 y4 . . lolo, 




. . I DO 1 , 


100 / . 


. 1631, 1563. . 1619, 


1 *7 T A 1 O 1 O" 

1 / 1U . . lo 1 / , 




1 / lo . . loUZ , 


1 / lo 


17QQ 

. . i / y y , 


i / 1 y . 


.1787, 1722. .1982, 


1 1 zo . . i /yy , 




i / y / . . zuoy , 


1 QAA 


1 Q1 O 

. . i y i o , 


i one 
lo Uo . 


.2069, 1806.. 2069, 


loou . . zuoy , 




lo oy . . zu oy , 


1 QHR 

i y u d , 


907 9 

. . z u / z , 


1 CX A 1 

i y 4 1 . 


.2072 






Seq. No. 


oooo 1 








Seq. ID 


OJ000323 


u i . u 4 1 y . Co 


Gene No. 


118573 








Strand 






Start 


2138 








End 


2888 




Name 


UJUUUjZ j U 1 


. u 4 1 y . 




tW 


Method 


TBLASTX : 


wnear. 


Start 


1U4 4 








End 


2048 




GI 


none 








Score 


62 




Exons 


i nyl/1 i i Ql 
lU44..11ol, 


1 4 1 U . 


. . 1 Do 1 , 


1 DO D . 


.1811, 1695. .2048, 


1 T A A O a o o 
1 / uu . . Z UoZ , 




i one 1Q"7Q 

loUo. .iy/y 














Seq. No. 


56681 








Seq. ID 


/-\ T A A A O O 

OJUOOozo 


_01.0419.C8 


Gene No. . 


" 118573 








Strand 






btaru 


z loo 








End 


2888 




Name 


UJ UUUoz J Ul , 


a a i q 

. U4 iy , 


, Lo . OZ . 


gs 


Method 


GENSCAN 




Start 


O 1 *3 O 

z loo 








End 


ZOOO 




GI 


none 








Score 


A T 

. yi 




Exons 


z loo . . ZZ I Z , 


zo 4 / , 


OQQQ 
. . ZO OO 










Seq. No. 


56682 








Seq. ID 


r\ T A A A D A O 


_01. 0419. Cll 


Gene No. 


118574 








Strand 






o tar u 


on a Q 

z 1 4 y 








End. 


3901 




Name 


OJUUUozo Ul, 


n j i q 

, U4 ±y , 


pi 1 _ 1 

. Cll . Ol 


.gp 


Method 


AAT/GAP 




Start 


zoz / 








End 


O O A tZ 

oz 4 6 




bl 


none 








Score 


1 O A A 

io4 y 




Exons 


z Dz / . . oz 4 o 














Seq. No. 


56682 








Seq. ID 


r\ T A A A O O O 

OJ000323 


_01. 0419. Cll 


Gene No. 


118574 








Strand 




r 


o tar u 


z 1 4 y 








End 


3901 




Name 


/"\ taa a "3 o o m 
(JJjJUUozo Ul , 


A A 1 A 

. U4 i y . 


Oil ~ o 

, Cll . Oz 


.gs 


Method 


GENSCAN 




btart 


z 1 4 y 








End 


3901 




bl 


none 








Score 


.84 




Exons 


0"7/lQ "50/10 
Z / 4 y . . OZ 4 Z , 




Q Q A 1 

. . oyu i 










Seq. No.. 


56682 








Seq. ID 


OJ000323 


_01. 0419. Cll 


Gene No; 


118574; 








Strand 






Start 


O "7 /I A 

z /4 y 








. End 


3901 




Name 


pitaaatoq m 
OJUUUozo U1-. 


A A 1 A 

, U4 iy . 


, CI 1 . ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


z y / 1 








End 


3217 




bl 


none 








Score 


178 




Exons 


Z y / 1 . . oz lb, 


O A "7 C 

z y / o . 


. OZ 1 / 










Seq. No. 


jDDo j 








Seq. ID 


OJ000323 


Ul . U4 19 . Clz 


Gene No. 


118575 








Strand 


+ 




Start 


865 








End 


988 




Name 


OJ000323 01. 


,0419. 


C12.ol 


.gs 


Method , 


GENSCAN 




Start 


865 








End 


988 




GI 


none 








Score 


.61 




Exons 


865. .988 















57129 



13 



Seq. No. 


56684 


Seq. ID 


OJ000323 


_01. 


.0419, 


.C14 


Gene No. 


118576 


Strand 










otan 


1 Jo 


tna 


viz. 








Name 


ujuuu jzj ui.U4iy.bi4.oi. gs 


Method 


bLlNbbAJN 








Start 


loo .. - 


Lna 


an o 








bl 


none 


Score 


Q A 

. o4 








Exons 


loo. . Z , jUj . . 0 / Z 












beq . no . 


JODOJ 


beq. iu 




Pi 1 
U 1 , 


. u<i i y . 


n i a 
, Lib 




118577 


Strand 


+ 








Start 


1112 


End 


2538 








Name 


OJ000323 01.0419.C16.ol.np 


Method 


AAT/NAP 








btart 


1112 


End 


2538 








bl 


6523547 


Score 


364 








Exons 


1112.. 1552, 1720.. 2538 












GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ- 


HRGP [Volvox 




carteri f. nagariensis] 












Seq."* No. 


56685 


Seq. ID 


OJ000323 


_01 , 


, 0419', 


. C16 


Gene No. 


118578 


Strand 










C4- -> -v»4- 

btart 


54 


End 


864 








Name 


OJ000323_01 .0419.C16.ol.gs 


Method 


GENSCAN 








b rare 


54 


End 


864 








bl 


none 


Score 


. 51" 








Exons 


54 . .452, 667 . . 864 












Seq. No. 


56685 


Seq. ID 


OJ000323 


_01 . 


0419. 


. C16 


Gene No. 


118579 


Strand 










CH- a v -h 

otari 


1797 


End 


2570 








Name 


OJ000323 01 . 04 19 . CI 6 . o2 . gs 


Method 


GENSCAN 








btart 


1797 


End 


2570 








P T 
bl 


none 


Score 


. 79 








Exons 


1797 . . 2570 












beq. no. 


56686 


Seq. ID 


OJ000323_ 


_01 . 


0419. 


,C17 


Gene No. 


118580 


Strand 


+ 








Start . 


4731 


End 


5638 








Name 


OJ000323 01.0419.C17.o2.np 


Method 


AAT/NAP 








b cart 


4485 


End 


5638 








C T 
bl 


5852180 


Score 


175 








Exons 


4485. .4538, 5531. .5638 












GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










Seq.. No. 


56686 


Seq. ID 


OJ000323 


_01. 


0419. 


C17 


Gene No. 


118580 


Strand 


+ 








oiart 


4731 


End 


5638 








Name 


OJ000323 01.0419.C17.o2.gs 


Method 


GENSCAN 








bnarti 


4731 


End 


5348 








bl 


none 


Score 


.93 








Exons 


4731. .4869, 5248. .5348 












Seq. No. 


56686 


Seq. ID 


OJ000323_ 


_01. 


0419. 


C17 


Gene No. 


118581 ' 


Strand 










Start 


800 


End 


5638 








Name 


OJ000323 01.0419.C17.ol.gs 


Method 


GENSCAN 








Start 


800 


End 


3006 








GI 


none 


Score 


.63 









57130 



Exons 



800.. 1173, 1731.. 3006 





Seq. No. 


56686 


Seq. ID 


OJ000323_01.0419 


.C17 




bene no . 


118581 


Strand 








Of 3yf 

o tart 


800 


End 


c; a ^ q 






Name 


OJ000323 01.0419.C17.ol.np 


Method 


7\ 7\ T / M 7\ D 






O LalT t 


1997 


End 


COO 

JDOO 








5042447 


Score 


£ 1 






Exon s 


1997. .2051, 2712. .2781, 5545. 


.5638 








bi uescr ip . 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


56686 


Seq. ID 


OJ000323_01.0419 


.C17 




Gene No. 


' 118581 


Strand 








Of a t f- 
O tall 


800 


End 


5638 






Name 


OJ000323 01.0419.C17.ol.gp 


Method 


AAT/GAP 






o tart. 


4387 


End 


4771 






C T 


uC-osflcyp033a04bl 


Score 


678 






Exons 


438.7. .4771 










bi uescnp . 


•6016845/dbj | AP000570 . 1 i AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome . 1, clone : P07 11E10 ' 








Seq. No. 


56687 


Seq. ID 


OJ000323_01.0419 


.C18 




bene lno . 


118582 


Strand • 


+ 




■a 


C f- rf 


1 


End 


1968 






Name 


' OJ000323 01.0419.C18.ol.np 


Method. 


AAT/NAP,,.. 




.Jj 


ot a j. t 


1 ^ 


End 


1968 




'r~ 


C T 


5852180 


Score 


135 




.: = 

y 


Exons 


1..87, 791. .850, 1928. .1968 










GI Descrip . 


{AL117265} zhb00010.1 [Oryza 


sativa] 






i H 


Sea No 


56687 


Seq. ID 


OJ000323_01.0419 


.C18 




Gene No. 


118582 


Strand 


+ 






Start 


1 


End 


1968 






Name 


OJ000323 01.0419.C18.o3.np 


Method 


AAT/NAP 






Start 


983 


End 


1084 






GI 


6721561 


Score 


85 






Exons 


983. .1084 . 










GI Descrip.- 


(AP001073) EST AU082058 (C12976) corresponds ' to a region 


of the 


.1! 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





gi | 681508 6 | dbj | BAA90372. 1 | (AP001081) 
corresponds to a region of the predicted gene 
protein [Oryza sativa] 



EST AU082058 (C12976) 

hypothetical 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56687 • Seq. ID 

118582 Strand 
1 End 
OJ000323_01. 0419.C18.ol.gp Method 
1581 End 
uC-osf Icyp088bl2bl Score 
1581. .1692 

'5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ000323_0.1-0419.C18 

• + 

1968 
AAT/GAP 
1692 
157 



Seq." No. . 566.87 Seq. ID 

Gene. No. 118583 Strand 

Start 861 End 

Name OJ000323 01 . 04 19 . C18 . o2 . np Method 



OJ000323_01.0419.C18 

1968 
AAT/NAP 



■'57131 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ~ ; 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



861 End 1968 

4680183 Score 126 

861. .1015, 1804. .1968 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



56688 Seq. ID 

118584 Strand 
11 End 
OJ000323_01 . 04 19 . CI 9 . ol . gp Method 
11 End 
4879016 Score 
11. .576 

6041757/gb|AC011806.1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ000323_01.0419.C19 
+ 

576 

AAT/GAP 

576 

877 



56688 Seq. ID 

118585 Strand 

851 End 
OJ000323_01 . 04 19 . CI 9 . ol . gs Method 

851 End 

none Score 
851. .1012 



OJ000323_01.0419.C19 
+ 

1012- 
GENSCAN 
1012 
.76 



Seq. No.- 56689 Seq. ID 

Gene No'. 118586 Strand 

Start 1 End 

Name OJ000323_01 . 0419 . C25 . ol . gp Method 

Start 1 End 

GI LIB3477-003-P1-K1-E9 ' Score 

Exons 1..118 

GI Descrip. 1 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000323_01.0419.C25 
+ 

118 

AAT/GAP 

118 

165 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



56690 Seq. ID 

118587 . "Strand . 

2 r- - End 
OJ000323_01 . 04 19 . C2 6 . ol . gs Method 

2 End 

none Score 

2. .91, 1598. .1674, 2031. .2256 



OJ000323_01.0419.C26 
+ 

2256 
GENSCAN 
2256 
.52 



OJ000323 01.0419.C26 



56690 Seq. ID 

118588 . . Strand . - ■ ' ■ 

2193 End 2403 

OJ000323_01 . 04 19 . C2 6 . ol . np Method AAT/NAP 

2193 End 2403 

7340860 Score 183 
2193. .2403 

(AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



56691 . • 

118589 

162 

OJ000323 01.0419.C29.ol.gs 



Seq. ID OJ000323_01.0419.C29 

Strand 

End "38 6 

Method GENSCAN 



57132 



Start 
GI 

Exons 



162 
none 

162. .386 



End 386 
Score .58 



Seq. No. 56691 Seq. ID 

Gene No. 118590 Strand 

Start 674 End 

Name OJ000323_01 . 04 19 . C29 . o2 . gs Method 

Start 674 End 

GI none Score 
Exons 



674.. 1068, 1202.. .1283, 1972.. 2346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip'. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000323_01.0419.C29 

2540 
GENSCAN 
2346 
.47 



OJ000323 01.0419.C29 



56691 Seq. ID _ 

118590 Strand 
674 End 2540 

OJ000323_01 . 04 19 . C2 9 . ol . np Method AAT/NAP 
1778 End 2540 

7228457 Score 265 

1778. .2540. 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



56692 Seq. ID 

118591 . Strand 
30 End 
OJ000323_01 .0419. C30 . ol . gs Method 
30 End 
none Score 
30. .477, 696. .780 

56693 

118592 Strand 
114 End 
OJ000323_01 .0419. C32 . ol . gs Method 
114 End 
none. • Score 



OJ000323_01.0419.C30 
780 

GENSCAN 

780 

.53 



Seq. ID OJ000323_01.0419.C32 
+ 

1617 
GENSCAN 
1259 
.79 



114. .263, 478. ,560, 574. ,709, 1100. .1259 



56693 

118592 

114 

OJ000323JD1 .0419..C32.ol.np 
114 

6016874. 



Seq. ID OJ000323_01.0419.C32 
Strand + 
End 1617 
Method AAT/NAP 
End 1617 
'.".Score 936 

114. .192, 276. .413, 478. .709, 1100. .1351', 1588. .1617 
(AP000570) ESTs C19143 (E10020 ) , D2507 6 ( R31 1 6 ) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



56693 Seq. ID 

118592 Strand 

114 End 

OJ000323_0 1.0419. C32 . ol . tm Method 

4 62 End 

none Score 



OJ000323__01.0419.C32 
+ 

1617 

TBLASTX: Maize 

907 

63 



462. .515, 518. .811, 556. .741, 812. .874, 869. .907 



57133 



Seq. No. 56693 Seq. ID OJ000323_01 . 04 19 . C32 

Gene No. 118592 Strand + 

Start 14 End 1617 

Name OJ000323_01.0419.C32.ol.gp Method AAT/GAP 

Start 802 End 1310 

GI uC-osflcyp!10c07bl Score 950 

Exons 802.. 1310 

GI Descrip. 1 4 680178/gb | AF111709 . 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes 1 





Seq. No. 


56693 


Seq. ID 


OJ000323 01.0419 


.C32 




bene ino. 


118592 


Strand 


+ 






Cf 3 y +- 

OLdlt 


114 


End 


1617. 






Name 


OJ000323 01.0419.C32.o2.tm 


Method 


TBLASTX: Maize 






otdll 


1001 


End 


1315 






C T 


none 


Score 


53 






Exons 


1001.. 1075, 1088.. 1315, 1096. 


.1314 








Seq. No. 


56694 


Seq. ID 


OJ000323_01.0419 


.C33 




bene ino . 


118593 


Strand 


+ 






o rar z 


353 


End 


803 






Name 


OJ000323 01.0419,.C33.ol.np 


Method- 


AAT/NAP 






oiart 


353 


End 


617 






C T 


6016874 


Score 


395 






Exons 


353. .617 








i y 


bi uescrip. 


(AP000570) ESTs C1914 3 (E10020 ) , D2507 6 (R311 6 ) correspond 


■4- 

no a 


C3 




region of the predicted gene. 


; Similar 


to putative AC 9 








transposase. (P03010) [Oryza 


sativa] 








Seq. No. 


56694 


Seq. ID 


OJ000323_01.0419 


.C33 


fil 


bene ino . 


118593 


Strand 


+ 




5 


C4- v-f 

otart 


353 


End 


803 




[3 


Name 


OJ000323 01.0419.C33.ol.gs 


Method 


GENSCAN 








363 


End 


803 








. none 


Score- 


.65 , 




I "1 


Exons 


363.. 803 • 










Seq. No. 


56695 


Seq. ID 


OJ000323_01.0419 


.C34 


[3 


Gene No. 


118594 


Strand 








.Start 


1 


End. 


1159. 






Name 


OJ000323 01.0419.C34.ol.np 


Method' 


AAT/NAP 






Start 


1 


End 


1159 






GI 


7489568 


Score • ' 


572 






Exons 


1..741, 811. .1159 










GI Descrip. 


protein kinase Xa21 (EC 2.7.1 


.-), receptor type - rice 








gi| 2586087 | gb | AAB82756.il (U72724) receptor kinase-like 


protein 






[Oryza sativa] 










Seq. No. 


56695 


Seq. ID 


OJ000323_01.0419 


.C34 




Gene No. 


118595 


Strand 








Start ' 


3063 


End 


3721 






Name 


OJ000323 01.0419.C34.ol.tw 


" Method 


TBLASTX: Wheat 






Start 


50 


End 


880 






GI 


none 


Score 


54 






Exons 


50. .415, 311. .451, 398. .550, 


659. .802, 


662. .739, 812. .880 



57134 



Seq. No. 56695 Seq. ID 

Gene No. 118595 Strand 

Start 3063 End 

Name "OJ000323_01 . 0419 .C34 . ol . tc . Method 

Start 56 End 

GI none Score 
Exons 



OJ000323_01.0419.C34 
3721 

TBLASTX: Cress 

3717 

60 



56. .169, 137. .586, 143. .361, 179. .358, 179. .355, 332. .799, 
368. .445, 371. .613, 371. .610, 374. .931, 374. .790, 548. .760, 
581. .808, 657. .776, 662. .811, 662. .757, 662. .811, 692. .796, 
728. .922, 744. .926, 812. .916, 824. .934, 3344. .3463, 3364. .3462, 
3628.. 3717 



Seq. No. 56695 Seq. • ID 

Gene No. 118595 Strand 

Start 3063 End 

Name OJ000323_01 . 0419 . C34 . ol . ts Method 

Start 56 ; End 

GI none Score 
Exons 



OJ000323_01.0419.C34 
3721 

TBLASTX : Soybean 

3714 

60' 



5.6. .139, 56. .139, 56. .136, 137. .361, 170. .355, 179. .367, 
179. .355, 185. .811, 185. .367, 254. .355, 380. .613, 383. .781, 
662. .814, 662. .814, 740. .811, 812. .934, 812... 931, 812. .931, 
812. .922, 830. .922, 3325. .3462, 3374. .3463, 3616. .3714 



-J Seq. No. 56695 

W Gene No. 118595. 

i~i Start 3063 

ft! Name OJ000323__01 . 04 19 . C34 . o2 . 

?5 Start. 56 

GI none 

Exons 56.. 145, 230.. 361, 236.. 

W 713.. 979, 717.. 1004 



- Seq. ID OJ000323_01.0419.C34 
Strand 

End 3721 

tm Method TBLASTX : Maize 

End 1004 . r " 

Score 82 

346, 374..S92, 527. .610, 584. .985, 



Seq. No. 
Gene No. 
Start 
Name 
■Start 
GI 

Exons 

GI Descrip. 



56695 
118595 
3063 

.OJ000323 
'3063 
2130082 
3063. .3461, 



_01.04i9.'C34.o2.np 



3540. .3721 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ000323_01.0419.C34 

3721 
AAT/NAP 
3721 
247 



protein kinase Xa21 (EC 2.7.1.-) - rice gi|1122443 (U37133) 
receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 
receptor kinase-like protein [Oryza longistaminata] 
gi I 1586408 Iprf M 2203451A receptor kinase-like protein [Oryza 
sativa] - 



Seq. No. 56695 

Gene No. 118595 

Start 3063 

Name OJ000323_01 .0419. C34 . ol . tm 

Start 3106 

GI none 

Exons 3106.. 3237, 3117.. 3239, 3122. 

3267.. 3536/ 3267; .3470, 3539. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3238, 3127 
.3580, 3547 



OJ000323 01.0419.C34 



3721 

TBLASTX: Maize 
3585 
88 

3243, 3265.. 3462, 
3585 



Seq. No. 
Gene No. 



56696 . 
118596 



Seq. ID 
Strand 



OJ000323 01.0419.C35 



57135 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 6916 

OJ000323_01 . 0419. C35 . ol . np Method AAT/NAP 

1 End 6427 

7434424 Score 1645 

1..169, 256. .1444, 4 94 9 . . 6054 , - -6124 . . 6427 

protein kinase Xa21 (EC 2.7.1.-) Al, receptor type - 

long-staminate rice gi | 258 6083 | gb | AAB82755 . 1 | (U72725) receptor 

kinase-like protein [Oryza longistaminata] 



56696 

118596 

1 

OJ000323_01 .0419. C35 . o3 . tm 
1 

none 



Seq. ID OJ000323_01.0419.C35 
Strand 

End 6916 

Method TBLASTX : Maize 

End 4411 

Score 98 



1..123, 1..123, 116. .193, 118 .. 171,. 257 .. 292, 258. .305, 
4084. .4194, 4088. .4186, 4181. .4213, 4235. .4300, 4300. .4410, 
4301. .4411 



[3 

m 
ru 
m 
w 

m 

a 

S3 

a 

£3 



Seq. ■ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



56696 

118596 

1 

OJ000323_01.0419.C35.o2.ts 
34 

none 

34. .123, 117 
1250. .1738, 
1259. . 1741, 



Seq. ID OJ000323_01.0419.C35 
Strand 

End 6916 

Method TBLASTX : Soybean 

End ... 6223 

Score 67 



1400. 
1742 . 
1871. 
2140. 
2143. 
2530. 
4895. 
4940. 
5048 . 
5321. 



.1741, 
.1831, 
.2059, 
.2511, 
,2502, 
.2625, 
,5173, 
.5059, 
,5293, 
,5410, 



5539. .5634, 
5717. .6085, 
5726. .6037, 
6080. .6193, 



,218 
1256. 
1260. 
1404 . 
1862. 
1877. 
2143. 
2245. 
4853. 
4908. 
4982. 
5054.. 
54 50. 
5567. 
5717. 
5727. 
6083. 



, 1112, 
.1522, 
.1364, 
.1565, 
.2026, 
.2137, 
.2487, 
.2364, 
.'4993, 
.5210, 
.5320, 
.5377, 
.5638, 
.5632, 
.6085, 
.5924, 
.6208,. 



.1456, 
1259. .: 
1301. .: 
1448 . .: 
1871. .; 
1922. .; 
2143. .; 
2288. .; 
4865. .< 
4908. .! 
5042. .! 
5054-. .1 
5450-. .! 
5623. .1 
5717. .( 
5727. .< 
6083. .( 



56696 Se<. 

118596 Strand; 

1 End 

OJ000323_01 . 04 19 . C35 . o2 . tw Method 

82 End 

none Score 



i. .1642 


, 1244 


. .1420 




1259. 


.1666, 


1259. 


.1813, 


1331. 


. 1837, 


1361. 


. 1480, 


1475. 


.1651, 


1577. 


.1696, 


1871.' 


.2023, 


1871. 


.2050, 


2137. 


.2496, 


2137. 


.2487, 


2143. 


.2382, 


2143. 


.2496, 


2500. 


.2625, 


2500. 


.2610, 


4892. 


.5317, 


4895. 


.5392, 


4910. 


.4990, 


4910. 


.5245, 


5043. 


.5294, 


5043. 


.5174, 


5127. 


.5297, 


5144. 


.5275, 


5450. 


.5635, 


548 9. 


.5530, 


5711. 


. 6073, 


5711. 


.5893, 


5723. 


.6079, 


5724 . 


.5753, 


5744 . 


.5875, 


5843. 


.6067, 


6083. 


.6193, 


6113. 


, 6223 


ID OJ000323 


01.0419.C35 



6916 

TBLASTX: Wheat 

4422 

61 



82. .123, 117. .245, 329. .511, 339. .431, 521. .565, 4345. .4422 



56696 

118596 

1 

OJ000323_01.0419.C35.ol.gs' 

256 

none 



Seq. ID OJ000323_01.0419.C35 
Strand 

End ' 6916 

Method GENSCAN 

End 4203 

Score .59 



57136 



Exons 



256. .2088, 2172. .2612, 2722. .2883, 3047. .3081, 3158. .3324, 
3525. .3590, 4042. .4203 



Seq. No. .. 56696 
Gene No. 118596 
Start 1 

Name OJ000323_01.0419.C35.ol- ts 

Start 305 

GI ' none 
Exons 



Seq. ID OJ000323_01.0419.C35 
Strand 

End 6916 

Method TBLASTX : Soybean 

End 4410 

Score 114 

305. .511, 348. .497, 545. .742, 555. .743, 758. .850, 4300. .4410, 
4301. .4402 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



56696 Seq. ID 

118596 • Strand 

1 End 

OJ000323_01 . 0419. C35 . ol . tm Method 

323 End 

none Score 



OJ000323_01.0419.C35 
6916 

TBLASTX: Maize 

682 

301 



323. .679, 324. .680, 331. .681, 331. .681, 539.-682 



Seq. No. 56696 
Gene No. 1185.96 
Start 1 

Name OJ000323_01 . 04 19 . 

Start 350 

GI none 

Exons 350. .535, 351. .4 

1115.. 1762, 1115 

1259.. 1513, 1262 

1404. .1631, 1514 

1766. .1834, 1862 

1871.. 2023, 1871 

2128. .2487, 2143 

2143. .2496, 2143 

,2167.. 2496, 2216 

2500.. 2610, 4854 

4892..5236, 4892 

4910. .4993, 4910 

4965.. 5150, 5054 

5094.. 5222, 5127 

5435.-5635, 5441 

5450.. 5626, 5450 

5518. .5619, 5639 

5717. .6079, 5717 

5-720. .607.0, ■ 5723 

5736.. 5882, 5777 

5942.. 6007, 5942 

6083.. 6193, 6083 



C35.ol. tc 



94, 644 
. .1675 
. .1741 
. .1738 
. .2020 
. .2023 
. .2496 
. .2607 
. .2443 
. .5030 
. .4993 
. .5101 
. .5317 
. .5291 
. .5635 
. .5635 
. .5836 
. .5992 
. .6052 
. .6079 
. .6085 
. .6193 



. .742, 
1118. 
1319. 
1745. 
1868. 
1910. 
2143. 
2144 . 
2218. 
4862. 
4 895. 
4 92-2 . 
5054 . 
5267. 
5441. 
5450. 
5711. 
5717. 
5727. 
5793. 
6014 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 
749. .850, 



OJ000323 01.0419.C35 



,1735 
, 1741 
,1816 
,2023 
,2023 
2502 
2479 
2496 
4993 
-5164 
5161 
5302 
5317 
5557 
5629 
6085 
5989 
6026 
6032' 
6193 



6916 t , 
TBLASTX : Cress 
6193 
74 

1052. . 1 
1247. . 1714 



1326. 
1745. 
1871. 
1917. 
2143. 
2144. 
2500. 
4886. 
4898. 
4 94.8. 
5054. 
5321. 
5441. 
5450. 
5711. 
5717. 
5727. 
5801. 
6083. 



.1631 
.1831 
.2068 
.2024 
.2487 
.2596 
.2625 
.5293 
.5104 
.4989 
.5296 
.5443 
.5629 
.5635 
.6079 
.6085 
.6026 
, 6079 
, 6193 



141, 1 
1256. 
1382. 
1751. 
1871. 
1988. 
2143. 
2146. 
'2500. 
4889. 
4910. 
4961. 
5057. 
5330. 
5447. 
5469. 
5711. 
5717. 
5729. 
5859. 
6083. 



112. .1525, 

. 1744, 

.1738, 

.1831,' 

.2047, 

.2044, 

.2469, 

.2502, 

.2622, 

.5302, 

.5296, 

.5317, 

.5320, 

.5410, 

.5617, 

.5615, 

.5908, 

.6085, - 

.6070, 

.5990, 

.6193, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56696 

118596 

1 

OJ000323_01.0419.C35.o4.tm 

94 4 " 

none 



Seq. ID OJ000323_01.0419.C35 
Strand 
End 

Method 
End 
Score 



6916 

TBLASTX: Maize 

4791 

131 



944. .1141, 948. .1127, 999. .1157, 1001. .1162, 4638. .4670, 
4694. .4747, 4695. .4763, 4767. .4790, 4768. .4791 



57137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56696 

118596 

1 

OJ000323_01. 
1188 
none 
1188, 
1475, 
1877. 
2494 . 
5126. 
5861. 



0419.C35.o2.tm 



,1283, 
, 1585, 
,2050, 
,2679, 
,5245, 
,6265, 



1259. 
1622. 
1877. 
2674 . 
5324. 
5928. 



,1474, 1331. 

,1741, 1622. 

,1966, 1928. 

,2709, 4898. 

,5413, 5501. 

,6026, 6150. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1462, 1403 
.1729, 1745 
.2050, 2272 
.4996, 5054 
.5629, 5711 



OJ000323 01.0419.C35 



6916 

TBLASTX: Maize 
6298 
60 

1513, 1466.. 1690, 

1834, 1745. .1834, 

2682, 2288.. 2665, 

5164, 5083. .5148, 

5941, 5726.. 5830, 



6248, 6257. .6298 



Seq. No. 56696 
Gene No. 118596 
Start 1 

Name OJ000323_01 .0419. C35 . ol . tw 

Start 1346' 
GI none^ 
Exons 134 6. 

2140. 

5396. 



,1534, 1397. .1606, 1568, 
,2241, 2221. .2409, 2500. 
,5458, 5538. .5621, 5747. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 01.0419.C35 



6916 

TBLASTX: Wheat 
6007 
106 

1798, 1694.. 2098, 1704. 
2571, 5141. .5383, 5273. 
5893, 5771.. 5992, 5921. 



.2078, 
.5656, 
.6007, 



5942. .5974 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name - 
Start - 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56696 

118596 

1 

OJ000323_01.0419.C35.o2.gs 

4907 

none 



Seq. ID OJ000323_01.0419.C35 
Strand 

End 6916 

Method GENSCAN 

End 6916 

Score . 65 



4907. .6448, 6553. .6650, 6865. .6916 



56697 
118597 
2 

OJ000323_01.0419.C37.ol.np 

2 

4680199 
2. .194 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ000323_01.0419.C37 

Strand + 

End 194' 

Method AAT/NAP 

End 194 

Score 80 



56697 ■ 
118598 
1 

OJ000323_01.0419.C37.o2.np 
1 

6522592 ' 
1.-35, 206. .1215 

(AL133292) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ000323_01.0419.C37 
Strand 

End 1215 

Method AAT/NAP 

End 1215 

Score 530 



Seq. No. 56697 
Gene No. 118598 

Start ' 1 

Name OJ000323_01 . 04 19 . C37 . ol . ts 

Start 273 



Seq. ID OJ000323_01.0419.C37 
Strand 

End 1215 

Method TBLASTX : Soybean 

End 1210 



57138 




vJJ -L 


none 




Score 


52 






273 479 294 476 303 


. .548, 


480. .599, 


609.. 1115, 609. 


819 




708 902 804 905 954 


..1115, 1121. .1210 






56697 




Seq. ID 


OJ000323_01.0419 


P37 


Gene No.' 


118598 




Strand 






Start 


1 




End 


1215 




Ma mo 

L\ CllllC 


OJ000323 01 0419 P37 ol 


. tw 


Method 


TBLASTX: Wheat 




O Lai L. 


297 ~ 




End 


1052 




rir 


n on a 




Score 


55 




P 1 von c 


997 594 354 47? 494 


. .516, 


427. .579, 


429. .602, 483.. 


5 6Q 




588 836 759 878 951 


1052 


, 972.. 1052 






56697 ■ 

JUO J / 




Seq. ID 


OJ000323_01.0419- 


P37 


Gene No. 


118598 




Strand 


- 




Start 


1 




End 


1215 




LN dlUC 


O.T000323 01 041 9 P37 nl 


.tm 


Method 


TBLASTX: Maize 




Olai L 


300 ~~ 

•J VJ \J 




End 


1204 




w J. 


nunc 




Score 


118 




U 1 v on c 
Ej AUI 1 o 


300 566 480 5 6Q 594 


. . 902, 


597 R60 


654 773 655 


91 5 




975 1112 1094 1204 










c art Mn 


566Q7 




Seq. ID ' 


OJ000323_01.0419 


r 37 


Gene No. 


118598 




Strand 


- 




Start. 


1 




End . ... 


1215 




Ms 

LN CLiLlC 


O.T00039 3 01 0419 P37 nl 


. tc 


Method 


TBLASTX: Cress 




O LClX L 


303 _ 




End 


1210 




PT 
w X 


none 




Score 


88 




IjAUIIo 


303 54R 36Q 473 60Q 


Q09 


658. .975, 


954. -.1112, 957. 






978 1115 1100 1210 


1121. . 


1210 






Seq. No. 


56697 




Seq. ID 


OJ000323_01.0419 


.C37 


Gene No. 


118598 




Strand 


- 




Start 


1 




End 


.1215 




Name 


O.T0003 9 3 01 0419 P37 nl 


.gs 


Method 


GENSCAN 




O l_ a J. L- 


65 6 ~ 




End 


907 




GI 


none 




Score 


.6 






656 854 896 907 










Seq. No. 


56698 




Seq. ID 


OJ000323_01.0419 


.C38 


Gene No. 


118599 




Strand 


+ 




Start 


7 6 




End 


1925 




Name 


O.T000393 01 041 9 P38 nl 


.gs 


Method, 


GENSCAN 




o Lai t - 


7 6 ~ 




End 


1695 




GI 


none 




Score 


.52 






76 1 R6 939 39^ ft44 


.1695 








Sea No 


56698 




Seq. ID 


OJ000323 01.0419 


C3R 


Gene No. 


118599 




Strand 


+ 




Start 


76 




End 


1925 




Name 


OJ000323 01.0419.C38.ol 


-np 


Method 


AAT/NAP 




Start 


852 




End 


1925 




GI 


4234846 




Score 


632 




Exons 


852.. 1012, 1055.. 1925 











GI Descrip. (AF082130) gag-pol polyprotein [Zea mays] 

Seq. No. 56698 *Seq. ID OJ000323_01 . 0419 . C38 



57139 






Gene No. 


118599 


Strand 


+ 




Start 


76 


End 


1925 




Name 


uuuuujzo ui.U4iy.Ljo.oi.tni 


Method 


i oiiAb i a . Mai ze 




start 


Ok A A 

y 4 4 . 


.-thnd 


1 QO/I 

i y z h 




bl 


none 


Score 






Exons 




i oy H , 1 D OH 


. ,io/j; i/yy..io4D, 














beq. no. 




beq. ID 


ujuuuj^j ui.U4iy.bjy 




Gene No. 


118600 


Strand 






Start 


1 


End 


720 




Name 


OJ000323 01.0419.C39.ol.np 


Method 


AAT/NAP 




C 4- -» v>f 

b tar t 


1 


End 


720 




bl 


6522540 


Score 


476 




Exons 


1. .720 








GI Descrip. 


(AL132955) receptor-kinase like protein [Arabidopsis thaliai 




Seq. No. 


c c c n a 

d 669 y 


Seq. ID 


ojuuujzj ui.U4iy.Coy 




Gene No. 


•.•■■■•118 600 


Strand 






b tart 


1 


' End 


720 




Name 


OJ000323 01.0419.C39.ol.tc 


Method 


TBLASTX: Cress 




C 1 4- -\ -v-4- 

Start 


9 


End 


686 






none 


Score 


135 




Exons 


9. .107, 171. .338, 369. .416, 


453. .686 






Seq. No. 


56699 


Seq. ID 


OJ000323_01 . 04 19 . C39 


L a 


Gene No. 


118600 - 


Strand 






Start 


1 


. End 


720 


V"=? 


Name 


OJ000323 01.0419.C39.ol.ts 


Method 


TBLASTX : Soybean 




b tar u 


99 


End 


677 




C T 

bl 


none 


Score 


116 


?! i 


Exons 


99. .569, 183. .338, 382. .570, 


585. .677 






Seq. No. 


56699 


Seq. ID 


OJ000323_01.0419.C39 




Gene No. 


118600 


Strand 






Of a v>4- 

btart 


" 1 ' 


End 


720 




Name 


OJ000323 01.0419.C39.ol.tm 


Method 


TBLASTX: Maize 




btart 


156 


End 


508 




bl 


none 


Score 


203 


r H 


Exons 


156. .506, 159. .497, 160. .507 


, 332. .508 






Seq. No. 


56700 


Seq. ID 


PJ000323 01.0419.C41 




■ Gene No. 


118601 


Strand 


+ 




bt art 


167 


End 


.322 




Name 


OJ000323 01.0419.C41.ol.gs 


Method 


GENSCAN 




Start 


167 


End 


322 




bl 


none 


Score 


.83 




Exons 


167. .322 








Seq. No. 


56700 


Seq. ID 


OJ000323 01.0419.C41 




Gene No. 


118602 


Strand 


+ 




Start 


729 


End 


1045 




- Name 


OJ000323 01.0419.C41.o2.gs 


Method 


GENSCAN 




Start 


729 


End 


1006 




GI 


none 


Score 


.89 




Exons 


729. .1006 







57140 



o e q . in vj . 


nn 

JO / uu 


C 0 rr T Pi 


UJUUUj^j U X . U 4 J. . Cfl J. 


fipn*=> No 


118602 


Strand 


+ ~ 


OtdlL 


729 


End 


1045 


Name 


OJ000323 01.0419.C4L.o3..np 


Method 


AAT/NAP 


Start 


894 


End 


T04 5- 




7484899 


Score 


116 


Exons 


8'94. .1045 






bi uescnp. 


cytochrome P450 homolog T19L18.2 - Arabidopsis thaliana 




gi | 30754 00 I gb | AAC14 532 . 1 1 


(AC004484) putative thromboxane-A 




synthase [Arabidopsis thaliana] 






56700 


Seq. ID 


0. 7000^9^ ni f!41 Q P41 
WuUUUO^ J U J. . U H ± .7 . Oft _L 


Gene No. 


118603 


Strand 




Start 


120 


End • 


271 


Name 


OJ000323 01.0419.C41.ol.np 


Method 




O L. clX T_ 


120 


End 


971 


C T 


6907084 


Score 


1 n q 


IT 1 v /"s ti o 


120. .271 








(AP001129) hypothetical protein. [Oryza 


. - 

sat i va J 


Corr NT o 
O tr q . 1N(J . 


56700 


Seq. ID 


OJ000323_01.0419.C41 


Gene No. 


118604 


Strand 




Start 


525 


End 


X U H D 


Name 


OJ000323 01.0419.C41.o2.np 


Method 


7\ 7\ T / M Ti D 


OLait , 


525 


, End 






. 6006372 


Score 




Exons 


525. .608, 639. .775, 990. .1045 . 






(AP00G559) hypothetical protein [Oryza 


sativa J 


Seq. ' No. 


56701 


Seq. ID 


OJ000323_01.0419.C42 


Gene No. 


118605 


Strand 


+ 


9h 3 rt" 


66 


End 


806 


Name 


OJ000323 01.0419.C42.ol.gs 


Method 


GENSCAN 


o tar l 


66 


End 


806 


(IT 


none 


Score 


.56 


Exons 


66. .391, 684. .8Q6 






Q&ri Ma 


5 6702 


Seq. ID 


0 JO 0 0 32 3_0 1 . 0 4 1-9 Tc 4 3 


Gene No. 


118606 


Strand 


+ 


Start 


1294 


End 


1384 


Name 


OJ000323 01.0419.C43.o2.np 


Method 


AAT/NAP 


OLoI I 


1294 


End 


1384 


P.7 


4680183 


Score 


130 


Exons 


1294. .1384 






ill I M o f -1 "i y^i 

o-L uescnp . 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




56702 


Seq. ID 


OJ00b323_01. 0419.C4 3 




118607 


Strand 




Start 


1 


End 


1262 


Name 


OJ000323 01. 0419.C43.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1262 


GI 


6721561 


Score 


81 


Exons 


1..38, 1156. .1262 






GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




gi 1 68 15086 | db j | BAA90372.il 


(AP001081) ] 


EST AU082058 (C12976) 




corresponds to a region of 


the predicted gene.; hypothetical 



■57141 




protein [Oryza sativa] 





O C q > IN <J . 


JO / 






oeq . iu 


oinnn^?^ m r\A~\ q ca^ 
ujuuujzj u x . u h x y . l,^ o 






1 1 ft 607 






Q +* r ^nH 
OLiallQ 






Of ar f 


1 

X 






Lna 






Name 




0 1 OA 1 Q CA ^ r>1 
U X . U413.t4j,01 


. gs 


L v ie Liiou 






oLdl I. 


^7 ft ~ 
J / o 








1 969 

XZ OZ 




oX 


none - 






Score 


.40 




Exons 


578.'. 599, 


1153. .1262 


















c pn t n 


vJUUUj^ J Ul . y4I3 •L44 






lift finft 






oLidnu 


X 

i 




ouaru 


ft 4 






_na 


7 69 




Name 


D.TDnn ^9^ 


fl 1 Cld 1 Q CA A nl 


. gs 


LYie Li lua 


O Hi Vi O k_,.rt.lN 




OtalL 


ft d ~ 








J4D 




kjX 


none 






Score 


7 ft 




Exons 


ft d S & fi 












Seq. No. 


56703 






Seq. ID 


OJ000323_01. 0419.C4 4 




Gene No. 


118608 






Strand 


+ 




OLai L 


84 






End 


762 




Name 


OJ000323 


01.0419.C44 .ol. 


.np , 


Method 


AAT/NAP 




DT- dx L. 


87 






End 


762 


13 


ui 


6723412 






Score 


273 




Exons 


87. .762 












bi uescrxp. 


(AL132965) receptor protein kinase-like protein [Arabidopsis 


V 3 

i y 




thaliana] 














56703 






Seq. ID 


OJ000323_01.0419.C44 


vJ 


bene ino . 


118608 






. Strand 


+ 




Q-t- a r-t- 
OL.CH.L. 


84 






End 


762 


W 


Name 


OJ000323 


01.0419.C44.ol. 


■ tm 


Method 


TBLASTX: Maize 


fjj 




201 






End 


710 




o x 


none 






Score 


41 




Exons 


201. .242, 


249. .644, 251, 


. .511, 


4 92.. .710 




v 4 

1 




56703 \ 






Seq. ID ... 


OJ000323_01.0419.C44 






118608 






Strand 


+ ." 


i Li 


Start 


84 






End 


7 62 ■-• 




Name 


OJ000323 


01.0419.C44.ol, 


,tc 


Method 


TBLASTX: Cress 


- ^ 


Q -j- -r +- 


294 






End 


737 






none 






Score 


77 , 




Hi lo 


294 . .416, 


297.. 416, 297. 


, .416, 


297. .416, 


■297 . .416,. 297. .485, 






303. .416, 


306. .428, 309. 


, .710, 


311. .415, 


414. .722, 414... 578, 






414. .701, 


417. .701, 420. 


. .737> 


420. .728, 


420. .653, 420. .725, ' 






420. . 698, 


429. .713, 429. 


. .722, 


443. .718, 


446. .643, 447. .713, 






455. .571, 


507. .713, 519. 


, .716, 


585. .728 






Seq. No. 


56703 






Seq. ID 


OJ000323_01.0419.C44 




Gene No. 


118608 






Strand 


+ 




Start 


84 






End 


762 




Name 


OJ000323 


01.0419.C44.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


297 






End 


722 




GI 


none 






Score 


60 




Exons 


297. .416, 


297. .416, 297. 


.485, 


306. .416, 


306. .416, 414. .722, 






414. .722, 


414. .722, 414. 


.713, 


420. .653, 


420. . 698, 461. . 631, 



510. .710, .,570. .716 

57142 




Seq. No. 


56704 


Seq. ID 


OJ000323_ 


01 


.0419. 


C47 


bene JNO . 


± ± o ou y — 


C 4- -v r*i rA 

otranci 










otart 


jU J 


• hna 


1 C\ 1 A 








Name 


ujuuujzj u i . u 4 i y . L4 / . oi . gs 


Method 


bbNbUAN 








O 4- ■*-+- 

otart 


JU j 




1 C\1 A 

1 U / 4 










none 


Score 


A ^ 








Exons 














Seq. No. 


56705 


Seq. ID 


OJ000323_ 


02 


.0419. 


CI 


Gene No. 


llo OlU 


btrana 










btart 


Z 1 0 


bna 


D / O 








Name 


ujuuujzj . U4 i y . Li . oi . gs 


Method 


CjfcjJNbLAlN 








otart 


9 1 Q 


hna 


c; n 9 








GI 


none 


Score 


Q 1 
. O / 








Exons 


9 1 Q Q1 O / T Q CTO 












Seq. No. 


56705 


Seq. ID 


OJ000323_ 


02 


.0419. 


CI 


Gene No. 


118611 


Strand 










otart 


632 


End 


*7 1 A 
f 1 4 








Name 


OJ000323 02.0419.Cl.ol.np 


Method 


TV 7\m /M7\n 

AAT /NAP 








btart 


632 


End 


1 14 








C T 

bl 


7523512 


Score 


y / 








Exons 


632. .714 












GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sati va] 








Seq. No. 


56706 


Seq. ID 


OJ000323_ 


02 


.0419. 


C8 


Gene No. 


118612 


Strand 










btart 


1 


End 


±Z>£l 








Name 


OJ000323 02.0419.C8.ol.np 


Method 


AAT /NAP 








C 4- -i *-4- 

btart 


1 


End 


1 C O 1 

IdZ 1 








H T 


5803259 


Score 


1 oy / 








Exons 


1..348, 393. .634, 734. .1521 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq.' No. 


56706 


Seq. ID 


OJ000323_ 


02 


.0419. 


C8 


Gene No . 


• 118612 


Strand . 










Cf -5 v-4- 

b tar t 


1 ■ ■ 


. End 










Name 


OJ000323 02.0419.C8.ol.gs 


Method 


GENSCAN 








C 4- -a v»4- 

b tart 


8 


End 


1 ob(J 










none 


Score 


. 5 








Exons 


8. .262, 274. .634, 734. .902,, 


1047. .1350 










Seq. No. 


• 56707 


Seq. ID 


OJ000323_ 


02 


.0419. 


C10 


Gene No. 


118613 


Strand 


+ 








Of T yf 

btart 


1 


End 


/oy 








Name 


OJ000323 02.0419.C10.ol.np " 


Method 


7V TV m / XT 7\ O 

AAT /NAP 








btart 


1 


End 


/by 








H T 


5669663 


Score 


1311 








Exons 


1. .759 












GI Descrip. 


(AF100765) receptor-like kinase [Oryza 


sativa] 








Seq. No. 


56707 


Seq. ID 


OJ000323_ 


02 


.0419. 


C10 


Gene No. - 


118613 


. Strand 


+ 








Start 


1 


End 


759 








Name 


OJ000323 02.0419.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


745 









57143 



GI 

Exons 



none Score 150 

1..135, 3. .134, 159. .470, 160. .477, 402. .485, 495. 
599. .745, 606. .728 



,539, 



Seq. No. - ' 56707 

Gene No. 118613 

Start 1 

Name OJ000323_02 .0419. C10. ol.ts 

Start 1 

GI none 
Exons 



Seq. ID OJ000323_02. 0419. C10 

Strand + 

End 759 

Method TBLASTX : Soybean 

End 728 

Score 136 

1..138, 3. .137, 151. .486, 153. .482, 594. .728, 630. .716 



Seq. No. 56707 

Gene No. 118613 

Start 1 

Name OJ000323_02 . 04 19 . C10 . ol . tm 

Start 1 

GI none 

Exons 1..402, 1 . . 396, ' 2 . . 397 , 3. .401 



Seq. ID OJ000323_02. 0419. C10 

Strand + 

End 759 

Method TBLASTX: Maize 

End 402 

Score 598 



Seq. No. 56707 Seq. ID 

Gene No. 118613 Strand 

Start 1 End 
Name ;'■ OJ000323J32 . 04 19 . C10 . ol . tw Method 

Start 7 End 

GI none Score 

Exons 7. -.138, 9. . 128,' 160 399, 177. .320 



OJ000323_02. 0419. C10 
+ 

759 . 

TBLASTX: Wheat 

399 

101 



Seq. No. 56707 Seq. ID 

Gene No. 118613 Strand 

Start 1 End 

Name O J000323_02 . 04 19 . C10 . ol . gs Method 

Start 235 End 

GI none Score 

Exons 235.. 510 



OJ000323_02.0419.C10 
+ 

759 

GENSCAN 

510 

.57 



Seq. .No.' . 56707 Seq. ID 

Gene No.' 118613 Strand 

Start 1 End 

Name OJ000323_02 .0419. C10 . o2 . tw Method 

Start 400 End 

GI none Score 
Exons 



OJ000323_02. 04 19. C10 
+ 

759 

TBLASTX: Wheat 

733 

67 



400.. 477, 431.. 469, 477.. 548, 585.. .695, 596 . . 733, ■ 597 . . 725 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56707 

118613 

1 

OJ000323_02. 0419.C10.o2.tm 

402 

none 



Seq. ID. OJ000323_02.. 0419. C10 

Strand + 

End 759 

Method TBLASTX : Maize 

End 74 9 

Score 129 



402. .482, 403. .483, 404. .484, 480. .749, 585. .740, 590. .748 



Seq. No. 56708 

Gene No. 118614 

Start 30 

Name OJ000323_02 . 0419 . C13 . ol . gs 

Start 30 



Seq. ID OJ000323_02.0419.C13 

Strand - 

End 715 

Method GENSCAN 

End 715 



57144 



\J± 


none 




Score 


ff 4 






JU . • X U , ~J f \J . ■ / 1 J 










OcCJ . LNU . 


JO / U3 




oeq. iu 




PI A 


Gene No. 


1 118615 




Strand . 


+ — 




Start 


1933 




End . 


5238 




Lvalue 


o.Tnno^9*3 09 04*iq ri4 ni 


.np 


Method 


AAT /NAP 




Otd ZT.L 


1 Q-J-J _ 




End 








jOU J3 




Score 


A ^7 ft 




Exons 


1 Q^^ ^1 Q1 ^9Q1 ^R9^ 

1 JJJ. . Ji?l/ J*£ 17 ± . . JJi J/ 


3569. 


.5235 






uX Ucotl x\J • 


^ .rilr U U U J _7 _7 / iiy£J(J Lilt; L. ILal 


protein [Oryza 


sat i va J 




Seq. No. 


56709 




Seq. ID 


OJ000323_02.0419, 


.C14 


Gene No. • 


118615 




Strand 


+ • ■ 




O UCti. L 


1 ^7 J J 




End 


Jl JO 




Name 


D,Tnnn^9^ 09 041Q P14 r»9 


. gs 


Method 


\J Ej LN O ^rlLN 




OLdi t 


X 17 J J 




End 


JZ JO 




P T 
OX 


none 




Score 


• O J 




J_i A. <J i 1 O 


X J J J • . Ji, JO 










Q £i rr NT o 
O e q . LN U . 


jo / U3 




Seq. ID 


OJ000323J)2.0419, 


.C14 


Gene No. 


118616 




Strand 






Start 


5854 




End 


7733 ' 




Name 


0,1000^9^ 09 D41Q P14 n9 


. tw 


Method 


TBLASTX: Wheat 






1 0 U fi 




End 


6468- 




ux 


none 




Score 


83 




Exons 


1 804 1 QQ^ Rftfifi RQQ1 
10U4 . . ID JJ/ J O O O . . J :7 :? X , 


5870. 


.5992, 6177. .6467, 6184..6468, 




CI o c <r a £-3 

DIO J . . D4 D J 










Seq. No. 


56709 




Seq. ID 


OJ000323_02.0419, 


.C14 


Gene No. 


118616 




Strand 








Rft R4 

JO J1 




End 


7733 




Name 


nTnnm9^ 09 n4iQ pi/ 


.gs 


Method 


GENSCAN 




O Lai L. 


R4 _ 

JO J4 




End 


7625 




PT 
ox 


none 




Score 


.81 




Exons 


74"^^ TCQQ .7£9R 
J 0 J ft . . / 4 J J / /JO:?. : / OZ O- 










Cfapr Kin, 






Seq. ID 


OJ000323_02.0419. 


.C14 




118616 




Strand 






Start 


5854 




End 


7733 




Name 


OJ000323 02.0419.C14.o2 


.np 


Method 


AAT /NAP 




Start 


5857 




End 


7733 






7228457 ■ 




Score 


2975. 




Exons 


5857. .7407, 7474. .7733 










ox uescrip . 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 










Seq. No. 


56709 




Seq. ID 


OJ000323_02.0419. 


,C14 


Gene No. 


118616 




Strand 






Start 


5854 




End 


7733 




Name 


OJ000323 02.0419.C14 . o2 , 


. tm 


Method 


TBLASTX: Maize 




Start 


■ 5857 




End 


5997 




GI 


none 




Score 


122 . 




Exons 


5857.. 5997, 5858. .5992 










Seq. No. 


56709 




Seq. ID 


OJ000323JD2.0419. 


C14 



57145 



Gene No. 


118616 






Strand 






Of ->y-f 

o cart 


Do 04 






kna 


/ / JJ 




Name 


o mnn "3 o "3 no 
UJUUUj/; j UZ 


. U4 i.y . . Ol 




Method 


1 t5.L/\b 1 a . wneai 




btar z 


o4 o y 








OOjU 






none 






Score 


loo 




Exons 


oh by . . ooh y , 


fcnn C7/IQ ■' 
OjUU . , D / 4o, 


an Ok a 
0 / y4 . 


. DO DU 






Seq. No. 


56709 






Seq. ID 


OJ000323_02.0419 


.C14 


Gene No. 


118616 






Strand 






Of -i vf 

btart 


Do 0 41 








/ / JJ 




Name 


UJUUU jzj UZ 


. ±y . li 4 . 01 


. tin 


Method 


rpnT A CTV . Mi 1 rr ,~. 

i bbAb 1 a : Mai ze 




otart 


£ C £ A 
O O O ft 






hjna 


oyo / 






none 






Score 


1 QO 

i y z 




Exons 


0 OOfi . . O y O / , 


00 / / . . oyoo 










Seq. No. 


56709 






Seq. ID 


OJ000323_02.0419 


.C14 


Gene No. 


118616 






Strand 








00 0 4 






ji.no 


7 *7 "3 "5 
/ / JJ 




Name 


UJUUUjZJ Uz 


. U4 iy . L14 . Oj 


. tw 


Method 


rpnT 7\ C TV • T*7K 

1 bbAb 1 a : wneat 




btart 


/ lo U 






Ena 


■ / DU 1 






none 






Score 


7 7 
/ / 




Exons 


T1 OA HA / A 

/ loU . . / 3 <l U , 


/ olo . . / oUl 










beq. no. 


jo 4-IU 






beq. iu 


UJUUUjZj uz.u^iy 






1 1 QC1 7 
llOOl / 






Strand 






Ot.ci.Ll_ 


1 






End 


1941 




Name 


OJ000323 02 


.0419.C15.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1941 






7228457 






Score 


2748 




Exons 


1..782, 905 


..1739, 1803 


. .1941 








GI Descrip. 


(AP001366) 


Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 












Seq. No. 


56710 






Seq. ID 


OJ000323_02.0419 


.CIS 


Gene No. 


118617 






Strand 






b t qi I- 


1 . 






End 


194l'... 




Name 


OJ000323 02 


.0419.C15.o3, 


.tw '. 


Method 


TBLASTX: Wheat ■ 




O -f- -i ■>-. +- 

btart 


9 






End 


198 






none 






Score 


112 




Exons 


9. .197, 10. 


.198 










Seq. No. 


56710 " 






Seq. ID 


OJ000323_02.0419 


.CI 5 


Gene No. 


118617 






Strand 






btart 


1 






End 


1941 




Name 


OJ000323 02 


.0419.C15.ol, 


.gs 


Method 


GENSCAN 




otart 


24 






End 


1676 




C T 


none 






Score 


.72 




Exons 


24 . .1676 












Con M A 
o q . IN O . 


56710 






Seq. ID 


OJ000323JD2.0419 


.CIS 


Gene No. 


118617 






Strand 






Start 


1 






End 


1941 




Name 


OJOO'0323 02 


.0419.C15.ol. 


. ts 


Method 


TBLASTX: Soybean 




Start 


711 






End 


1082 




GI 


none 






Score 


90 




Exons 


711. .1082, ! 


922. . 1065 











57146 



Seq. No. 56710 Seq. ID 
Gene No. 118617 Strand- 
Start 1 End 
Name OJ000323_0.2 . 04 19 . C15 . o2 .-few Method 
Start 736 " End 
GI none Score 
Exons 736.. 1161, 741. .1160 



OJ000323_02.0419.C15 
1941 

TBLASTX: Wheat 

1161 

333 



Seq. No. 56710 Seq. ID 

Gene No. 118617 Strand 

Start 1 End 

Name OJ000323_02 . 04 19 . CI 5 . o2 . tm Method 

Start 834 End 

GI none Score 

Exons 834.. 1217, 853.. 1218 



OJ000323_02.0419.C15 
1941 

TBLASTX: Maize 

1218 

226 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56710 Seq. ID 

118617 Strand 

1 End 
OJ000323_02 . 04 19 . C15 . ol . tm Method 

1245 End 

none Score 

1245. .1550, 1245. .1601, 1255. .1566 



OJ000323_02.0419.C15 
1941 

TBLASTX: Maize 

1601 

116- 



Seq. No. 56710 Seq. ID 

Gene No. 118617 Strand 

Start . 1 End 

Name OJ000323_02 . 0419 . C15 . ol . tw Method 

Start ■ 1269 End 

GI none Score 

Exons 1269.. 1730, 1270.. 1731, 1289.. 1732 



OJ000323_02.0419.C15 
1941 

TBLASTX: Wheat 

1732 

400 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56710 Seq. ID 

118617 Strand 

1 End 
OJ000323_02 . 0419. C15 . o2 . ts Method 

1326 . ' End 

none Score 

1326. .1460, 1467. .1691 



OJ000323_02.0419.C15 
1941 

TBLASTX: Soybean 

1691 

117 



QJ000323 02..0419.C16 



56711 Seq. ID 

118618 Strand 
1 End 1879 

OJ000323_02.0419.C16.ol.np Method AAT/NAP 
1 End 1879 

7228457 Score 2729 

1..1757, 1819. .1879 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 56711 

Gene No. 118618 

Start 1 

Name OJ000323_02 . 0419 . CI 6 . ol . tw 

Start 23 



Seq. ID OJ000323_02.0419.C16 

Strand ■ - 

End 1879 

Method TBLASTX : Wheat 

End 401 



57147 



GI 

Exons 



none 

23. .400, 39. .206, 228. .401 



Score 



120 



Seq. No. 56711 
Gene No. . 118618 

Start 1 

Name OJ000323_02 . 0419 . C16 . o2 . tw 

Start 1139 

GI none 
Exons 



Seq. ID OJ000323_02.0419.C16 
Strand 

End 1879 

Method TBLASTX : Wheat 

End 1531 

Score .80 



1139. .1396, 1251. .1412, 1379. .1477, 1380. .1460, 1484. .1531 



Seq. No. 56711 

Gene No. 118618 

Start 1 

Name OJ000323JD2 . 04 1 9 . CI 6 . ol . tm 

Start 1241 

GI none 

Exons 1241.. 1489, 1242.. 1526 



Seq. ID OJ000323_02.0419.C16 
Strand 

End 1879 

Method TBLASTX : Mai ze 

End 1526 

Score 8 6 



i y 

f "^a 

hi 



Seq. No. 

Gene No. 

Start 

Name 

Starts 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. ■ 
Gene No-. 
Start ' 
Name 
Start. 
GI 

Exons 



56712 
118619 
526 

OJ000323_02.0419.C17 ,o2.np 
526 

7 52*3512 
526.1624, 1251.. 1428 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000323_02.0419.C17 

Strand + 

End 1428 

Method AAT/NAP 

End 1428 

Score . 109 



56712 
118620 
1 

OJ000323_02.0419.C17.ol.np 
1 

5042454 
1..343, 399. .505, /824. .974 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ000323_02.0419.C17 
Strand . - 
End 1437 
Method AAT/NAP 
End 97 4 

Score 743 



56712 

118620' 

1 

OJ000323_02.0419.C17.ol.gs 

58 . . 
none 

58.. 343, 39.9. .610, 1389.. 1437 



Seq. ID OJ000323_02.0419.C17 
Strand 

End 1437 

Method GENSCAN 

End 1437 

Score . 55 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



56713 
118621 
724 

OJ000323_02.0419.C18.ol.np 
724 

4234846 
724. .1854 

(AF082130) gag-pol polyprotein [Zea mays] 



Seq. ID OJ000323_02.0419.C18 

Strand + 

End 1854 

Method AAT/NAP 

End 1854 

Score 699 



56713 

118621 

724 



Seq. ID OJ000323_02.0419.C18 
Strand + 
End 1854 



57148 



Name 

Start 

GI 

Exons 



OJ000323_02 . 04 19 . C18 . ol . gs Method GENS CAN 

739 End 1838 

none Score .83 
739.. 1055, 1082.. 1838 



Seq. No. 56713 Seq. ID 

Gene No. 118621 Strand 

Start 724 End 

Name OJ000323_02 . 04 19 . CI 8 . ol . tm Method 

Start 874 End 

GI none Score 
Exons 



OJ000323_02.0419.C18 
+ 

1854 

TBLASTX: Maize 

1771 

171 



874. .1032, 888. .1031, 898. .1053, 1116. .1349, 1118. .1306, 
1125. .1310, 1243. .1326, 1482. .1586, 1697. .1771 



Seq. No. 56714 Seq. ID 

Gene No. 118622 Strand 

Start 242 . End 

Name OJ000323_02 . 04 19 . C24 . ol . gs • Method 

Start 242 _ End 

GI none Score 

Exons 242.. 330, 605.. 683, 925.. 1059 



OJ000323_02.0419.C24 
+ 

1059 
GENSCAN 
1059 ' 
.61 



Seq. No. 56715 Seq. ID 

Gene No. 118623 Strand 

Start 724 End 

Name OJ000323_02 . 04 19 . C28 . ol . gp Method' 

Start 724 End 

GI uC-osflcyp033a04bl Score 

Exons 724.. 1094 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ000323_02.0419.C28 
+ 

.1094 - 
AAT/GAP 
1094 
504 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



56715 
118624 
655 

OJ000323_02.0419.C28.ol.np 
655 - - . . 

4680186 
655. .855, 1475. .1524 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000323_02.0419.C28 
Strand 

End 1524 

Method AAT/NAP 

End 1524 . . . 

Score 290 



56716 
118625 
182 

OJ000323_02.0419.C31.ol.np 
182 

7489594 
182. .217, 432. .716 

S-receptor kinase homolog - rice (fragment) 

gi|2832304 | gb | AAC0174 6 . 1 1 (AF044489) receptor-like protein 

kinase [Oryza sativa] 



Seq. ID OJ000323_02.0419.C31 

Strand + 

End 716 

Method • AAT/NAP 

End 716 

Score 372 



56716 

118625 

182 

OJ000323_02.0419.C31.ol.gs 
194 



Seq. ID OJ000323_02.0419.C31 

Strand + 

End 716 

Method GENSCAN 

End 659 



57149 



GI 


none 






84 


F von 

ijAUllu 


194 217 432 659 








Seq. No. 


56716 




Seq. ID 


OJ000323_02.0419 


Gene, No. 


118625 




Strand 


+ 


StaPt '■ 


182 




End 


71 6 
/ x u 


Name 


o.tooo393 09 04iq P3i ni 


• LIU 


Mo "t - h ^H 


1 CXxriO 1 A . Via. XZ.tr 




398 ~ 




FnH 


697 


O X 


none 




oowx c 






398 463 398 463 428 


697 

. > \J ZJ / f 


457 603 


473 697 


Seq. No. 


56716 




Seq. ID 


OJ000323_02.0419 


Gene No. 


118625 




Strand 


+ 


Start 


182 ■ 




End 


716 


Nl a m 

IN CLiltC? 


O.T000323 09 041 9 P31 ol 
wuuuu jl j vj£..vj*ix.7.v»/^>x.L;x 




Mot - Vi nrl 
Lit: L- liwLi 


TRT. Zi CITY • Q r^\/Ho a r> 


Cf a rt 


533 ~~ 




FnH 


7 00 


GI 


none 




Score 


184 

X O *4 


1_J A Ul 1 O 


533 700 535 606 593 


. 685 






Seq. No. 


56717 




Seq. ID 


OJ000323_02.0419 


Gene No. 


118626 




Strand 




Start 


208 




FnH 


1 01 4 

X L* X 1 




O.7000393 0? 0419 P32 ol 


. gs 


Lie: L 1 1UU 


O £j LN O Lr.tt.LN 




908 ~~ 

41. U O 




FnH 

Hi 1 1H 


1014 
X KJ X *i 


O X 


n on o 




Score 




F Von q 


208 38 9 1008 1014 

LuU • . _) <J 37 j 1UUO i * X LS X *x 








Seq. No. 


56718 




Seq. ID 


OJ000323_02.0419 


Gene No. 


118627 




Strand 


+ 


Start 


485 




Erfd 


14 43 


Name 


O.T000393 09 0419 P33 ol 


. Lilt 


L v lfci CIIUU. 


TRT QCTY • Ma -1 


Start 


4 82 ~ 




FnH 

J_jI ILi 


8 9 9 


GI 


none 




Score 


4 S 


Py on <=; 


482 592 581 793 593 


790 


800 829 




Seq. No. 


56718 




Seq. ID 


OJ000323_02.0419 


Gene No. 


118627 




Strand 


+ -.• 


Start 


485 




FnH 

Hi 11 LI 


14 4 3 
x 1 1 0 


Name 


O.T000393 09 0419 P33 ol 


. gs 




O Hi O ^.ttlN 


O L CI X L. 


4 8 S _ 




Fr»H 


1 4 0 R 


VJX 


n on 




Score 




F von q 


485 1215 1313- 140S 

*i Q -J • . X Z. X .J / X O X J • . X *i \J *J 








Qprr Mo 


56718 




O CL] . XL/ 


O.T000 39 3 0 9 041 Q 


Gene No . 


118627 




Strand 


+ _ 


Start 


485 




End 


1443 


Name 


OJ000323 02.0419.C33.ol 


.np 


Method 


AAT/NAP 


o Lai L 


. 485 




End 


1443 




5679312 




Score 


1191 


R v o n <5 


485. .1286, 1406. .1443 








\J X UCoLIip . 


(AF164020) receptor kinase [Oryza sativa] 


Seq. No. 


56719 




Seq. ID 


OJ000323_02.0419. 


Gene No. 


118628 




Strand 


+ 


Start 


227 




End 


853 


Name 


OJ000323 02.0419.C39.ol, 


.gs 


Method 


GENSCAN 


Start 


227 




End 


853 



57150 



GI 

Exons 



none 

227. .391, 732. .853 



Score 



.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



56719 
118629 
812 

OJ000323_02.0419.C39.ol.np 
812 

5669665 
812. . 925 

(AF100766) receptor-like kinase [Oryza sativa] 



Seq> ID OJ000323_02.0419.C39 
Strand 

End 925 

Method AAT/NAP 

End 925 

Score 121 



56720 

118630 

1 

OJ000323_02 .0419.C4 0.ol.np 
1 

5295955 



Seq. ID OJ000323_02.0419.C40 

Strand + 

End 3229 

Method AAT/NAP 

End' 3229 

Score 4 69 



1..86, 626. .739, 1422 1542, " 1589. . 1872, 2001... 2571, 3135. .3229 
(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



56720 

118630 

1 

OJ000323_02.0419.C40.ol.gs 

562 
none 

562. .680, 1164. .1245 



Seq. ID OJ000323_02.0419.C40 

Strand + 

End 3229 

Method GENSCAN 

End 1245 

Score .82 



56720 
118631 
1 

OJ000323_02. 0419.C4 0.o2.np 

1 ' 
69&7089 

.1..65, 1843. .1971, 2960. .3363 . . 
(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ000323_02.0419.C40 
Strand 

End 3363 

Method AAT/NAP 

End 3363 

Score 678 



56720 

118631 

1 

OJ000323_02 . 04 19 . C4 0 . o2 . gs 

1624 

none 



Seq. ID OJ000323_02.0419.C40 
Strand 

End 3363 
Method GENSCAN 
End ,3283 
Score . 63 



1624. .1906, 1999. .2242, 2535. .2595, 2969. .3283 



56721 

118632 

190 

OJ000323_02.0419.C41.ol.gs 

190 

none 

190.. 306, 855.. 908 

56722 
118633 



Seq. ID OJ000323_02.0419.C41 
Strand 

End 908 

Method GENSCAN 

End 908 

Score .54 



Seq. ID OJ000323_03.0419.C3 
Strand + 



57151 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



870 

AAT/NAP 
865 
897 



OJ000323_03.0419.C3.ol.np 
1 

7486903 
1..865 

hypothetical protein T12H20.3 - Arabidopsis thaiiana 
gi|3600033|gb|AAC35521.1| (AF080119) contains similarity to the 
N terminal domain of the El protein (Pfam: El_N.hmm, score: 
12.36) [Arabidopsis thaiiana] gi | 72 677 69 | emb | CAB81172 . 1 | 
(AL161518) putative transcriptional regulator [Arabidopsis 
thaiiana] 



56722 Seq. ID 

118633 ■ Strand - 

1 End 

OJ000323_03 . 04 19 . C3 . ol . gp Method 

177 End 

22442JL.R1084 Score 
177. .853 

1 3600033 1.0e-92 (AF080119) contains similarity to the N 
terminal domain of the El protein (Pfam: El_N.hmm, score 
'■ [Arabidopsis thaiiana] 1 



OJ000323_03.0419.C3 
+ 

870 

AAT/GAP 
853 
1320 



12.36) 



56722 
118633 < 
1 

OJ000323_03 . 04 19 . C3 . ol . tm 

179 

none 



Seq. ID OJ000323_03.0419.C3 



Strand 
End 

Method 

End 

Score 



+ 

870 

TBLASTX: Maize 

870 

598 



179. .568, 179. .511, 180. .653, 303. .512, 439. .516, 564. .656, 
633. .869, 719. .808, 745. .870, 768. .869, 787. .870 



56722 Seq. ID 

118633 Strand 

1 End 

OJ000323_03.041.9..C3.o2 .ts Method 

182 . End 

none Score 

182. .319, 182. .307, 190. .318 



OJ000323_03.0419.C3 
+ 

870 . 

TBLASTX : Soybean 

319 ■ 

20$ 



56722 

118633 

1 

OJ000323_03.0419.C3. 

320 

none 

320. .568, 320. .511, 

56722 

118633 

1 

OJ000323_03.0419.C3. 

341 

none 

341. .520, 379. .534, 
722. .787 



Seq. ID 

Strand 

End 

ol.ts Method 
End 
Score 

366. .512, 552. .641, 

Seq. ID 

Strand 

End 

ol.tc Method 
End 
Score 

380..5\L1, 448. .513, 



OJ000323_03.0419.C3 
+ 

870 

TBLASTX: Soybean 

769 

314 

686. .745, 722. .769 

OJ000323_03.0419.C3 
+ 

870 

TBLASTX: Cress 

811 

277 

588. . 641, 686. .811, 



57152 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No.- 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



56723 
118634 
1 

OJ000323 
1 

584892 
1..102, 208 
1375. .1477, 



OJ000323 03. 0419. C4 



03.0419.C4.ol.np 



Seq. ID 
Strand 

End 1960 
Method AAT/NAP • 
End 1960 
Score 655 

,.271, 437. .690, 778. .858, 1056. .1157, 1257. .1294, 
1558.. 1680, 1922.. 1960 
SERINE C ARBOX Y PE P T I DAS E I PRECURSOR ( CARBOX YPE PT I DAS E C) 
gi I 629805 | pir | | S43516 serine carboxypeptidase I - rice 
gi I 409580 | dbj IBAA04510.il (D17586) serine carboxypeptidase I 
[Oryza sativa] 



56723 
118634 
1 

OJ000323_03.0419.C4 .ol.tm 
1 

none 



Seq. ID OJ000323_03.0419.C4 
Strand 

1960 

' TBLASTX: Maize 
1695 
91 



End 

Method 
End 
Score 

1..36, 40. .111, 41. .103, 202. .270, 208.. 273, 442. .555, 451. .690, 
452. .691, 453.-695, 776. .859, 776. .859, 778. .861, 1044. .1172, 
1054. .1167, 1257. .1277, 1257. .1322, 1368. .1478, 1370. .1486, 
1373. , 1486, 1558. . 1695, 1559. . 1684 



56723 
118634 
1 

OJ000323__03.0419.C4 .ol.gp 
57 

64779_1.R1084 
57. .102, 208. .273, 451. .677 

•167012 2.0e-27 (J03897) carboxypeptidase I precursor [Hordeum 
vulgare] 1 



Seq. ID OJ000323_03.0419.C4 
Strand 

End 1960 

Method AAT/GAP 

End 677 

Score 595 



56723 

118634 

1 

OJ000323__03.0419.C4.ol.ts 

205 

none 



Seq. ID OJ000323_03.0419.C4 
Strand 

End I960- . 

Method- TBLASTX: Soybean 
End 1695 
Score 116 

205. .270, 475. .681, 476. .610, 647. .697, 1054. .1170, 1054. .1164, 
1056.. 1172, 1373.. 1486, 1374.. 1478, 1558.. 1695, 1562.. 1684 



56723 
118634 
1 

OJ000323_03.0419.C4 .ol.gs 
208 
none 

208.. 273*, 451.. 690, 1558.. 1680 

56723 
118634 
1 

OJ000323_03. 0419.C4 .ol.tc 
475 
none 



Seq. ID OJ000323_03.0419.C4 
Strand 

End 1960 
Method * GENSCAN 
End 1680 
Score .96 



Seq. ID OJ000323_03.0419.C4 
Strand 

End 1960 

Method TBLASTX : Cress 

End 1695 

Score 104 



57153 



Exons 



475. .618, 500. .628, 610. .690, 644. .691, 781. .861, 1007. .1159, 
1056. .1163, 1056. .1163, 1057 .. 1167, .1257 .. 1322, 1373. .1486, 
1374. .1478, 1382. .1486, 1558. .1695, 1562. .1681 



"Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56723 Seq. ID OJ000323_03 . 04 19 . C4 

118634 Strand 

1 End 1960 

OJ000323_03.0419.C4 .o2 . gp Method AAT/GAP 

610 End 1040 

LIB3434-028-P1-K1-D3 Score 241 

610. .690, 778. .867, 1006. .1040 

' 584892/sp| P37890|CBP1_ORYSA 8.0e-17 SERINE C ARBOX YPEPTIDASE 

PRECURSOR (CARBOX YPEPTIDASE C) >gi_629805_pir S43516 serine 

carboxypeptidase I - rice >gi_4 09580_dbj_BAA04510_ (D17586) 
serine carboxypeptidase I [Oryza sativa] 1 

56723 Seq. ID OJ000323_03 . 04 19 . C4 

118634 Strand ' - 

1 End 1960 

OJ000323_.03.0419.C4 .o3.gp Method AAT/GAP 

807 End 1182 

LIB3434-028-P1-K1-D3 Score 264 

807. .858, 1056. .1182 

' 584892/sp|P37890|CBPl_ORYSA 8.0e-17 SERINE .CARBOXYPEPTIDASE 

PRECURSOR (CARBOXYPEPTIDASE C) >gi_629805_pir S43516 serine 

carboxypeptidase I - rice >gi_4 0958 0_dbj_BAA0 451 0_ (D17586) 
serine carboxypeptidase I [Oryza sativa] 1 



-56724 Seq. ID 

118635 Strand 

7 65 End 

OJ000323_03 . 04 19 . C5 . ol . gs Method 

7 65 End 

none Score 

765. .861, 1511. .1581 



OJ000323_03.0419.C5 
+ 

1581 
GENSCAN 
1581 
.56 



Seq. No. 56725 Seq. ID^ 

Gene No. 118636 Strand 

Start 1 End 

Name OJ000323_03 . 04 19 . C7 . ol . np Method 

Start 1 End 

GI 584892 Score 

Exons 1..79, 190 . . 282 , 903 . . 922 

GI Descrip. SERINE CARBOXYPEPTIDASE I PRECURSOR (CARBOXYPEPTIDASE C) 
gi I 629805 | pir i | S43516 serine carboxypeptidase I - rice 
gi| 409580 | dbj IBAA04510.il (D17586) serine carboxypeptidase 
[Oryza sativa] 



OJ000323_03.0419.C7 
+ 

922 

AAT/NAP 

922 

173 



Seq. No. 


56725 




Seq. ID 


OJ000323_03.0419 


Gene No. 


118636 




Strand 


+ 


Start 


1 




End 


922 


Name 


OJ000323 03. 0419. C7. 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


6 




End 


269 


GI 


none 




Score 


128 


Exons 


6. .80, 10. .81, 158., 


,268, 177. 


.269 




Seq. No. 


56725 




Seq. ID 


OJ000323_03.0419 



57154 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start r 
GI 

Exons 

GI Descrip. 



118636 Strand 
1 End 
OJ000323_03.0419.C7.ol.tc Method 
9 End 
none Score 
9. .86, 10. .81, 177. .269/ 188. .268 



+ 

922 

TBLASTX: Cress 

269 

131 



56725 

118636 

1 

OJ000323_03. 0419.C7.ol.gs 
45 

none 

45. .79, 185. .266 



Seq. ID OJ000323_03.0419.C7 

Strand + 

End 922 

Method GENSCAN 

End 266 

Score .56 



56726 
118637 
3355 

OJ000323__03.0419.Cll.ol.np 
3355 
3928543 
3355. .3539, 4381. .4483 

(AB016819) UDP-glucose glucosyltransferase [Arabidopsis : 
thali'ana] 



Seq. ID . OJ000323_03.0419.C11 
Strand + 
End 4483 
'Method AAT/NAP 
End 4483 
Score 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 
GI Descrip. 



56727 

118638 

1087 

OJ000323_03.0419.C12.ol.gs 

1087 

none 

1087. .1221 



Seq. ID OJ000323_03.0419.C12 
Strand 

End 1221 

Method GENSCAN 

End 1221 

Score . 4 



56728 
118639 
3400 

OJ000323_03. 0419.C13.bl.gp 
3400 

LIB3477-003-P1-K1-E9 
3400. .3484 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000323_03.0419.C13 
Strand 

End 3484- 
Method ■ ■ AAT/GAP • 
End ■ ■ 3484 
Score 99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. - 
Gene" No. 
Start 
Name 



56729 

118640 

3951 

OJ000323_03. 0419.C15.ol.np 

3951 

7523517 



Seq. ID OJ000323_03.0419.C15 

Strand + 

End 4726 

Method AAT/NAP 

End 4726 

Score 377 



3951. .4248, 4393. .4447, 4682. .4726 

(AP001633) hypothetical protein [Oryza sativa] 



56730 

118641 

182 

OJ000323_03.0419.C16.ol.gs 



.-Seq. ID OJ000323_03.0419.C16 

Strand + 

End 2212 

Method GENSCAN 



57155 




04- -i v>4- 

otart 


182 






End 






bl 


none 






Score 


1 Q 




Exons • 


182. .418, 446. .1341, 1402. .2212 






beq. no. 


56730 






Seq. ID 




.bio 


Gene No. 


118642 






Strand 


+ ~ 




Start 


2232 






End 


3779 




Name 


OJ000323 03 


.0419.C16.ol. 


.np 


Method 


AAT/NAP 




b tart 


2232 




End 


3779 




bl 


5902445 






Score 


1306 


- 


Exons 


2232. .2495, 


2535. .3779 










GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




oeq. jno . 


56730 






Seq. ID 


OJ000323_03.0419 


.Liu 


bene inu . 


118643 






Strand 


+ 




Start 


6704 






End 


11467 




Name 


OJ000323 03 


.0419.C16.o4. 


,np 


Method 


AAT/NAP 






6704 






End 


11467 




bl 


6466937 






Score 


1545 




Exons 


6704 . . 6737, 


8346. .8807-, 


8853. 


.11467 






GI Descrip. 


(AC011621) 


putative retroelement pol polyprotein [Arabidopsis 




Ufldllalia J 












beq . mo . 


56730 


•* 




Seq. ID 


OJ000323_03.0419 


. C16 


Gene No. 


118643 






Strand 


+ 




Start 


6704 






End 


11467 




Name 


OJ000323 03 


. 0419.C16.o3. 


np 


Method 


AAT/NAP 




bear t 


8308 






End 


8544 




bl 


4585933 






Score 


74 




Exons 


ojUd . . oo4 4 












GI Descrip. 


(AC007211) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


56730 






Seq. ID 


OJ000323_03.0419 


.C16 


Gene No. 


118644 






Strand 






b car t 


5309 






End 


6550 




Name 


OJ000323 03 


.0419.C16.o5. 


tw : 


Method 


TBLASTX: Wheat 




Of 3r f 

b cam 


1067. 






End 


1465 






■none 






Score 


241 ■ - . 




Exons 


1067. .1465, 


1175'. .1210, 


1192. 


.1374 






Seq. No. 


56730 






Seq. ID 


OJ000323_03.0419 


.C16 


Gene No. 


118644 






Strand 






C f- n vf 


5309 






End 


6550 




Name 


OJ000323 03 


.0419.C16.o4. 


tm - 


Method 


TBLASTX: Maize 




b tar t 


2655 . 






End 


2960 






none 






Score 


325 




Exons 


2655. .2960, 


2693. .2959 










Seq. No. 


56730 






Seq. ID 


OJ000323_03.0419 


-C16 


Gene No. 


118644 






Strand 






Start 


5309 






End 


6550 




Name 


OJ000323 03 


.0419.C16.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2786 






End 


3140 




GI 


'hone 






Score 


340 




Exons 


2786. .2827, 


2787. .3140, 


2790. 


.3032, 2888.. 3136 




Seq. No. 


56730 






Seq. ID 


OJ000323JD3.0419, 


.C16 



57156 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



118644 Strand 

5309 End 

OJ000323_03.0419.C16.ol.tw Method 

3162 End 

none Score 



6550 

TBLASTX: Wheat 

3770 

342 



3162.. 3614, 3176.. 3265, 3311.. 3418, 3639.. 3770, 3644.. 3769 



56730 

118644 

5309 

OJ000323_03.0419.C16.o6.tm 

3384 

none 

3384. .3647 



Seq. ID OJ000323_03.0419.C16 
Strand 

End 6550 

Method TBLASTX : Mai ze 

End 3647 

Score 191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56730 

118644 

5309 

OJ000323_03. 0419.C16.o2.np 

5309 

6721561 



OJ000323 03.0419.C16 



Seq. ID 
Strand 

End 6550 
Method AAT/NAP 
End 6550 
Score 1085 
5309.. 6073, 6155.. 6214, 6284.. 6550 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein fbryza sativa] 
gi I 681508 61 dl?;jTBAA90372.1| (AP001081) EST AU082058 (C12 97 6 ) 
corresponds to- a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


56730 




Seq. ID 


OJ000323_03.0419.C16 


i : ; 


Gene No. 


118645 




Strand 






Start 


8993 




End 


9833 


?! : 


Name 


OJ000323 03. 


, 0419.C16.o5. tm 


Method 


TBLASTX: Maize 




Start 


8993 




End 


9833 




GI 


none 




Score 


139 




Exons 


8993. .9106, 


8994. .9125, 9018. 


.9119, 9192. .9440, 9522. .9611, 






9741. .9833 










Seq. No. 


56730 




Seq. ID 


OJ000323_03.04r9.C16 




Gene No. 


118646 




Strand 






Start 


9822 




End 


10358 




Name 


OJ000323 03. 


0419.C16.o2. tw 


Method 


TBLASTX: Wheat 




Start 


9822 




End 


10304 




GI 


none 




Score 


367 - - 




Exons. 


9822. .10304, 


9830. . 10246 








Seq. No. 


56730 




Seq. ID 


OJ000323_03.0419.C16 




Gene No. 


118646 




Strand 






Start 


9822 




, End 


10358 




Name 


OJ000323 03. 


0419.C16.o2.ts 


Method 


TBLASTX: Soybean 




Start 


9858 




End 


10172 




GI 


none 




Score 


227 




Exons 


9858. .10172 










Seq. No. 


56730 




Seq. ID 


OJ000323_03.0419.C16 




Gene No. 


118646 




Strand 






Start 


9822 




End 


10358 




Name 


OJ000323 03. 


0419.C16.o2.tm 


Method 


TBLASTX: Maize 



57157 





Start 


9879 




End 


10358 






GI 


none 




Score 


560 






Fxon ^ 

1—1 \_/ 1 I o 


9879.. 10358, 9890.. 10357 










Seq. No. 


56730 




Seq. ID 


OJ000323JD3.0419 


.C16 




Gene No. 


118646 




Strand 








Start 


9822 




End 


10358 






Name 


OJ000323 03.0419.C16 


.ol.tc 




x o Jj/iO x /\ . v_/ x goo 








9975 




End 


10274 






GI 


none 




Score 


185 






1_J ALrl i O 


9975. .10274 












Seq. No. 


56730 




Seq. ID 


OJ000323J33.0419 


.C16 




Gene No. 


118647 




-Strand 








Start 


10281 




End 


10919 






Name 


OJ000323 03.0419.C16 


. ol . ts 


Mp1~hnr] 


± LJ UfiiJ J. z\ ■ lJ \J y LJ C CI 1 1 






Start 


10281 




End 


10628 






GI 


none 




Score 


324 








10281. .10628, 10286. 


110567 










Seq. No. 


56730 




Seq. ID 


OJ000323__03. 0419 


.C16 




Gene No. 


118647 




Strand 








Start 


10281 




End 


10919 






Name 


OJ000323 03.0419.C16 


. o4 . tw 


L1C LHUU 


1 DLirlO 1 A . Wiled U 








10353 




FnH 


• x \J f *i 




\3 


GI 


none 






316 




= i : 


Exons 


10353. .10754, 10385. 


.10576 










Seq. No. 


'56730- 




Seq. ID 


OJ000323_03.0419, 


.C16 


iy 


Gene No. 


118647 




Strand 








Start 


10281 




End 


10919 






Name 


OJ000323 03.0419.C16 


. ol . tm 


Mpfhnrl 


TRT.A^TY • Ma i 7P 

1 LJ XJ^iO J. A i fid X. <£> C 






Start 


10382 




End 


1 0 Q 1 Q 

X V ^ X Zf 




= 


GI 


none 




Score 


616 




?^ 


Fyon <=; 


10382 10711 10383 


. 10919 








. a 




56730 




. Seq. ID. 


■ OJ000323_03.0419, 


• x D 




Gene No. 


118648 




Strand 








Start 


10920 




End 


11399 






Name 


OJ000323 03.0419.C16 


. o3 . tm 


Method 


TBLASTX: Maize 




f 1 


Start 


10920 




End 


11345 






GI 


none 




Score 


186 








10920 11078 10920 


1103-3 


10924. .11073, 10925. .11077, 








10927. .11079, 11100. 


.11345, 


11124 . . 11309 






Seq. No. 


56730 




Seq. ID 


OJ000323_03.0419. 


.C16 




Gene No. 


118648 




Strand 








Start 


10920 




End 


11399 






Name 


OJ000323 03.0419.C16 


. 06 . tw 


Method 


TBLASTX: Wheat 






Start 


11085 




End 


11399 






GI 


none 




Score 


234 






Exons 


11085. .11399 












Seq. No. 


56731 




Seq. ID 


OJ000323_03.0419. 


.C18 




Gene No. 


118649 




Strand 


+ 






Start 


126 




End 


231 






Name 


OJ000323 03.0419.C18 


. ol . gs 


Method 


GENSCAN 





57158 




Start 


126 








End 


231 


GI 


none 








Score 


.48 




126. . 231 












Seq. No. 


56732 








Seq. ID 


OJ000323 


Gene No. 


118650 








Strand 


+ 


Start 


3129 








End 


4910 


Name 


OJ000323 03. 


.0419. 


.C20.ol 


.gs 


Method 


GENSCAN 


Start 


3129 








End 


4910 


GI 


none 








Score 


.55 


Exons 


3129. .3216, 


4250. 


, .4388, 


4740. 


.4910 





Seq. No. 


56733 


Seq. ID 


OJ000323 


Gene No. 


118651 


Strand 


+ 


Start 


1 


End 


2042 


Name 


OJ000323 03.0419.C24.ol. 


np Method 


AAT/NAP 


Start 


1 


End 


1483 


GI 


6742729 


Sco.re 


2195 


Exons 


1..1483 ■ ' 






GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 





Seq. No. 56733 

Gene No. 118651 

Start 1 

Name OJ000323_03 . 04 19 . C24 . ol . gs 

Start 151 

GI none 
Exons 



Seq. ID OJ000323_03.04i9.C24 



Strand 
End 

Method 

End 

Score 



+ 

2042 
GENSCAN 
2042 
.77 



151. .285, 447. .879, 942. .999, 1047. .1308, 1453. .2042 



Seq. No. 56733 Seq. ID 

Gene No. 118651 Strand 

Start 1 End 

Name OJ000323_03 . 04 19 . C24 . o2 . tw Method 

Start 236 End 

GI none Score 
Exons 



OJ000323_03.0419.C24 
+ 

2042 

TBLASTX: Wheat 

643 

74 



236. .286, 237. .299, 305. .337, 309. .350, 331. .483, 331. .489, 
332.. 529,. 559.-642, 562. .642, 563. .643 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56733 



Seq. ID OJ000323 03.0419.C24 



118651 Strand 

1 End 

OJ000323_03. 0419.C24 .ol. tm Method 

626 • End 

none Score 
626. .676/' 692. . 1006, 703.. 978 



+ 

2042 

TBLASTX: Maize 

1006 

42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56733 Seq. ID 

118651 Strand 

1 End 

OJ000323_03 . 04 19 . C24 . ol . tw Method 

644 End 

none Score 



OJ000323_03.0419.C24 
+ 

2042 

TBLASTX: Wheat 

1967 

54 



644. .829, 648. .749, 649. .1065, 650. .1066, 1061. .1099, 
1074.. 1535/ 1135.. 1536, 1154.. 1552, 1164.. 1568, 1543 .#1608 , 
1563. .1607, 1610. .1705, 1614. .1673, 1652. .1792, 1653. .1781, 
1665. .1799, 1682. .1801, 1806. .1886, 1875. .1967 



57159 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56733 

118651 

1 

OJ000323_03.0419.C24.ol.tc 

937 

none 



Seq. ID OJ000323 03.0419.C24 



Strand 
End 

Method 

End 

Score 



+ 

2042 

TBLASTX: Cress 

1385 - 

89 



937. .1056, 937. .1065, 941. .1066, 1074. .1385, 1164. .1385 



56733 Seq. ID 

118651 Strand 

1 *' End 

OJ000323_03 . 04 1 9 . C2 4 . o2 . np Method 

1517 End 

4038057 Score 
1517. . 1763 

(AC005897) En/Spm-like transposon protein [Arabidopsis thaliana] 



OJ000323_03.0419.C24 
+ 

2042 

AAT/NAP 

1763 

74 



Seq. No. 56734. ■ Seq. ID 

Gene No. 118652' Strand 

Start 95 End 

Name OJ000323_03 . 0419.C25.ol.gs Method 

Start 95 End 

GI none Score 

Exons _ 95.-238, 307.. 631 



OJ000323_03.0419.C25 
+ 

631 

GENSCAN 

631 

.8 



Seq. No.. 56734 Seq. ID 

Gene No. 118653 Strand 

Start 1907 ' End 

Name OJ0*00323_03 . 04 1 9 . C2 5 . o2 . gs Method 

Start 1907 End 

GI none Score 

Exons 1907.. 2479 



OJ000323_03.0419.C25 
+ 

2479 
GENSCAN 
2479 
.96 



Seq. No. 


56734 






Seq. ID 


OJ000323_ 


_03, 


.0419. 


C25 


Gene No. 


118654 






Strand 


+ 








Start 


4 64 6 






End 


6218 








Name 


OJ000323 03 


.0419, 


.C25.o4.gs . 


Method 


GENSCAN 








Start 


4646 






End 


6218 








GI 


none 






Score 


.57 








Exons 


4646. .4711, 


5712. 


. . 6218 












Seq. No. 


56734 






Seq. ID 


OJ000323_ 


_03. 


.0419. 


C25 


Gene No. 


118655 






Strand 










Start 


2467 






End 


6473 








Name 


OJ000323 03 


.0419, 


■C25.ol.np 


Method 


. AAT/NAP 








Start 


2467 






End 


4917 








GI 


5852180 






Score 


684 








Exons 


2467. .2505, 


3205. 


,.3616, 3668. 


. .3784, 4865. .4917 








GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


56734 






Seq. ID 


OJ000323_ 


_03. 


,0419. 


C25 


Gene No. 


118655 






Strand 










Start 


2467 „ 






End 


6473 








Name 


OJ000323 03 


.0419. 


,C25.o2.np 1 


Method " 


AAT/NAP 








Start 


2663 






End 


6473 








GI 


5042454 






Score 


104 








Exons 


2663. .2686, 


2942. 


.3623, 6198. 


. .6473 











57160 






(AC007789) putative polyprotein [Oryza 


oaf i va 1 
o a i — l v a j 








Seq. No. 


56734 




.Seq. ID 


OJ000323 


_03 


.0419 


.C25 


Gene No. 


118655 




Strand 










Start 


2467 




End 


64 73 








M amp 


OJ000323 03.0419.C25.o3 


.gs 


Method 










Cf 2 V-f- 


3056 




End 


4108 








ox 


none 




Score 


,63 








R v rj n Q 


3056.. 3662, 3668.. 3784, 


3942/ 


.4108 










Seq. No. 


56734 




Seq. ID 


OJ000323_ 


_03 


.0419 


.C25 


Gene No. 


118655 




Strand 










Start 


2467 




End 


6473 








Name 


OJ000323 03.-0419-C25.ol 


. tw 


Method 


TBLASTX: Wheat ■ 






5793 




End 


6194 








CI 


none 




Score 


207 








1_J *\ \J l l ij 


5793.. 6023, 5793.-5987, 


5849. 


.6022, 6030. .6194, 


6077. . 6193 


Qpn No 


56734 




Seq. ID 


OJ000323_ 


_03 


.0419 


.C25 


Gene No. 


118655 




Strand' 










Start 


2467 




End 


6473 








Name 


OJ000323 03.0419.C25.o3 


. np 


Method 


AAT/NAP 










6369 




End 


6422 








JL 


5042454 




Score 


78 








R V f^Tl c 


6369..6422 






- 








Dp9rri n 


(AC007789) putative polyprote 


in [Oryza 


sativa] 








Seq. No. 


56735 




Seq. ID 






04 1 Q 

• VJ *i J. J 




Gene No. 


118656 




Strand 


+ 








Start 


73 




End 


515 








Name 


OJ000323 03.0419.C26.ol 


.gs 


Method 


GENSCAN 








u Lai L 


73 




End 


515 








GI 


none 




Score 


.88 










73. .127, 146. .221, 383. 


.515 












Seer No 


56735 




Seq. ID 


OJ000323_ 


L 03 


.0419 


.C26 


Gene No. 


118657 




Strand 


+ 








Start 


1060 




End- 


4249 








Name 


OJ000323 03.0419.C26.ol' 


.np 


Method 


AAT/NAP 








Start 


1060 




End 


4246 








GI 


6907089 




Score 


4227 








i—i A W 1 1 o 


1060. .2321, 2419. .4246 














V_J J. O ^ -1- -L. \~> . 


(AP001129) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


567-35 




Seq. ID 


OJ000323_ 


_03 


.0419 


.C26 


Gene No. 


118657 




Strand 


+ 








Start 


1060 




End 


4249 








Name 


OJ000323 03.0419.C26.o2 


.gs 


Method 


GENSCAN 








Start 


1060 




End 


4249 








GI 


none 




Score 


. 96 








R vnn q 


1060. .2321, 2419. .4249 














Seq. No. 


56735 




Se.q. .ID 


OJ000323_ 


_03 


.0419 


.C26 


Gene No. 


118658 




Strand 


+ 








Start 


11115 




End 


13055 








Name 


OJ000323 03.0419.C26.o4, 


.np 


Method 


AAT/NAP 








Start 


11115 




End 


12407 









57161 



GI 5922623 Score 299 

Exons 11115. .11195, 11569 11727 , 11895 11970, 12194.. 12407 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6016856 | dbj IBAA8T5199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 56735 

Gene No. 118658 

Start 11115 

Name OJ000323_03 . 04 19 . C26 . o4 . gs 

Start 11822 

GI none 
Exons 



Seq. ID OJ000323_03.0419.C26 

Strand + 

End 13055 

Method GENSCAN 

End 12804 

Score .41 



11822. 
12663. 



,11876, 11895. 
,12804 



11970, 12089. . 12404, 12450 .. 12569, 



Seq. No. 56735 Seq. ID 

Gene No. 118658 Strand 

Start 11115 End 

Name OJ000323_03 . 04 19 . C26 . 06 . np Method 

Start 11977 End 

GI 6523547 Score 

Exons 11977. .12205, 12830.. 13055 

GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carter! f. nagariensis] 



OJ000323_03.0419.C26 
+ 

13055 
AAT/NAP . 
13055 
237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000323_03.0419.C26 



56735 
118658 
11115 . 

OJ000323_03.0419.C2 6.o5.np 
12023 
7523512 
12023. .12148 

(AP001633) hypothetical protein [Oryza sativa] 



Strand 
End 

Method 

End 

Score 



+ 

13055 
AAT/NAP 
12148 
113 



Seq. No. - 


56735 


Seq. ID 


OJ000323_03.0419.C26 


Gene No. 


118659 


Strand 




Start 


4884 


End 


13055. 


Name 


OJ000323 03.0419.C26.o3.gs 


Method 


GENSCAN ■ 


Start 


4884 


End 


11608 


GI 


none 


Score 


.53 


Exons 


4884. .5451, 5610. .8611, 8675., 


.11056, 


11112. .11321, 11552. .1160 


Seq. No. 


56735 ' - 


Seq. ID 


OJ000323_03.0419.C26 - 


Gene No. 


118 659 


Strand 




Start 


4884 


End 


.13055 


Name 


OJ000323 03.0419.C26.o2.np 


Method 


AAT/NAP 


Start 


4887 


End 


11038 


GI 


7228457 


Score 


9321 


Exons 


4887. .6436, 6503. .7654, .7777.. 


.8611, 8675. .10610, 10672. .11038 


GI Descrip. 


(AP001366) Similar to Sorghum 


bicolor 


Gypsy-Ty3 type 




retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 




sativa] 






Seq. No. 


' 56735 


Seq. ID 


' OJ000323_03.0419.C26 


Gene No. 


118659 


Strand 




Start 


4884 


End 


13055 


Name 


OJ000323 03.0419.C26.o5.tm 


Method 


TBLASTX: Maize 



57162 





O Lai L 


4 ft R7 








n iiu. 


RD9 7 
J UZ / 






o .l 


none 








Score 


1 90 
± Z V 






Exons 


4ftft7 S097 

400 / * . J UZ / , 


A ft ftft 
4 0 O O 


R099 
. . J uz z 












C n M /-\ 

oeq. ln o . ^ 


q £7 -3 c 
JO / JJ 








Seq. ID 


OJ000323_03.0419 


.C26 




Gene No. - 


118659 








Strand 








Start 


4884 








End 


13055 






Name 




OA 1 Q 

> U 4 J. _7 


P9 n7 


■hi*! 
. L W 


Method 


TBLASTX: Wheat 






jLall. 


4 ft Qfi _ 








End 


5497 








none 








Score 


78 








40 jD. .- jU^I/ 


A Q00 


R099 
. . OUZZ , 


R0P.9 
j U 0 Z . 


.5450, 5207. .5458, 5214. .5474, 






R9 1 R R4 7 9 


R4 67 

J 4 U f 


R4 Qfi 

. . J 4 3? O / 


R4 77 

J 4 / / . 


.5497 








Seq. No. 


56735 








Seq. ID 


OJ000323_03.0419 


. UZ D 




Gene No. 


118659 








Strand 










A ft P. 4 

4004 








End 


13055 






Name 


UJUuU J U J . 


n 4 1 q 

U413 


. UZ O • O 4 


, LW 


Method 


TBLASTX: Wheat 






OLai U 


R4 Qft ~ 








End 


5879 








none 








Score 


168 






Exons 


R4QQ Rft7ft 
D 4 ZPO . .00/0/ 


R R9 Q 
J J Z j 


R777 
. . j / / / , 


R £94 
J OZ 4 . 


.5875, 5823. .5879 






Seq. No. 


56735 








Seq. ID 


OJ000323_03.0419 


. UZ o 




Gene No. 


118659 








Strand 






Vet 


o L d.L L. 


A ft ft A 
4 0 O 4 








End, 


13055 






Name, 


n tooo ^9 ^ o ^ 


04 1 Q 
U4 1 j 


. UZ D . OZ 


. LIU 


Method 


TBLASTX: Maize 




f n 


o t. ar u 










End 


6016 - 




n: = 


r; t 
UJ. 


none 








Score 


198 








qcqq £01 £ 


R706 


RQft 7 












Seq. No. 


56735 








Seq. ID 


OJ000323JD3.0419 


no £> 
. UZ D 




Gene No. 


118659 








Strand 








q-f- o yf 

OLai L 


4 ftft 4 

10 0 4 








End 


13055 






Name 


uuUUU jZj U j . 


04 1 Q 
W 4 J. _7 


. UZ D i OO 


. LW 


Method 


TBLASTX: Wheat 




_ 


oLdl L 










End 


6521 








none 








Score 


80 




^ : .i 


Exons 


DtU^ . .040:7, 


0 jZU 


. . DOUO / 


^ "^4 R 
0 Jfi J . 


.6521 








Con K\r\ 


R 67 ^ R 
JO / JJ 








Seq. ID 


OJ000323_03.0419 


.C26 




Gene No. 


118659 








Strand 






5 • 3 
■= ~ 


Start 


4884 








End 


13055 






Name 


UUUUU J^ J Uj. 


n 4 1 q 


.C26.o2 


.ts 


Method 


TBLASTX: Soybean 








£9 6Q 
OZ 0 y 








End 


6835 








dodo/ y 0 








Score 


68 






Exons 


DZ 0:7. . 04 D y , 


6R94 
D OZ 4 , 


. .6661, 


6737. 


.6835 








' PZ T HQCoyi r~"\ 


4 9 0 6^06 9 Oca 
4ZUOJUO Z . Uc 


.-in 


(AF049110) prpol [Zea mays] 






OcCj. LN O . 


R £7 "3 R 
jD/jj 








Seq. ID 


OJ000323_03.0419 


.C26 




Gene No. 


118659 








Strand 








Start 


4 884 








End 


13055 






Name 


nTnnn'39'3 o^ 

yuUUvJ^J Uj . 


n 4 1 q 


.C26.o5 


. tw 


Method 


TBLASTX: Wheat 






o tail. 


0 jZ 4 








End 


9984 






GI 


none 








Score 


92 






Exons 


6524 . .6673, 


6525. 


. .6662, 


6720. 


.6893, 6737.. 6958, 6761. .6982, 






9931. .9984 
















Seq. No. 


56735 








Seq. ID 


OJ000323_03.0419. 


.C26 




Gene No. 


118659 








Strand 







57163 



Cf -j f 
O Lei I. L 


4PP4 

4001 








CjIICL 


IjUjj 




Name 




CiA 1 Q 


. L,Z D . O 1 


f o 

. L S 




i tsLiHo i a . boyoean 






' JO J 










7QC1 

/ -7 J X 






none 








Score 


on 






7SP? 7QM 


7 7 QA 
f f y fJ 


. 7Q^7 
. . / y j / 










Seq.' No. 


56735 








Seq. ID 


OJ000323_03.0419 


.C26 


Gene No. 


118659 








Strand 






Of a y f 


A P P 4 

fi O 0 4 








Ejna 


i once 
IjUjj 




Name 


n Tnnm 9 "3 n^ 


. U fl X y 


.LZD . OZ 


. LW 


?Uf a ^ V\ 


rpDT 7\OTV • MVi a n f 




Of a yf 


7 £DP 
/ DUO 








Hina 


O U jZ 






none 








Score 


Z 0 J 




TP \r /-\ c? 


76DP 7Q^4 

/DUO. ■ / ? j4,/ 


7 61 ^ 

/ D1J 


P0^9 










Seq. No. 


56735 








Seq. ID 


OJ000323_03.0419 


.C26 


Gene No. 


118659 








Strand 






oLdi U 


4 RP 4 

4001 










-i once 
IjUjj 




Name 


n td nn ^9 ^ m 


04 1 Q 
. Vh X y 


. D . O j 


. tm 


we tnoa 


i oii/\o i a : jxiai ze 




Of a ■y-f- 


/ / U D 










p n on 






none 








Score 


X D D 




tT 1 v /"\ T~l O 


77 na POP Q 
/ / UD. . ouo?, 


7 79 c 
/ / Z J 


7 Q4 £ 

. . / y 4 D , 


p 004 

0 UUfl . 


p n on 






Seq. No. 


56735 








Seq. ID 


OJ000323_03.0419. 


.C26 


Gene No. 


118659 








Strand 




- 


oLdlVL 


A R P A 








tina 


IjUjj 




Name 


UJuUUjZj Uj , 


n 4 1 Q 
. U f± X y 


P9 £ rTI 
. D . O X , 


f m 

. urn 


tut V\ /™J 

i v ie tnoa 


i cjlao i a : Fia x z e 




OLdlL 


PI 1 7 
O X X / 








jjiia 


P A 7 "5 
O 41 / J 






none 








Score 


D / 




IT 1 v /~\ y~\ o 


P117 P 9 ^ "3 
Oil / . . O^JJ/ 


P 1 1 7 
Oil / 


P 4 7 ^ 
. . O ft / j f 


P 1 97 

o x z / . 


. O ft JO 






Seq. No. 


56735 








Seq. ID 


OJ000323_03.0419, 


.C26 


Gene No. 


118659 








Strand 








A PP A 
4004 










1 once 
IjUjj 




Name 


O TODO, 7 9 n ^ 

UuUUUJi J U J i 


n 4 1 q 


. <^Z D . O X « 


f T.T 


fUT ^ V*\ /~\ /-J 


i i3XjH.ij ia. wneat 




oLdl U 


P 1 A 1 _ 
O X 4 X 








Hina 


O D U 41 




CI 


none 








Score 


J i? z 




Exons 


O X 4 X • ^. OOUZ , 


P 1 4 9 


P £0 ^ 
. . O DU J , 


p 1 £1 
0 X DX . 


P ^04 






Seq. No. 


56735 








Seq. ID 


OJ000323_03.0419. 


.C26 


Gene No. 


118659 








Strand 






Cf a r f 


A R P A 








Hinu. 


1 OACC 

IjUjj 




Name 


riTnnn^9T n ^ 

UUUUU j Uj. 


u fi x y 




f o 

. lS 


Method 


l dxjAo i a : ooyoean 




Of a r~+- 


O X 0 










O J D J 




ol 


none 








Score 


i i i 

11/ 




Exons 


P 1 QP P^ ^9 


OQQQ 

o j j y 


. • 0 jDj 






- - 




Seq. No. 


56735 








Seq. ID 


OJ000323_03.0419. 


,C26 


Gene No. 


118659 








Strand 






Of a y-f 


fi 0 O *i 








End 


13055 




Name 


UJUUUJZ j Uj. 


U ft X y , 


H 9 £ ^ "3 
. D.Oj. 


f T T 

LW 


Method 


TBLASTX: Wheat 




Of -3 vf 


pirp 
O / DO 








End 


9254 




GI 


none 








Score 


175 




Exons 


8768.-9253, 


8799. 


. .9059, 


8825. 


.9253, 9081. .9254' 




Seq. No. 


56735 








Seq. ID 


OJ000323_03.0419. 


C26 


Gene No. 


118659 








Strand 






Start 


4884 








End 


13055 





57164 



Name 

Start 

GI 

Exons 



OJ000323_03 . 04 19 . C26 . 06 . tw Method TBLASTX : Wheat 

9992 End 10384 

none ~ Score 7 9 

9992. .10249, 10104 10265 , 10232 .. 10330, 10233 .. 10313, 

10337. . 10384 



Seq. No. 56735 Seq. ID 

Gene No. 118659 Strand 

Start 4884 End 

Name OJ000323_03 . 04 19 . C26 . o4 . tm Method 

Start 10094 End 

GI none Score 

Exons 10094. .10342, 10095.. 10379 



OJ000323_03.0419.C26 
13055 

TBLASTX: Maize 

10379 

85 





Seq. No. 


56735 


Seq. ID 


OJ00032: 




Gene No. 


118659 


Strand 






Start 


4884 


End 


13055 




Name 


OJ000323 03.0419.C26.o3.np 


Method 


AAT/NAP 




Start 


11268 


End 


13055 




GI 


5042454 


Score 


232 




Exons 


11268. .11321, 11552. .11843, 


12949. . 13055 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


56736 


Seq. ID 


OJ00032; 




Gene No. »•■ >• 


118660 


Strand 


+ 




Start • 


110 


End 


536 




Name 


OJ000323 03.0419.C27.ol.gs 


Method 


GENSCAN 




Start 


110 


End 


536 




GI 


none 


Store 


.73 




Exons 


110. .291, 374. .536 







Seq. No. 


56736 








Seq. ID 


OJ000323_03. 


0419. C27 


Gene No. 


118661 








Strand 


+ 




Start 


3879 * 








End 


4928 




Name 


OJ000323 03 


.0419 


.C27.o3 


.gs 


Method 


GENSCAN 




Start 


3879 








End 


4928 




GI. 


none 








•Score 


■ .;83v ' . 




Exons 


■- 3879. .4009,- 


4493 


. . 4718, 


4 8 63 


. .4928 






Seq. No. 


56736 








Seq. ID 


OJ000323JD3. 


0419. C27 


Gene No. 


118662 








Strand 






Start 


904 








End 


3206 




Name 


OJ000323 03 


.0419' 


.C27.o2 


.gs 


Method 


GENSCAN ' 




Start 


904 








End 


3206 




GI 


• none 








Score 


.87 - 




Exons 


904. .1005, 


1267. 


.1401, 


2110. 


.2211, 2856. '.2947, 3140 


. .3206 


Seq. No. 


56737 








Seq. ID 


OJ000323_03. 


0419. C28 


Gene No. 


118663 








Strand 


+ 




Start 


1715 








End 


1965 




Name 


OJ000323 03 


.0419 


.C28.ol 


.gs 


Method 


GENSCAN 




Start 


1715 








End 


1965 




GI 


none 








Score 


.72 




Exons 


1715. .1965 














Seq. No. 


56737 








Seq. ID 


OJ000323_03. 


0419. C28 


Gene No. 


118664 








Strand 







57165 



Start 


135 








End 


477 




LN CllUC 


OJ000323 03. 


0419 


.C28.ol 


.np 


Method 


AAT/NAP 




Cf- a yf- 


.135 






End 


477 




O -L 


7510076 








Score 


81 






135. .477 














f^T P)o c; rr i n 


hypothetical protein Y50E8A.i 


- Caenorhabditis 




Seq.' No. 


56738., ■, 








Seq. ID 


OJ000323 


_03.0419.C30 


Gene No. 


118665" 








Strand 






O Lai L 


31 








_I1Q 








OJ000323 03. 


0419, 


.C30.ol 


.gs 


Method 


GENSCAN 




OLal L. 


31 








End. 


3086 




w -L 


none 








Score 


.62 




LAUl id 


31. .315, 829. .993, 1774 


. .2158, 


■ 2283..i 


2358, 3014 


• * O U O D 


Seq. No. 


56739 








Seq. ID 


OJ000323 


_03.0419.C33 


Gene No. 


118666 








Strand 








1417 








End 


2058 




Name 






. O . {J -L 


. gs 


Method 


GENSCAN 




u Lai I 


1417 








End 


2058. 




(IT 


none 








Score 


.95 




J_i A^l 10 


1417. .2058 
















56740 








Seq. ID 


OJ000323 


Uj . Uf±±3).V^s5f± 


Gene No. 


118667 ., 








Strand 


•f 




Start 


2008 








End 


7019 




Name 


OJ000323 03. 


0419, 


,C34 .ol 


. gs 


Method 


GENSCAN 




Of a r f 


2008 








End 


7019 




(IT 


none 








Score 


.52 






2008. .2152, 


2374 , 


, .2685, 


3063. . 


3089, 4459. .4809, 






5563. .5868, 


5951. 


, .6025, 


6065. . 


6280, 6460.. 6543, 


fifi^n 7Di q 

do ou . ■ / u xy 


Seq. No. 


56741 








Seq. ID 


OJ000323 


_03.0419.C35 


Gene No. 


118668 








Strand 


+ 




Start 


552 








End 


611 




Name 


OJ000323 03. 


0419. 


C35.ol 


.gs 


Method 


GENSCAN 




q-i- r +- 

O L.GU- l_ 


552 








End 


611 






none 








Score 


.47 




D AUl lo 


552. .611 














Seq. No. 


56741 








Seq. ID 


OJ000323 


_03.0419.C35 


Gene No. 


118669 








Strand 






Start 


299 








End 


594 




Name 


OJ000323 03. 


0419. 


C35.ol 


.np . 


Method 


AAT/NAP. 




Start 


299 






End 


594 




GI 


132809 








Score 


63 





Exons 

GI Descrip. 



299. .594 
CHLOROPLAST 



50S RIBOSOMAL PROTEIN L23 gi | 7 1302 | pir | ! R5WT23 



ribosomal protein L23 - wheat chloroplast gi 1 12370 I emb | CAA31328 | 
(X12850) ribosomal protein L23 (AA 1 - 93) [Triticum aestivum] 



gi I 577557 | emb | CAA55027 | 
[Hordeum vulgare] 



(X78185) large ribosomal protein 23 



Seq. No. 56742 

Gene No. 118670 

Start 800 

Name OJ000303_03 . 0419 . C2 . ol . gs 



Seq. ID OJ000303_03.0419.C2 

Strand + 

End 1751 

Method GENSCAN 



57166 



Start 


800 


End 


1751 




GI 


none 


Score 


. 53 




Exons 


800 . . 895, 1737 . 1751 








Sea. No. 


56742 


Seq. ID 


OJ000303_03 


. 04 1 9 . C2 


Gene No. 


118671 


Strand 


+ 




Start 


4729 


End 


10465 




Name 


OJ000303 03.0419.C2.ol.np 


Method 


AAT/NAP 




Start 


4729 


End 


10465 




GI 


6437534 


Score 


545 




Exons 


4729. .4861, 7112. .7594, 7696.. 


8380, 10263. .10348, 


10427. . 10465 


GI Descrip. 


(AC012193) putative phorbol ester / diacylglycerol 


binding 




protein [Arabidopsis thaliana] 









Seq. No. 56742 Seq. ID OJ000303_03 . 04 19 . C2 

Gene No. 118672 Strand 

Start 327 End 381 

Name OJ000303_03 . 04 19 . C2 . ol . gp Method AAT/GAP 

Start 327 End 381 

GI ■ 4963_1.R1084 Score 67 

Exons 327.. 381 

GI Descrip. ' 5824 4 11/emb | CAA93107 . 2 | 2.0e-54 (Z68882) Similarity to Bovine 
inorganic pyrophosphatase (SW: IPYR_BOVIN) ; cDNA EST EMBL:D66533 
comes from this gene; cDNA EST EMBL:D70345 comes from this gene 
cDNA EST yk338a8.3 comes -from this gene; cDNA EST yk338a8.5 
comes 1 



Seq. No. 56742 Seq. ID 

Gene No. 118673 Strand 

Start 2785 End 

Name 0 J000303_03 . 04 1 9 . C2 . o2 . gs Method 

Start 2785 End 

GI none Score 

Exons 2785.. 3483, 3797.. 3977, 4115.. 4119 



OJ000303_03.0419.C2 

4119 
GEN SCAN 
4119 
.87 



Seq., No. . 56742 
Gene No. , 118674 

' Start ■ 8000 

Name OJ000303JD3 . 04 19 . C2 . ol . tm 

Start 2771 

GI none 

Exons 2771.. 2974, 2779.. 3003, 2782.. 3003 



Seq. ID OJ000303 03. 0419. C2 



Strand 
End 

Method 
End 
Score 



8517 ■ 

TBLASTX: Maize 

3003 

190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^Seq. No. 
Gene No. 
Start 



56742 Seq. ID 

118674 - • Strand 
8000 " End 

OJ000303_03 . 04 19 . C2 . o2 . gp Method 
8000 End 
55901_1.R1084 Score 
8000. .8517 

1 1504012/dbj |BAA13205| 6.0e-17 (D86969) similar to Human 
zinc-finger protein, BR14 0 ( PI : JC2069 ) [Homo sapiens] 
>gi_5805248_gb_AAD51905. 1_ (AF127774) unknown [Homo sapiens]' 



OJ000303_03.0419.C2 

8517 
AAT/GAP 
8517 
928 



56743 

118675 

41 



Seq. ID OJ0'00303_03.0419.C3 
Strand + 
End 1773 



57167 



Name 

Start 

GI 

Exons 



OJ000303_03 . 04 1 9 . C3 . ol . gs Method 
41 End 
none Score 
41. .127, 711. .777,. 1581. .1773 



GEN SCAN 

1773 

.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



56744 

118676 

1 

OJ000303_03.0419.C4 .ol.np 
1 

6437534 



Seq. ID OJ000303_03.0419.C4 

Strand + 

End 1910 

Method AAT/NAP 

End 1910 

Score 339 



1..423, 757. .894, 1237. .1293, 1595'. .1658, 1889. .1910 
(AC012193) putative phorbol ester / diacylglycerol binding 
protein [Arabidopsis thaliana] 



56744 

118676 

1 

OJ000303JD3.0419.C4 .ol.tm 
70 

none 



Seq. ID OJ000303_03.0419.C4 

Strand + 

End 1910 

Method TBLASTX : Mai ze 

End 1657 

Score 265 



70. .294, 72. .293, 369. .425, 370. .423, 603. .656, 610. .663, 

612. .662, 751. .894, 756. .887, 771. .896, 1561. .1653, 1589. .1654, 

15.95.. 1657 



56744 

118676 

1 

OJ000303_03.0419.C4.ol.ts 
70 

none 



Seq. ID OJ000303J)3.0419.C4 

Strand + 

End'" 1910 

Method TBLASTX : Soybean 

End 294 

Score 107 



70. .153, 204. .293, 205. .294, 211. .294 



Seq. No. 56744 

Gene No. 118676 

Start 1 

Name . . OJ000303_03 . 0419 . C4 . ol . gs 

Start 73 

GI none 

Exons 73.. 294, 757.. 894, 1595.. 1654 



Seq. ID OJ000303_03.0419.C4 

Strand + 

End 1910 

Method . GENSCAN 

•End ■ 1654 

Score .'63 



Seq. No. . 56744 

Gene No. 118676 

Start 1 

Name OJ000303_03 . 04 19 . C4 . o2 . ts 

Start 598 

GI none 
Exons 



Seq. ID OJ000303_03. 0419.C4 

Strand + 

End 1910 

Method TBLASTX : Soybean 

End - 879 

Score 66 



598. .681, 750. .875, 750. .878, 757. .879 



Seq. No. 56745 

Gene No. 118677 

Start 1 

Name OJ000303_03 . 04 19 . C5 . ol . gp 

Start 1 

GI none 

Exons 1. .297 



Seq. ID OJ000303_03.0419.C5 

Strand + 

End 297 

Method AAT/GAP 

End 297 

Score 555 



57168 



Seq. No. 


56745 






Seq. ID 


OJ000303 


03 


.0419 


■ C5 


Gene No. 


118678 






Strand 


+ 








Start 


1030 






End 


2892 








Name 


OJ000303 03 


0419 CS nl 


' - i- 


L J C L11UU 










Start 


•1030 "~ 






End - 










GI 


none 






Score 


• o ^ 








P von q 


1030 1117 


P410 2S1 8 


2766 . 


. 2892 










Qprr No 


56745 






Seq. ID 


OJ000 30 3 




04 1 9 

. \J rt J. Zf 




Gene No . 


118679 






Strand 


+ 








Start 


8078 






End 


10834 








Name 


OJ000303 03 


.0419.C5.o2. 


np 


Method 


AAT/NAP 








Start 


8078 






End 


9734 








GI 


7248393 






Score 


75 








Exons 


8078. .8148, 


9591. .9734 














GI Descrip. 


(AP001389) 


hypothetical 


protein [Oryza 


sativa] 









Seq. No. 


56745 


Seq. ID 


OJ000303_03.0419.C5 


Gene No. 


118679 


.Strand 


+ 


Start 


■ 8078 


End 


10834 


Name 


OJ000303 03.0419.C5.ol.np 


Method 


AAT/NAP 


Start 


9387 


End 


10834 


GI 


7340868 


Score 


153 


Exons 


9387.. 9594, 1.07 96 .. 10834 - 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


56745 


Seq. ID 


OJ000303_03.0419.C5 


Gene No. 


118680 


Strand 


+ 


Start 


11985 


End 


13486 


Name 


OJ000303 03.0419.C5.o3.np 


Method 


AAT/NAP 


Start 


11985 


End 


13486 


GI 


7248394 


Score 


1073 


Exons 


11985. .12908, 13176. .13486 






GI Descrip. 


(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 



correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) • • 



Seq. No. 56745 

Gene No. 118681 

Start 3332 

Name OJ000303J33 . 04 19 . C5 . o2 . gs 

Start 3332 

GI none 

Exons 3332.. 3810, 3883.. 4030, 4044. 
5407. .5486 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4394, 



OJ000303 03. 0419. C5 



5486 
GENSCAN 
5486 
.49 

4490. .4632, 



5024. .5307, 



Seq. No. 


56745 




Seq. ID 


OJ000303_03.0419 


Gene No. 


118682 




Strand 




Start 


12878 




End 


13444 


Name 


OJ000303 03. 0419. C5. 


ol.ts 


Method 


TBLASTX : Soybean 


'Start . 


12878 




End 


13243 


Gi 


none 




Score 


137 


Exons 


12878. .13102, 13109. 


. 13243 






Seq. No. 


56745 




Seq. ID 


OJ000303_03.0419 



57169 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



118682 Strand 

12878 End 

OJ000303_03.0419.C5.ol.tw Method 

13040 End 

none * Score 



13444 

TBLASTX: Wheat 

13444 

81 



13040. .13096, 13045. . 13086, 13091 .. 13444 , 13099 . . 134 4 3, 
13100. .13444 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 

GI Descrip. 



56745 

118682 

12878 

OJ000303_03.0419.C5.ol.tm 

13094 

none 



Seq. ID OJ000303_03.0419.C5 
Strand 

End 13444 

Method TBLASTX: Maize 

End 13359 

Score 340 



13094 . .13357, 13099 .. 13359, 13099.. 13359 



56746 
118683 
1 

OJ000303_03.0419.C6.ol.np 
1 

4544372 
1..33, 696. .1902 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000303_03.0419.C6 

Strand + 

End 2195 

Method AAT/NAP 

End 1902 

Score 553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



56746 

118683 

1 

OJ000303_03 . 0419 . C6'. ol . ts 
60 

none 

60. .197, 62. .193, 218. .304, 



Seq. ID OJ000303_03.0419.C6 

Strand + 

End 2195 

Method TBLASTX : Soybean 

End 4 68 

Score 143 

219. .302, 316. .468, 317. .460 



56746 
118683 

1 ■ - 

OJ000303_03 . 0419.C6.o2.np 
479 

629693 

479. .556, 869. .1905, 2151. .2195 

probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq r ; ID OJ000303_03 . 04 19 . C6 

Strand + 

End - 2195 

Method AAT/NAP 

End 2195 

Score 547 



56746 

118683 

1 

OJ000303_03. 0419.C6.o2. tw 

764 

none 



Seq. ID OJ000303_03.0419.C6 

Strand + 

End 2195 

Method TBLASTX : Wheat 

End 1153 

Score 106 



764. .925, 959. .1066, 1097. .1153 



56746 .. * ■ ■ 

118683 

1 

OJ000303_03. 0419.C6.ol. tm 
920 



Seq. ID OJ000303_03.0419.C6 

Strand + 

End 2195 

Method TBLASTX : Mai ze 

End 1300 



57170 



ox 


none 








Score 


ft £ 

0 D 




Exons 


Q90 107ft 


1 076 


1 ?00 










Seq. No. 


56746 




- 




Seq. ID 


OJ000303_03.0419 


.C6 


Gene No. 


118683 








Strand 


+ 




o L air U 


i 
x 








FnH 


91 

1 1 j j 




Name 


d.tooo^o^ 


04 1 Q 

. U H X y . 


P6 a9 


t S 


Ma -J- /— \ 

netnou 


1 IDLino I A . oOyDcan 




Otail 


Q9^ _ 










1^91 




PT 


none 








Score 


9^9 




LAUI 1 o 


Q9^ 1 "^91 


TO 9 1 

X U jl. / ■ . 


19^ 










Seq. No. 


56746 








Seq. ID 


OJ000303_03.0419 


.C6 


Gene No. 


118683 








Strand 


+ 






i 








End 


2195 




Name 


o.tooo^o^ 

UUUUU jUj Uj 


. U *i X :? . 


P£ ^1 


L W 


Method 


TBLASTX: Wheat 






1 4 ft 1 ~~ 
1401 








End 


1887 




PT 


none 








Score 


127 




Exons 


1 4ft i 1 7?n 


1 4 ft Q 

X fl O ,3 . 


1 S79 


1 67 1 

X D / X 


..1853, 1696. .1887 




Seq. No. 


56746 








Seq. ID 


OJ000303_03.0419 


,C6" 


Gene No. 


118683 








Strand 


+ 






T 
X 








End 


2195 




Name 


UUUUUjU J Uj 


0 4 1 Q 

. U *i X z? ■ 


P6 

v^O . Oj ■ 


u s . 


Method 


TBLASTX: Soybean 




OLqlL 










, End 


1916 




PT 
oX 


none 








Score 


208 








X / X u . 


. X i yO r 


1 7 9 ^ 


. .1902, 1875. .1916 c " ""* 




Seq. No. 


56747 








Seq. ID 


OJ000303_03.0419 


.C7 


Gene No. 


118684 








Strand 


+ 




OtaiL. 


^4 Qft 








End 


6164 




Name 


UJUUU jUj UJ 


04 1 Q 


P7 n9 
U / . OZ . 


gs 


Method 


GENSCAN 




OLaLL 


0 41 y o 








End 


6164 




P,T 
*aX 


none 








Score 


.67 




Exons 


3 4 :? 0 . . JJJJ, 




£1 £4 
. D X D «i 










o c q • in o . 


JO / 4 / 








Seq. ID 


OJ000303_03.0419 


P7 


Gene No . 


118684 








Strand 


+ 




Start 


5498 








End 


6164 




Name 


OJ000303 03 


.-0419. 


C7.ol. 


np 


Method; 


AAT/NAP 




Start 


5806 








End 


6050 




GI 


7484611 








Score 


207 




Exons 


5806. .6050 














GI Descrip. 


auxin-induced protein - 


common ice plant (fragment) 





gi I 2 995951 1 gb I AAC084 01 . 1 1 (AF053564) 
[Mesembryanthemum crystallinum] 



auxin-induced protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



v 56747 



Seq. ID OJ000303 03. 0419. C7 



118685 Strand + 

6354 End 11025 

OJ000303_03 . 04 19 . C7 . o2 . np Method AAT/NAP 

6354 End 11025 

6069646 Score 147 

6354. .6382, 10780. .11025 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj I BAA90639 . 1 \" (AP001129 ) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 



57171 




[Oryza sativa] 



Seq. No. 


56747 


Seq. ID 


OJ000303 03. 0419. C7 


Gene No. 


11868 6 


Strand 




Start 


139 


End 


1872 


Name 


OJ000303_03 . 04 19 . C7 . ol . gs 


Method 


GENSCAN 


Start 


139 


End 


1 Q H O 
lb I Z 


GI 


none 


Score 


. / D 


Exons 


139. .175, 253. .1725, 1822. .lo 


/ Z 




Seq. No. 


56747 


Seq. ID 


OJ000303_03.0419.C7 


Gene No. 


118687 


Strand 




Start 


5634 


End 


5855 


Name 


OJ000303 03.0419.C7.ol.gp 


Method 


AAT/GAP 


Start 


5634 


End 


5855 


GI 


LIB34 32-023-P1-K1-F6 


Score 


354 


Exons 


5634 . .5855 






GI Descrip. 


'3850581 1.0e-26 (AC005278) EST gb_N96383 comes from this gene. 




[ Arabidopsis thaliana] ? 






Seq. No. 


56747 


Seq. ID 


OJ000303_03.0419.C7 


Gene No. 


118688 


Strand 




Start 


6626 * 


End ' 


9407 


Name 


OJ000303 03.0419.C7.o3.g.s 


Method 


.GENSCAN 


Start 


6626 


End 


"9407' 


GI 


none 


Score 


.44 


Exons 


6626. .6718, 8092. .8108, 8281. 


.8464, 9402. .9407 


Seq. No r 


56747 


Seq. ID 


OJ000303_03.0419.C7 


Gene No'. 


118689 


Strand 




Start 


11220 


End 


16370 


Name 


OJ000303 03.0419.C7.o3.tm 


Method 


TBLASTX: Maize 


Start 


5776 


End 


6014 


GI 


none 


Score 


44 


Exons 


5776. .5844, 5880. .5966, 5967. 


. 6014 




Seq. No. - 


56747 


Seq. . ID 


OJ000303_03.0419.C7 . 


Gene No. 


118689 


Strand 




Start 


11220 


End 


16370 


Name 


OJ000303 03.0419.C7.o3.ts 


Method 


TBLASTX : Soybean 


Start 


5880 


End 


6041 


GI 


none 


Score 


200 


Exons 


5880. .6041 






Seq. No. 


56747 


Seq. ID 


OJ000303_03.0419.C7 . 


Gene No . 


118689 


Strand 




Start 


11220 


End 


16370 


Name 


OJ000303 03.0419.C7.o3.np 


Method 


AAT/NAP 


Start 


11220 


. End 


15891 


GI 


6069646 


Score 


96 


Exons 


11220. . 11537, 15851.. 15891 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi I 6907 112 | dbj | BAA90639 


.11 (AP00112-9) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence,. 




putative non-LTR retroelement 


reverse 


transcriptase. (AC006248) 




[Oryza sativa] 







57172 




Seq. No. 


56747 






Seq. ID 


OJ000303_03.0419 


.C7 


Gene No. 


118689 






Strand 








11220 






End 


16370 




Name 


OJ000303 03. 0419. C7 


• oZ . gp 


Method 


AAT/GAP 






13547 






End 


14752 




CI 


none 






Score 


1205 . 




Exons 


13547. . 


13891, 14284 


1 r 


14393. .14554', 14645 . .14752 




OckJ. IN U . 


56747 






Seq. ID 


OJ000303_03.0419 


a 


Gene No. 


118689 






Strand 






Start 


11220 






End 


16370 




Name 


OJ000303 03. 0419. C7 


■ UZ, . L 0 


Method 


TBLASTX: Soybean 




OLdXL 


14255 






End 


14770 






none 






Score 


• 66 




Exons 


14255. . 


14341, 14395 


1 A ^SQ 


14396. .144 


61, 14504. .14560, 






14647. . 


14769, 14648 


• • -L 4 / f \J 








Qorr Mn 
O C CJ . LNU . 


56747 






Seq. ID 


OJ000303_03.0419 


. 0 / 


Gene No. . 


118689 






Strand 






Start 


11220 






End 


16370 




Name 


OJ000303 03. 0419. C7 


. o4 .np 


Method 


AAT/NAP 






14392 






End 


16370 






6552732 






Score 


878 






' 14392.. 


14554,. 14645 


. .14762, 


15695. .16370 






(AC0134 


82) T26F17.10 [Arabidopsis thaliana] 




Seq. No. 


56747 






Seq. ID 


OJ000303_03.0419 


.C7 


Gene No. 


118689 






Strand 






O Ldl L 


11220 






End 


16370 




Name 


OJ00030 


3_03.0419.C7 


•o2. tc 


Method 


TBLASTX: Cress *' 




Q-t- a rt- 


14395 






End 


14715 




(IT 


none 






Score 


86 






14395. . 


14574, 14633 


. .14710, 


14650. .147 


15 




Corf NJr\ 


56747 






Seq. ID 


OJ000303_03.0419 


. u / 


Gene No. 


118689 






Strand 






Start 


. 11220 






End 


16370 




Name 


OJ00030 


3_03.0419.C7 


.o2.tm 


Method 


TBLASTX: Maize 




0 -f- a T-+- 


14405 






End 


14731 






none 






Score 


129 




Exons 


14405. . 


14560, 14406 


. .14552, 


14407 . .145 


59, 14645. . 14731, 






14647. . 


14730 










Qorr Kirs 


56747 






Seq. ID 


Jp.J000303_03.0419 


Cl 

. U / 


Gene No . 


.118689 






Strand . 






Start 


11220 






End 


16370 




LMCU.UC 


OJ000303 03. 0419. C7 


. ol . ts 


Method 


. TBLASTX : Soybean 




0 l air c 


15738 






End 


16292 






none 






Score 


54 




Exons 


15738. . 


15797, 15739, 


. .15795, 


15795. .159 


17, 15796. . 15909, 






15939. . 


16292, 16048, 


. .16290 








Seq. - No. . 


56747 






Seq. ID 


OJ000303_03.0419 


.C7 


Gene No. 


118689 






Strand 






Start 


11220 






End 


16370 




Name 


OJ000303 03. 0419. C7. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


15828 






End 


16302 





" 57173 




GI 


none 


Score 


132 










15828 16301 15829 1 5966 


16048. .16302 








Seq. No. 


56747 


/Seq. ID 


OJ000303 


_03 


.0419 


.C7 


Gene No. 


118689 


• Strand 


- 








Start 


11220 


End 


16370 










0.TO00303 03 0419 ci ni t-n 


Method 


TBLASTX : 


Cress 




u Lai L 


1 60 59 ~~ 

X \J \J *J z? 


End 


16292 








GI 


none 


Score 


230 










16059 16292 












Seq. No. 


56748 


Seq. ID 


OJ000303 




04 1 Q 


.C8 


Gene No. 


118690 


Strand 


+ 








Start 


1086 


End 


2357 








LN CtiLIC 


OJ000303 03 041 Q PR ni rr<? 


Method 


GENSCAN 








Start 


108 6 ~ 


End 


2357 








GI 


none 


Score 


.65 








P, von c: 

ill 1 o 


1086 1127 1457 1608 2294 


• . j j ' 










Seq. No. 


56748 


Seq. ID 


OJ000303 


n 3 


n 4 1 q 

. U H X ZJ , 


.C8 


Gene No. 


118691 


Strand 


+ 








Start 


7868 


End 


9127 








Name 


O.T000303 03 041 9 PR n4 rrQ 


Method 


GENSCAN 








Qfarf 
u Lai L 


7 8 68 ~ 

/ o u o 


End 


9127 








\J X -• - 


n on p» 


Score 


.42 










7868 8330 9024 9127 














56748 


Seq. ID 


OJ000303 


03 


04 1 Q 
. \j *± xy , 


. to 


Gene No. 


118692 


Strand 


+ 








Start 


9226 


End 


10278 








Name 


OJ000303 03.0419.C8.ol.np 


Method 


AAT/NAP 








Start 


922 6 


End 


10278 








GI 


7363272 


Score 


263 










9226.. 9313, 10073.. 10278 












GT Dp qrri n 

NwJ -L. Ly \^ O ^ ±. _1_ k-/ * 


(AP001552) hypothetical protein [Oryza 


oaLlvd J 








Seq. No. 


56748 


Seq. ID 


OJ000303_ 


n 3 


HA 1 Q 
. KJ H x z? , 


.C8 


Gene No. 


118693 - • • 


Strand 










Start 


3648 


End 


4924 








Name 


OJ000303 03.0419.C8.o2.gs 


Method 


GENSCAN- 








Start 


3648 


End 


4924 








GI 


none 


Score 


.85 










3648. .3662, '4571. .4924 












Seq. No. 


56748 . 


Seq.. ID 


OJ000303_ 


_03 


.0419, 


,C8 


Gene No. 


118694 


Strand 


- 








Start 


6688 


End 


7101 








Name 


OJ000303 03.0419.C8.o3.gs 


Method 


GENSCAN 








Start 


6688 .. 


End 


7101 








GI 


none 


Score 


.7 








F, x o n ^ 


6688. .7101 












Seq. No. 


56749 


Seq. ID 


OJ000303_ 


_03 


.0419. 


C9 


Gene No- 


118695 


Strand 


+ 








Start 


1 


End 


8072 








Name 


OJ000303 03.0419.C9.ol.np 


Method 


AAT/NAP 








Start ■. 


1 


End 


8072 









57174 




GI 1255448 Score 479 

Exons 1..99, 3904. .4304, 4471. .4555, 4720. .4782, 4928. .5086, 

5270. .5342, 5466. .5531, 6894. .7001, 7076. .7239, 8024. .8072' 
GI Descrip. (D50468) mitogen-activated protein kinase [Arabiciopsis thaliana] 



Seq. No. 


3 b / 4 y 




.Seq. ID 


OJ000303_03.0419.C9 


Gene No. 


1 lo by D 




Strand 


+ 


Start 


X 




End 


8072 


Name 


UJUUUJUJ uo.u4±y 


. uy . oi . gs 


Method 


GENSCAN 


Start 


111 




End 


5074 


GI 


none 




Score 


.81 


Exons 


Til 1 ci i onn 


i jo 4 , i y z o . . 


2013, 2223 


..2369, 2549.. 2608, 






/ion/1 / ^ t i 
. . 4 JU4 , 44/1 


. .4555, 4928. .5074 


Seq. No. 


do 1 4 y 




Seq. ID 


OJ000303_03.0419.C9 


Gene No. 


lib by b 




Strand 


+ 


Start 


o r\ o c 

blob 




End 


8335 


Name 


ujuuu jU j uo.U4±y 


. . oj . gs 


Method 


GENSCAN 


Start 


8035 




End 


8335 


GI 


none 




Score 


. 93 


Exons 


8035. .8335 








Seq. No. 


56749 




Seq. ID 


OJ000303_03.0419.C9 


Gene No. 


118697 




Strand 




Start 


5683 




End 


7240 


Name 


OJ000303 03.0419 


.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


4940 




End 


7240 


GI 


none 




Score 


76 


Exons 


4940.. 5023, 5007 


..5063, 5267 


..'5344, 5268.. 5342, 5278.-5343, 



5487. .5531, 6915. .6992, 6917. .6991, 7076. .7240, 7093. .7239 



Seq. No. 56749 

Gene No. 118697 

Start 5683 

Name OJ000303_03 . 04 19 . C9 . ol . ts 

Start 5267 

GI none 

Exons 5267 . . 5362, 
7076. .7234 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_03.0419.C9 
7240 

TBLASTX : Soybean 

7234 

97 



5268. .5342, 5272. .5346, 54 77 .. 5527 6915 .. 6992 , 



Seq. No. 56749 

Gene No. 118697 

Start 5683 

Name OJ000303_03 . 04 19 . C9 . ol . 

Start 5487 

GI none 

Exons 5487.. 5531, 6908.. 6991, 
7079. .7234 



tm 



6914, 



Seq. ID 
Strand 
End ' „ 
Method 
End 
Score 
.6988, 



OJ000303 03. 0419. C9 



7240 • 
TBLASTX': Maize 
. . 7234 
78 

6915. .7007, 6916. .7008, 



Seq. No. 56749 Seq. ID 

Gene No. 118697 Strand 

Start 5683 End 

Name OJ000303_03 . 04 19 . C9 . o2 . gs Method 

Start 5683 End 

GI none . Score 

Exons 5683.. 6121, 6711.. 6784, 6825.. 7025 



OJ000303_03.0419.C9 

7240 
GENSCAN 
7025 
.63 



57175 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56750 Seq. ID 

118698 Strand 
96 End 
OJ000303_03.0419.C10-.ol .gs - Method 
96 End 
none Score 
96. .370, 916. .1000, 1111. .1173, 1439. 
1803. .1862, 2159. .2263, 2631. .2810 



OJ000303_03. 0419. C10 
+ 

2810 
GENSCAN 
2810 
.76 ' 
1515, 1641. .1716, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56750 Seq. ID OJ000303_03 . 04 19 . C10 

118699 Strand 

3566 End 5173 

OJ000303_03 .0419. C10 . ol . np Method AAT/NAP 

3566 End 5173 

6850304 Score 1091 

3566. .3628, 3743. .5173 

(AC009999) Contains similarity to a hypothetical protein from 
Arabidopsis thaliana gb| AC007109. 6, and contains two DUF17 
PF | 01535 domains. 



Seq. No. 56750 
Gene No. 118700 
Start 5729 

Name OJ000303J33 . 04 19 . C10 . ol . gp 

Start 5729 

GI - 3678_1.R1084 

Exons 5729.. 6047, 6598.. 6672, 6888 

GI Descrip. ' 2511594 /emb | CAA74028 . 1 | 3.0e 
endopeptidase complex, protea 
[Arabidopsis thaliana] >gi_28 
multicatalytic endopeptidase 
subunit [Arabidopsis thaliana 
proteasome subunit PBA1 [Arab 



Seq. ID 
Strand 
End 

Method 
'End 
Score 



OJ000303 03. 0419. C10 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56750 
118700 
5729 

OJ000303 
5919 
7435895 
5919. . 6047, 
7.855. .7910, 



9429 
AAT/GAP 
7452 
1006 

6961, 7361. .7452 
-35 (Y13694) multicatalytic 
some precursor, beta subunit 
27525_emb_CAA16533. 1_ (AL021633) 
complex, proteasome precursor, beta 
] >gi_3421099 (AF043529) 20S 
idopsis thaliana] 1 



OJ000303 03. 0419. CIO 



_03. 0419. C10. o2.np 



6598. 
8227. 



. 6672, 
.8303,. 



6888. 
8981. 



9429 
AAT/NAP 
9083 
763 
7361. .7472, 



7657. .7729, 



Seq. ID. 
Strand 
•End . 
- Method 
. End 

Score 
. . 6961, 
..9083 

GI Descrip. multicatalytic endopeptidase complex (EC 3. 4 . 99. 46) beta chain - 
Arabidopsis thaliana gi | 2511594 | emb | CAA74028 . 1 | (Y13694) 
multicatalytic endopeptidase complex, proteasome precursor, beta 
subunit [Arabidopsis thaliana] gi 1 2827525 | emb | CAA16533 . 1 1 
(AL021633) multicatalytic endopeptidase complex, proteasome 
precursor, beta subunit [Arabidopsis thaliana] 
gi|3421099|gb| AAC32065 . 1 



Seq. No. 56750 Seq. ID 

Gene No. 118700 Strand 

Start 572 9 End 

Name OJ000303JD3 . 04 19 . C10 . o2 . gp Method 

Start 7645 End 

GI 7094_1.R1084 Score 
Exons 



OJ000303_03. 0419. C10 

9429 
AAT/GAP 
9429 
752 



7645. .7729, 7855. .7910, 8227. .8303, 8981. .9219, 9375. .9429 



57176 




GI Descrip. 1 3024 4 4 0/sp | P93395 I PRCD_JTOBAC 2.0e-37 PROTEASOME DELTA CHAIN 
PRECURSOR (MULT I CATALYTIC ENDOPEPTIDASE COMPLEX DELTA CHAIN) 
>gi_174 3356_emb_CAA70699__ (Y09505) proteasome delta subunit 
[Nicotiana tabacum] 1 



Seq. No. 56750 

Gene No. 118701 

Start 11234 

Name OJ000303_03 . 0419. CIO . o3 . gs 

Start 11234 

GI none 

Exons 11234. .11401, 11644 .. 12219, 
13812. .13909, 14068. .14283, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12424 

14301 



OJ000303 03. 0419. C10 



14450 
GENSCAN 
14450 
.78 

12480, 12993. 
14450 



,13350, 



Seq. No. 56750 Seq. ID OJ000303_03 . 04 1 9 . C10 

Gene No. 118702 Strand 

Start 14784 End 16807 

Name OJ000303_03 . 04 19 . C10 . o3 . gp Method AAT / GAP * 

Start 14784 End .. 16807 

GI uC-osrocyp031e01bl Score 520 

Exons 14784. .15001, 16683.. 16807 

GI Descrip. - ' 4 17 6420/db j | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



56750 Seq. ID 

118703 Strand 

19135 End 

OJ000303__03.0419.C10.o3.tm Method 

234 End 

none Score 



OJ000303_03. 0419. C10 
20760 

TBLASTX: Maize 
.1719 
114 



234. .371, 272. .370, 917. .997, 931. .1005, 1108. .1173, 1109. .1192, 
1355.. 1522, 1355.. 1507, 1357. .1524, 1632.. 1715, 1633. .1719 



Seq. No. 56750 
Gene No. 118703 
Start 19135 

Name OJ000303_03 . 04 19 . C10 . o2 . 

Start 296 
GI none 

Exons 296.. 358, 300.. 368, 917. 

1357. .1491, 1630. .1713, 
1788.. 1865, 1790.. 1867, 
2637.. 2807, 2694.. 2786 



tc 



.997, 
1633. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1111. . 1173, 
.1710, 1638. 



OJ000303 03. 0419. C10 



2177.. .2260, 2186 



20760 

TBLASTX: Cress 
2807 ■ 
91 

1355. .1522, 
.1715, 1785. 
.2278, 2636. 



1865, 
2785, 



Seq. No. 


56750 






Gene No. 


118703 






Start 


19135 






Name 


OJ000303 03 


0419 


C10.o2 


Start 


1120 






GI 


none 






Exons 


1120. .1170, 


1340 


.1522, 


Seq. No. 


56750 






Gene No. 


118703 






Start 


19135 






Name 


OJ000303 03 


0419 


C10.O3 


Start 


3713 







.Seq. ID OJ000303_03. 0419. C10 
Strand 

End 20760 

.ts Method TBLASTX : Soybean 

End 1692 

Score 70 
1357. .1503, 1632. .1691, 1633. .1692 

Seq. ID OJ000303_03. 0419. C10 
Strand 

End ' 20760 

.tc Method TBLASTX : Cress 

End 4151 



57177 




PT 


none 








Score 


1 n c 
1U 0 


Exons 


"3 T 1 "3 4147 


^744 


^Q1 1 
• • 0 y x JL , 


4 u U O . 


41 CI 
.4101 




n Mo 
OC4 . IN O . 


r £7 c^n 








Seq. ID 


OJ000303_03. 0419. CIO 


Gene No. 


118703 








Strand 




Start 


19135 








End 


20760. 


Name 


nTnnn^fi^ m 

UJUUU jUJ Uj 


H4 1 Q 


pt n <^9 
.LIU . oz 


. tin 


Method 


TBLASTX: Maize 


ouart 


079 0 
0 / zo 








End 


4795 


PT 


none 








Score 


191 


Exons 


O / Z O . .40/0/ 


401 1 
4U1I 


4 £1 6 
. . 4 O X 0 , 


4 9 

4 Z O 0 . 


.4579, 4272. .4592, 4328. .4669, 




4 4 4 711 

4 407 ■ .1 /XX, 


4 67 ^ 

4D f J 


4 7 QS 

* • 4 / ;7 0 








Seq. No. 


56750 . 








Seq. ID 


OJ000303_03. 0419. CIO 


Gene No. 


118703 ■ 








Strand ■ 




oLqil 


1 Q1 ^ 








End 


20760 


Name 


p inn n "^n *3 n ^ 

UJ UUUjU j Uj 


Pi4 1 Q 

. U4 1 y . 


. LIU . Ol 


. ts 


Method 


TBLASTX: Soybean 


Of 2 v-f- 


"3 7 /l ^ 








End ' 


4279 


P T 


none 








Score 


78 


I4 * /~\ y~\ 

HiXOilS 


07 a "3 A 97 Q 
0/40..4Z/y, 


J/44 , 


^ Q9 £ 

. . 0 y z 0 . 








Seq. No.- 


56750 








Seq. ID 


OJ000303_03. 0419. CIO 


Gene No. 


118703 








Strand v 














End 


20760 


Name 


(JJUUU.OUO Uj 


n yl 1 Q 

. U4 1 y . 


, L-X U .Ol 


. tW 


Method 


TBLASTX: Wheat 


Of 3 v-+- 

jLall 


4 1 ^4 
4x04 








End 


4972 


P T 
Isl 


none 








Score 


122 


Exons 


4 1 "3 4 4 -34 ^ 

4 X04 . . fi J; 


A 1 "5 £ 

4 loo . 


4 &C\ Q 

. . 4 ou y , 


4 "57 7 
4 O / 1 . 


.4574, 4526. .4717, 4931. .4972* 


oeq . 1N0 . 


DO / jU 








Seq. ID 


OJ000303_03. 0419. CIO 


Gene No. 


118703 








Strand 




Start 


19135 








End 


20760 


Name 


UJUUU jUj uj 


n 4 1 q 
. U 4 1 y . 


pi n r^i 

>L1U .Ol 


. tC 


Method 


TBLASTX: Cress 


Of arf 

0 tart 


4 1 

4 1 ou 








End 


4864 


PT 


none 








Score 


68 


Exons 


4 1 ^n 4 9 £7 

4 1 OU . . 4ZD / / 


4 1 P A 


4 4 11 


4 97 4 
4 Z / 4 . 


.4864, 4275. .4436, 4283. .4564, 




44Q4 4 "3 R 
4 4 y 4 . . 4 O O O , 


4 4 Q Q 


4^7^ 
. .40/0 








Seq. No. 


56750 








Seq. ID. 


OJ000303_03. 0419. CIO 


Gene No. 


118703 








Strand 






1 Q1 








End 


20760 


Name 


UJUUUjUj Uj 


n 4 i q 
. u 4 1 y , 


. Ul U . Oj 




Method 


TBLASTX: Soybean 


OLdlL 


4 9 Q ^ 
4 Z a 0 








End 


4786 


PT 


none 








Score 


108 


Exons 


4 9 Q "3 4 4 9 O 
'IZOj. . 4 4 Z U , 


4 *3 4 n 
4 j4U , 


4 7 17 
. 4 / 1 / , 


4 OU U . 


.4718, 4679. .4786 


oeq. ln 0 * 


O O / 0 U 








Seq. ID 


OJ000303__03.0419.C10 


Gene No. 


118703 








Strand 




Start 


19135 








End 


20760 


Name 


p th nn "3 m 


n a i q 
. u 4 1 y . 


PI Pi r\ A 

LIU . 04 


. cm 


Method 


TBLASTX: Maize 


Q+- a v-+- 


0 y uz 








End 


6954 


P T 


none 








Score 


140 


Exons 


5902. .6036, 


5904. 


.6047, 


5904. 


.6047, 6589.. 6675, 6590.. 6673, 




6595. .6675, 


6885. 


.6950, 


6888. 


.6953, 6889.. 6954 


Seq. No. 


56750 








Seq. ID 


OJ000303_03. 0419. CIO 


Gene No. 


118703 








Strand 




Start 


19135 








End 


20760 



57178 



Name 


OJ000303_03 . 


0419 . 


C10 . o4 . tc 


Method 


TBLASTX: Cress 


Start 


5916 






End 


6947 






none 






Score 


87 




Exons 


5916 . . 6047, 


5917 . 


.6036, 5925 


. .-6038, 6589. . 6675, 


6593. .6670, 




6888 . . 6947 












Seq. No. 


56750 






Seq. ID 


OJ000303_ 


_03. 0419. C10 


Gene No. 


118703 






Strand 






Start 


19135 






End 


20760 




Name 


OJ000303_03 . 


0419. 


C10 . oz . tw 


Method 


TBLASTX: Wheat 


Start 


6907 






End 


8289 




GI 


none 






Score 


68 




Exons 


6907 . . 6963, 


6909 . 


.6971, 7359 


..7475, 7360. .7470, 


1 /" C ~7 "~1 1 c a 

/ DD / . . / / DO, 




7 657 . . 7728 , 


7854 . 


. / y 10 , /odd 


. .7911/ 8221. .8289, 


8227. .8289 


Seq. No. 


56750 






Seq. ID 


OJ000303 


03 .0419. CIO 


Gene No. 


118703 






Strand 






Start 


19135 






End 


20760 




Name. 


OJ000303 03 . 


0419. 


C10.o5.tm 


Method 


TBLASTX: 


Maize' 


Start 


7357 






End 


9102 ■ 




GI 


none 






Score 


214 




Exons 


7357 . .7473, 


7359. 


.7475, 7360 


..7473, 7594. .7728, 


/ DD / . . / / Zo f 




7658 . . 7732, 


7658 . 


.7729, 7853 


..7909, 7854. .7910, 


7855 . . 7911, 




8221 . .8304, 


8226. 


.8303, 8227 


. .8304, 8228. .8305, 


C\ f\ S~ A A A A 

8963 . . 8998, 




8976 . . 9101, 


8 977 . 


r\ T O A AQ n 

.9102, 8983 


. ;"9102 






Seq., No. 


56750 






Seq. ID 


OJ000303 


03.0419. C10 


Gene No. ■ 


118703 






Strand 






Start 


19135 






End 


20760 




Name 


OJ000303 03. 


0419. 


C10.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


11350 






End 


•12492 




GI 


none 






Score 


106 




Exons 


11350. .11469 


, 11350. .11460, 


11354 . .11467, 11367 


. . 114 68, 




11567. .11596 


, 11591. .11914, 


11599. .12009, 11600 


. .11911, 




11602. .12003 


, 12113. .12217, 


12114. .12218, 12115 


. . 12219, 




12116. .1222 0, 12293. .12334, 


12295. .12345, 12412 


. . 12492 


Seq. No. 


56750 






Seq. ID 


OJ000303 


_03. 0419. C10 


Gene No. 


118703 






Strand 






Start 


19135 






End 


20760 




Name 


OJ000303 03. 


0419. 


C10.o3.np 


Method 


AAT/NAP 




Start 


19135 






End . 


20760 




GI 


6539588 






Score 


190 




Exons 


19135. .19254, 204 58. .2 07 60 








GI Descrip. 


(AP000837). hypothetical protein [Oryza 


sat iva] 




Seq. No. 


56751 






Seq. ID 


OJ000303 


JD3. 0419. Cll 


Gene No . 


118704 






Strand 






Start 


523 






End 


3685 




Name 


OJ000303 03. 


0419. 


Cll.ol.gs 


Method 


GENSCAN 




Start 


523 






End 


3685 




GI 


none 






Score 


. 69 




Exons 


S23..676, 747. .1084, 1350. .1919, 2001. 


2176, 2951. .3181, 




3504 . .3623, 


3628. 


.3685 








Seq. No. 


56751 






Seq. ID 


OJ000303 


_03.0419.C11 


Gene No. 


118704 






Strand 







57179 




Start 


523 








End 


3685 


Name 


OJ000303 03 


.0419. 


.Cll.o2 


. np 


Method 


A AT /NAP 


o Lai L 


1 631 ~ 

X U J X 








End 


?2D7 


fIT 

O X 










Score 


1 Sft 
J. JO 


IT von q 


X \J X . • X U U -7 / 


2938. 


. .3207 










(AP000837 ) 


hypothetical 


protein [Oryza 


^ t~ 1 XT 1 

o a i — l v a j 


Seq. No. 


* 56752 








Seq. ID 


OJ000303_03.0419.C12 


Gene No. 


118705 








Strand 


+ 




428 








End 


8 36 
o o w> 


Name 


OJ000303 03 


.0419. 


.C12.ol 


. gs 


Method 


\3 Hi LN O ^rtLN 


Cf a v~f- 
OLqI L 


428 








End 


ft ^fi 
O JU 


\3 X 


none 








Score 


7ft 




428. .474, 674 . .836- 








Cpn Kin 


56752 








Seq. ID 


OJ000303_03.0419.C12 


Gene No. 


118706 








Strand 


+ 


Start 


2191 








End 


5314 


Name 


OJO'00303 03 


.0419. 


C12.o2 


. gs 


Method 


GENSCAN 


o +- a -rf- 
OLdil 


2191 








End 


5314 


V?X 


none 








Score 


.9 




2191. .2204, 


2615. 


.3164, 


3329. 


.3478, 3724. .4161, 4264... 4377, 




4482. .5037, 


5259. 


.5314 








Oct], lnvj . 


56752 








Seq. ID 


OJ000303_03.0419.C12 


flono NT o 


118706 








Strand 


+ 


Start 


2191 








End 


5314 


Name 


OJ000303 03 


.0419. 


C12.ol 


.np 


Method 


AAT/NAP 




2670 








End 


4790 


(IT 


6715734 








Score 


419 


ijAUilO 


2670. .2951, 


3329. 


.3478, 


3783. 


.4010, 4114. .4161, 4264. .4377, 




4482. .4790 












f*Z T npQrri n 

vj X L^CO^J L • 


(AC0164 47) putative DNA binding protein [Arabidopsis thaliana] 




56752 








Seq. ID 


OJ000303_03.0419.C12 . 


Gene No. 


118707 








Strand 




Start 


6952 








End 


7056 


Name 


OJ000303 03 


.0419. 


C12.ol. 


. tw 


Method 


TBLASTX: Wheat 


O L. Cl X U 


4230 








End 


4553 


VJ X 


none 








Score 


136 




4230. .4379, 


4251. 


.4379, 


4264 . 


.4380, 4270. .4380, 4463. .4552, 




4479. .4553 












Seq. No. 


56752 








Seq. ID 


OJ000303_03.0419.C12 


Gene No. 


118707 








Strand 




Start 


6952 








End 


7056 


Name 


OJ000303 03 


.0419. 


C12.ol, 


. tc 


Method 


TBLASTX: Cress 




4263 








End 


4553 


GI 


none 








Score 


64 


jTvAn Q 


4263. .4361, 


4263. 


.4379, 


4264. 


.4380, 4463. .4552, 4479. .4553 


Seq. No. 


56752 








Seq. ID 


OJ000303_03.0419.C12 


Gene No. 


118707 








Strand 




Start 


6952 








End 


7056 


Name 


OJ000303 03, 


.0419. 


C12.ol. 


■ ts 


Method 


TBLASTX : Soybean 


Start 


4263 








End 


4553 


GI 


none 








Score 


207 



57180 




Exons 


. 4 J / y , 


A o a A 
4 Z o4 


A "3 Q n 


A O C A 

4 Z o4 . 


.4398, 4445. .4552, 4479. .4553 


Seq. No. 


56752 








Seq. ID 


OJ000303_03.0419. 


C12 


Gene No. " 


118707 .. 








Strand 






Start 


oyoz 








End 


7056 




Name 


CJUUUoUJ UJ 


C\ A 1 Q 

. U4 1 y 


. C1Z . Ol . 


tm 


Method 


TBLASTX: Maize 




Start 


4 z o4 








End 


4553 




GI 


none 








Score 


181 




Exons 


a o a a a a m 
4 Z o4 . . 4 4 U / , 


A 0 C£ 
4 Z O O 


. . 4 4 Z / , 


a q n q 
4 DUo . 


.4552, 4509.. 4553 




Seq. No. 


56752 








Seq. ID 


OJ000303_03.0419. 


C12 


Gene No. 


118707 








Strand 


- 




btart 


oyoz 








End 


7056 




Name 


OJUUUJUJ UJ 


. U4 I y 


. C1Z . oo . 


gs 


Method 


GENSCAN 




Start 


byoz 








End 


7056 




GI 


none 








Score 


.61 




Exons 


oyoz . . /Ujd 














Seq. No. 


56753 








Seq. ID 


OJ000303_03.0419. 


C13 


Gene No. 


118708 








Strand 


+ 




Start 


*3 O D 
JZb 








End 


443 




Name 


UJUUUoUj Uo 


. U4 1 y 


.Llj. Ol . 


gp 


Method 


AAT/GAP 




Start 


*3 O O 

• 3zb 








End 


443 




GI 


D 7 1 0 Z 1 








Score 


203 




Exons 


o^o . . 4 4 o 














Seq. No. 


56753 








Seq. ID 


UJUUU jUj U j . u^i iy . 


C13 


Gene No. 


118709 








Strand 






Start 


380 








End 


■18 64 




Name 


OJ000303 03 


.0419 


. CI J . Ol . 


gs 


Method 


GENSCAN 




Start 


380 








End 


1864 




CjI 


none 








Score 


.52 




Exons 


380. .561, 1799..: 


lo b4 










beq. No. 


56754 








Seq. ID 


OJUUUoU3 UJ.0419. 


n i a 
CI 4 


Gene No. 


118710 








Strand 


+ 




Start 


. 1 








End 


823- 




Name 


OJ000303 03 


.0419 


.C14.ol. 


np 


Method 


AAT/NAP ■■ 




Start 


1 








End 


823 




bl 


6553882 








Score 


404 




Exons 


1..58, 104. 


.823 












GI Descrip. 


(AC012563) 


unknown protein [Arabidopsis 


; thaliana] 




Seq. . No. 


56754 








Seq. ID 


OJ000303_03.0419. 


C14 


Gene " No . 


118711 








Strand 






btart 


1701 








End 


2764 




Name 


OJ000303 03 


.0419 


.C14 .ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


435 




hi 


none 








Score 


179 




Exons 


1..126, 3.. 


125, : 


129. .431 


, 130 


..432, 13C 


I. .435 




Seq. No. 


56754 








Seq. ID 


OJ000303_03.0419. 


C14 


Gene No. 


118711 








Strand 






Start 


1701 








End 


2764 




Name 


OJ000303 03 


.0419 


.C14.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1 








End 


387 




GI 


none 








Score 


95 





57181 



Exons 1..57, 3.-56, 129.. 359, 130.. 387 



C ^ /T VI /-s 

beq . wo . 


0 D / 0 H 




Corf T n 

oeq. id 


UJUUUjUj Uo.UQiy.014 


Gene No . 


I 1 Q*7 1 1 

I I O /ll 




ot rana 




otart 


1 / Ul 




Lna 


on c a 


Name 


UJUUUjUj Uo.U4tiy.L-l4.Ol. 


tc 


Method 


i BLAo I a : Cress 


otart 


o 
j 




hna 


a otz 
4 O J 




none 




Score 


TA ' 

/ u 


Exons 


3. .83, 4. .81, 147. .434, 


148. . 


435 




Can NT r\ 

oeq . 1NO . 


C /T7 C A 

0 0 / 0 H 




Cart T Pi 

oeq. iu 


UJUUUjUj Uj.U3iy.U14 


Gene No . 


1 1 Q71 1 
1 1 O / 1 1 




ot rana 




btart 


1 / U 1 




Lna 


on a a 


Name 


n Tfinmm no. a / i q a s^o 
UJUUUjUj Uj . U4 iy . L14 . Oj . 


tm 


Method 


i oiiAo i a : Mai ze 


Q J_ _ 4- 


eric; 




Lna 


n a q 


C T 

bl 


none 




Score 


o an 

ZD/ 


Exons 


cnc £QC cno HAH c: 1 cl 
0U3..oyt>, jUo . . /4 / , DID. 


H A Q 






Seq. No. 


56754- 




Seq. ID 


OJ000303__03.0419.C14 


Gene No . 


lib / 11 




Strand 




b tart 


1 / U 1 




Lna 


O "7 C A 
£ 1 D4 


Name 


UJUUUjUj Uo . U4 iy . C14 . Ol . 


tw 


Metnoa 


TBLAbTX : Wheat 


otart 


o^u 




Lna 


Q1 A 

y iu 


GI 


none 




Score 


1 O A 

lo4 


Exons 


COP! C A C CC1 C A C 

ozU..b4o, do1..o4o, do/. 


o o o * 


en o o c 
DO / . . Ojlp , 


DO0..0ZD, 836. .910, 




q t £ am cm qao 








Seq. No. 


56754 




Seq. ID 


OJ000303_03.0419.C14 


'Gene No. 


118711 




Strand - 




ot art 


1701 




End 


2764 


Name 


OJ000303 03.0419.C14 . o2 . 


np 


Method 


AAT/NAP 


btart 


1701 




End 


2764 


f T 


416716 




Score 


244 


Exons 


1701. . 1858, 1965. .2244, 


2490. 


.2764 




GI Descrip. 


CELL DIVISION-ASSOCIATEC 


i PROTEIN BIMB gi | 322992 | pir | | A42854 




probable spindle pole. body component bimB - Emericella nidu^ 


oeq . wo . 


56754 




Seq. ID 


OJ000303_03.0419.C14 


Gene No . 


118711 




Strand 




otart 


1701 




End 


2764 


Name 


OJ000303 03.0419.C14.o2. 


tm 


Method 


TBLASTX: Maize 


otart 


1939 




End 


2224 




none 




Score 


247 


Exons 


1939. .2205, 1939. .2166, . 


1941. 


.2207, 1965.. 2219, 2024.. 2224 


oeq. no. 


56755 




Seq. ID 


OJ000303_03.0419.C18 


Gene No . 


118712 




Strand 


+ 


Start 


657 




End 


4816 


Name 


OJ000303 03.0419.C18.ol. 


gs 


Method 


GENSCAN 


Start 


657 




End 


3893 


GI 


none 




Score 


.76 


Exons 


657.. 1202, 1452.. 1763, 1 


850. . 


2320, 2600 


i. . 2711, 3451. .3893 


Seq. No. 


56755 




Seq. ID 


OJ000303_03.0419.C18 


Gene No. 


118712 




Strand 


+ 


Start 


657 




End 


4816 


Name 


OJ000303 03.0419.C18.ol. 


np 


Method 


AAT/NAP 



57182 




Start 1461 End 4816 

GI 4680199 Score 837 

Exons 1461.. 1754, 1804.. 2361, 2683.. 3365, 3451.. 3568, 3737.. 3879, 

4685. .4816 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



oeq . INO . 


j D / 0 0 








Seq. ID 


OJ000303_03.0419. 


C 1 Q 

.Llo 


(^ene wo. 


llo / 1 J 








Strand 






Start 


4466 








End 


4780 




Name 


OJ000303_03. 


,0419 


.C18.o3 


.tm 


Method 


TBLASTX: Maize 




OLdLt 


1 1 R 
1 j / 0 








End 


1774 




r* t 


none 








Score 


226 




Exons 


IC70 1 "7 £"3 
1 J / 0 . . 1 / OJ/ 


IDo / 


1 TC/i 
. . 1 / DH. t 


1 jo y . 


.1774, 1589. .1768 




oeq. ino. 


R £7 c c 
JO / J J 








Seq. ID 


OJ000303_03.0419. 


. Llo 


Gene No . 


110 / Ij 








Strand 






Start 


4466 








End 


4780 




Name 


OJ000303_03. 


0419 


.C18.o2. 


. tm 


Method 


TBLASTX: Maize . 




Of -srf 

o tar l 


zuyy 








End ■' 


2365 






none 








Score 


304 




Exons 


z u y y . . z j od , 


OAQQ 

zuyy 


O O A 1 

. . Z j4 1 , 


• O 1 £. A 

Z 1 b4 . 


.2364 






C ^ /-* Ma 

oeq. IN o . 


CD O / 0 D 








Seq. ID 


OJ000303_03.0419. 


C18 


Gene No . 


llo / Ij 








Strand 






Start 


4 4 66 








"End 


4780 




Name 


OJ000303_03. 


0419 


.C18.o4, 


. tm 


Method 


TBLASTX: Maize 






Z o 1 o 








End 


3118 




bl 


none 








Score 


151 




Exons 


Zo / o . . jUz / , . 


O Q 7 Q 

z 0 / y 


. . JU OZ , 


0QQ1 
zo yi . 


.3034, 2922.. 3053, 3050.. 3118 


o e q . in o . 


jD / jj 








Seq. ID 


OJ000303_03.0419. 


C18 


bene ino . 


110 / 1 J 








Strand 






Start 


4466 








End 


4780 




Name 


OJ000303_03. 


0419 


.C18.01. 


. tw 


Method 


TBLASTX: Wheat 




OLdit 










End 


3367 




bl 


none 








Score 


'268 




Exons 


jUUZ . . OOO / , 


oUbl 


; . j i j y , 


0000 

JZZ J . 


.3312 






O e CJ . IN O . 


JD / JJ 








Seq. ID 


OJ000303_03.0419. 


C18 


Gene No . 


llo / 1 J 








Strand 






Start 


4466 








End 


4780 




Name 


OJ000303_03. 


0419 


.C18.01, 


, ts 


Method 


TBLASTX: Soybean 




otdit 


J 1 1 J 








End 


3599 




Val 


none 








Score 


170 




Exons 


jll j . .jo/ j/ 


j 4 0 U 


"3 A 0 
. . J DH Z , 


0 c c c 
jjOj . 


.3599 






Seq. No. 


56755 








Seq. ID 


OJ000303_03.0419. 


C18 


Gene No. 


118713 








Strand 






Start 


4466 








End 


4780 




Name 


OJ000303 03. 


0419 


.C18.01. 


tm 


Method 


TBLASTX: Maize 




Start 


3121 








End 


3653 




GI 


. none 








Score 


212 




Exons 


3121. .3324, 


3122 


. .3334, 


3441. 


.3653, 3461. .3649 




Seq. No. 


56755 








Seq. ID 


OJ000303_03.0419. 


C18 


Gene No. 


118713 








Strand 






Start 


4466 








End 


4780 





57183 




Name 


OJ000303 03 


.0419 


. CIS . 0^ 


: . gs 


Method 


GENSCAN 


Start 


4 4 66 








End 


4780 


GI 


none 








Score 


/" A 

. 69 


Exons " 


4466. .4 / 80 












Seq. No. 


56756 








Seq. ID 


OJ000223_05.0419.C2 


Gene No. 


118714 








Strand 


+ 


Start 


i c a o 








End 


O O C 

32 ob 


Name 


OJ0UU223 05, 


.0419, 


. C2 . Ol . 


gs . 


Method 


GENSCAN 


Start 


i c o o 








End 


A A A C 

3285 


GI 


none 








Score 


. 96 


Exons 


loyj. . i / J?, 


i ncc 

i y jj , 


. . 2UU o , 




"3 O Q E. 




Seq. No. 


56756 








Seq. ID 


OJ000223_05.0419.C2 


Gene No. 


118715 








Strand 


+ 


Start 


TOO /I 

Jo 34 








End 


4 190 


Name 


OJ000223 05, 


. 0419, 


. C2 . o2 . 


gs 


Method 


GENSCAN 


Start 


3834 








End 


4190 


GI , 


none 








Score 


1 


Exons 


A A A ^ yl T A A 

3834 . . 4 190 












Seq. No: 


56756 








Seq. ID 


. OJ000223_05.0419.C2 


Gene No. 


118716 








Strand 




Start 


oonc 

2oUb 








End 


A A 1 A 

3072 


Name 


/■-\ ~r A A A A A A AC 

OJ000223 05. 


..0419 , 


. C2 . ol . 


gp 


Method 


AAT / GAP 


Start 


2805 








End 


3072 


GI 


C A C /" 1 OA 

5056129 








Score 


516 


Exons 


A O A C A A -7 A 

2805 . . 3072 












Seq. No. 


56756 








Seq. ID 


OJ000223_05.0419.C2 


Gene No. 


118717 








Strand 




Start 


A 1 C A 

3150 








End 


6026 


Name 


/-\ -r A A A A A "3 AC 

OJ000223 05. 


.0419, 


. C2 . ol . 


tm 


Method 


TBLASTX : Maize 


Start 


3111 








End 


4970 


GI 


none 








Score 


294 


Exons 


3111 . . 31oo , 


o o o o 


/I 1 a a 

, .4139, 


1 A A 1 

3901 . 


.4128, 4806. .4970, 4843. .4968 


Seq. No. 


56756 








'"Seq."' ID 


OJ00b223_05.0419.C2- 


Gene No. 


118717 








Strand 




Start 


315U 








End 


6026 


Name 


s~\ t A A A A A A AC 

OJ000223 05. 


, 0419 . 


C2 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


3130 








End 


4844 


GI 


none 








Score 


59 


Exons 


A 1 A A A 1 A A 

3130 . .31-89, 


3132,. 


.3188, 


3888 . 


.4139, 3901. .4140, 4806. .4844 


Seq. No. 


56756 








Seq. ID 


OJ000223_05.0419.C2 


Gene No. 


118717 








Strand 




Start 


3150 








End 


6026 


Name 


OJ000223 05. 


0419. 


C2.ol. 


np 


Method 


AAT /NAP 


Start 


3150 








End 


5431 


GI 


7523696 








Score 


630 


Exons 


3150. .3245, 


3825. 


.4130, 


4809. 


.4970, 5104. .5236, 5364. .5431 


GI Descrip. 


(AC011001) Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


56756 








Seq. , ID 


OJ000223_05.0419.C2 


Gene No. 


118717 








Strand 




Start 


3150 








End 


6026 



57184 



Name 

Start 

GI 

Exons 



OJ000223_05.0419.C2.ol.ts 

3879 

none 

3879.. 4130, 3901.. 4131, 4018, 
5098.. 5238, 5105.. 5206, 5337, 



Method TBLASTX : Soybean 
End 5974 
Score 221 

.4131, 4821. .4970, 4849. .4968, 
.5432, 5366.-5434, 5366.. 5434, 



5502. .5699, 5514. .5693, 5518. .5700, 5877. .5972, 5894. .5974 



Seq. No. 56756 Seq. ID 

Gene No. 118717 Strand 

Start 3150 End 

Name OJ000223_05 . 04 19 . C2 . o2 . tc Method 

Start 3885 End 

GI none Score 

Exons 3885.. 4052, 3889.. 4053 



OJ000223_05.0419.C2 
6026 

TBLASTX: Cress 

4053 

149 



Seq. No. 56756 

Gene No. 118717 

Start 3150 

Name OJ000223_05 . 04 19 . C2 . o2 . 

Start 4097 

GI 428465 

Exons 4097.. 4130, 4809.. 4970, 

GI Descrip. 4538911/emb | CAB39648 . 1 | 
[Arabidopsis thaliana] 



Seq. ID OJ000223_05.0419.C2 
Strand 

End 6026 

gp Method ' AAT/GAP 

End ' 5257 

Score 598 
5104. .5257 

4.0e-18 (AL049482) hypothetical protein 



Seq. No. 5675.6 

Gene No. 118717 

Start" 3150 

Name OJ000223_05 . 04 19 . C2 . o3 . gs 

Start 4756 

GI none 
Exons 



Seq. ID OJ000223J35.0419.C2.- 
Strand 

End 6026 

Method GENSCAN 

End 6004 

Score .51 



4756. .4981, 5120. .5236, 5364. .5431, 5448. .5746, 5875. .6004 



Seq. No. 56756 
Gene No. 118717 
Start 3150 

Name . OJ000223 J>5 . 04 19 . C2 . o2 . 

Start 5128 ... 

GI none 

Exons 5128.. 5238, 5129.. 5239, 

5365.. 5433, 5365.-5433, 
5506.. 5700, 5515.. 5697, 
5878.-5973, 5891. .5992 

Seq. No. 56756 

Gene No. 118717 

Start 3150 

Name OJ000223_05 . 04 19 . C2 . ol . 

Start 5387 

GI none 

Exons 5387,-5434, 5387.-5434, 
5877..S969, 5894. .5974 

S.eq. No. 56756 

Gene No. 118717 

Start 3150 

Name OJ000223 05 . 04 19 . C2 . o3 . 



Seq. ID OJ000223_05.0419.C2 
Strand 

End 6026 
tm Method TBLASTX: Maize 

End 5992 • 

Score 161 
5156. .5257, 5328. .5432, 5364. .5432, 
5366.-5434, 5366. .5434, 5502.-5537, 
5586.-5699, 5877. .5990, 5877.-5945, 

Seq. ID OJ000223J35.0419.C2 
Strand 

End 6026 

tc Method TBLASTX : Cress 

End 597 4 

Score 62 
5502. .5699, 5514. .5681, 5518. .5700, 

Seq. ID OJ000223_05.0419.C2 
Strand 

End 6026 

gp Method AAT/GAP 



57185 



Start 5559 End 6026 

GI 702313 Score 459 

Exons 5559.. 5698, 5875.. 6026 

GI Descrip. 1946372 1.0e-16 (U93215) yeast hypothetical protein YDB1_SCHP0 
isolog [Arabidopsis thaliana] 



Seq. No. 56757 

Gene No. 118718 

Start 799 

Name OJ000223_05 . 0419 . C3 . ol . gp 

Start 799 

GI 702313 

Exons 799..927 

GI Descrip. 1946372 1.0e-16- (U93215) yeast hypothetical protein YDB1_SCHP0 
isolog [Arabidopsis thaliana] 



Seq. ID OJ000223_05.0419.C3 

Strand 

End 927 

Method AAT/GAP 

End 927 

Score 216 



Seq. No. 56758 

Gene No. 118719 

Start 1 

Name OJ000223_05 . 04 19 . C4 . ol . gp 

Start 1 

GI 2312021 

Exons 1..47, 171.. 233 

Seq. No. 56758 

Gene No. 118720 

Start 171 

Name OJ000223_05 . 04 19 . C4 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ000223_05.0419.C4 

Strand 

End 233 

Method AAT/GAP 

End 233 

Score 200 



Seq. ID OJ000223_05.0419.C4v 

Strand 

End 2451 

Method TBLASTX : Mai ze 

End 14 95 

Score 57 



1..51, 3. .53, 171. .308, 172. .300, 173. .301, 1385. .1495, 
1388. .1471 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



56758 
118720 • 
171 ' 

O'J000223_05.0419.C4.ol.gs 

171 

none 



Seq. ID OJ000223_05.0419.C4 
Strand 

End 24 51 , 

Method GENSCAN. " 

End 2451 

Score .85 



171. .301, 1387. .1494, 1704. .1819, 1962. .2133, 2254. .2300, 
2335.. 2451 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56759 

118721 

5807 

OJ000223_05.0419.C5.o2.gs 

5807 

none 



Seq.' ID". OJ000223_05.0419.C5 

Strand + 

End 6892 

Method GENSCAN 

End 68 92 

Score .42 



5807. .5887, 5949. .6210, 6452. .6565, 6795. .6892 



56759 

118722 

7443 

OJ000223_05.0419.C5.o3.gs 

7443 

none 



Seq. ID OJ000223_05.0419.C5 

Strand + 

End 9623 

Method GENSCAN 

End 9623 

Score .57 



7443. .7574, 9124. .9301, 9595. .9623 



57186 



Seq. No. 56759 

Gene No. 118723 

Start 1 " . 

Name OJ000223_05 . 04 19 . C5 . ol . gp 

Start 1 

GI LIB3431-003-P1-K1-D8 

Exons 1 . . 24 6 

GI Descrip. 1 3821780/emb | AJ009303 . 1 | XLAJ9303 1.0e-10 Xenopus laevis cDNA 
clone 27A6-1' 



Seq. ID OJ000223_05.0419.C5 
Strand 

4 410 
AAT/GAP 
246 
464 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56759 

118723 

1 

OJ000223_05.0419.C5.ol.gs 

9 

none 



Seq. ID OJ000223_05.0419.C5 
Strand 

End 4410 

Method GENSCAN 

End 4 389 

Score .74 

9. .165, 189. .274, 367. .510, 600. .701, 3137. .3167, 3369. .3466, 
3767. .3883, 4288. .4389 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56759 

118723 

1 

OJ000223_05 . 0419 . C5 . ol . np' 
172 

6729496 



Seq. ID OJ000223_05.0419.C5 
Strand 

End 4 410 

Method AAT/NAP 

End 4 410 

Score 671 



172. .249, 367. .510, 600. .670, 1096. .1195, 3137. .3167, 
3369.-34-66, 4288. .4410 

(AL132966) putative protein [Arabidopsis thaliana] 



56759 

118724 

10607 

OJ000223_05.0419.C5.ol.ts 

199 

none 



Seq. ID OJ000223_05.0419.C5 
Strand 

End 10695 

Method TBLASTX: Soybean 

End 1187 

Score 114 

199. .255,, 367. .510, 392. .511, 597 . . 67 1,. 598 . . 690 , 1094 . . 1186, 
1095. .1187 



End 

Method 

End 

Score 



Seq. No. 56759 

Gene No. 118724 

Start 10607 

Name OJ000223_05 . 0419 . C5 . ol . tw 

::Start 202 

GI none 

Exons 202.. 252, 364.. 516, 392.. 511 

Seq. No. 56759 

Gene No. 118724 

Start 10607 

Name OJ000223_05 . 0419 . C5 . ol . tc 

Start 322 

GI none 

Exons 322. .510, 392 .. 511, 597 .. 671, 598. .690 



Seq. ID OJ000223_05.0419.C5 
Strand 

10695 . 
TBLASTX: Wheat 
516 
106 



Seq. ID OJ000223_05.0419.C5 
Strand 

End 10695 

Method TBLASTX : Cress 

End 690 

Score 125 



Seq. No. 
Gene No. 



56759 
118724 



Seq. ID OJ000223_05.0419.C5 
Strand 



57187 






Start 


10607 






End 


10695 




Name 


OJ000223 05. 


0419. 


C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


367 






End 


681 




GI 


none 






Score 


72. 




Exons 


367. .510, 392. .511, 597. .674, 


598 . . 681 






Seq. No. 


56759 






Seq. ID 


OJ000223_05.0419.C5 




Gene No. 


118724 






Strand 






Start 


10607 






End 


10695 




Name 


OJ000223 05. 


0419. 


C5.o4 .gs 


Method 


GENS CAN 




Start 


10607 






End 


10695 




GI 


none 






Score 


. 58 




Exons 


10607. .10695 










Seq. No. 


56760 






Seq. ID 


OJ000223_05.0419.C6 




Gene No. 


118725 






Strand 


+ 




Start 


618 






End 


721 




Name 


OJ000223 05. 


0419. 


C6.ol .gs 


Method 


GENSCAN 




Start 


618 






End 


721 




GI 


none 






Score 


.4 




Exons 


618. .721 












Seq. No. 


* 56761 






Seq. ID 


OJ000223_05. 0419.C8 




Gene No. 


118726 






Strand 






Start 


1 






End 


34 4 




Name 


OJ000223 05. 


0419. 


C8.ol.gp 


Method 


AAT/GAP 




Start 


1 






End 


344 


f h 


GI 


LIB3432-009- 


•Pl-Kl 


-D9 


Score 


657 


~ " 


Exons 


1. .344 










iy 


GI Descrip. 


'1946372 1.0e-16. 


(U93215) yeast hypothetical protein YDB1_SCHP0 


w 




isolog [Arabidopsis thaliana] 


i 




_ 


Seq. No. 


56761 






Seq. ID 


OJ000223_05.0419.C8 




Gene No. 


118727 






Strand 






Start 


2194 






End 


8047 




Name 


OJ000223 05. 


0419. 


C8.ol.ts 


Method 


TBLASTX: Soybean 




. Start 


. 2006 






End 


3789 


y 


GI 


none 






Score 


64- 




Exons 


2006. .2455, 


2174. 


.2512, 227*6. 


.2512, 2506. .2757, 2518. .2970, 






2533. .2874, 


2605. 


.2898, 2695. 


.3012, 2800. .3018, 3028. .3507, 






3169. .3612, 


3223. 


.3642, 3395. 


.3538, 3652. .3789 




Seq. No. 


56761 






Seq. ID 


OJ000223_05.0419.C8 




Gene No. 


118727 






Strand 






Start 


2194 






End 


8047 




Name 


OJ000223 05. 


0419. 


C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


2036 






End 


3945 




GI 


none 






Score 


117 




Exons 


2036. .2200, 


2090. 


.2491, 2195. 


.2512, 2512. .2700, 2518. .2895, 






2623. .3006, 


2833. 


.3033, 3028. 


.3357, 3046. .3438, 3169. .3576, 






3170. .3556, 


3256. 


.3654, 3649. 


.3789, 3649. .3756, 3811. .3945 




Seq. No. 


56761 






Seq. ID 


OJ000223_05.0419.C8 




Gene No. 


118727 ' 






Strand 






Start 


2194 






End 


8047 




Name 


OJ000223 05. 


0419. 


C8.ol.gs 


Method 


GENSCAN 




Start 


2194 






End 


4740 



57188 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score .5 

2194. .2329, 2491. .3485, 3708. .4007, 4356. .4740 



56761 
118727 ' 
2194 

OJ000223_05.0419.C8.ol.tc 
2231 
none 
2231. 
2435. 
2519. 
2662. 
3175. 
3395. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000223 05. 0419. C8 



.2488, 2243. 

.2524, 2441, 

.2575, 2524. 

.3018, 2752. 

.3357, 3178, 



.2512, 2321. 

.2503, 2491. 

.2733, 2551. 

.2898, 2758. 

,3534, 3250. 



8047 

TBLASTX: Cress 
3795 
42 

.2512, 2345. .2512, 2423. .2512, 

.2802, 
.2841, 
.3423, 
.3555, 



.3655, 3460.. 3630, 3649. 



2691, 2512.. 2649, 2512. 

2898, 2606.. 2692, 2635. 

3006, 2857.. 3012, 3076. 

3477, 3277. .3654, 3394. 
3795 



56761 

118727 

2194 

OJ000223_05. 0419.C8.o2.np 

4489 

1076802 

4489. .4919, 6765. .6979, 7748 



OJ000223 05. 0419. C8 



Seq. ID _ 
Strand 

End 8047 
Method AAT/NAP 
End 8047 
Score 168 
8047 

extensin-like protein - maize gi | 600118 | emb | CAA84 230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 ] prf | | 2111476A" 
extensin-like domain [Zea mays] 





Seq. No. 


56762 


Seq. ID 


OJ000223_05. 


0419 


.C12 


iL ;J5 


Gene No. 


118728 


Strand 


+ 






i ; 2 


Start 


214 


End 


528 






'■s=. 

%'J 


Name 


OJ000223 05.0419.C12.ol.gs 


Method 


GENSCAN 






rtj 


Start 


214 


End 


528 








GI 


none 


Score 


.41 






r ^ 


Exons 


214. .218, 522. .528 












Seq. No. 


56763 


Seq. ID 


OJ000223_05. 


0419 


.C13 




Gene No.* 


118729 


Strand 


+ 








Start- 




End 


2215 








Name 


OJ000223 05.0419.C13.ol.np 


Method 


AAT/NAP 






r .1 


Start 


1 


End 


2210 








GI 


6016874 


Score 


136 








Exons 


1..23, 1270. .1428, 1989. .2210 












GI .Descrip. _ 


{AP000570) ESTs C1914 3 (E10020 ) , D2507 6 (R3116) correspond 


to a 






region of the predicted gene. 


; Similar 


to putative 


AC 9 








transposase. (P03010) [Oryza 


sativa] 










Seq. No. 


56763 


Seq. ID 


OJ000223_05. 


0419 


.C13 




Gene No. 


118729 


Strand 


+ 








Start 


1 


End 


2215 








Name 


OJ000223 05.0419.C13.ol.gs 


Method 


GENSCAN 








Start 


1688 


End 


2215 








GI 


none 


Score 


.93 








Exons 


1688. .2215 












Seq. No. 


56764 


Seq. ID 


OJ000223 05. 


0419 


.C14 




Gene No. 


118730 


Strand 


+ 








Start 


2862 


End 


11590 







57189 



Name 

Start 

GI 

Exons 



OJ000223_05 .0419. C14 . o2 . gs Method GENSCAN 
2862 End 11590 

none Score .72 

2862.. 3106, 3317... 3476, 3582.. 3664, 3775.. 3865, 3957.. 4052, 

4547..4660-, 4764. .4847, 4935.. 5090, 5186.. .5260, 5760.. 5866, 

5950. .6130, 6274. .6462, 6839. .6919, 7063. '.7197, 7449. .7661, 

8176. .8325, 8476. .8616, 9134. .9272, 10215 .. 10297 , 10764 .. 11037 , 
11471. .11590 



Seq. No. 56764 
Gene No. 118730 
Start 2862 

Name OJ000223_05 . 04 19 . C14 . ol . 

Start • 2880 
GI 6524953 

Exons 2880.. 3106, 3317.. 3480, 

4547. .4660, 4764. .4847, 
5950. .6130, 6274. .6462, 
7.945.. 8050, 8176.. 8325, 

GI Descrip: (AF188994) homeodomain-1 
fiberless 1 [Arabidopsis 

Seq. No. 56764 
Gene No,. ; 118.730 

Start ' ,2862 

Name OJ000223_05 . 0419 . C14 . o2 . 

Start 2945 

GI none 

Exons 2945.. 3109, 2946.. 3107, 
3560. .3664, 3581. .3667, 

Seq. No. 56764 

Gene No. 118730 

Start 2862 

Name * OJ000223_05 . 04 19 . C14 . o2 . 

Start 2946. 

GI none 

Exons 2946.. 3107, 2948.. 3109, 
3597. .3641, 3630. .3653, 



Seq. ID OJ000223_05.0419.C14 

Strand + 

End 11590 
np Method AAT/NAP 

End 8619 

Score 2549 
3592. .3664, 3775. .3865, 3957. .4052, 
4935. .5090, 5186. .5260, 5760. .5866, 
6839. .6919, 7063. .7212, 7449. .7771, 
8476. .8.619 

eucine zipper protein interfascicular 
thaliana] 

Seq. ID OJ000223_05.0419.C14 

Strand + 

End 11590 

tw . Method TBLASTX : Wheat . 

End 3671 

Score 262 
3062.. 3109, 3311. .3475, 3315.. 3485, 
3582.. 3671 

Seq. ID OJ000223_05.0419.C14 

Strand + 

End 11590 
tc Method TBLASTX : Cress 

End 3865 

Score 260 
3311. .3448, 3315. .3485, 3452. .3493, 
3775. .3864, 3776. .3865 



Seq. No. 56764 

Gene No. 118730 

Start 2862 

Name OJ000223_05 . 04 19 . C14 . o2 

Start 2946 

GI none 

Exons 2946.. 3107, 2948.. 3109, 
3600. .3653, 3775.. 3840, 



Seq. ID OJ000223_05.0419.C14 

Strand . + 

End 11590 
.ts Method TBLASTX : Soybean 

End - 3841 

Score 260 
3044. .3109, 3314. .3448, 3315. .3479, 
3776. .3841 



Seq. No. 56764 

Gene No. 118730 

Start 2862 

Name OJ000223_05 . 04 19 . C14 . o2 . tm 

Start 3316 

GI none 

Exons 3316.. 3477, 3318.. 3485, 
3585. .3671, 3770. .3817, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3560.. 3664, 3579 
3775.. 3819, 3775 



OJ000223_05.0419.C14 
+ 

11590 

TBLASTX: Maize 
3819 
256 

3662, 3584.. 3709, 
3816 



57190 



Seq. No. 56764 
Gene No.' 118730 
Start ' 2862 '■" 

Name OJ000223JD5 . 04 19 . C14 .ol . tc 

Start 3956 
GI none 

Exons 3956.. 4051, 3957.. 4055, 4540. 

4760. .4873, 4761. .4853, 4763. 
4992. .5090, 4993. .5091, 5183. 
5759. .5866, 5947. .6039, 5948. 



Seq. ID OJ000223_05.0419.C14 

Strand + 

End 11590 

Method TBLASTX: Cress 

End 604 3 

Score 130 

.4659, 4541. .4660, 4755. .4850, 
.4867, 4925.. 5089, 4935 .... 5.090, 
.5272, 5183.. 5257, 5748.-5879, 

.6043 



C3. 

m 

fy 
£3 

iy 

- 

fy 
C3 

si 
S3 
£3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56764 

118730 

2862 

OJ000223_05. 
3962 
none 
3962. 
4755. 
5188. 
5947. 
6273. 
7054. 



0419.C14.ol.tm 



.4060, 
.4850, 
.5259, 
.6039, 
.6461, 
.7197, 
7512. .7769, 
7928. .§050, 
8455. .8628, 



3963. 
4763, 
5189, 
5948, 
6292. 
7057, 
7519, 
7948, 
8474 . 



.4067, 
.4852, 
.5257, 
.6139, 
.6465, 
.7203, 
.7 734, 
.8052, 
.8587, 



4550. 
4925. 
5748. 
6001. 
6830. 
7448. 
7520, 
8157, 
8502. 



56764 

118730 

2862 

OJ000223_05.0419.C14 .ol. ts 

3971 

none 

3971. .4051, 3975. .4055, 4507, 
4544. .4690, 4755. .4850, 4763, 
4 934. .5095, 5183. .5272,^5183, 
5759/V5866 ' ~ 

56764 

118730 

2862 

OJ000223JD5 . 04 19 . C14 . o3 . tw 

3993 

none 

3993. .4055, 3998. .4054, 4544. 
4769. .4846, 4905. .5090, 4913. 
5186. .5251 



Seq. ID OJ000223_05.0419.C14 

Strand + 

End 11590 

Method TBLASTX : Mai ze 

End 8628 

Score 154 

.46.63, 4552.. 4659, 4753.. 4848, 
.5095, 4929.. 5090, 5183.. 5257, 
.5879, 5759.. 5866, 5760.. 5879, 
.6129, 6272.. 6460, 6273.. 6461, 
.6922, ,7049.. 7198, 7050.. 7196, 
.7510, 7449. .7511/ 7450. .7512, 
.7768, 7925.. 8050, 7926.. 8039, 
.8327, 8169.. 8324, 8170.. 8340, 
.8621 

Seq. ID OJ000223_05.0419.C14 

Strand + 

End 11590 

Method TBLASTX : Soybean 

End 5874 

Score 108 

.4656, 4540. .4659, 4544. .4660, 
.4867, 4925.. 5095, 4929.. 5090, 
.5272, 57481.5867, 5758.. 5874, 



Seq. ID OJ000223_05.0419.C14 

Strand + 

End 11590 

Method TBLASTX : Wheat 

End 5251 

Score 91 

.4660, 4552.. 4659, 4755.. 4850, 
.5089, 4992.. 5090, 5183.. 5224, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56764 

118730 

2862 

OJ000223JD5 .0419. C14 . ol . gp 
5172 

42739 1.R1084 



Seq. ID OJ000223_05.0419.C14 



Strand 
End 

Method 

End 

Score 



+ 

11590 
AAT/GAP 
6913 
1083 



5172.. 5260, 5760.. 5866, 5950.. 6130, 6274.. 6462, 6839.. 6913 
1 214 5356/emb | CAA72007 | 2.0e-65 (Y11122) HD-Zip protein 



57191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Arabidopsis thaliana] >gi_3132474 (AC003096) homeobox protein, 
ATHB-14 [Arabidopsis thaliana] 1 



56764 
118730 
2862 

OJ000223_05.0419.C14 .o3.ts 
6836 



none 
6836. 
7509. 
8185. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

6922, 6964. .7194, 7068. .7193, 7446".. 7532, 7476. .7529, 
7769, 7550. .7768, 7928. .8065, 8181. .8324, 8182. .8340, 
8340, 8443. .8577, 8508. .8648, 8563. .8622 



OJ000223_05.0419.C14 
+ 

11590 

TBLASTX: Soybean 
8648 
96 



Seq. No. 56764 - 

Gene No. 118730 

Start 2862 

Name OJ000223_05 . 04 19 . C14 . o3 . tc 

Start 7640 

GI " ' none 

Exons 7640.. 7768, 7640.. 7768, 7650. 

8181. .8309, 8182. .8322 

Seq. No. 56764 
Gene No. A 118730 
Start 2862 

Name . OJ000223_05 . 04 19 . C14 . ol . tw 

Start 7694 
GI none 

Exons 7 6,94... 7768, 7695.. 7772, 7695. 

7925. .8053, 7928. .8050, 8169. 
8175. .8327 



Seq.- ID OJ000223_05. 0419.C14 

Strand + 

End 11590 

Method TBLASTX: Cress 

End 8322 

Score 91 

.77 69, 7 668. .7772,^7 928. .80 65, 



Seq. ID OJ000223_05.0419.C14 

Strand ~£ 

End 11590 

Method TBLASTX : Wheat 

End 8327 

Score 120 
.7769, 7696. .7773, 7697. .7774, 
.8324, 8170. .8325, 8174. .8326, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56764 Seq. ID 

118730 Strand 
2862 End 
0 J000223_05 . 04 1 9 . C14 . o2 . gp Method 
8168 , End 

29092_2.R1084 Score 
8168. .8325, 8476. .8971 

'2145356/ emb | CAA7 2007 | 1.0e-27 (Y11122) HD-Zip protein 
[Arabidopsis thaliana] >gi_3132474 (AC003096) homeobox protein, 
ATHB-14 [Arabidopsis thaliana] ' 



OJ000223_05.0419.C14 
+ 

11590 
AAT/GAP 
8971; 
1192 - 



56764 . Seq. ID 

118730 ' .' - Strand 

2862 End 
OJ000223_05. 0419.C14 .o4. tc Method 

84 64 End 

none Score 

8464. .8637, 8502. .8630 



OJ000223_05.0419.C14 

+ 

11590 

TBLASTX: Cress 

8637 

196 



Seq. No. 56765 Seq. ID 

Gene No. 118731 Strand 

Start 1016 End 

Name OJ000223_05 . 04 19 . CI 6 . ol . gs Method 

Start 1016 End 

GI none Score 



OJ000223_05.0419.C16 
+ 

1545 
GENSCAN 
1545 
.74 



57192 



Exons 



1016. .1065, 1340. .1545 



Seq. No. 


56766 


Seq. ID 


OJ000223 05.0419.C18 


Gene * No. 


118732 


Strand 


+ 


otari 


1 


End 


3333 


Name 


OJ000223 05.0419.C18.ol.np 


Method 


AAT/NAP 


btart 


1 


End 


3333 


C T 


7258384 


Score 


405 


Exons 


1..149, 1306. .1380, 1473. .152* 


5, 1628. 


.1699, 2482. .2625, 




2957.. 3009, 3077.. 3123, 3210.. 


.3333 




GI Descrip. 


(AL138650) putative protein [Arabidopsis thaliana] 


beq. no. 


56767 


Seq. ID 


OJ000223_05.0419.C20 


Gene No . 


118733 * 


Strand 




n4._v.1- 
otart 


141 


End 


407 


Name 


OJ000223 05.0419.C20.ol.gs 


Method 


GENSCAN 


otart 


141 


End 


407 


bl 


none 


Score 


.46 


Exons 


141. .407 






beq . no . 


56768 


Seq. ID 


OJ000223_05.0419.C21 


r~i £s Kl /~\ 


118734 


Strand 


+ 


OLaiL 


1854 


End 


6069 - 


Name 


OJ000223 05.0419.C21.ol.np 


Method 


AAT/NAP" 


Start 


1854 • 


End . 


6069 


bl 


7484815 


Score 


1583 


Exons 


1854. .2976, 5163. .6069 






GI Descrip. 


auxin response factor 7 homolog F6G3.; 


110 - Arabidopsis thai. 




gi| 4 938484 | emb | CAB43843 . 1 | (AL0784 64) 


transcription factor-. 




protein [Arabidopsis thaliana] 


gi 17269908 | emb ICAB81001. 1 | 




(AL161576) transcription factor-like protein [Arabidopsis 




thaliana] 






beq . NO . 


56768 


Seq. ID 


OJ000223_05.0419.C21 


Gene No . 


118734 


Strand 


+ 


btart 


1854 


End 


6069 


Name 


OJ000223 05.0419.C21.o3.tc 


Method 


TBLASTX: Cress 


btart 


1882 


End 


'2148 


bl 


none 


Score 


118 


Exons 


1882. .1977, 1884. .1976, 2059.. 


2148, 2070. .2147 


oeq . no . 


56768 


Seq. ID 


OJ000223_05.0419.C21 


Gene No . 


118734 


Strand 


+ 


btart 


1854 


End 


6069 


Name 


OJ000223 05.0419.C21.o4..ts 


Method 


TBLASTX: Soybean 


bt art 


1884 


End 


2169 


bl 


none 


Score 


137 


Exons 


1884. .1976, 1897. .1977, 2059.. 


2169 




Seq. No. 


56768 


Seq. ID 


OJ000223_05.0419.C21 


Gene No. 


118734 


Strand 


+ 


Start 


1854 


End 


6069 


Name 


OJ0002-23 05.0419.C21'.o2.tm 


Method 


TBLASTX: Maize 


Start 


2059 


End 


2520 


GI 


none 


Score 


155 


Exons 


2059. .2184, 2064. .2144, 2218.. 


2520, 2241.. 2519 



57193 



Seq. No. 


56768 








Seq. ID 


OJ000223_05.0419.C21 


Gene No. 


118734 








Strand 


+ 




1 0 O 4 










£0 1 £Q 

ou oy 


Name ■ 




O A 1 Q 

. U4 1 y 


. bZ 1 . Ol . 


. ts 


Metnoct 


1 BLAo 1 a : boyoean 


btart 


ZZUU 








bna 


Z 0 1 1 




none 








Score 


A 9 Q 

4 z y 


Exons 


9900 9^11 
ZZUU. . Z Oil/ 


9 9 4 1 
Z Z. 4 1 


9 R04 
. . Z OU4 








Seq. No. 


56768 








Seq. ID 


OJ000223_05.0419.C21 


Gene No. 


118734 








Strand 


+ 


otdl L 


1 fi ^ 4 
1 O O 4 










£0 £ Q 

ou o y 


Name 


TOO O OOI OR 


O A 1 Q 

. u 4 1 y 


P9 1 ^1 
. bZ 1 . Ol . 


, lC 


Method 


i blao i a : tress 


otart 


ZZDU 








TP ^ 

bna 


occn 

zoou 




none 








Score 


A Q 9 
4 O Z 


Exons 


zzou . . zo4 y , 


9 9 c. 1 
ZZ 0 1 










beq. no. 


JO/DO 








Seq. ID 


OJ000223_05.0419.C21 


Gene No . 


lib / J4 








Strand 


+ 


Start . 


1854 








End 


6069 


Name 


OJ000223_05, 


.0419, 


.C21.o2. 


ts 


Method 


TBLASTX : Soybean 


b tare 


z / uu 








End 


5708 


bl 


none. 








Score 


372 


Exons 


\z/uu. . z y / o , 


OTIC 


. . oU^l, 


olo J . 


.5281, 5159. .5293, 5160. .5336, 




jIdu . . oz y 4 , 


COT A 


C /I ec 

. . 04 DO, 


0 J 1 z . 


.54 67, 5395. .5484, -5396-. .54 67, 




04 j j . . O 4 o 0 , 


3 4 0 4. 


C. A Q C 
. . 0 4 O 0 , 


c. e. o c 
jjjj . 


.5708. 




Seq. No. 


56768 








Seq. ID 


OJ000223_05.0419.C21 


Gene No. 


118734 








Strand 


+ 


o car l 


1 o 0 4 








End 


6069 


Name 


Pi Tnnnoo'5 nc 


, u 4 1 y , 


. bZ 1 . oz . 


■4- — , 

tc 


Method 


TBLASTX: Cress 


otart 


Z i LZ 








End 


2946 


bl 


none 








Score 


283 


Exons 


OTTO OQ/IO 

Z / 1Z . . ZyQZ f 


OTIC 
Z 1 1 0 . 


. . z y 4 b 








beq. no. 


56768 








Seq. ID 


'OJ000223_05.0419.C21 


Gene No . 


118734 








Strand 


+ 


Start 


1854 








End 


6069 < ... 


Name 


OJ000223 05. 


,0419. 


,C21.ol. 


gp 


Method 


AAT/GAP 


OLdlU 


3718 








End 


5776 v * 


bl 


24716 1.R1084 






Score 


1254 


Exons 


3718. .3742, 


5163. 


, .5776 








GI Descrip. 


, 4 9384 84/emb|CAB4 384 3.1 1 


2.0e 


-29 (AL07J 


3464) transcription 




factor-like 


protein [Arabidopsis thaliana] 1 


beq. no. 


56768 








Seq. ID . 


OJ000223_05.0419.C21 


Gene No. 


118734 








Strand 


+ 


Start 


1854 








End 


6069 


Name 


OJ000223 05. 


0419. 


C21.ol. 


tm 


Method 


TBLASTX: Maize 


otdri. 


5287 








End 


6049 


C T 
bl 


none 








Score 


308 


Exons 


5287. .5481, 


5288. 


.5482, 


5289. 


.5498, 5496. .5639, 5498. .5641, 




5499. .5639, 


5616. 


.5723, 


5630. 


.5713, 5642. .5725, 5832. .6047, 




5833. .6036, 


5834. 


.6049 








Seq. No. 


56768 








Seq. ID 


OJ000223_05.0419.C21 


Gene No. 


118734 








Strand 


+ 


Start 


1854 








End 


6069 



57194 




Name 


/"XTAAAAOO AC A j| 1 ft A 1 *T 4- . . 

OJU00223 05 . 04 19 . C21 . ol . tw 




Method 


TBLASTX : Wheat 


Start 


5690 




End 


604 9 


GI 


none 




Score 


416 


Exons 


c a a c a a a c r a a r a a a 

DDyu..DU4y / 5690..6049 








Seq. No. 


56768 




Seq. ID 


OJ000223_05.0419.C21 


Gene No. 


118734 




Strand 


+ 


Start 


1 O C'A 




End 


^ A ^ A 

6069 


Name 


OJQ0Q223 05 . 04 19 . C2 1 . o3 . ts 




Method 


TBLASTX : Soybean 


Start 


c Q A A 

5844 




End 


/" A A A 

604 9 


GI 


none 




Score 


a r i 

261 


Exons 


C Q A A /"A >1 7 CO ^ /Zf\ A Ci 

Do44..bU4/, Do4b..bU4y 








Seq. No. 


• -56768 




Seq. ID 


OJ000223_05.0419.C21 


Gene No. 


118734 




Strand 


+ 


Start 


18b4 




End 


f A A 

6069 


Name 


/%TAAAAO"3 AC A VI "1 A A "1 — /i j_ 

OJ000223_05 .0419.C21.o4.tc 




Method 


TBLASTX : Cress 


Start 


C O A f 

584 6 




End 


5975 


GI" 


none 




Score 


TOT 

181 


Exons 


r O y| /■ C AT 1 C O /I ^ CATC 

5846. .5971, 5847. .5975 








Seq. No. 


56769 




Seq. ID 


OJ000223_05 . 0419 . C23 


Gene No . 


118735 




Strand 


+ 


Start 


1 




End 


3490 


Name 


/"\TAAAAA'D AC ft /| 1 ft /"> O O — 1 — — 

OJ000223 05 . 04 19 . C23 . ol . np 




Method 


AAT/NAP 


Start 


1 




End 


2033 


GI 


4432844 




Score 


623 


Exons 


1 /~ /-~ CA/" /~ A 1 AAA 1 A C 1 

1..66, 586. .691, 908. .1051, 


1141. .1236, 


1561. . 1662, 1944 . .2033 


GI Descrip. 


(AC0062o3) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


56769 




Seq. ID 


OJ000223_05.0419.C23 


Gene No . 


118735 




Strand 


+ 


Start 


1 




End 


3490 


Name 


OJ000223 05.0419.C23.ol.tm 




Method 


TBLASTX: Maize 


Start 


553 




End 


2328 


GI 


none 




Score 


118 


Exons - 


553. .687, 584. .691, 587. .694, 


588. .698, 


750. .821, -760. .819, 




766. .822, 767. .829, 767. .829, 


903. .986, 


906. .986, 908. .988, 




980:. 1051, 980. .1057, 984.. 


1058, 1138.. 


1239, 1138.. 1236, 




1140.. 1238, 1554.. 1661, 1558. 


.1662,' 1559. .1663, 1935. .2039, 




1937.. 2035, 1942.. 2037, 2220. 


.2264, 2251. .2328 


Seq. No. 


56769 




Seq. ID 


OJ000223_05.0419.C23 


Gene No. 


118735 




Strand 


+ 


Start 


1 ' 




End 


3490 ' 


Name 


OJ000223 05.0419.C23.ol. ts 




Method 


TBLASTX: Soybean 


Start 


587 




End 


987 


GI 


none 




Score 


140 


Exons 


587., 697, 587. .697, 746.. 829, 


750. .821, 


907. . 987, 908. .985 


Seq. No. 


56769 




Seq. ID 


OJ000223_05.0419.C23 


Gene No. 


118735 




Strand 


+ 


Start 


1 




End 


3490 


Name 


OJ000223 05.0419.C23.ol.gs 




Method 


GENSCAN 


Start 


590 




End 


34 90 


GI 


none 




Score 


. 4 


Exons 


590.. 691, 908.. 1051, 1561.. 


1662, 1944.. 


2032, 2253.-2388, 




57195 







2779. .2908, 3339. .3490 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 



56769 

118735 

1 

OJ000223_05.0419.C23.ol.tc 

623 

none 



Seq. ID OJ000223_05.0419.C23 

Strand + 

End " 34 90 

Method TBLASTX : Cress 

End 2021 

Score 116 



623. .712, 623. .712, 759. .821, 770. .829, 874. .1047, 907. .1050, 
908. .1051, 1138. .1242, 1140. .1238, 1554. .1661, 1558. .1662, 
1935. .2021, 1940. .2020 



56769 

118735 

1 

OJ000223_05.0419.C23.ol.gp 
1003 

LIB34 34-034-P1-K1-F10 



Seq. ID OJ000223_05.0419.C23 

Strand + 

End 34 90 

Method AAT/GAP 

End 2235 

Score 995 



1003. .1051, 1141*;-. 1236, 1561. .1662, 1944. .2235 
'4432844/gb|AAD20693| 1.0e-50 (AC006283) unknown protein 
[Arabidopsis thaliana] 1 



56770 

118736 

937 

OJ000223_05.0419.C24.ol.gs 

937 

none 

937. .1024, 1464. .1682 

56771 

118737 

1820 

OJ000223_05.0419.C26.ol.gs 

1820 . 

none 

1820. .1873 



Seq. ID OJ000223_05.0419.C24 

Strand + 

End 1682 

Method GENSCAN 

End 1682 

Score .87 



Seq. ID OJ000223_05.0419.C26 
Strand 

End 1873 

Method GENSCAN 

End 1873 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



56772 
118738 
1 

OJ000223_05.0419.C27.ol.np 

1 • 

6539588 

1..36, 1222. .1518 ' 
(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ000223_05.0419.C27 
Strand 

3706 
AAT/NAP 
1518 " 
293 



End 

Method 

End 

Score 



56772 

118738 

1 

OJ000223_05.0419.C27.ol.gs 

1015 

none 



Seq. ID OJ000223_05.0419.C27 
Strand 

End 37 06 

Method GENSCAN 

End 3706 

Score .5 



1015.. -1095, 1222.. 1432, 1699.. 1880, 3457.. 3669, 3698.. 3706 



56773 
118739 



Seq. ID OJ000403_04.0421.C1 
Strand + 



57196 



Start 
Name 
Start 
Gl 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End ' 
Score 



5796 
AAT/NAP 
1180 
635 



OJ000403_04 . 0421 . CI . ol . np 
1 

7267528 
1..662, 900. .1180 

(AL161513) receptor protein kinase-like protein [Arabidopsis 
thaliana] gi | 7321074 | emb | CAB82121 . 1 | (AL161813) receptor protein 
kinase-like protein [Arabidopsis thaliana] 



56773 Seq. ID 

118739 Strand 

1 End 

OJ000403_04 .0421. Cl.ol. gs Method 

14 End 

none Score 

14. .662, 900. .1236, 1287. .1325, 1633. 



2221. 
5460, 



.2347, 2634, 
.5796 



OJ000403_04.0421.C1 
+ 

5796 
GENSCAN 
5796 • 
.46 

1705, 2025.. 2202, 
.2802, 3142. .3275, 4345. .4398, 5185. .5292, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56773 Seq. ID 

118739 Strand 

1 End 
OJ000403_04 .0421.Cl.o2.np Method 

2 623 End 
82486 ^ Score 
2623. .2752, 3523. .3642 

hypothetical protein 3 - rice gi | 20381 | emb | CAA29824 | (X06611) 
put. ORF 1 [Oryza sativa] 



OJ000403_04.0421.C1 
+ 

5796 
AAT/NAP 
3642 
185 



56773 Seq. ID 

118740 Strand 

7579 End 

OJ000403_04 .0421.Cl.o3.np Method 

7507 End 

7489084 Score 
7507. .9688 

disease resistance protein- Cf-2 . 2- - currant tomato 

gi|1184077|gb|AAC157-80.1| (U42445) Cf-2 . 2 [Lycopersicon 
pimpinellif oiium] 



OJ000403_04.0421.C1 
+ 

9688 
AAT/NAP 
9688 
1184 



Seq. No. 


56773 








Seq. ID 


OJ000403 


_04.0421.C1 


Gene No. 


118740 








Strand 


+ 




Start 


7579 








End 


9688 




Name 


■ OJ000403 04 . 


0421. 


Cl.o2. 


gs 


Method 


GENSCAN 




Start 


7579 








End 


9635 




GI 


none 








Score 


. 64 




Exons 


7579. .7700, 


7897. 


.8033, 


8609 


..8773, 9258. .9401, 


9417. . 9635 


Seq. No. 


56773 








Seq. ID 


OJ000403 


_04.0421.C1 


Gene No. 


118741 








Strand 






Start 


3905 








End 


9661 




Name 


OJ000403 04. 


0421. 


Cl.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


91 








"End 


•94 81 




GI 


none 








Score. 


149 




Exons 


91. .243, 98. 


.274, 


275. . 


661, 


290. .556, 


292. . 660, 


899. .952, 




8212. .8319, 


8449. 


.8619, 


8524 


..8712, 8635.-8724, 


8882. . 9070, 




8969. .9121, 


9317. 


.9481 











57197 





Seq. No. 


56773 






Seq. .ID 


OJ000403_04.0421.C1 




Gene No. 


118741 






Strand 


— 




Start 


• 3905 






End 


9661 




Name 


OJ000403- 04. 


0421. CI. ol. 


tc" 


Method 


TBLASTX: Cress 




Start 


275 ^ 






■ End 


675 




GI 


none 






Score 


401 




Exons 


275.. 664, 292.. 675 




_ •■ 






Seq. No. 


56773 






Seq. ID 


OJ000403_04.0421.C1 




Gene No. 


118741 






Strand 






Start 


3905 






End 


9661 




Name 


OJ000403 04. 


0421. CI. ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


284 • 






End 


622 




GI 


none 






Score 


255 




Exons 


284. .622, 301. .594 










.Seq. No. 


56773 






Seq. ID 


OJ000403_04 .0421. CI 




Gene No. 


118741 






Strand 






Start 


-;3905 






End 


9661 




Name 


OJ000403 04. 


0421. CI. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


326 






End 


1165 




GI 


none 






Score 


116 




Exons 


326. .442, 32 


I8..456, 446 


. . 661, 


457 . . 660, 


843. . 950, 899. . 1015, 


S'J 




' 899. .997, 1040. .1165 








V = 
f :J 


Seq. No. 


56773 






Seq. ID 


OJ000403_04.0421.C1 


f'Ts 


Gene No. 


118741 






Strand 






Start 


3905 






End 


9661 


: 5 
ts's? 


Name 


OJ000403 04. 


0421. CI. o2. 


tc 


Method 


TBLASTX: Cress 




Start 


899 






End 


9661 


I Li 


GI 


none 






Score 


76 




Exons 


899. .970, 7798. .7854, 7907. .8128, 7907. 


.8086, 7957.. 8106, 


= 




7961. .8128, 


7961. .8074, 


8092. 


.8151, 8092. .8151, 8092. .8151, 






8193. .8381, 


8206. .8760, 


8206. 


.8616, 8209. .8877, 8209. .8565, 






8212. .8877, 


8212. .8568, 


8221. 


.8832, 8227. .8709, 8242. .8781, 


y± 




8268.^ 8549, 


8293. .8853, 


8353-. 


..8877, 8494.. 8877, 8646.. 8834, 






8837. .8920, 


8878. .9063, 


8885. 


.9124, 888 


15. .9124,- 8*890. .9075, 






8896. .9123, 


8959. . 9258, 


8966. 


.9121, 8968. .9267, 8969. .9124, 






8969. . 9124, 


8969. . 9070, 


8969. 


.9124, 9002.. 9124, 9028.. 9339, 






9109. .9414, 


9178. . 9483, 


9254. 


.9559, 9254.. 9358, 9254. .9553, 






9254. .9553, 


9254 . . 9415, 


9257. 


.9562, 9257. .9622, 9257. .9412, 






9299. .9553, 


9299. .9553, 


9365. 


.9553, 9458.. 9484, 9554. .9622, 






9557. .9661, 


9575. .9661, 


9578. 


.9658 






Seq-. No. 


56773 






Seq. ID 


OJ000403_04 .0421. CI 




Gene No. 


118741 






Strand 






Start 


3905 






End. 


9661 




Name 


OJ000403 04. 


0421. CI. ol. 


gp 


Method ■ 


AAT/GAP 




Start 


3905 






End 


4055 




GI 


286806 






Score 


250 




Exons 


3905. .4055 












GI Descrip. 


5441872/dbj IAP000366.1 | 


AP000366 2.0e-21 


Oryza sativa genomic 






DNA, chromosome 2, clone : P04 37H03 (contig a) 




Seq. No. 


56773 






Seq. ID 


OJ000403_04.0421.C1 ' 




Gene No. 


118741 






Strand 





57198 



Start 
Name 
Start 
GI 

Exons 



3905 

OJ000403_04 .04 21.Cl.o2. tw 

7795 
none 

7795.. 7905, 8212 

8382.. 8690, 8509 

8890.. 9123, 9034 

9287.. 9553, 9557 



End 

Method 
End 

Score. ' 



9661 

TBLASTX: Wheat 

9661 

68 



8460, 8221.. 8529, 8293.. 8604, 8365.. 8676, 

8820, 8601.. 8729, 8650.. 8862, 8710.. 8880,- 

9180, 9040.. 9258, 9157.. 9420, 9254.. 9541, 
9661 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56773 

118741 

3905 

OJ0004 03_04 . 0421 . CI . ol . tm 
7907 
none 
7907, 
8212. 
8885. 



,8128, 7939. 

,8814, 8454. 

,9124, 8885. 

8969. . 9124, 9112. 



,8085, 7961. 

.8690, 8494. 

.9124, 8887. 

.9420,. 9254. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8128, 7961 
.8862, 8511 



OJ000403 04. 0421. CI 



9661 

TBLASTX: Maize 
9661 
86 

8131, 8209. 
8843, 8882. 



,9267, 8944, 
,9559, 9254; 



9276, 8969. 



,8877, 
,8920, 
,9124, 



9556, 9254. .9463, 



9254. .9553, 9254. .9553, 9299. .9553, 9575. .9661 



56774 Seq. ID 

118742 Strand 
1 - End 
OJ000403_04 .0421.C2.ol.np Method 
1 End 
7267528 Score 
1..530, 751. .1035 

(AL161513) receptor protein kinase-like protein [Arabidopsis 
thaliana] gi I 7321074 | emb | CAB82121 . 1 1 (AL161813) receptor" protein 
kinase-like protein [Arabidopsis thaliana] 



OJ000403J)4.0421.C2 
+ 

1145 

AAT/NAB- ' 

1035 

478 



56774 

118742 

1 

OJ0004 03_04 . 0421 . C2 . o2 . np 



Seq. ID OJ000403_04.0421.C2 

Strand + 

End 1145 

Method AAT/NAP . 

End ; . 114 5 ■ 

Score 316 



5734709 ' 
1..530, 751. .829, 1096. .1145 

(AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



56774 

118742 

1 

OJ000403__04 .0421.C2.ol.ts 
4 

none 

4. .135, 6. .83, 7. .111, 8.. 
750. .803 



Seq. ID OJ000403_04-.0421.C2 

Strand + 

End 114 5 

Method TBLASTX : Soybean 

End 803 

Score 67 
142, 143. .529, 158. .424, 160. .528, 



Seq. No. 56774 Seq. ID 

Gene No. 118742 Strand 

Start 1 End 

Name OJ0004 03_04 . 04 21 .C2 . ol . gs Method 

Start 119 End 

GI none Score 



OJ000403_04 .0421.C2 
+ 

1145 
GENSCAN 
530 
.44 



57199 




Exons 


i i n con 










Seq. No. - 


56774 




Seq. ID 


OJ000403J34. 0421 


.C2 


Gene No. ~ 


118742 




Strand 


+ ' 




Start 


1 




End - 


114 5 




Name 


OJ000403 04. 0421. C2 


. ol . tc 


Method 


TBLASTX : Cress 




Start 


1 A A 

142 




End 


540 




GI 


none 




Score 


o o o 

388 




Exons 


I/O C A f\ 1 / O COO 

142. .040, 14J..3J2 










Seq. No. 


56774 




Seq. ID 


OJ000403_04. 0421 


,C2 


Gene No. 


118742 




Strand 


+ 




Start 


i 
l 




End 


1 1 A C 

114 5 




Name 


a^taaa/iao f\ a a / o i o a 

OJ000403 04.0421.C2 


. ol . tw 


Method 


TBLASTX : Wheat 




Start 


T C O 

152 




End 


4 90 




GI 


none 




Score 


242 




Exons 


ICO A OA 1 /" A Vl A 

152. .490, Io9..4o2 










Seq. No- 


56774 




Seq. ID 


OJ000403_04. 0421 


yC2 


Gene No. 


118742 




Strand 


+ 




Start 


1 




End 


114 5 




Name 


OJ000403_04 . 0421 . C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


194 


<• 


End 


830 




GI 


none 




Score 


113 




Exons 


1 A /I O "1 A 1 A /" OAA 

194. .310, 196. .309, 


314 . .529, 


O A C C A A 

3 2 5 . . 5 2 8 , 


750 . . 830 




Seq. No. 


56774. 




Seq. ID 


OJ000403_04.0421 


.C2 


Gene No. 


118742 




Strand 


+ 


*. 


Start 


1 




End 


114 5 




Name 


^"TAAA/IAO A A A Vl A 1 ^ A 

OJ000403 04. 0421. C2 


.ol.gp 


Method 


AAT/GAP 




Start 


807 




End 


1145 




GI 


none 




Score 


658 




Exons 


807 . . 1145 










Seq. No. 


56775 




Seq. ' ID 


,-\ -r r\ A A >l A O A A A /I A "1 

OJ000403 04.0421 


. C3 


Gene No . 


118743 




Strand 


+ 




Start . . 


' 1 




End 


1487 




Name 


OJ000403 04. 0421. C3 


. ol.np 


Method 


AAT/NAP ■ 




Start 


1 




End 


1487 




GI 


5263323 




Score 


132 




Exons 


1..44, 525. .695, 1329. .1487 








GI Descrip. 


(AC007727) Similar ■ 


to gb|U96710 8-oxoguanine DNA-glycosylase 




from Homo sapiens. 


[Arabidopsis thaliana] 




Seq. No. 


56775 




Seq../ ID 


OJ000403_04. 0421 


.C3 


Gene No. 


118743 




Strand 


+ 




Start 


1 




End 


1487 




Name 


OJ000403 04. 0421. C3 


. ol . gs 


Method . 


GENSCAN 




Start 


512 




End 


767 




GI 


none 




Score 


.64 




Exons 


512. .767 










Seq. No. 


56775 




Seq. ID 


OJ000403_04.0421 


.C3* 


Gene No. 


118744 




Strand- 


+ 




Start 


1881 




End 


3476 




Name 


OJ000403 04. 0421. C3 


.ol.gp 


Method 


AAT/GAP 




Start 


1881 




End 


3476 





57200 



GI 

Exons 



none Score 
1881. .2070, 2157. .2278, 3344. .3476 



704 



Seq. No. 56775 • ^ Seq. ID 

Gene No. 118745 Strand 

Start 4918 End 

Name OJ000403__04 . 0421 . C3 . ol . tm Method 

Start "'514 ■ End 

GI none *' Score 

Exons 514.. 591, 534.. 743, 534.. 707 



OJ000403_04 .0421.C3 
6391 

TBLASTX: Maize 

743 

246 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56775 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000403 04. 0421. C3 



6391 
AAT/NAP 
6391 
408 



118745 
4918 

OJ000403JJ4 .0421.C3.o2.np 
4918 
6069646 
4918. .5857, 6344. .6391 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



CAC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


56775 






Seq. ID 


OJ000403_04.0421 


Gene No. 


118745 






Strand 




Start 


4918 






End 


6391 


Name 


OJ000403 04, 


.0421 


.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


5152 






End 


5523 


GI 


none 






Score 


88 


Exons 


5152. .5382, 


5404 


. .5523 







Seq. No. 


56776 


Seq. ID 


OJ000403_04 .0421.C4 


Gene No. 


118746 


Strand 


+ 


Start 


735 


End 


1448 ; 


Name 


OJ000403 04 .0421.C4 .ol.gs 


Method 


GENSCAN 


Start 


735 


End 


1448 


GI 


none 


Score • 


.58 


Exons 


735..8S2, 947. .1088, 1301. 


.1448 




Seq. No. 


56776 


Seq. ID 


OJ000403_04 .0421.C4 


Gene No. 


118746 


Strand 


+ 


Start 


735 


End 


1448 • 


Name 


OJ000403 04.0421.C4.ol.np 


, Method 


AAT/NAP 


Start 


756 


End 


1112 


GI 


6978904 


Score 


153 


Exons 


756. .852, 947. .1112 






GI Descrip. 


(AC021199) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


56776 


Seq. ID 


OJ000403_04.042i.C4 


Gene No. 


118747 


Strand 


+ 


Start 


2904 


End 


3277 


Name <..,... 


OJ000403 04.0421.C4.ol.gp 


Method 


AAT/GAP 


Start 


2904" 


End 


3277 ' 


GI 


90805 1.R1084 


Score 


583 


Exons 


2904 . .3277 






GI Descrip. 


' 5091616/gb | AAD39604 . 1 | AC0074 54_3 2 . 0e- 


-30 (AC007454) F23M19 



57201 



[Arabidopsis thaliana] 1 





Seq. No. 


56776 


Seq. ID 


OJ000403 


_04 


. 0421 , 


,C4 




Gene No. 


118748 


Strand 


+ 










Start 


3789 


End 


4725 










Name 


OJ000403 04 . 0421 . C4 . o2 . gs 


Method 


GENSCAN 










Start 


3789 


End 


4725 










GI 


none 


Score 


. 64 










Exons 


3789. .3957, 4598. .4725 














Seq. No. 


56776 


Seq. ID 


OJ000403 


_04 


.0421. 


C4 




Gene No. 


118749 


Strand 


• -f 










Start 


7032 


End 


8918 










Name 


OJ000403 04 .0421.C4 ,o3.gs • 


Method 


GENSCAN 










Start 


7032 


End 


8918 










GI 


none 


Score 


. 52 










Exons 


7032. .7064, 7148. .7276, 8814. 


.8918 












Seq. No. 


56776 


Seq. ID 


OJ000403_ 


04 


.0421. 


C4 




Gene No. 


118750 " 


Strand 


+ 










Start 


9395 


End 


12029 










Name 


OJ000403 04.0421.C4.o2.np 


Method 


AAT/NAP 










Start 


9395 


End 


12029 










GI 


6573780 


Score 


137 








i 


Exons' 


9395. .9472, 11544. .12029 












f[\ 


GI Descrip. 


(AC009243) F28K19.7 [Arabidopsis thaliana] 










Seq. No. 


56776 


Seq. ID 


OJ000403_ 


04 


.0421. 


C4 


e ; s? 


Gene No. 


118750 


Strand 


+ 








%i if 


Start 


9395 


End 


12029 








^ Ui 


Name 


OJ000403 04 .0421.C4 .o4 .gp 


Method 


AAT/GAP 








1 li 


Start 


11472 


End 


11868 










GI 


none 


Score 


778 










Exons 


11472. .11868 














Seq. No. 


56776 


Seq. ID 


OJ000403_ 


04 , 


.0421. 


C4 


f» — 


Gene No-. 


118751. 


Strand 










V-'J; 


Start 


3283 


End 


3344 








f % 


Name 


OJ000403 04.0421.C4.o3.gp 


Method 


AAT/GAP 










Start 


3283 


End 


3344 








~ ■* 


GI 


none 


Score 


95 










Exons 


3283.. 3344 














Seq. No. 


56776 


Seq. ID 


OJ000403_ 


04 . 


.0421. 


C4 




if Gene No. 


118752 


Strand 












Start 


9283 


End 


12029 










Name 


OJ000403 04.0421.C4.o2.tm 


Method 


TBLASTX: Maize 






Start 


783 


End 


1086 










GI 


none 


Score 


64 . 










Exons 


783. .833, 900. .1070, 949. .1086 












Seq. No. 


56776 


Seq. ID 


OJ000403_ 


04 . 


.0421. 


C4 




Gene No. 


118752 • 


Strand 












Start 


9283 


End 


12029 










Name 


OJ000403 04.0421.C4.o4.gs 


Method 


GENSGAN 










Start 


9283 


End 


12025 










GI 


none 


Score 


.77 









57202 



Exons 


9283.. 9376, 11534 .. 11705, 11932.. 12025 






Seq. No. 


56776 


Seq. ID 


OJ000403__04 .0421. 


,C4 


Gene No . 


118752 


Strand 






'Start 


9283 


End 


12029 




Name 


OJ000403 04 .0421.C4 .ol.tm 


Method 


TBLASTX: Maize 




Start 


11574 


End 


12029 




GI 


none 


Score 


74 




Exons 


1157 4 . .11627, 11733. . 117 92, 


11741. .11797,.. 11742. .11861, 






11985. .12029 








Seq. No. 


56777 


Seq. ID 


OJ000403_04 .0421. 


,C5 


Gene No. 


118753 


Strand 


+ 




Start 


325 


End 


725 ■ ■ 




Name 


OJ000403 04 .0421.C5.ol.gs 


Method 


GENSCAN 




Start 


325 


End 


725 




GI 


none 


Score 


. 65 




Exons 


325. .371, 481. .593, 622. .725 








Seq. No. 


56778 


Seq. ID 


OJ000403_04 .0421. 


C6 


Gene No. 


118754 


Strand 


— 




Start 


3032 


End 


8359 




Name 


OJ000403 04 .0421.C6.o3.ts 


Method 


TBLASTX: Soybean 




Start 


3005 


End 


3251 




GI 


none 


■ Score 


7 9 , 




Exons 


3005..3250, 3017.. 3184, 3117 


. .3251 






Seq. No. 


56778 


Seq. ID 


OJ000403_04 .0421. 


C6 


Gene No. 


118754 " 


Strand 






Start 


3032 


End 


8359 




Name 


OJ000403 04.0421.C6.o3.tm 


Method 


TBLASTX: Maize 




Start 


3029 


End 


3274 




GI 


none 


Score 


79 




Exons 


3029. .3181, 3029. .3274 








Seq. No. 


56778 


Seq. ID 


OJ000403^04 .0421. 


C6 


Gene No. ' 


U8754 •; 


Strand 






Start 


3032 


End 


8359 . 




Name 


OJ000403 04 .0421.C6.o4 .tc 


Method 


TBLASTX: Cress 




Start 


3029 


End 


3403 




GI 


none 


Score 


117 




Exons 


3029.. 3271, 3030.. 3236, 3263 


. .3403 






Seq. No. 


56778 


Seq. ID 


OJ000403J)4 .0421. 


C6 


Gene No . 


118754 : • 


Strand 






Start ' 


3032 


End 


8359 




Name 


OJ000403 04 .0421.C6.ol.np 


Method 


AAT/NAP 




Start 


3032 


End 


6392 




GI 


4263522 


Score 


949 




Exons 


3032. .4350, 6368. .6392 








GI Descrip. 


(AC004044) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


56778 


Seq. ID 


OJ000403_04 .0421. 


C6 


Gene No. 


118754 


Strand 






Start 


3032 


End 


8359 




Name 


OJ000403 04 .0421.C6.o2.ts 


Method 


TBLASTX : Soybean 




Start 


3263 


End 


3769 





57203 




GI 


none 








Score 


381 


Exons 


3263 . . 37 69 












Seq. No. 


56778 








Seq. ID 


OJ000403JD4 !0421.C6 


Gene No. 


118754 








Strand 




Start 


3032 








End 


8359 


Name 


OJ000403_04 . 


.0421 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3278 








End 


4396 


GI 


none 








Score 


- 121 


Exons 


3278 . . 3775, 


3369 


. . 3758, 


3767 . 


.4027, 3767. .4060, 3836. .4060, 




3860 . . 4030, 


3929 


. .4048, 


4088 . 


.4165, 4 


1 O A A 1 A O A t 1 C. A "5 A C 

100. .4348, 4175. .4345, 




4277 . . 4 396 












Seq. No. 


56778 








Seq. ID 


OJ000403JD4 .0421. C6 


Gene No. 


118754 








Strand 




Start 


3032 








End 


8359 


Name 


OJ000403 04, 


. 0421 , 


,C6.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


3422 








End 


3754 


GI - 


none 








Score 


103 


Exons - 


3422 . . 3754 , 


3434 , 


. . 3739, 


3435 . 


.3749 




Seq. No. 


56778 








Seq. ID 


OJ000403_04 .0421.C6 


Gene No. 


118754 








Strand 




Start 


3032 








End 


8359 


Name 


OJ000403 04, 


, 042 1-, 


;'G6 . o3 . 


tw 


Method 


TBLASTX: Wheat ■ ~; 


Start 


3728 








End 


4363 


GI 


none 








Score 


43 


Exons 


3728 . . 3766, 


3729 , 


. . 37 64, 


3767 . 


.4045, 3779. .3904, 3789. .3854, 




3972 . . 4034 , 


4079 . 


. . 4207, 


4092 . 


.4133,^.4097. . 4363 


Seq. No. 


56778 








Seq. ID 


OJ0004'03_04 .0421.C6 


Gene No. 


118754 








Strand 




Start 


3032 








End 


8359 


Name 


OJ0004 03_04 . 


0421 . 


,C6.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3767 








End 


4381 


GI 


none 








Score 


91 


Exons 


3767 3853, 


3779 . 


.3997, 


3872 . 


.4039, 3872. .4048, 3890. ..4060, 




4064 . .4357, 


4100 . 


. . 4165, 


4175. 


.4381, 4184. .4360 


Seq. No. 


56778 








Seq. ID 


OJ000403_04.0421.C6 


Gene No. 


118754 








Strand 




Start 


3032 








End 


8359 


Name 


OJ000403 04. 


0421, 


, C6 . o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


377 0 . v . 








End 


4369 


GI 


none 








Score 


68 


Exons 


3770 . . 3961, 


3777 . 


, . 3887 , 


3788 . 


.3955, 3965. .4030, 4097. .4279, 




4277 . . 4 369 












beq. no. 


Ob / / o 








Seq. ID 


OJ000403_04.0421.C6 


Gene No. 


118754 








Strand 




Start 


3032 








End 


8359 


Name 


OJ000403 04. 


0421. 


C6.o2. 


gs 


Method 


GENSCAN 


Start 


5261 








End 


7968 


GI 


none 








Score 


.65 


Exons 


5261. .5283, 


5834. 


.6107, 


6204. 


.6378, 7269. .7435, 7522. .7656, 



7816. .7968 



57204 



Seq. No. 56778 Seq. ID 

Gene No. 118754 Strand 

Start 3032 End 

Name OJ000403_04 . 0421 .C6. ol .gp ... Method 

Start 5290 End 

GI none Score 

Exons 5290.. 5768 



OJ000403_04 .0421.C6 

8359 
AAT/GAP 
5768 
913 



Seq. No. 56778 
Gene No. 118754 
Start 3032 

Name OJ000403_04 . 0421 . C6 . ol . ts 

Start 5680 
GI none 

Exons 5680.. 5748, 5685.. 5753, 5685. 

5815. .6108, 5858. .6115, 5968. 

6195.. 6518, 6199.. 6579, 6201. 

6663. .6773, 7268. .7435, 7-269. 

7513.. 7659, 7517.. 7660, 7550. 

7823. .7969, 7872. .7994, 8046. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000403 04. 0421. C6 



8359 

TBLASTX : Soybean 
8231 
68 

5753, 5686.-5754, 5805.. 6032, 
6114, 6018. .6122, 6068. .6121, 
6578, 6661.. 6765, 6661.. 6765, 
7436, 7269. .7439, 7342. .7440, 
7651, 7813.. 7-968, 7820.. 7969, 
81i4/ 8211. .8231 



Seq. No. 56778 
Gene No. 118754 
Start 3032 

Name ' OJ0004 03_04 . 0421 . C6 . ol . tm 

Start : 5685 
GI none 
Exons 5685 . . 

6012. . 

6661. . 

7269. . 

7813. . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_04.0421.C6 
8359 - 

TBLASTX: Maize 

8123 

76 



5753, 5686.. 5754, 5805.. 6032, 5815.. 6108, 5971.. 6108, 

6122, 6084. .6110, 6195. .6500, 6199. .6579, 6201. .6578, 

6765, 6661. .6765, 6663. .6773, 7268. .7432, 7268. .7435, 

7436, 7269. .7442, 7294. .7437, 7513. .7659, 7550. .7651, 

7968, 7816. .7965, 7817. .7969, 8046. .8123, 8057. .8119 



Seq. No. 56778 

Gene No. 118754 

Start 3032 

Name OJ000403_04 . 0421 . C6 . o2 . np 

Start ■*' 5688 

GI 1931647 

Exons 5688.-5752, 5834.. 6107, 6204 
7522. .7656, 7816. .7968, 8049 

GI Descrip . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000403 04. 0421. C6 



8359 
AAT/NAP 
8359 
1864 

6577, 6671.. 6765, 7269.. 7435, 
8125, 8323.. 8359 

(U95973) . endomembrane protein EMP70 precusor isolog [Arabidopsis 
thaliana] 



Seq. No. 56778 

Gene No. 118754 

Start 3032 

Name OJ000403J)4 . 0421 . C6 . ol . tc 

Start 5710 

GI none 
Exons 



Seq'.* ID OJ000403_04.0421.C6 
Strand 

End . 8359 

Method TBLASTX : Cress 
End 6426 
Score 35 



5710. .5739, 5805. .6032, 5833. .6108, 5965. .6114, 6012. .6122, 
6201.. 6422, 6202.. 6426 



Seq. No. 56778 

Gene No. 118754 

Start 3032 

Name OJ000403 04 . 0421 . C6 . ol . tw 



Seq. ID OJ000403_04.0421.C6 
Strand 

End 8359 

Method TBLASTX : Wheat 



57205 



Start 


6222 






End 


6539 




GI 


none 






Score 


259 




Exons 


6222 . . 6515, 6222 


. . 6539, 


6223 , 


, . 6534 






Seq. No. 


; -56778 






Seq'. ID 


OJ000403 


_04 .04 


Gene No. 


118754 






Strand 






Start 


3032 






End 


8359 




Name 


OJ000403_04 .0421 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


6514 






End 


8258 




GI 


none 






Score 


49 




Exons 


6514 . . 6579, 6516 


. . 6578, 


6667 . 


.6762, 6669. .6773, 


7268. 




7269. . 7436, 7269 


. . 7436, 


7513. 


.7659, 7550. .7657, 


7813. 




7816 .. 7971, 7817 


. . 7972, 


8046. 


.8150, 8059. .8145, 


8211. 


Seq. No. 


56778 






Seq. ID 


OJ000403 


_04 .04 


Gene No. 


118754 






Strand 






Start 


3032 






End 


8359 




Name 


OJ000403 04.0421, 


.C6. o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


7268 






End 


7965 




GI 


none 






Score 


179 




Exons 


7268 . .7435, 7269. 


. .7436, 


7333. 


.7467, 7513. .7659, 


7550. 




7579 7659,. 7813 . 


. . 7965, 


7817 . 


.7957 






Seq. No. 


56779 






Seq. ID 


OJ000403 


_04.04 


Gene No. 


118755 






Strand 


— "■ 




Start 


49 






End 


500 




Name 


OJ000403_04 . 0421 . 


,C7.ol. 


gs 


Method 


GEN SCAN 




Start 


49 






End 


455 




GI 


none 






Score 


.46 




Exons 


49. . 455 












Seq. No. 


56779 






Seq. ID 


OJ000403 


_04 . 04, 


Gene No. 


118755 






Strand 






Start 


49 






End 


500 




Name 


OJ000403 0.4.0421, 


.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


354 






End * 


500 




GI 


uC-osrocyp007f09bl 




Score 


271 




Exons 


• 354. .500 












GI Descrip. 


'1931647 2.0e-36 


(U95973) endomembrane 


protein 


EMP70 ] 




isolog [Arabidopsis thaliana] 








Seq. No.. 


56779 






Seq. ID 


OJ00.04 03. 


_04 . 04; 


Gene No. 


- 118756 






Strand 






Start 


2580 






End 


3386 . 




Name 


OJ000403 04.0421. 


,C7.o2. 


gs 


Method 


GEN SCAN 




Start 


2580- 






End 


3386 




GI 


none 






Score 


.52 




Exons 


2580.. 2707, 3329. 


.3386 










Seq. No. 


56780 






Seq. ID 


OJ000403_ 


JD4.04: 


Gene No. 


118757 






Strand 


+ 




Start 


439 






End 


994 




Name 


OJ000403 04.0421. 


C8.ol. 


gs 


Method 


GENSCAN 




•Start 


439 






End 


994 




GI 


none 






Score 


.94 




Exons 


439. .561, 924. .994 











.7435, 
.7968, 



57206 





Seq. No. 


56780 








Seq. ID 


OJ000403 


_04.0421.C8 




Gene No. 


118758 








Strand 








Start 


2827 








End 


3932 






Name 


OJ000403 04 


.0421 


.C8.ol. 


gp 


Method 


AAT/GAP 






Start 


2594 








End 


3476 






GI 


54683 1.R1084 






Score 


1494 






Exons 


2594. .3318, 


3398 


. .3476 












GI Descrip. 


'5441872/dbj | AP000366 . 1 | AP000366 2.0e- 


21 Oryza 


sativa genomic 






DNA, chromosome 


2, clone:P0437H03 (contig a) 1 






Seq. No. 


56780 








Seq. ID 


OJ000403 


_04.0421.C8 




Gene No. 


118758 








Strand 








Start 


2827 








End 


3932 






Name 


OJ000403 04 


.0421 


.C8.o2. 


gs 


Method 


GENSCAN 






Start 


2827 








End 


3541 






GI 


none 








Score 


.65 






Exons 


2827. .3318, 


3398 


. .3541 












Seq. No. 


56780 








Seq. ID 


OJ000403 


_04 .0421.C8 




Gene No. 


118758 








Strand 








Start 


2827 








End 


3932 






Name 


OJ000403 04 


.0421 


.C8.ol. 


np 


Method 


AAT/NAP 






Start 


2930 








End 


3932 






GI 


4927259 








Score 


651 - 






Exons 


2930 . . 3306, 


3398 


.".3541, 


3841. 


.-3932 






Dl 


■GI Descrip. 


(AF142322) 


putative transcription^repressor maize TRM protein 


r i I 




[Zea mays] 














? *~ 

L Us 


Seq. No. 


56780 








Seq. ID 


OJ0004 03 


_04.042i.C8 . 




Gene No. 


118758 i 








Strand 








Start 


2827 








End 


3932 




= i ! 


Name 


OJ000403 04 


.0421 


.C8.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3085 








End 


3919 






GI 


none 








Score 


102 




- , s 


Exons 


3085 . . 3207, 


3109 


. .3207, 


3119. 


.3208, 3120. .3218, 


3121. .3198, 


*= 




3136. .3207, 


3150 


. .3218, 


3251. 


.3271, 3398..3544, 


3398. .3544, 


=:''£: 




3404 . . 3496, 


3829 


. .3918, 


384.0. 


.389.9, 3841... 3912,. 


3845. .3919 


v5 

r % 


Seq. No. 


56780 








Seq. ID 


OJ000403 


_04.0421.C8 


r ^ 


Gene No. 


118758 








Strand 






L :_s 


Start 


2827 








End 


3932 






Name 


OJ000403 04 


.0421 


.C8.ol. 


tm 


Method 


TBLASTX : 1 


Maize 




Start 


3109 








End 


■ 3919 ■ • 






GI 


none 








Score 


37 






Exons 


3109. .3207, 


3136 


. .3207, 


3193. 


.3312, 3278. .3313, 


3398. .3544, 






3399. .3542, 


3404 


. .3544, 


3419. 


.3490, 3829. .3918, 


3840. .3899, 






3842. .3919 
















. Seq. No. 


56781 








Seq. ID 


OJ000403 


_04. 0421. C10 




Gene No. 


118759 








Strand 








b tart 


368 








End 


1089 






Name 


OJ000403 04 


.0421 


.ClO.ol 


.gp 


Method 


AAT/GAP 






Start 


36'8'' 








End 


910 






GI 


2800467 








Score 


660 






Exons 


368. .910 
















Seq. No. 


56781 








Seq. ID 


OJ000403 


_04. 0421. C10 



57207 





Gene No. 


118759 


Strand- 








Start 


368 


End 


1089 






Name 


OJ000403 04.0421.C10.o2.gp 


Method 


AAT/GAP 






Start 


•733 


End . 


1089 . 






GI 


uC-osroM202007h05bl 


Score 


407 






Exons 


733. .791, 915. . 1089 










GI Descrip. 


•4 519673/dbj I BAA7 5685.il 6. 


0e-48 (AB017694) WREBP-2 [Nicotiai 






tabacum] 1 










Seq. No. 


56782 


Seq. ID 


OJ000403 


_04 . 0421 .Cll 




Gene No. 


118760 


Strand 


+ 






Start 


533 


End 


669 






Name 


OJ0004 03_04 . 0421.C11 .ol.gs 


Method 


GENSCAN 






Start 


533 


End 


669 






GI 


none 


Score 


. 58 






Exons 


533. . 669 










Seq. No. 


56783 


Seq. ID 


OJ000403 


_04 .0421.C12 




Gene No. 


118761 


Strand . 


+ 






Start 


6049 


End 


6495 






Name 


OJ000403 04.0421.C12.o2.gs 


Method 


GENSCAN 






Start 


6049 


End 


6495 






GI 


none 


Score 


.98 




£ . = 

■3-5T 


Exons 


6049. . 6495 








f n 


Seq. No. 


5,6783 


Seq. ID 


OJ000403 


_04 .0421.C12 




Gene No. 


118762 


Strand 


+ 




; : E 


Start 


9465 


End 


13705 ' 






Name 


OJ000403 04.0421.C12.o3.gs 


Method 


GENSCAN 




Vi 


Start 


9465 


End 


13677 




■s'sr 


GI 


none 


Score 


.53 




f\ % 


Exons 


9465. .9795, 10087 .. 10254 , 10366 .. 104 71 , 


10561. . 


10653, 






10747. .10837, 112 66 .. 11359, 


11856. .11959, 12064 


. .12114, 






12460. .12576, 12 658 .. 128 64 , 


13523. .13677 






Seq. No. 


56783 


Seq. ID 


OJ00O403 


_04 .0421.C12 


h. ^ 


,Gene No. 


118762 


. Strand 


+ .• 






'Start 


94 65 


■ End 


13705 - 




^ "-I 


Name 


OJ000403 04.0421.C12.o4.np 


Method 


AAT/NAP 




L-J 


Start 


9465 


End 


13705 






GI 


5091616 


Score 


929 






Exons 


9465.. 9791, 1014.6 10511, 11266. . 11362 , 


11459. . 


11559, 






11678. .11747, 11856. .11959, 


12460. .12576, 12658 


. . 12734, 






12820. .12864, 13523.. 13705 










GI Descrip. 


(AC007454) F23M19. 3 . [Arabidopsis thaliana] 






Seq. No. 


56783 


Seq. ID 


OJ000403 


_04 .0421.C12 




Gene No. 


118762 


Strand 


+ 






Start 


9465 


End 


13705 






Name 


OJ000403 04.0421.C12.ol.gp 


Method 


AAT/GAP 






Start 


10758 


End 


11760 






GI 


426590 


Score 


601 






Exons 


10758. .10837, 11266. .11359, 


11462. . 11559, 11678 


. . 11760 




GI Descrip . 


5091616/gb|AAD39604.1|AC007454 3 2.0e-30 (AC007454) F23M19.3 






[Arabidopsis thaliana] 










Seq. No. 


56783 


Seq. ID 


OJ000403 


_04.0421.C12 



57208 



Gene No. 118763 Strand 

Start 1 End 6672 

Name OJ000403_04 . 0421 . C12 . ol . np Method AAT/NAP. 

Start 1 End 2908 

GI 6630685 Score 4240 

Exons 1..2549, 2837. .2908 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. No. 56783 

Gene No. 118763 

Start 1 

Name OJ000403_04 . 0421 .C12 . o2 . tm 

Start 6 

GI none 

Exons 6. .476, 7. .468 



Seq. ID OJ000403__04.0421.C12 
Strand 

End 6672 

Method TBLASTX : Maize 

End • 476 " 

Score 440 



Seq. No. 56783 

Gene No. t 1187 63 ' 

Start ' ' 1 

Name OJ000403_04 . 0421 . C12 . o5 . ts 

Start 69 

GI none 

Exons 69:. 275, 70.. 234 



Seq. ID OJ000403_04.0421.C12 
Strand 

End 6672 

Method TBLASTX : Soybean 

End 275 

Score 90 



Seq. No. 56783 

Gene No. 118763 

Start 1 

Name OJ000403_04 . 0421 . C12 . ol . gs 
Start ' 197 

GI none 
Exons 



Seq. ID OJ000403_04.0421.C12 
Strand 

End 6672 

Method GENSCAN 

End 5147 

Score .41 



197. .290, 471. .1019, 1146. .1320, 1507. .1598, 1610. .2174, 
2280. .2980, 3018. .3138, 3283. .5147 



Seq. No. 56783 
Gene No. . 118763 

Start 1 

Name 0 JO 0 0 4 0 3_0'4 .0421.C12.o6.-tw 

Start 243 

GI none 

Exons 243.. 479, 507.. 659 



Seq. ID OJ000403_04.0421.C12 
Strand 

End ■ . 6672 

Method TBLASTX: Wheat 

End 659 

Score 85 



Seq. No. • 56783 

Gene No. 1187 63 
Start -.1 

Name OJ000403_04 . 0421 . C12 . o4 . ts 

Start 297 

GI none 

Exons 297. .683, 328.. 696 



Seq. ID- OJ000403_04.0421.C12 
Strand 

End 6672 

Method TBLASTX : Soybean 

End 696 

Score 115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56783 

118763 

1 

OJ000403_04 .0421. C12 . o3 /tm 

592 

none 



Seq. ID OJ000403_04.0421.C12 
Strand 

End 6672 

Method TBLASTX: Maize 

End 1026 

Score 447 



592. .1026, 592. .1023, 594. .1025 



57209 




Seq. No. 


56783 








Seq. ID 


OJ0004 03__04 . 0421 .CI 2 


Gene No. 


118763 








Strand 




Start 


1 








End 


6672 


Name 


OJ000403_04 


. 0421 


.C12.ol. 


ts" . 


Method 


"TBLASTX: Soybean 


Start 


829 








End 


1436 


GI 


5509260 








Score 


284 


Exons 


829. . 1212, 


831 . . 


1211, 1206.. 


1301, 1221 


. . 1376, 1367 . .1435, 




1383 . . 1436 












GI Descrip. 


— 












Seq. No. 


56783 








Seq. ID 


OJ0004 03_04 . 0421.C12 


Gene No. 


118763 








Strand 




Start 


1 








End ■ 


•6672' 


Name 


OJ000403__04 


. 0421 


.C12.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


837 








End 


1311 


GI 


none 








Score 


174 


Exons 


837 . . 1187, 


843. . 


1190, .856. .1188, 1045. 


. 1200, 1192 . . 1227, 




1221 . . 1295, 


1222 


. . 1311 








Seq. No. 


56783 








Seq. ID 


OJ000403_04.0421.C12 


Gene No. 


118763 








Strand 




Start 


1 








End _ 


6672 


Name 


OJ000403 04 


.0421 


.C12.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


1146 








End 


1460 


GI 


none 








Score 


254 


Exons 


1146. . 1370, 


1147 


. . 1395, 


1147 


..1371, 1361. .1459, 1377. .1460 


Seq. No. 


' 56783 








Seq. ID 


OJ000403_04 . 0421 .C12 


Gene No. 


118763- 








Strand 




Start 


1 








End 


6672 


Name 


OJ000403_04 


. 0421 


.C12.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1469 








End 


2341 


GI 


none 








Score 


45 


Exons 


1469. . 2269, 


1551 


. .1592, 


1596 


..2336, 2270. .2341 


Seq. No. 


56783. 








Seq. ID 


OJ000403_04 .0421.C12 


Gene No. 


il8763 








Strand 




Start 


1 








End 


6672 


Name 


OJ000403_04 


.0421 


.C12.o3. 


tw 


.Method 


TBLASTX: Wheat 


Start 


1574 








End 


1918 


GI 


none 








Score 


56 


Exons 


1574 . . 1654, 


1654 


. .1821, 


1665 


..1829, 1676. .1840, 1829.-. 1918, 


* 


1842. . 1916 












Seq. No. 


56783 








Seq. ID 


OJ000403_04 .0421.C12 


Gene No. 


118763 








Strand 




Start 


1 








End 


6672 


Name 


OJ000403 04 


.0421 


.C12.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


1700 








End 


2161 


GI 


none 








Score 


104 


Exons 


1700. .2161, 


1784 


. .2137, 


1851 


. .2141 




Seq. No. 


56783 








Seq. ID 


OJ000403_04.0421.C12 


Gene No. 


118763 • 








Strand 




Start 


1 








End 


6672 


Name 


OJ000403 04 


.0421 


.C12.ol. 


tc 


Method 


TBLASTX: Cress 



57210 



Start 
GI 

Exons 



1703 
none 

1703. .2125 



End 
Score 



2125 
230 



Seq. No; 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



56783 
118763 
1 

OJ000403_04 .0421.C12.ol. tw 
2006 
none 



End 

Method 
End 
Score 

2006. .2290, 2007. .2294, 2275. .2319, 2278. .2406, 2301. .2408, 
2330.. 2578, 2346.. 2570 



Seq. ID OJ000403_04.0421.C12 
Strand 

6672 

TBLASTX : Wheat 
2578 
179 



56783 

118763 

1 

OJ000403_04 . 0421 . C12 . o4 . tm 

2342 

none 



Seq. ID OJ000403_04.0421.C12 
Strand 

End 6672 

Method TBLASTX : Maize 

End 2737 

Score 275 



2342. .2614, 2343. .2618, 2609. .2737, 2622. .2729 



56783 

118763 

1 

OJ000403_04 . 0421 . C12 .o7 . tw 

2645 

none 

2645.. 2806, 2807.. 2956 

56783 

118763 

1 

OJ000403_04 . 0421 . C12 . o7 , tm 

2738 

none 



Seq. ID OJ000403_04.0421.C12 
Strand 

End 6672 

Method TBLASTX : Wheat 

End 2956 

Score 132 



Seq. ID OJ000403_04.0421.C12 
Strand 

End 6672 

Method TBLASTX : Mai ze 

End 3075 , 

Score 117 



2738.. 2800, 2804.. 2977, 2811.. 2972, 2997.. 3074, 300-1;.. . 3075 



56783 

118763 

1 

OJ000403_04.0421.C12.o6.ts 

2816 

none 



Seq. ID OJ000403_04.0421.C12 
Strand 

End 6672 

Method TBLASTX : Soybean 

End . 5045 

Score 73 



2816. .2878, 2828. .2971, 2982. .3023, 4593. .4934, 4938. .5045 



56783 
118763 
1 

OJ000403_04.0421.C12.o2.np 
2944 
4416301 

2944. .2980, 3582.-4259, 4293. .5104, 6648. .6672 
(AF105716) gag protein [Zea mays] 



Seq. ID OJ000403_04.0421.C12 
Strand 

End 6672 

Method AAT/NAP 

End 6672 

Score 543 



56783 

118763 

1 



Seq. ID OJ000403_04.0421.C12 
Strand 

End 6672 



57211 



Name OJ000403_04 . 0421 . C12 . o3 . np Method AAT/NAP 

Start 3381 End 6364 

GI 7489737 Score 562 

Exons 3381.. 3595, 3681.. 5104, 6308.. 6364 

GI Descrip.. gag protein homolog - maize retrotransposon Opie-2 

gi|3645898|gb|AAC49501.1| (U68408) in-frame stop codon; possibly 
a post-transposition mutation [Zea mays] 



Seq. No. 56783 * Seq. ID 

Gene No. 118763 Strand 

Start 1 End 

Name OJ000403_04 . 0421 . C12 . o9 . tm Method 

Start 4488 End 

GI none Score 

Exons 4488.. 4889 



OJ000403_04.0421.C12 
6672 

TBLASTX: Maize 
4889 

214 ■ • 



Seq. No. 56783 Seq. ID 

Gene No. 118763 Strand 

Start 1 End 

Name OJ000403_04 . 0421 . C12 . o4 . tw Method 

Start 4647 End 

GI none Score 

Exons 4647.. 5039, 4947.. 5024 



OJ000403_04.0421.C12 
6672 

TBLASTX: Wheat 

5039 

62 



Seq. No. 56783 * Seq. ID 

Gene No. 118764 Strand 

Start 10157 End 

Name OJ000403_04 . 0421 . C12 . o5 . tm Method 

Start 10157 End 

GI none Score 
Exons 



OJ000403_04.0421.C12 
11334 

TBLASTX: Maize 

11334 

312 



10157. .10426, 10158. .10472, 10164 .. 10454 , 10558 .. 10647 , 
10559. .10654, 1074 5 .. 1084 9, 10748 .. 10840 , 112 63 .. 11334 , 
11266. .11325 



Seq. No. 56783 

Gene No. 118764 

Start 10157 

Name OJ000403_04 . 0421 . C12 . o2 . ts 

Start 10197 

GI none 

Exons 10197 . .10472, 10199 .. 10426, 
10559. .10654, 10784. .10813 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000403_04.0421.C12 
: 11334 

TBLASTX : Soybean 

10813 

243 



10200. .10472, 10558. .10653, 



Seq. No.. . 56783 

Gene No. . 118765 
Start 11266 

Name OJ0004 03_04 . 0421 . C12 . o5 . tw 

Start 11266 
GI none 
Exons 



Seq. ID OJ000403_04.0421.C12 
Strand 
End 

Method 
End 
Score 



11974 

TBLASTX: Wheat 

11737 

113 



11266. .11382, 11463. . 11561, 114 64 11562 , 11678. .11737 



Seq. No. 56783 Seq. ID 

Gene No. 118765 Strand 

Start > -11266 ' End 

Name OJ0004 03_04 . 04 21 . C12 . 08 . tm Method 

Start 11460 End 

GI none Score 



OJ000403_04.0421.C12 
11974 

TBLASTX: Maize 

11974 

122 



57212 



Exons 


11460 .. 11564 , 11461.. 


11562, 


11675. .11740, 11678. .11740, 






11840 .. 11974 , 11890.. 


11970 








Seq. No. 


56783 




Seq. ID 


OJ000403_04.0421 


.C12 


Gene No. 


118766 




Strand 






Start 


12462 




End 


13648 




Name 


OJ000403_04.0421.C12. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


12462 




End 


13648 




GI 


none 




Score 


122 




Exons 


124 62 .. 12554 , 12463.. 


12612, 


12664. .12735, 12668 .. 12745, 






12672 . . 12734 , 12814.. 


12873, 


12814. .12870, 12818. . 12877, 






13524 .. 13601 , 13598.. 


13648 








Seq. No. 


56784 




Seq. ID 


OJ000403_04 . 0421 


.C13 


Gene No. 


118767 




Strand 


+ 




Start 


13 




End 


327 




Name 


OJ0004 03_04 . 0421 . CI 3 . 


ol . gs 


Method 


GENSCAN 




Start 


13 




End 


327 




GI 


none ■ 




Score 


. 96 • ' * 




Exons 


13 . . 327 










Seq. No. 


56784 




Seq. ID 


OJ000403_04 .0421 


.C13 


Gene No. 


118768 




Strand 






Start 


5975 




End 


6625 




Name 


OJ0004 03_04 . 0421 . CI 3. 


o3 . gs 


Method 


GENSCAN 




Start 


5975 




End 


6625 




GI 


none 




Score 


1 ^ 




Exons 


5975 .-. 6625 










Seq. No. 


56785 




Seq. ID 


OJ000403_04.0421 


.C14 


Gene No. 


118769 




Strand 


+ 




Start 


167 




End 


287 




Name 


OJ000403 04.0421.C14. 


ol . gs 


Method 


GENSCAN 




Start 


167 




End 


287 




GI 


none 




Score 


.4-9 




Exons 


167 . . 223,. 231 . . 287 










Seq. No. 


56785 




Seq. ID 


OJ000403_04!0421 


.C14 


uene mo . 


i i q i *7 n 

llo / / U 




Strand 


+ 




Start 


2208 




End 


6284 




Name 


OJ000403 04.0421.C14. 


ol.gp 


Method 


AAT/GAP 




Start 


2064 




End 


2430 




GI 


uC-osflcypl06d01bl 




Score 


719 ■ 




Exons 


2064 . .2430 










GI Descrip. 


'629688/pir| IS46210 3 


.Oe-29 


dehydroquinase shikimate 





dehydrogenase - Common tobacco >gi_535771 (L327 94) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] 1 



Seq. No. 56785 

Gene No. 118770 

Start 2208 

Name OJ0004 03_04'. 0421 . C14 . ol . tm 

Start * 2154 

GI none 
Exons 



Seq." ID OJ000403_04.0421.C14 
Strand 
End 

Method 
End . 1 
Score 



+ 

6284 

TBLASTX: Maize 

3797 

170 



2154. .2195, 2250. .2297, 2420. .2470, 2468. .2617, 2469. .2621, 
2493.. 2630, 2506.. 2631, 2779.. 2883, 3677.. 3784, 3685.. 3783, 



57213 



3689. .3787, 3690. .3797 



Seq. No. 56785 

Gene No. 118770 

Start 2208 

Name OJ0004 03_04 . 042 1 . C14 . o2 . gs 

Start 2208 

GI none 

Exons 2208.. 2293, 2516.. 2621, 2776. 

4428. .4572, 4660. .5882 

Seq. No. 56785 

Gene No. 118770 

Start 2208 • 

Name OJ0004 03_04 . 0421 . C14 . ol . np 

Start 2214 

GI 2160164 

Exons 2214.. 2293, 2423.. 2644, 3697., 
GI Descrip. (AC000132) No "definition line 



Seq. ID OJ000403_04.0421.C14 

Strand + 

End . 6284 " 

Method GENSCAN 

End 5882 

Score _ .71 

.2862, 3680. .3827, 3864. .4048, 



Seq. ID OJ000403_04 .0421.C14 

Strand + 

End 6284 

Method AAT/NAP 

End 4048 

Score 148 

4048 

found [Arabidopsis " thaliana] 



Seq. No. 56785 

Gene No. 118770 

Start 2208 

Name OJ000403_04 . 0421 . C14 . ol . tw 

Start 3772 

GI none 

Exons 3772.. 3882, 3776.. 4048, 3780. 
4425. .4481 



Seq. ID OJ000403_04.0421.C14 

Strand + 

End 6284 

Method TBLASTX : Wheat 

End 4 4 81 

Score 278 

.4040, 3833. .4048, 4375.-4473, 



Seq. No. 56785 

Gene No. 118770 

Start 2208 

Name OJ000403_04 . 0421 . C14 . o2 . tm 

Start 5250 

GI none 

Exons 5250.'. 5405, 5250. .5360, 5403. 
'5570.. 5599 



Seq. ID OJ000403_04.0421.C14 

Strand + 

End 6284 

Method TBLASTX : Mai ze 

End 5599 

Score 115 

5456, 5458. .5550, 5460. .5546, 



Seq. No. 56785 

Gene No. 118770 

Start 2208 

Name OJ000403_04 . 0421 . C14 . o2 . gp 

Start 5395 • 

GI none 

Exons 5395.-6284 



Seq. ID OJ000403_04.0421.C14 

Strand + 

End 6284 

Method AAT/GAP . 

End "'6284 . 

Score 1719 



Seq. No. 56786 

Gene No. 118771 

Start 978 

Name OJ000403_07 . 0421 . C2 . ol . gp 

Start 978 

GI none 

Exons 978.. 1113, 1207.. 1349 



Seq. ID OJ000403_07.0421.C2 

Strand + 

End 1349 

Method AAT/GAP 

End 1349 

Score 395 



Seq. No. 
Gene No. 
Start 



56786 

118772 

774 



Seq. ID OJ000403_07.0421.C2 
Strand 

End 1345 



57214 



Name 

Start 

GI 

Exons 



OJ0004 03__07 . 0421 . C2 . ol . gs Method GENSCAN 

774 End 1345 

none Score . 91 

774. .848, 1002. .1242, 1293. -.1345 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56787 

118773 

96 

OJ000403_07 .0421. C4 .ol.gs 
96 

none 



Seq. ID OJ000403_07.0421.C4 
Strand 

End 1797 

Method GENSCAN 

End 1293 

Score .49 



96. .195, 389. .459, 553. .672, 1169. .1293 



56787- 
118773 
96 

OJ0004 03_07 . 0421 . C4 . ol . np 
388 

2342679 

388. .459, 553. .658, 1167. .1254, 1698. .1797 
(AC000106) Similar to Vicia sativa ENBP1 (gb 1X95995) 
[Arabidopsis thaliana] 



Seq. ID- OJ000403_07.0421.C4 
Strand 

End 1797 

Method AAT/NAP 

End 1797 

Score 349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56787 

118773 

96 

OJ0004 03_07 .04 21.C4.ol .tw 

398 ■ 

none 



Seq. ID OJ000403_07-.0421.C4- 

Strand - ' 

End 1797 

Method TBLASTX : Wheat 

End 1256 

Score 80 



398. .457, 398. .457, 400. .462, 405. .461, 551. .673, 552. .683, 
553. .684, 553. .684, 1142. .1255, 1169. .1255, 1170. .1256 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56788 
118774 . 
1 

OJ0004 03_07.0421.C5.ol.np 
1 

2342679 • 
1..182, 636. .1102 

(AC000106) Similar to Vicia sativa ENBP1 (gb|X95995). 
[Arabidopsis thaliana] 



Seq. ID OJ000403_07.0421.C5 
Strand 

End 1102 

Method AAT/NAP 

End" ' . 1102 

Score 229 



56788 • 

118774 

1 

OJ000403_07. 0421. C5. ol.gs 
21 

none 

21. .182, 546. .653, 672. .1001 



Seq. "ID. OJ000403_07 . 0421 .C5 
Strand 

End . 1102 

Method GENSCAN 

End 1001 

Score .57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56788 

118774 

1 

OJ000403_07.04 21.C5.ol. ts 

654 

none 



Seq. ID OJ000403_07.0421.C5 
Strand 

End 1102 

Method TBLASTX: Soybean 

End 1019 

Score 83 



654. .872, 669. .1019, 670. .909, 866. .997 



57215 






Seq. No. 


56788 


Seq. ID 


OJ000403_07.0421 


.C5 




Gene No . 


1 1 Q 1 "7 A 
1 1 O / / 4 


Strand 








Start 


1 


End 


1102 






Name 


u / . U4 z i . Lj . oi . tm 


Method 


TBLASTX : Maize 






Start 


0 / Z 


End 


945 






GI 


none 


Score 


A A 

4 4 






Exons 


CTO ,£QQ CTO CQO CQQ Q/l/l 


700 . . y 1Z 


n Art r\ a t- 

, 700 .. 94 5 






Seq. No. 


56788 


Seq. ID 


OJ000403_07.0421 


.C5 ' 




Gene No . 


110/ / 4 


btrana 








Start 


1 


End 


1102 






Name 


OJUUU4UJ U / . U4 Z 1 . Co . Ol . tC 


Method 


TBLASTX : Cress 






b tart 


by y 


End 


you 






GI 


none 


Score 


113 






Exons 


©yy. .you, /uu. .yuy 










beq. no. 


56789 


.Seq. ID 


OJ000403JD7.0421, 


.C7 




Gene No. 


118775 


Strand 


+ 






Start 


924 


End 


1087 






Name 


OJ000403 07.0421.C7.ol.gp 


Method 


AAT/GAP 






Start 


924 


End 


1087 






GI 


63494 1.R1084 


Score 


301 






Exons 


924. .1087 








- 


GI Descrip. 


'4558659/gbJ.AAD22677.1 IAC007063 3 3.0e 


-32 (AC007063) unknown 


h ' z 
r\ s 




protein [Arabidopsis thaliana^ 


] ' 






I _ 2 


Seq. -No. 


56789 


Seq. ID 


OJ000403_07.0421, 


.CI 


! : = 


Gene No . 


118776 


Strand 


+ 






Start 


999 


End 


1529 




: ^ 


Name 


OJ000403 07.0421.C7.ol.gs 


Method 


GENSCAN 




ry 


Start 


999 


End 


1248 




= 


GI 


none 


Score 


.91 






Exons, 


999. .1085, 1173. .1248 










Seq. No. 


56789 


Seq. ID 


OJ000403_07.0421. 


■ C7 


h '-hi 


Gene No. 


118776 


Strand 


+ 




^ : sr 




-999 


End 


1529 






■ Name 


OJ000403 07.042'l.C7.ol.np 


Method 


AAT/NAP 






btart 


1002 


End 


1529 






bl 


4558659 


Score 


67 






Exons 


1002. .1094, 1502. .1529 










GI Descrip. 


(AC007063) putative cap-binding protein [Arabidopsis. thaliana 




Seq. No. 


56790 


Seq. ID 


OJ000403_07.0421. 


■ C10 




Gene No. 


118777 


Strand 








o t art 


1 


End 


634 






Name 


OJ000403 07.0421.C10.ol.np 


Method 


AAT/NAP 






btart 


1 . 


End 


630 






GI 


3738294 


Score 


351 






Exons 


1. . 630 










GI Descrip. 


(AC005309) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


56790 


Seq. ID 


OJ000403_07.0421. 


C10 




Gene No. 


118777 


Strand 








Start 


1 


End 


634 






Name 


OJ000403 07.0421.C10.ol.gs 


Method 


GENSCAN 





57216 



Start 
GI 

Exons 



20 

none 
20. .625 



End 
Score 



625 
.96 



Seq. No. 56790 Seq. ID 

Gene No. 118777 Strand 

Start 1 End 

Name OJ000403_07 . 0421 . CIO . ol . tm Method 

Start 342 End 

GI none Score 
Exons 



OJ000403_07. 0421. CIO 
634 

TBLASTX: Maize 

610 

117 



342. .461, 342.-449, 344. .472, 476. .610, 483. .57* 



Seq. No. 


ob / yo 




Seq. ID 


OJ000403 07. 0421. C10 


Gene No . 


lid / / / 




Strand 




Start 


1 
1 




End 


634 


Name 


OJ000403 07. 0421. C10 


. ol . ts 


Method 


TBLASTX : Soybean 


Start 


*3 f C 

365 




End 


634 


GI 


none 




Score 


140 


Exons 


£^4 £97 


374. .631 






Seq. No. 


56791 




Seq. ID 


OJ000403_07.0421.C14 


Gene No. 


118778 




Strand 


+ 


Start 


226 




End 


323 


Name 


OJ000403 07.6421.C14 


. ol.gs 


Method 


GENSCAN 


Start 


226 . ; 




End 


324 


GI 


none 




Score 


.65 


Exons 


226. .324 








Seq. No. 


56791 • 




Seq. ID 


OJ000403_07.0421.C14 


Gene No. 


118779 




Strand 


+' 


Start 


226 




End 


923 


Name 


OJ000403 07.0421.C14 


. ol . gp 


Method 


AAT/GAP 


Start 


226 




End 


923 


GI 


63'494 1.R1084 




Score 


167 


Exons 


226. .285, 880. .923 








GI Descrip. 


*4558659/gb|AAD22677 


.1IAC007063 3 3.0e- 


-32 .(AC007063) unknown 




protein [Arabidopsis 


thaliana^ 


I ' ■ ' 





Seq.. No. 56792 

Gene No. 118780 

Start 517 

Name OJ000403_07 . 0421 . C15 . ol . gs 

Start 517 

GI none 

Exons 517.. 588, 734.. 796, 1639.. 1815, 2133. 
2703. .2899 



Seq. ID OJ000403_07.0421.C15 



Strand 
End 

Method 
End 
'Score 



+ 

4152 
GENSCAN 
2899 
.67 * 
,2312, 2346. 



,2451, 



Seq. No. 56792 Seq. ID 

Gene No. 118780 Strand 

Start 517 End 

Name OJ0004 03_07 . 0421 . C15 . ol . np Method 

Start 517 End 

GI 4558659 . Score 

Exons 517. .600, 746. .796, 1639. .1815, 2187. .2312, 2392. .2461, 

2703.. 2899, 3692.. 3762, 4083.. 4152 

GI Descrip. (AC007063) putative cap-binding protein [Arabidopsis thaliana] 



OJ000403_07.0421.C15 
+ 

4152 
AAT/NAP 
4152 
564 



57217 




Seq.' No. 


56793 


Seq. ID 


OJ000403_07.0421.C16 


Gene No. 


118781 


Strand 


+ 


Start 


00 


End 


2605 - - 


Name 


OJUU04 0 3 


07 . 0421 . C16 . ol . gs Method 


GENSCAN 


Start 


00 


End 


2540 


GI 


none 


Score 


. .82 


Exons 


C C O O A 

DO. . 2o4 , 


1219. .1287, 1405. .1524, 2062. 


. 2180 , 24 02.. 254 0 


Seq. No. 


c c n c\ o 

o o / 


Seq. ID 


OJ00.04 03 07.0421.C16 


Gene No. 


118781 


Strand 


+ 


Start 


66 


End 


2605 


Name 


OJ000403 


07.0421.C16.ol.np Method 


AAT/NAP 


Start 


799 


End 


2605 


GI 


4558659 


Score 


505 


Exons 


799. .901, 


1-219.. 1287, 2062.. 2180, 2402 


. .2605 


GI Descrip. 


(AC007063) putative cap-binding protein [Arabidopsis thaliana] 


OCU i LNU t 


56793 


Seq. ID 


OJ000403_07.0421.C16 


Gene No. 


118781 


Strand 


+' 


Start 


66 


End 


2605 


Name 


OJ000403 


07 . 04 21.C16.ol . ts Method 


TBLASTX : Soybean 


Start 


809 


End 


2548 


GI 


none 


Score 


126 


Exons 


809. .907, 


811.. 906, 1216.. 1305, 1218.. 


1304, 2029. .2178, 



2035. .2181,'' 2061. .2180, 2384. ..2533, 2402.. 2548, 2403.. 2540, 
2404. .2547 



Seq. No. 56793 

Gene No. 118781 

Start 66 

Name OJ000403J37 . 04 21 . CI 6 . ol . tm 

Start 1215 

GI none 
Exons 



Seq. ID OJ000403_07.0421.C16 
Strand 
End 

Method 
End 
Score 

1215.. 1292, 1216.. 1305, 1217.. 1294, 2029.. 2157, 2035.. 2172, 
2055. .2177, 2060. .2164, 2402. .2506, 2403. .2507, 2403. .2513 



+ 

2605 

TBLASTX: Maize 

2513 

136 



Seq. No. ~ 567 94 

•Gene No. • 118782 

Start 1 

Name OJ000403_07 . 0421 . C17 . ol . gp 

Start 1 

GI 2428025 

Exons " 1 . . 91 

GI Descrip. 4 558 659/gb | AAD22677 . 1 | AC007063_3 
protein [Arabidopsis thaliana] 



Seq. ID OJ000403_07.0421.C17 

Strand + 

End 91 

Method AAT/GAP 

End 91 

Score 154 



1.0e-16 (AC007063) unknown 



Seq. No. 56794 Seq. ID OJ000403_ 

Gene No. 118783 Strand + 

Start 627 End 1712 

Name OJ000403_07 . 0421 . C17 . o2 . gp Method AAT/GAP 

Start 627 End 1712 

GI . 35968_1 .R1084 Score 966 

Exons 627.. 694, 1259.. 1712 

GI Descrip. 1 4558659/gb | AAD22677 . 1 1 AC007063_ 
protein [Arabidopsis thaliana] 1 



07.0421.C17 



3 1.0e-16 (AC007063) unknown 



Seq. No. 56794 



Seq. ID OJ000403 07.0421.C17 



57218 




Gene No. 


118784 








Strand 




• Start 


O O "7 O 

2278 








End 


2630 


Name 


OJ000403_07 


. 0421 


.C17 ,o3 


.gp 


Method 


AAT/GAP 


Start 


2278 








End 


2630 


GI 


none 








Score 


631 


Exons 


2278 . . 2630 












Seq. No. 


56795 








Seq. ID 


OJ000403_07.0421.C18 


Gene No 


118785 








Strand 




Start 










End 


o t n 

87 9 


Name 


OJ000403 07 


.0421 


. C18 . ol 


.gs 


Method 


GEN SCAN 


Start 


682 








End 


879 


GI 


none 








Score 


. 98 


Exons 


f O O O "1 Ci 

002 . .0/9 












Seq. No. 


56796 








Seq. ID 


OJ000403 07.0421.C19 


Gene No. 


118786 








Strand 




Start 


752 








End 


9388 


Name . 


OJ000403 07 


.0421 


.C19.ol 


.gs 


Method 


GEN SCAN 


Start 


752 








End 


9388 


GI 


none 








Score 


.9 


Exons 


752. .930, 1649.. 


1806, 2143.. 2190, 3311, 


. .3471, 3566. .5004, 




.5132 . . 5544, 


5947 


. . 7358, 


7406. 


.7771, 7850.. 8013, 8065.. 8137, 




8823. .8965, 


9104 


...9182, 


9284. 


.9388 




Seq. No. 


56796 








Seq. ID 


OJ000403_07.0421.C19 


Gene No. 


118787 








Strand 




Start 


10386 








End 


10649 


Name 


UUUUU4U J \J 1 






. LIU 


Method 


TBLASTX: Maize 


Start 


1713 








End 


3932 


GI 


none 








Score 


74 


Exons 


1713. .1814, 


1735 


. .1815, 


3305. 


.3340, 3313. .3348, 3343. .3459, 




3353. .3460, 


3357 


. .3476, 


3357. 


.3473, 3566. .3658, 3567. .3659, 




3657. .3677, 


3677 


. .3931, 


3678. 


.3932 




Seq. No. 


56796 








Seq. ID 


OJ000403_07.0421.C19 


Gene No. 


-118787 








Strand . 




Start 


10386 








End 


1064-9 • 


Name 


OJ000403 07 


.0421 


.C19.o3, 


. tm 


Method 


TBLASTX: Maize 


Start 


5924 








End 


6072 


GI 


none 








Score 


90 


Exons 


5924. .6058, 


5931 


. .6071, 


593.5. 


.6072. 




Seq. No. 


56796 - 








Seq. ID 


OJ000403_07.0421.C19 


Gene No. 


118787 








Strand. *• 




Start 


10386 








End 


10649 • 


Name 


OJ000403 07, 


.0421 


.C19.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


7005 








End 


7779 


GI 


none 








Score 


91 


Exons 


7005. .7124, 


7009 


. .7119, 


7051. 


.7302, 7154. .7306, 7155. .7313, 




7176. .7307, 


7403 


. .7456, 


7405. 


.7605, 7410. .7604, 7414. .7605, 




7574 . .7774, 


7639 


. .7755, 


7651. 


.7779, 7658. .7774 


Seq. No. 


56796 








Seq. ID 


OJ000403_07.0421.C19 


Gene No. 


118787 








Strand 




Start 


10386 








End' 


10649 


Name 


OJ000403 07, 


.0421 


.C19.o2. 


.gs 


Method 


GENSCAN 



57219 






Start 


10386 


End 


10649 






GI 


none 


Score 


.92 






Exons 


10386. .10649 










Seq. No. 


56797 


Seq. ID 


OJ000403_07.0421 


.C20 




Gene No. 


118788' 


Strand 








Start 


1 


End 


1786 






Name 


OJ000403 07.0421.C20.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1606 






GI 


1619602 


Score 


409 






Exons 


1..25, 525. .671, 1004. .1376, 


1524. .1606 






GI Descrip. 


(Y08726) MtN3 [Medicago truncatula] 








Seq. No. 


56797 


Seq. ID 


OJ000403_07 .0421 


.C20 




Gene No. 


118788 


Strand 








Start 


1 


End 


1786 






Name 


OJ000403 07.0421.C20.ol.gs 


Method 


GEN SCAN 






Start 


552 


End 


1786 






GI 


none 


Score 


.71 ' 






Exons 


552. .671, 1004. .1376, 1524.. 


1560, 1750 


..1786 






Seq. No. 


56797 


Seq. ID 


OJ000403_07.0421 


.C20 




Gene- No. 


118789 


Strand 








Start 


3867 


End 


5655 




•x 


Name 


OJ000403 07.0421. C20.ol.tc 


Method 


TBLASTX : Cress 




fH 


Start 


537 


End 


1376 




f\\ 


GI 


none 


Score 


94 






Exons 


537.. 662, 553.. 666, 1013.. 1246, 1292.^,1.375, 1317.. 1376 




13 


Seq. No. 


56797 


Seq. ID 


OJ000403_07.0421 


.C20 




Gene No. 


118789 


Strand 






! Li 


Start 


3867 


End 


5655 




_ 


Name 


OJ000403 07.0421.C20.ol.ts 


Method 


TBLASTX: Soybean 






Start 


537 


End 


1376 






GI 


none 


Score 


83 






Exons 


537. .662, 1010. .1246, 1292.. 


1375, 1317 


. .1376 






Seq. No. 


56797 


Seq. ID 


OJ000403_07.0421 


.C20 




Gene No. 


118789 


Strand 








Start 


3867 


End 


5655 






Name 


OJ000403 07.0421.C20.ol.tm 


Method 


TBLASTX: Maize 






Start 


1148 


End 


1376 






GI 


none 


Score 


38 






Exons 


1148.. 1246, 1155.. 1244, 1292 


..1375, 131.7.. 1376 






Seq. No. 


56797 


Seq. ID 


OJ000403_07.0421 


.C20 




Gene No. 


118789 


Strand 








Start 


3867 


End 


5655 






Name 


OJ000403 07.0421.C20.o2.gs 


Method 


GENSCAN 






Start 


3867 


End 


5655 






GI 


none 


Score 


.59 






Exons 


3867. .3890, 4408. .4447, 5540 


. .5655 








Seq. No. 


567 98 :V ^ 


Seq. ID 


OJ000403JD7.0421 


.C21 




Gene No. 


118790 ™n£ - ' : 


Strand 








Start 


273 


End 


2074 






Name 


OJ000403 07.0421.C21.ol.gs 


Method . 


GENSCAN 





57220 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



273 
none 

273.. 417, 2058. 



End 
Score 



2074 
.51 



.2074 



56799 
118791 
1 

OJ000403_07.0421.C23.ol.gp 
1 

15172_2.R1084 
1. .365 

■5441872/dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



Seq. ID OJ000403_07.0421.C23 

Strand + 

End 365 

Method AAT/GAP 

End 365 

Score 726 



56800 

118792 

2986 

OJ000403_07.0421.C24 .ol.gs 

2986 - 

none' 

2986. ,3059, 3302.. 3343 



Seq. ID OJ000403_07.0421.C24 

Strand + 

End 3343 

Method GENSCAN 

End 3343 

Score . 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56800 

118793 

4904 

OJ000403_07 .0421.C24 . o2 . gs 

4904 

none 



Seq. ID OJ000403_07.0421.C24 
Strand 

End 6608 

Method GENSCAN 

End 6608 

Score .55 



4904. .5005, 5457. .5619, 6046. .6155, 6227. .6454, 6561. .6608 



56801 

118794 

650 

OJ000403_07.0421.C25.ol.gs 

650 ./ 
none 

650\ ;960 



Seq. ID OJ000403_07.0421.C25 

Strand 

End 960 

Method GENSCAN 

End 960 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



56802 

118795 

7 

OJ000403_07 .0421.C32.ol . tm 

7 

none 



56802 

118795 

7 

OJ000403_07.0421.C32.ol/tw 
40 

none 

40. .264, 41. .259 

56803 

118796 

1 



Seq. ID OJ000403_07.0421.C32 

Strand 

End 264 

Method TBLASTX : Maize 

End 264 

Score 60 



7. .99, 1-7. -.94,. 103. .168, 160. .264 



Seq. ID OJ000403_07.0421.C32 

Strand 

End 264 

Method TBLASTX: Wheat 

End 264 

Score 145 



Seq. ID OJ000403__07.0421.C35 
Strand + 
End 3958 



57221 



Name OJ000403_07 . 0421 .C35 . ol . np Method AAT/NAP 

Start 1 End 3958 

GI 7228438 Score 1214 

Exons 1..36, 122. .535, 616. .906, 1013. .1279, 1372. .1522, 2849. .3270, 

3928.-3958 

GI Descrip. (AP001366) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 56803 

Gene No. 118796 

Start 1 

Name OJ000403_07 . 0421 . C35 . ol . gs 

Start 122 

GI none 
Exons 



Seq. ID OJ000403_07.0421.C35 

Strand + 

End 3958 

Method GENSCAN 

End - 3270 

Score .63 



122. .344, 417. .535, 616. .862, 868. .913, 1018. .1279, 1372. .1479, 
1526. .1627, 1743. .1765, 1823. .2265, 2329. .2561, 2950. .3270 



Seq. No. 56803 

Gene No. ' 118796 • 

Start 1 

Name OJ000403_07 . 0421 . C35 . ol . gp 

Start 1529 

GI LIB3433-020-P1-K1-A6 

Exons 1529. .1958 

GI Descrip. 1 5670155/gb | AF161269 . 1 | AF1612 69 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ000403_07.0421.C35 

Strand + 

End 3958 

Method AAT/GAP 

End 1958 

Score 707 



Seq. No. 56804 

Gene No. 118797 

Start 247 

Name OJ000403_07 . 0421 . C36 . ol . gs 

Start 247 

GI none 

Exons 247.. 407 



Seq. ID OJ000403__07.0421.C36 
Strand 

End 407 

Method GENSCAN 

End 407 

Score .5 



Seq. No. . 56805 

Gene No. • 118798 • 

Start 37 " ? 

Name OJ000403_07 . 0421 . C37 . ol . gs 

Start 37 

GI none 

Exons 37.. 187, 324.. 454 



Seq. ID OJ000403_07.0421.C37 

Strand + 

End 454 

Method GENSCAN 

End 454 

Score .46 



Seq. No. 56806 

Gene No. 118799 

Start 782 

Name ■ OJ0004 03_07 . 0421 . C38 . ol . gs 

Start 782 

GI none 

Exons 782.. 957 



Seq.' ID OJ000403_07.0421.C38 

Strand 

End 957 

Method GENSCAN 

End 957 

Score .87 



Seq. No. 56807 

Gene No. 118800 

Start 1 

Name OJ0004 03_07 . 0421 . C4 1 . ol . np 

Start 1 



Seq. ID OJ000403_07.0421.C41 

Strand + 

End 141 

Method AAT/NAP 

End 141 



57222 




GI 


5111611 


Score 


113 




Exons. 


1 . .141 








.GI Descrip. 


(AJ245900) CAA30375.1 


protein [Oryza 


sativa] 




Seq. No. 


56807 


Seq. ID 


OJ000403_07 


.0421.C41 


Gene No. 


118801 


Strand 


+ 




Start 


217 


End 


4662 




Name 


OJ000403 07.0421.G41. 


ol.gs Method 


GENSCAN 




Start 


217 


End 


4662 




GI 


none 


Score 


. 62 




Exons 


217 .. 579, 729 . . 1124 , 


1168 . . 1246, 2818 


. . 2944 , 4278 . 


.4662 


Seq. No. 


56807 


Seq. ID 


OJ000403_07 


. 0421 . C4 1 


bene ino. 


1 1 OOAI 
1 1 0 O U 1 


Strand 


+ ■ 




Start 


217 


End 


4662 




Name 


OJ000403 07.0421.C41. 


o3.np Method 


AAT/NAP 




Start 


705 


End 


2695 




GI 


100592 


Score 


312 




Exons 


705.. 1205, 2557.. 2695 








GI Descrip. 


licheninase (EC 3.2.1 


.73) isoenzyme Elb precursor 


- barley 



gi I 4 688 931 1 emb | CAB41402 . 1 1 (X56260) lichenase [Hordeum vulgare] 





Seq. No. 


56807 


Seq. ID 


OJ000403_07.0421.C41 




Gene No. 


118802 


Strand 






Start 


543 


End 


694 


f H 


Name 


OJ000403 07V0421.C41.o2.np 


Method 


AAT/NAP 


?!§ 


Start 


543 


End 


694 


1C 


GI 


7523483 


Score 


72 




Exons 


543. .694 






L : Ji 


GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


■a -—7 
= i : 


Seq. No. 


56808 


Seq. ID 


OJ000403_07.0421.C42 




Gene No. 


118803 


Strand 


+ 




Start 


103 


End 


2466 


r 


Name 


OJ000403 07.0421.C42.ol.np 


Method 


AAT/NAP 




Start 


103 


End 


2466 




GI 


2342.679 


Scor^e- 


547 




Exons 


103/. 218, 1132. .1241, 1301., 


.1510, '1567 


. .1627, 1705. .1818, 


^™ 




• 1903. .2210, 2244 . .2466 








GI Descrip. 


(AC000106) Similar to Vicia 


sativa ENBP1 (gb|X95995). 






[Arabidopsis thaliana] 








Seq. No. 


56808 


Seq. ID 


OJ0004Q3_07.0421.C42 




Gene No. 


118803 


Strand - 


+ 




Start 


103 


End 


2466 




Name 


OJ000403 07.0421.C42.ol.ts 


Method 


TBLASTX: Soybean 




Start 


130 


End 


1498 




GI 


none 


Score 


43 




Exons 


130. .150, 169. .231, 1132. .1242, 1133.. 


1234, 1339.. 1491, 






1353. .1490, 1355. .1498 








Seq. No. 


56808 


Seq. ID 


OJ000403_07.0421.C42 




Gene No. 


118803 


Strand 


+ 




Start 


103 


End 


2466 




Name 


OJ000403 07.0421.C42.ol. tm 


Method 


TBLASTX: Maize ' 




Start 


1418 


End 


2056 




GI 


none 


Score 


70 



57223 




Exons 1418. .1471, 1428. .1475, 1429. .1476, 1565. .1621, 1566. .1619, 

1575.. 1625, 1691.. 1918, 1701.. 2042, 1705.. 2049, 1808.. 2047, 
1934. .2056 



beq. no. 






beq. 1L> 


QJUUU4UJ U/.U4zl.C4z 


Gene No. 






Strand 




btart 


iUj 




U 1 i-i *A 

bna 


Z 3 DD 


Name 


UJUUU4U o U / . U4zl 


. z . o± . gp 


Method 


AA1 / bAF 


Start 


1680 




End 


1965 


GI 


1438559 




Score 


506 


Exons 


i do u . . i yoj 








Seq. No. 


ODOUO 




Seq. ID 


/*\TAAA^AO AT A /I O 1 0^0 

OJ000403 07.04zl.C4z 


Gene No . 


llooUo 




btrana 


-f* 


Start 


lUo 




End 


2 4 66 


Name 


OJU0U4Uo U/.(J4zl 


. C4 2 . Oz . tS 


Method 


TBLASTX : Soybean 


Start 


i y /z 




End 


O *5 "7 A 

2374 


GI 


none 




Score 


125 


Exons 


1972.. 2058, 1973 


..2li0, 2225. 


.2374. ■ 




Seq. No. 


56809 




Seq. ID 


OJ000403_07.0421.C43 


Gene No . 


118804 




Strand 


+ 


Start 


543 




-End 


3706 


Name 


OJ000403 07.0421 


-C43.ol.np 


.Method 


AAT/NAP 


Start 


543 




End 


3706 


GI 


3738295 




■ Score 


400 


Exons 


543. .622, 2039... 


2302, 2400. .2469, 3281 


. .3410, '3623. .3706 


GI Descrip. 


(AC00530-9) ttnknown protein [Arabidopsis thaliana] 


Seq. No. 


56809 




Seq. ID 


OJ000403_07.0421.C43 


Gene No . 


118804 




Strand 


+ 


otart 


543 




End 


3706 


Name 


OJ000403 07.0421 


■C43.ol.tm 


Method 


TBLASTX : Maize 


Start 


2176 




End 


2471 


GI 


none 




Score 


189 


Exons 


2176. .2304, 2183 


..2305, 2400. 


.2471, 24 


07. .2469 


Seq. No. 


56809 




Seq. ID 


OJ000403_07.0421.C43 


Gene No . 


118804 • 




Strand 


+ 


btart 


543 




End 


3706 


Name 


OJ000403 07.0421 


.C43.ol. ts 


Method 


TBLASTX: Soybean 


Start 


2179 




End 


3393 


bl 


none 




Score 


139 


Exons 


2179. .2307, 2186 


..2305, 2400. 


.2471, 32 


73.. 3392, 327.9.. 3374, 




3280.. 3393, 3284 


..3379 






Seq. No. 


56810 




Seq. ID 


OJ000403_07.0421.C44 


Gene No. 


118805 




Strand 


+ 


Start 


336 




.End 


1864 


Name 


OJ000403 07.0421 


.C44 .ol.np 


Method 


AAT/NAP 


Start 


336 




End 


1864 


GI 


3738295 




Score 


259 


Exons 


336. .422, 519. .5! 


31, 721. .836, 


1033. . 11 


79, 1568.. 1677, 1768. 


GI Descrip. 


(AC005309) unknown protein [Arabidopsi 


s , thaliana] 


Seq. No. 


56810 




Seq. ID 


OJ000403_07.0421.C44 


Gene No. 


118806 




Strand 


+ 



57224 




Start 


2127 


End 


2553 


Name 


OJ000403 07.0421.C44.ol.tm 


Method 


TBLASTX: Maize 


Olla J. L 


336 


End 


1539 




none 


Score 


123 


Exons 


336.-422, 336. .422, 337. .426, 


51-8. .583, 519. .587, 676. .825, 




708. .851, 720. .324, 1359. .1505, 1407.. 


1 coo T a no 1 CI O 
lOUo, 14UO. .lOlZ, 




-LfiUO . . ±DOj 






Seq. No. 


JOOIU 


oeq. id 




Gene No. 


i i pan £ 


Strand 


+ 


ocart 


Z 1Z / 


bna 


Zddo 


Name 


OJ000403 07.0421.C44.ol.ts 


Method 


TBLASTX : Soybean 


otart 


518 


End 


829 




none ■ 


Score 


97 - 


Exons 


518. .583, 519. .584, 697. .825, 


708. .827 


, 719. .829, 720. .824 


Seq. No. 


56810 


Seq. ID 


OJ000403_07.0421.C44 




118806 


Strand 


+ 


Start 


2127 


End 


2553 


Name 


OJ000403 07.0421.C44.ol.gp 


Method 


AAT/GAP 


o tar l 


2127 


End 


2553 




LIB3432-059-P1-K1-D8 


Score 


718 


Exons 


2127. .2553 






GI Descrip. 


' 5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genom: 




DNA, Chromosome 6, clone : P0538C01 ? 




Seq. No. 


56811 


Seq. ID 


OJ000403_07.0421.C45 


Gene No. 


118807 


Strand 


+ 


Cf -ivf 

btart 


1854 


End 


3487 


Name 


OJ000403 07.0421.C45.o2.gs 


Method 


GENSCAN 


oiart 


1854 


End 


3487 


H T 


none 


Score 


. 61 


Exons 


1854.. 1875, 2146.. 2355, 2361. 


.2499, 2713.. 2902, 3365.. 3487 


oeq . im o . 


56811 


Seq. ID 


OJ000403_07.0421.C45 


Gene No. 


118808 


Strand 




Start 


1 


End 


3333 . 


Name 


OJ000403 07.0421.C45.ol.np 


Method 


AAT/NAP 


OLalt 


1 


End 


3333 


C T 


3738294 


Score 


77 


Exons 


1..244, 3278. .3333 






u± uescrip . 


(AC005309) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


56811 


Seq. ID. 


OJ000403_07.0421.C45 


Gene No. 


118808 


Strand 






1 


End 


3333 


Name 


OJ000403 07.0421.C45.ol.gs 


Method 


GENSCAN 


oiart 


10 


End 


1046 




none 


Score 


.94 


Exons 


10. .503, 990. .1046 






Seq. No. 


56811 


Seq. ID 


OJ000403_07.0421.C45 


Gene No. 


118808 


Strand 




Start : — 


■ 1 


End 


3333 


Name 


OJ000403 07.0421.C45.o2.np 


Method 


AAT/NAP 


Start 


1720 


End 


1924 


GI 


6539571 


Score 


63 



57225 



Exons 


1720 . . 1924 










GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


56811 






Seq. ID 


OJ000403 


Gene No. 


118809 






Strand 




Start 


5751 






End 


7019 


Name 


OJ000403 07 


. 0421 . C45 . o3 


.np 


Method 


TV 7A m / Ik 1 TV T\ 

AAT/NAP 


Start 


5751 






End 


7019 


GI 


6815099 






Score 


86 • 


Exons 


5751 . . 5893, 


6995 . . 7019 








GI Descrip. 


(AP001081 ) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


56812 






Seq. ID 


OJ000403 


Gene No. 


118810 






Strand - 




Start 


1505 






End 


4096 


Name 


OJ000403 07 


. 0421 . C4 6 . ol , 


. gs 


Method 


GENSCAN 


Start 


1505 






End 


4096 


GI 


none 






Score 


.44 


Exons 


1505 . .1711, 


2477 . .2665, 


3078, 


..3177, 3981. .4096 


Seq. No. 


56813 






Seq. ID 


OJ000403 


Gene No. 


118811 






Strand 


+ 


Start 


851 






•End 


925 


Name 


OJ000403 07 


. 0421 . C47 . ol , 


.gs 


Method 


GENSCAN 


Start ■• - >- 


851 






End 


925 


GI 


none 






Score 


.61 


Exons 


851 . . 925 










Seq. No. 


56814 






Seq. ID 


OJ000403 


Gene No. 


118812 






Strand 




Start 


1 






End 


77 


Name 


OJ000403 07 


.0421.C49.ol, 


-gp 


Method 


AAT/GAP 


Start 


1 






End 


77 


GI 


5867 1.R108 


4 




Score 


135 


Exons 


1. .77 











GI Descrip. 1 4 64 986/sp | P 35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9). (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 . 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_2 97884_emb_CAA7 87 14_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



'Seq. No. 


56814 












Seq. ID 


OJ000403 


Gene No. 


118813 












Strand 




Start 


729 












End 


1093 


Name 


OJ000403 


_07 


.0421 


.C49. 


.o2. 


.gp 


Method 


AAT/GAP 


Start 


636 












End 


954 


GI 


5005293 












Score 


525 


Exons 


636. .954 
















Seq. No.., 


56814 












Seq. ID 


OJ000403 


Gene No. 


118813 












Strand 




Start 


* 729 • . . 












End 


1093 


Name 


OJ000403 


_07 


.0421 


.C49. 


.ol, 


.gs 


Method 


GENSCAN 


Start 


729 












End 


975 


GI 


none 












Score 


.64 



57226 




Exons 


TOO *7Q1 OCR qtc 










Seq. No. 


56814 




Seq. ID 


OJ000403_07.0421, 


.C49 


Gene No. 


118813 




Strand 






Start 


too 




End 


i r\ f\ o 

109,3 




Name 


OJ00040J 0 /.. 0421 . C4 9 . Ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


o o o 




End 


1083 




GI 


none 




Score 


DO 




Exons 


ozj..y4b, oo4..y4y, 9o4 


. . 1UB 5 








Seq. No. 


56814 




Seq. ID 


OJ000403_07 . 0421 . 


.C49 


Gene No. 


118813 




Strand 






Start 


729 




End 


1093 




Name 


• OJ000403 07.0421.C49.ol 


.np 


Method 


AAT/NAP 




Start 


853 




End 


1093 




GI 


7486668 




Score 


166 




Exons 


853. . 1093 











GI Descrip. hypothetical protein F8F16.200-. - Arabidopsis thaliana 

gi I 2827533 | emb | CAA16541.il (AL021633) hypothetical protein 
[Arabidopsis thaliana] gi | 7270040 | emb | CAB79856. 1 | (AL161578) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 56814 Seq. ID 

Gene No. 118813 Strand 

Start 72 9 End 
Name " OJ0004 03_07 . 0421 . C4 9 . ol . tc Method 

Start 856 End 

GI none Score 

Exons 856.. 1083, 857.. 952 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



56814 Seq. ID 

118813 Strand 

729 .. End 
OJ0004 03_07 .0421.C49.ol.tm Method 

883 End 

none Score 

883.. 1092, 884. .961 



OJ0Q0403_07.0421.C49 
1093 

TBLASTX: Cress 

1083 

69 



OJ000403_07.0421.C49 
1093 

TBLASTX: Maize 

1092 

107 



OJ000323_08.0419.C3 
+ 

2972 
AAT/GAP 
■2272 • 
781 



56815 Seq. ID 

118814 Strand 
17 65 End 
OJ000323_08 . 04 1 9 . C3 . ol . gp Method 
1765 ■ End 

LIB34 34-041-P1-K1-A10 "Score 
1765.' "2091, 2187. .2272 • - 

1 2129770/pir | IS71224 2.0e-32 xyloglucan 
endotransglycosylase-related protein XTR-2 
thaliana >gi_1244756 (U43487) xyloglucan 
endotransglycosylase-related protein [Arabidopsis thaliana] 
>gi_2154611_dbj_BAA20290_ (D63510) endoxyloglucan transferase 
related protein [Arabidopsis thaliana] 

>gi_5533311_gb_AAD45124. 1_AF163820_1 (AF163820) endoxyloglucan 
transferase [Ara f 



Arabidopsis 



56815 

118814 

1765 



Seq. ID OJ000323_08.0419.C3 
Strand + 
End 2972 



57227 



Name 

Start, 

GI 

Exons 



OJ000323_08 . 04 19 . C3 . ol . gs Method GEN SCAN 

1792 End 2972 

none Score . 99 
1792. .2091, 2187. .2972 ' 



Seq. No. 56815 
Gene No. 118814 
Start 1765 

Name OJ000323_08 . 0419 . C3 . ol-: np 

Start 1810 
GI 2129774 
Exons 1810.. 2091, 2187.. 2954 

GI Descrip. xyloglucan endotransglycosylase-related protein XTR4 - 

Arabidopsis thaliana { fragment )• gi | 1244754 (U43486) xyloglucan 
endotransglycosylase-related protein [Arabidopsis thaliana] 



Seq. ID OJ000323_08.0419.C3 

Strand + 

End 2972 

Method AAT/NAP 

End 2954 

Score 817 





Seq. No. 


56815 








Seq. ID 


OJ000323_08.0419.C3 




Gene No. 


118815 








Strand 


+ 




Start' 


2966 








End 


3108 




Name 


OJ000323_08 , 


.0419. 


C3 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


1876 








End 


2825 




GI 


none 








Score 


238 




Exons 


1876. . 2094, 


1950 . 


. 2090, 


2187 


..2678, 2189. .2593, 2757. .2825 




Seq. No.. 


56815 ■ 








Seq. ID 


OJ000323_08.0419.C3 




Gene No. 


118815 








Strand 


+ 




Start 


2966 








End 


3108 




Name 


OJ000323 08, 


, 0419. 


C3 . ol . 


ts 


Method 


TBLASTX: Soybean 


17* 


Start 


1879 








End 


2849 




GI 


none 








Score 


229 




Exons 


1879. .2091, 


1932 . 


.2090, 


2189 


..2599, 2190. .2660, 2705. .2833, 


i y 




2757 . .2849 












s 


Seq. No. 


56815 








Seq. ID 


OJ000323_08.0419.C3 




Gene No . 


118815 . 








Strand 


+ 




Start 


2966 








End 


3108 




. Name 


OJ000323 08. 


,0419. 


C3.o2. 


.tm . 


Method 


TBLASTX: Maize 




Start 


1881" 








-End ' 


2099 


S3 


GI 


none 








Score 


252 


i . : 
•a w 


Exons 


1881. .2099, 


1882. 


.2091 










Seq. No. 


56815 








Seq. ID 


OJ000323JD8.0419.C3 




Gene No. 


118815 








Strand ■ 


+•••••'• 




Start 


2966 








End 


3108 ;,■ 




■Name 


OJ000323 ,0£. 


0419. 


C3.ol. 


tm 


. Method 


TBLASTX: Maize 




Start 


2190 








End 


2852 




GI 


none 








Score 


515 




Exons 


2190. .2618, 


2195. 


.2614, 


2705 


..2824, 2757. .2792, 2793. .2852 




Seq. No. 


56815 








Seq. ID 


OJ000323_08.0419.C3 




Gene No. 


118815 








Strand 


+ 




Start 


2966 








End 


3108 




Name 


OJ000323 08. 


0419. 


C3.o2. 


gp 


Method 


AAT/GAP 




Start 


2966 








End 


3108 




GI 


LIB3433-011- 


■Q6-K1 


-H5 




Score 


221 




Exons 


2966. .3108 














GI Descrip. 


'218144/dbj | D12637 | RICATADPT 


7.0e-ll Rice mRNA for ATP/ADP 



57228 



translocator, complete cds ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



56816 Seq. ID ' OJ000323_08 . 04 19 . C4 

118816 Strand 

18- End 1670 

OJ000323J38 .0419. C4'. ol . np Method AAT/NAP 

18 End 1670 

729775 Score 751 

18. .1257, 1650.'. 1670 

HEAT SHOCK FACTOR PROTEIN HSF8 (HEAT SHOCK TRANSCRIPTION FACTOR 
8) (HSTF 8) (HEAT STRESS TRANSCRIPTION FACTOR) 
gi I 100264 |pir | | S25481 heat shock transcription factor 8 - 
Peruvian tomato gi | 194 92 | emb | CAA47869 | (X67600) heat shock 
transcription factor 8 [Lycopersicon peruvianum] 



ill 



F.I 



Seq. No. 


56816 


Seq. ID 


OJ000323_08 . 0419. C4 


Gene No. 


118816 


Strand 




Start 


18 


-End 


1670 


Name 


OJ000323 08.0419.C4.ol.gs 


Method 


GENSCAN 


Start 


25 


End 


1257 


GI 


none 


Score 


.97 


Exons 


25. . 1257 






Seq. .No. 


56816 


Seq. ID 


OJ000323_08/0419.C4 


Gene No. 


118816 


Strand 




Start 


18 


End 


167 0 


Name 


OJ000323 08.0419.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


40 


End 


1266 


GI 


none 


Score 


44 


Exons 


40. .84, 181. .219, 559. .669, 


607. .813, 


677. .766, 814. .873, 




820.. 1257, 866.. 925, 1015. .1266 




Seq. No. 


56816 


Seq. ID 


OJ000323_08.0419.C4 


Gene No. 


118816 


Strand 




Start 


18 


End 


1670 


Name 


OJ000323 08.0419.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


. 40 


" End 


1068. 


GI 


hone 


Score 


97 ' 


Exons 


40. .108, 41. .109, 133. .234, 


139. .237, 


220. .279, 233. .280, ^ 




301. .399, 302. .427, 408. .647 


, 415. . 660 


, 416. .661, 649..786, 




658.-795, 662. .796, 778. .1068, 782. .925, 1015. .1068 


Seq. No. ■ 


56816 


Seq. ID 


OJ000323_08.0419.C4 


Gene No. 


118816 


Strand 




Start 


18 


End 


1670 


Name 


OJ000323 08.0419.C4.o2.ts 


Method 


TBLASTX : Soybean 


Start 


601 


End 


834 


GI 


none 


Score 


89 


Exons 


601. .834, 659. .784, 709. .834 






Seq. No. 


56816 


Seq. ID 


OJ000323_08.0419.C4 


Gene No. 


118816 


Strand 




Start 


18 


End 


1670 


Name 


OJ000323 08.0419.C4.ol.gp 


Method • 


AAT/GAP 


Start 


720 


End 


1189 


GI 


LIB3474-012-P1-K1-B8 


Score 


881 


Exons 


720. .1189 







57229 



GI Descrip. 1 729775/sp | P4 1153 | HSF8_LYCPE 4.0e-34 HEAT SHOCK FACTOR PROTEIN 
HSF8 (HEAT SHOCK TRANSCRIPTION FACTOR 8) (HSTF 8) (HEAT STRESS 

TRANSCRIPTION FACTOR) >gi_100264_pir S25481 heat shock 

transcription factor 8 - Peruvian tomato >gi_194 92_emb_CAA478 69 
(X67600) heat shock transcription factor 8 [Lycopersicon 
peruvianum] 1 



Seq. No. 56816 

Gene No. 118816 

Start 18 

Name OJ000323_08 . 04 19 . C4 . ol . ts 

Start 841 

GI none 

Exons 841.. 921, 844. .1095, 869.. 

1144. .1257, 1151. .1258 



925, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
917 



OJ000323 08. 0419. C4 



1670 

TBLASTX : Soybean 
1258 
54 

1096, 918. .1058, 1015. .1158, 



Seq. No. 56816 Seq. ID 

Gene No. . 118816 Strand 

Start 18 End 

Name OJ000323_08 . 0419 . C4 . o2 . tm Method 

Start 1095 End 

GI none Score 
Exons 



OJ000323_08.0419.C4 
1670 

•TBLASTX: Maize 
1274 
48 



1095. .1148, 1144. .1257, 1158. .1244, 1160. .1258, 1161. .1274 



SeTq". No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000323_08.0419.C5 
508 

AAT/NAP 

508 

272 



56817 Seq. ID. 

118817 Strand 
1 - End 

OJ000323_08.0419.C5.ol.np ■ ' Method 
1 End 
729775 Score 
1..37, 201. .508 

HEAT SHOCK FACTOR PROTEIN HSF8 (HEAT SHOCK TRANSCRIPTION FACTOR 
8) (HSTF 8.) (HEAT STRESS TRANSCRIPTION FACTOR) 
gi 1 100264 l-pir | | S25481 heat shock transcription factor 8 - 
Peruvian tomato gi | 1 94 92 | emb | CAA4 78 69 | (X67600) heat shock 
transcription factor 8 [Lycopersicon peruvianum] 



[3 



Seq. No. 


56817 








Seq. ID 


OJ000323_08.0419 


.C5 


Gene No. 


118817 








Strand 






Start 


1 








End 


508 




Name 


OJ000323 


08. 0419. C5 


ol 


.gs 


Method 


GENSCAN 




Start 


201 








End 


492 




GI 


■ none 








Score 


1 




Exons 


201. .492 














Seq. No. 


56817 








Seq. ID 


OJ000323_08.0419 


.C5 


Gene No. 


118817 








Strand 






Start 


1 








End 


508 




Name 


OJ000323 


08. 0419. C5 


ol 


tc 


Method 


TBLASTX: Cress 




Start 


202 








End 


391 




GI 


none 








Score 


152 




Exons 


202. .390, 


260. .391 












Seq. No. ■ 


56817 








Seq/ $D 


OJ000323_08.0419 


,C5 


Gene No. 


118817 








Strand 






Start 


1 








End 


50'8 




Name 


OJ000323 


08. 0419. C5 


ol 


tm 


Method 


TBLASTX: Maize 





57230 






Start 


202 


End 


405 




GI 


none 


Score 


73 




Exons 


202. .405, 237. .305, 260. .391 








Seq. No. 


56817 


Seq. ID 


OJ000323 08. 0419. C5 




Gene No. 


1188i7 


Strand 






Start 


1 


End 


508 




Name 


OJ000323_08. 0419.C5.ol. ts 


Method 


TBLASTX : Soybean 




Start 


202 


End 


399 




GI 


none 


Score 


76 




Exons 


202. .399, 237. .344, 260. .394 








Seq. No. 


56817 


Seq. ID 


OJ000323 08. 0419. C5 




Gene No. 


118817 


Strand 






Start 


1 


End 


508 




Name 


OJ000323_08 . 0419.C5 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


202 


End 


405 




GI 


none 


Score 


82 




Exons 


202. .405, 237. .335, 260. .391 








Seq. No. 


56818 


Seq. ID 


OJ000323_08.0419.C6 




Gene No. 


118818 


Strand 


+ 


3 'SI 


Start 


3309 


End 


5440 




Name 


OJ000323 08.0419.C6.o2.gs 


Method 


GENSCAN 


'•SL 
i.J 


Start 


3309 v 


End 


5440 


jf:™ . 
% . = 


GI 


none 


Score 


.86 " 


= 1 5 

: 


Exons 


3309.-.3528, 3623.-3723, 4059. 


.4120, 4690. .4771, 5099. .5228, 


fil 




5337. .5440 








Seq. No. 


56818 


Seq. ID 


OJ000323_08.0419.C6 




Gene No. 


118818 


Strand 


+ 


cs j a 


Start 


3309 


End 


5440 




Name 


OJ000323 08.0419.C6.o2.np 


Method 


AAT/NAP 




Start 


3351 


End 


4858 




GI 


3805760 


Score 


137 




Exons 


3351.. 3575, 3623.-3723, 4799\ 


.4858 




p& 


GI Descrip. 


(AC005693) unknown protein [Arabidopsis-. thaliana] 


ViJ 


Seq. No. 


56818 


Seq. ID 


OJ000323_08.0419.C6 




Gene No. 


118819 


Strand 


+ 




Start 


6901 


End 


15734 




Name 


OJ000323 08.0419.C6.ol.gp 


Method 


AAT/GAP 




Start 


6791 


End 


8084 




GI 


28872 1.R1084 


Score 


838 




Exons 


6791. . 6969, . 7065. .7183, 7915. 


.8084 






GI Descrip. 


, 2894598/emb|CAA17132. 1 | 4 . Oe 


-49 (AL021889) putative protein 






[Arabidopsis thaliana] 1 








Seq. No. 


56818 


Seq. ID 


OJ000323_08.0419.C6 




Gene No. 


118819 


Strand • 


+ 




Start 


6901 


End 


15734 




Name 


OJ000323 08.0419.C6.d3.np 


Method 


AAT/NAP 




Start 


6892 


End 


15734 




GI 


7487780 


Score 


924 




Exons 


6892. .6969, 7065. .7183, 7915. 


.8188, 8216. .8371, 8504. .8764, 



9155. .9277, 9484. .9588, 9757. .9851, 12585 .. 12787 , 15716. .15734 
GI Descrip. hypothetical protein T6K21.70 - Arabidopsis thaliana 



57231 



gi I 2894598 I emb | CAA17132 . 1 1 (AL021889) putative protein 
[Arabidopsis thaliana] gi | 726854 1 | emb | CAB78791 . 1 | (AL161547) 
putative protein [Arabidopsis thaliana] 



Seq. No. 56818 

Gene No. 118819 

Start 6901 

Name OJ000323_08 . 0419 . C6 . o3 . gs 

Start 6901 

GI none 

Exons 6901.. 6969, 7017.. 7183, 7915. 

9484. .9588, 9784. .9861 



Seq. ID OJ000323_08.0419.C6 

Strand + 

End 15734 

Method GENSCAN 

End 9861 

Score .93 

.8371, 8504. .8764, 9155. .9277, 



Seq. No. 56818 

Gene No. 118819 

Start 6901 

Name 0 J00032 3_08 . 04 1 9 . C6 . o2 . gp 

Start 8553 

GI LIB3434-033-P1-K1-F1 

Exons " 8553. . 9011 

GI Descrip. l 2894598/emb | CAA17 132 . 1 | 1. 

[Arabidopsis thaliana] ' 



Seq. ID OJ000323_08.0419.C6 

Strand + 

End 15734 

Method AAT/GAP 

End 9011 

Score 801 

Oe-09 (AL021889) putative protein 



Seq. No. 56818 

Gefte .No. 118819 

Start 6901 

Name OJ000323_08 . 04 19 . C6 . o5 . np 

Start 12335 

GI 7486435 

Exons 12335. .12521, 12654 .. 12708, 
13484. .13549, 13745 .. 13837, 

GI Descrip. 



OJ000323_08.0419..C6 



Seq. ID 
- Strand 
" End 15734 
Method AAT/NAP 
End 14586 
Score 566 
12807. .12986, 13170 .. 13376, 
13927. .13983, 14497. .14586 
hypothetical protein F4I1.32 - Arabidopsis thaliana 
gi I 3128193 |gb| AAC16097.il (AC004521) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 


56818 






Seq. ID 


OJ000323 


Gene No. - 


•118819 






Strand 


.+ 


Start ■ 


6901 






End- 


15734 


Name 


OJ000323 08. 0419. C6, 


. o5 . gs 


Method 


GENSCAN 


Start 


12349 






End 


14592 


GI 


none - 






Score 


. 91 


Exons 


12349. , 


,12490, 12569. 


. .12708, 


12798. .13070, 13167 




13484. . 


,13549, 13745. 


. .13837, 


13927. .13983, 14497 


Seq. No. 


56818 






Seq. ID 


OJ000323 


Gene .. No . 


118820 






Strand 


+ 


Start 


17463 






End 


20330 


Name 


OJ000323 08. 0419. C6, 


, o7 . gs 


Method 


GENSCAN 


Start 


17463 






End 


20330 


GI 


none 






Score 


1 


Exons 


17463. . 


,20330 








Seq. No. . 


56818 






Seq. ID 


OJ000323 


Gene No. 


118820 






Strand 


+ 


Start 


17463 






End 


20330 


Name 


OJ000323 08. 0419. C6. 


. 06 . gp 


Method 


AAT/GAP 


Start 


18993 






End 


19491 



13376, 
,14592 



57232 



GI 

Exons 



none 
18993, 



,19491 



Score 



926 



Seq. No. 

Gerie No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56818 • . - Seq. ID 

118821 . Strand 

7 6 End 

OJ000323_08. 0419.C6.ol.np Method 

7 6 End 

7492926 ■ ' Score 



OJ000323_08.0419.C6 

3634 
AAT/NAP 
3634 
143 

1380, 2358. .2410, 



76. .426, 856. .949, 1049. .1194, 1311. 
2493.. 2575, 3518. .3634 

probable RNA-binding protein - fission yeast 

(Schizosaccharomyces pombe) gi | 2462671 | emb | CAB11047 . 1 | (Z98529) 
putative RNA-binding protein [Schizosaccharomyces pombe] 



56818 

118821 

76 

OJ000323_08 .0419.C6.ol .gs 

103 

none 



Seq. ID OJ000323_08.0419.C6 
Strand 

End 3634 

Method- GENSCAN 

End 2990 

Score .83 



103. .552,. 856. . 984, 1072. .1194, 1311. .1380, 2358. .2416, 
2496.. 2990 



56818 Seq. ID 

118822 Strand 

9708 End 

OJ000323_08 . 0419.C6.o3.gp Method 

9708 End 

none Score 
9708. . 10194 



OJ000323_08.0419.C6 

10194 
AAT/GAP 
10194 
860 



Seq. No. 56818 Seq. ID 

Gene No. 118823 Strand 

Start 11462 End 

Name OJ000323_08 . 0419 . C6 . o4 . gp Method 

Start ■ 114 58 End - 

GI none Score 

Exons 11458. .12079 



OJ000323_08.0419.C6 

12079 
AAT/GAP 
12079 
1169 



Seq. No. 56818 Seq. ID 

Gene No. 118823 Strand 

Start ■ 114 62 End 

Name OJ000323_08 . 04 19 . C6 . o4 . gs Method 

Start 11462 'End 

GI none Score 

Exons 11462. .12028 



OJ000323_08.0419.C6 

12079 
GENSCAN 
12028 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000323_08.0419.C6 



56818 
118823 
11462 

OJ000323__08.0419_.C6.o4 . np 
11465 
6728970 
11465. .11971 

(AC018363) unknown protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



12079 
AAT/NAP 
11971 
466 " 



57233 



Seq. No. 56818 Seq. ID 

Gene No. 118824 Strand 

Start 15499 End 
Name * OJ000323_08 . 0419 . £6 . 66 . gs * Method 

Start 15499 End 

GI none Score 

Exons 15499. .16175, 16956.. 17061 



OJ000323_08.0419.C6 

17083 
GENSCAN ■ 
17061 
.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56818 Seq. ID 

118824 Strand 

15499 • End 

OJ000323_08. 0419.C6.o6.np Method 

15502 End 

4510390 Score 
15502. .16072, 16113.. 16256 

(AC007017) unknown protein [Arabidopsis thaliana] 



OJ000323_08.0419.C6 

17083 
AAT/NAP 
16256 
646 



56818 Seq. ID 

118824 Strand 
154 99 End 
OJ000323_08. 0419.C6.o5.gp Method 
15799 End 
none Score 
15799. .16175, 16956.. 17083 

56818 

118825 Strand' 
20069 End 
OJ000323_08. 0419.C6.o8 . tm .Method 
101 End 
none Score 
101. .217, 102. .209, 104. .214, 105. .224, 
259. .417, 260. .421 



OJ000323_08.0419.C6 

17083 
AAT/GAP 
17083 
826 



Seq. ID OJ000323_08 . 0419.C6 



20525 

TBLASTX: Maize 

421 

83 

256. .417, 258. .416, 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



56818 
118825 

20069 i 

OJ000323_08.0419.C6.o5.ts 

484 

4300038 



Seq. ID OJ000323_08.0419.C6 
Strand 
■End 
Method 
End 
Score 



20525 

TBLASTX : Soybean 

2612 

87 



484. .555, 854 . .964, 856. .987, 1070. .1129, 1072. .1158, 
1132. .1182, 1133. .1177, 2526. .2612 



GI Descrip. 24 62 671/emb_CAB1104 7_ 1.0e-09 (Z98529) putative RNA-binding. 
protein [Schizosaccharomyces pombe] 



Seq. No. 56818 Seq. ID 

Gene No. 118825 Strand 

Start 20069 End 

Name OJ000323_08 . 04 19 . C6 . o3 . tm Method 

Start 854 End ' 

GI none Score 
Exons 



OJ000323_08.0419.C6 
20525 

TBLASTX: Maize 

2636 

138 

1194, 1311. .1379, 



854. .976, 856. .987, 1070. .1195, 1072, 
1311. .1382, 1315. .1383, 2271. .2384, 2360. .2416, 2467. .2610, 
2491. .2610, 2496... 2636 



Seq. No. 
Gene No. 



56818 
118825 



Seq. ID 
Strand 



OJ000323 08. 0419. C6 



57234 



Start 
Name 
Start 
GI 

Exons 



20069 

OJ000323JD8. 04 19 . C6 . o2 . tm 

3296 

none 

3296.-3532, 3297.. 3530, 3394, 

3622. .3726, 4569. .4640, 4574, 

5095. .5226, 5096. .5227, 5309, 



End 

Method 
End 

Score " 



20525 

TBLASTX: Maize 
5400 

363: 



.3534, 3621. .3683, 3621. .3761, 
.4639, 4700. .4771, 4713. .4775, 
.5398, 5335. .5400, 5335. .5400 



Seq. No. 56818 

Gene No. 118825 

Start 20069 

Name OJ000323_08 . 0419 . C6 . ol . ts 

Start 3299 

GI none 

Exons 3299.. 3529, 3300.. 3530, 3309. 
3622. .3726 



OJ000323_08.0419.C6 
20525 

TBLASTX : Soybean 

3726 

297 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3530, 3391. .3564, 3621. .3716, 



Seq. No. 56818. 
Gene No. 118825 

Start . 20069 

Name OJ000323_08 . 0419 . C6 . o4 . tc 

Start 3377 
GI none 

Exons 3377.. 3529, 3378.. 3530, 3621, 

4571.. 4*639, 4700.. 4771 



Seq. ID OJ000323_08.0419.C6 
Strand 

End 20525 

Method TBLASTX : Cress 

End 4771 

Score 200 

.3761, 3622. .3726, . 4569. .4640, 



Seq. No. 56818 

Gene No. 118825 

Start 20069 

Name OJ000323_08 . 04 19 . C6 . o5 . tc 

Start 6892 

GI none 

Exons 6892.. 6972, 6901.. 6969, 7059, 
7907. .8116 



Seq. ID OJ000323_08.0419.C6 
Strand 

End 20525 

Method TBLASTX : Cress 

End 8116 

Score 82 

.7184, 7070. .7186, 7903. .8106, 



.Seq. No. 56818 
Gene No. . 118825 

Start 20069 

Name OJ000323_08 . 04 1 9 . C6 . o4 . ts 

Start 6894 

GI none 

Exons 6894.. 6965, 6901.. 6972, 6901. 



Seq. ID OJ000323_08.'0419.C6 

Strand - ^ . 

End ■ 20525 

Method TBLASTX : Soybean 

End 7186 

Score 70 

.6975, 7059. .7184, 7064. .7186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56818 

118825 

■20069 

OJ000323__08.0419.C6.ol.tm 

6895 

none 

6895..6972, 6904. .6975, 7059. 
7907. .8110, 8105. .8272, 8107. 
8494. .8529, 8501. .8602, 8502. 
8651. .8767, 9152. .9223 



Seq. ID OJ000323_08.0419.C6 
Strand 

End 20525 
Method TBLASTX : Mai ze 
End 9223 
Score 80 

.7184, 7064. .7186, 7906. .8106, 
.8238, 8293. .8370, 8293. .8379, 
.8561, 8570. .8647, 8650. .8724, 



Seq. No. 
Gene No. 
Start 



56818 

118825 

20069 



Seq. ID OJ000323_08.0419.C6 
Strand 

End 20525 



57235 



Name 

Start 

GI 

Exons 



OJ000323J38 . 04 19 . C6 . o3 . ts Method TBLASTX : Soybean 

7930 End 9846 

none Score 297 

7930. .8238, 7931. .8239, 8501. .8542, 8525.-8728, 8566. .'8652, 
8607. .8747, 8677. .8736, 8679.'. 8759, 9152. .9238, 9154. .9243, 
9754. .9846, 9765. .9845 



Seq. No. 


56818 




Seq. ID 


OJ000323_08.0419 


.C6 


Con o KIo 


118825 

1 X U U t. J 




Strand 






Start 


20069 




End 


20525 




Name 


OJ000323 08. 0419. C6 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


8505 




End 


8728 




GI 


none 




Score 


230 




Exons 


8505. .8549, 8507. .8 


623, 8513 


..8728, 8572. .8724 




Seq. No. 


56818 




Seq. ID 


OJ000323JD8.0419 


.C6 








Strand 






Start . 


20069 ' 




End 


20525 




Name 


OJ000323 08. 0419. C6 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


11474 




End 


11954 




GI 


none 




Score 


150 




Exons 


11474 . .11635, 11657 


. .11737, 


11735. .11953, 11742. .11954 




Seq. No. 


56818 , 




Seq. ID 


OJ000323JD8.0419 


.C6 




1 1 ft R 9 S 




Strand 






Start 


20069 




End 


20525 




Name 


OJ000323 08. 0419. C6 


.o5.tm 


Method 


TBLASTX: Maize 




Start 


11654 




End 


11954 




GI 


none 




Score 


60 




Exons 


11654 . .11776, 11664 


. .11777, 


11777. . 11953, 11778. .11954 




Seq. No. 


56818 




Seq. ID 


OJ000323JD8.0419 


.C6 




-L X O O C, *J 




Strand 






Start 


20069 




End 


20525 




Name 


OJ000323 08. 0419. C6 


,o2.ts 


Method 


TBLASTX: Soybean 




Start 


11675 




End 


11954 




GI 


none 




Score 


135 ■ <- ■ . . 




Exons 


11675. .11719, 11708 


. .11953, 


11748. . 11954 




Seq. No. 


56818 




Seq. ID 


OJ000323__08.0419 


.C6 


Gene No. 


118825 




Strand 






OLaJ. L 


20069 




End 


20525 




Name 


OJ000323_08.0419.C6 


.06. tm 


Method 


TBLASTX: Maize 




Start 


15464 




End 


15706 




GI 


none 




Score 


68 




Exons 


15464. .15529, 15466 


. .15534, 


15532. . 15705, 15536.. 15706 




Seq. No. 


56818 




Seq. ID 


OJ000323_08.0419 


.C6 


Gene No. 


118825 




Strand 






Start 


20069 




End 


20525 




Name 


OJ000323 08. 0419. C6 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


15493 




End 


15986 




GI 


none 




Score 


417 




Exons 


15493. .15537, 15535 


. .15978, 


15536. . 15955, 15538 .. 1598 1 , 






15699. .15986 










Seq. No. 


56818 




Seq. ID 


OJ000323_08.0419 


.C6 



57236 








118825 




Strand 








Start 


20069 




End 


20525 






Name 


OJ000323 08. 0419. C6. 


o4 . tm 


Method 


TBLASTX: Maize 






; Start . 


15732 




End 


17073 






GI 


none 




Score 


418 






Exons 


15732. .16022, 15733. 


.16176, 


15737. .16177, 16062. .16178, 








16935. .17006, 16960. 


. 17073, 


16960. .17067 






Cpn Mo 


56818 




Seq. ID 


OJ000323_08. 0419. 


,C6 




Gene No. 


118825 




Strand 








Start 


20069 




End 


20525 






Name 


OJ000323 08. 0419. C6. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


15824 




End 


16134 






■GI 


none 




Score 


293 






Exons 


15824 . . 16132, 15824 . 


. 16132, 


15826. : 16134, 15826. .16134 






Q (3 rr Mn 

O t. » LN • 


56818 




Seq. ID 


OJ000323_08.0419. 


,C6 




Gene No. 


118825 




Strand 








Start 


20069 




End 


20525 






Name 


OJ000323 08. 0419. C6. 


, 06. ts 


Method 


TBLASTX: Soybean 






Start 


18635 




End 


18902 






GI 


none 




Score 


198 






Exons 


18635. .18901, 18666. 


, . 18902 








Lw 
% : =? 


c pi rr Mo 


56818 




Seq. ID 


OJ000323_08.0419. 


.C6 




Gene No. 


118825 




Strand' 






?! s 


Start 


20069 




End 


20525 






Name • 


OJ000323 08. 0419. C6. 


. o3 . tc 


Method 


TBLASTX: Cress 






Start 


19514 




End 


19879 




iy 


GI 


none 




Score 


396 




v._p 


Exons 


19514. .19870, 19515, 


. . 19877, 


19670. .19879 




fy 




56818 




Seq. ID 


OJ000323_08 .0419 


.C6 


_ \_ 


Gene No. 


118825 




Strand 








Start 


20069 




End 


20525 






Name 


OJ000323 08. 0419. C6. 


. o7 .tm 


Method 


TBLASTX: Maize 






Start 


19646 , , 




End • 


' 19856.: 




i ;Jj 


GI 


none ' >'-■ 




Score 


266 


•\ • 


? 


Exons 


19646. .19855, 19647. 


. .19856 










ij ^3 . L 'i W • 


56818 




Seq. ID 


OJ000323_08.0419 


.C6 




Gene No. 


118825 




Strand 








Start 


20069' 




End 


20525 . 






Name 


OJ000323 08. 0419. C6, 


•o7.gp 


Method 


AAT/GAP 






Start 


20069 




End 


2.0525 






GI 


none 




Score 


898 






Exons 


20069. .20525 












Q p, pj Mn 


56818 




Seq. ID 


OJ000323_08.0419 


.C6 




Gene No. 


' 118825 




Strand 








Start 


20069 




End 


20525 






Name 


OJ000323 08. 0419. C6, 


.o9.tm 


Method 


TBLASTX: Maize 






Start 


20159 




End 


20336 






GI 


none 




Score 


224 






Exons 


20159. .20332, 20160 


. .20336, 


20166. .20333 






Seq. No. 


56819 




Seq. ID 


OJ000323_08.0419 


.C7 



57237 



Gene No. 118826 Strand 

Start 3083 End 

Name ■ OJ000323_08 . 04 19 . C7 . ol . gp Method 

Start . 3083 End 

GI" . 40498_1.R1084 Score 

Exons 3083.. 3246 

GI Descrip. ' 27 64 574/emb | CAA04 4 68 | 1.0e-15 (AJ001009 
.(OEP24) [Pisum sativum] 1 



+ 

3246 
AAT/GAP 
3246 
259 

pore protein of 24 kD 



Seq. No. 56819 Seq. ID OJ000323__08 . 0419 . C7 

Gene No. 118827 Strand 

Start 3031 End 3853 

Name OJ000323_08 . 04 19 . C7 . ol . np Method AAT/NAP 

Start 3031 End ■ 3789 

GI 7488821 Score 384 

Exons 3031.. 3489, 3586.. 3789 

GI Descrip. pore protein 24K chain - garden pea gi | 2764574 | emb | CAA04468 . 1 | 

(AJ001009) pore protein of 24 kD.(OEP24) [Pisum sativum] 





Seq. No. 


56819 " 








Seq .'" ID 


OJ000323 


_08.0419.C7 




Gene No. 


118827 








Strand 








Start 


3031 








End 


3853 






Name 


OJ000323-08, 


.0419.C7.ol. 


tm 


Method 


TBLASTX: 


Maize 


a. ^ 


Start 


3079 








End 


3853 






GI 


none 








Score 


302 




-s '~ 


Exons 


3079. .3387, 


3098, 


. .3397, 


3362 


. .3490, 3385. .3492, 


3457 . . 3492 






3586.^3708, 


3593, 


...3709, 


3688 


..3789, 3752.. 3853 




£3 


Seq. No. 


56819 








Seq. ID 


OJ000323 


_08.0419.C7 




Gene No. 


118827 








Strand 








Start 


3031 








End 


3853 




%'-~ 


Name 


OJ000323 08, 


.0419. 


.C7.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3178 








End 


3798 






GI 


none 








Score 


74 




C3 


Exons 


3178. .3294, 


3277. 


. .3381, 


3418 


..3492, 3604. .3708, 


3605. .3694 






3751. .3798, 


3752. 


. .3793 










TX. 


Seq. No." 


56819 








Seq. ID 


OJ000323 


_08.0419.C7 




Gene No. 


118827 








Strand 








Start 


3031 








End 


3853 




~ 'Si 

s = 


Name 


OJ000323 08, 


.0419. 


,C7.o2. 


gp 


Method 


AAT/GAP 






Start 


3323 








End 


38.50 






GI 


29047 1.R1084 






Score 


780 






Exons 


3323. .3489, 


3586, 


, .3850 












GI Descrip. 


'2764574/emb|CAA04468 I . 


3.0e- 


22 (AJ00100.9) pore 


protein of : 






(OEP24) [Pisum sativum] 


t 










Seq. No. 


56820 








Seq. ID 


OJ000323 


_08.0419.C8 




Gene No. 


118828 








Strand 


+ 






Start 


6046 








End 


6100 






Name 


OJ000323 08. 


.0419. 


,C8.ol. 


gp 


Method 


AAT/GAP 






Start 


6046' 








End 


6100 






GI 


none 








Score ' 


70 






Exons 


6046. .6100 
















Seq. No. 


56820 








Seq. ID 


OJ000323 


_08.0419.C8 




Gene No. 


118829 








Strand 







kD 



57238 



9 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 3504 

OJ000323 08.0419.C8.ol.np Method AAT/NAP 

1 ~ End 3504 

7339707 Score • 103 

1..38, 210. .511, 2082. .2207, .2600. .3002, 3334. .3504 

(AP001539) hypothetical protein [Oryza sativa] 



56820 Seq. ID 

118830 Strand 

8207 End 

OJ000323_08 . 04 19 . C8 . o2 . np Method 

8207 End 

6069646 Score 



OJ000323_08 .0419.C8 

11981 
AAT/NAP 
11981 
95 



8207. .8426, 9538. .9571, 11908. .11981 

(AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa]- * ' 



Seq. ID OJ000323_08.0419.C9 
Strand + 
End ■ 6171 

Method AAT/NAP 
End 6168 
Score 3108 
U.52, 1354. .2915, 2970. .4616, 4683. .6168 
(AP001366) Similar to Sorghum bicblor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



56821 
118831 
1 

OJ000323_08 .0419.C9.ol.np 
1 

7228457 



56821 

118831 

1 

OJ000323_08 .0419.C9.ol.gs 
35 

• none 

35.-644, 833. .1380, 1425. 



Seq. ID OJ000323_08 .0419.C9 

Strand + 

End 6171 

Method GENSCAN 

..End 6171 

. Score" . . 67 . <■ . • • - - 
2924, 3093. .3892, 4091.'. 4476, 



4534. .5313, 5418. .5569, 5758. .6171 



Seq. No. 


56821 


Seq. ID 


OJ000323_ 


Gene No. 


118832 


Strand . 


+ 


Start 


10256 • 


. End 


■12353* 


Name 


OJ000323 08.0419.C9.o4.np 


Method 


AAT/NAP 


Start 


10256" ■ ■ 


End 


12353 


GI 


7523517 


Score 


239 


Exons 


10256. .10556, 10701 .. 10805, 


12309. . 12353 


GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa J 


Seq. No. 


56821 


Seq. ID 


OJ000323 


Gene No. 


118833 


Strand 




Start 


6789 


End 


10573 


Name 


OJ000323 08.0419.C9.o5.tm 


Method 


TBLASTX:: 


^Start 


1416 


End 


1655 


GI 


none 


Score 


186 


Exons 


1416. .1655 







57239 






beq. jno. 


D DO Z 1 










OJ000323 08 0419, 


,C9 




Gene No. 


118833 








Strand 








Start 


6789 








End 


10573 . 






Name 


OJ000323 08 


.0419. 


C9.p7. 


tw 


Method 


TBLASTX: Wheat " 






Start 


1419 








End ' 


1817 






GI 


none 








Score 


268 






Exons 


1419. .1817, 


1433. 


.1471, 


1544 . 


.1726 








Seq. No. 


56821 








. Seq. ID 


OJ000323_08.0419. 


,C9 




Gene No . 


i i ft ft ^ 

1 loo J J 








Strand 








Start 


6789 








End 


10573 






Name 


OJ000323 08 


.0419. 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


2400 








End 


2855 






GI 


none 








Score 


152 






Exons 


2400. .2582, 


2408. 


.2509, 


2619. 


.2855, 2621.. 2737, 2631.. 2840, 






2780. .2845 
















beq. no. 


0 DO Z 1 








Seq. ID 


OJ000323_08.0419, 


.C9 




,Gene No. 


118833 








Strand 








Start 


6789 - 








End 


10573' 






Name 


OJ000323 08 


.0419. 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


3047 








End 


9504 






GI 


none 








Score 


554 






Exons 


3047. .3502, 


3048. 


.3503, 


9409. 


.9504 








beq. no. ■ 


R £ft 9 1 








J Seq. ID 


OJ000323J)8.0419 


.C9 


ri h 


Gene No. 


118833 








Strand 






• "ir 


Start 


' 6789 








End 


10573 




C3 


Name 


OJ000323 08 


.0419. 


C9.o2. 


ts 


Method 


TBLASTX : Soybean 




2. U: 


Start 


3087 








End 


3452 






GI 


none 








Score 


100 






Exons 


3087. .3311, 


3318. 


.3452 










e 


beq. no. 


R £ft 9 1 

JUO^l 








Seq. ID 


OJ000323_08.0419 


.C9 


r -i 


Gene No. 


118833 








Strand 








Start 


6789 








End 


10573 






■ Name 


OJ000323-- 08. 


.0419. 


C9.ol. 


tm 


Method* • 


TBLASTX :,Maize . 




. H 


- Start 


3177 








End 


3533 






GI 


none 








Score 


414 




C3 


Exons 


3177. .3533, 


3231. 


.3479, 


3239. 


.3505 








beq. no. 










Seq. ID 


OJ000323_08.0419 


.C9 




Gene No. • 


118833 








Strand 








Start- 


6789 








End 


10573' [ 






Name 


OJ000323 08 


.0419. 


C9.o3. 


tm 


>j Method 


TBLASTX : Maize 






Start 


3561 








End 


3944 






GI 


none 








Score 


315 






Exons 


3561. .3944, 


3596. 


.3943 












Seq. No. 


56821 








Seq. ID 


OJ000323_08.0419 


.C9 




Gene No. 


118833 








Strand 








Start 


6789 








End 


10573 






Name 


OJ000323 08 


.0419. 


,C9.o2. 


tw - 


Method 


TBLASTX: Wheat 






Start 


3618 








End 


4042 






GI 


none 








Score 


471 






Exons 


3618. .4040, 


3623, 


. .4042 











57240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

I; J 

r?j Se"q. No. 
I J Gene No. 
^! Start 
; i j# Name 
£3 Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



VJ 



56821 

118833 

6789 

OJ000323_08. 

3696 

none 

3696. .4097, 

56821 

118833 

6789 

OJ000323_08 , 

4187 

none 

4187. .4414, 

56821 

118833 

6789 

OJ0O0323_08. 

4635 

none 

4635. .4892, 

56821 

118833 

6789 

OJ000323_08. 

5094 

none 

5094. .5402, 

56821 
118833 . 
6789 

OJ000323_08, 
5097- : 
none ' 
5097. .5414, 

56821 

118833 

6789 

OJ000323_08. 

5587 

none 

5587. .6003, 

56821 

118833 

6789 

OJ000323_08. 

5773 

none 

5773. .6036 



0419.C9.ol.ts 



3698. .3856 



0419.C9.o6.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_08.0419.C9 
10573 

TBLASTX : Soybean 

4097 

302 



OJ000323_08.0419.C9 
10573 

TBLASTX: Wheat 

4595 

196 



4188. .4412, 4422.-4595, 4530. .4592 



0419.C9.o8 .tw 
4730. .4888 

0419.C9.o2 .tm 
5114. .5389 

0419.C9.o5.tw 
5105. .5395 

0419.C9.o4 .tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_08.0419.C9 
10573 

TBLASTX : Wheat " 

4892 

181 



Seq. ID OJ000323_08.0419.C9 
Strand 

End 10573 

Method TBLASTX : Mai ze 

End .. 5402 - 

Score 356 



Seq. ID OJ000323_08.0419.C9 
Strand 

End 10573 

Method TBLASTX : Wheat 

End 5414. 

Score 316 



Seq. ID OJ000323_08.0419.C9 
Strand 

•End 10573 

Method TBLASTX: Wheat 

End 6159- 

Score 310 
5596.. 5661, 5733.. 5807, 6028.. 6159, 6033.. 6158 

Seq. ID OJ000323_08.0419.C9 
Strand 

End 10573' 

0419.C9.o4 .tm - Method TBLASTX : Maize 
End . , 6036 

Score 187 



Seq. No, 



56821 



Seq. ID OJ000323_08.0419.C9 



57241 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



118833 Strand 

6789 End 10573 

OJ000323_08.0419.C9.o2.gs Method GENSCAN 

6789 ' End 10573 

none Score . 64 

6789. .7306, 7405. .7550, 7674.-8227, 8503. .8817, 8885. .9009, 

9175. .9551, 9709. .9859, 10224. .10348, 10488. .10573 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56821 

118833 

6789 

OJ000323_08 .0419.C9.o2.np 

7673 

6721561 



OJ000323 08. 0419. C9 



Seq. ID _ 
Strand 

End 10573 
Method AAT/NAP 
End 9284 
Score 1080 
7673.-8435, 8503. .8561, 8632. .8851, 9249.-9284 

(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a -region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


56821 


Seq. ID 


OJ000323 




Gene No. 


118833 


Strand 






Start 


6789 


. End ' 


10573 




Name . 


OJ000323 


-08.0419 .,C9 . o3 . np Method 


AAT/NAP 




Start 


8174 


End 


9808 




GI 


6721558 


Score 


269 




Exons 


8174. .8373, 8885. .9009, 9709. .9808 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


'=? 




gi| 681508 3 |dbj IBAA90369.1 | (AP001081) 


hypothetic 






[Oryza sativa] 




: s 
L2 


Seq. No. . 


56822 


Seq. ID 


OJ000323 




Gene No. 


118834 


Strand 






Start 


39 


End 


5622 




Name 


OJ000323 


08 .0419.Cll.ol.gs Method 


GENSCAN 




Start 


.39-. 


: End . 


■56.22.-. 




GI 


' none 


Score 


-.45 




Exons 


39. .134, 


1460. .1931, 4292. .4435, 5111. 


.5622 




Seq. No. 


56822 


Seq. ID 


OJ000323 




Gene No. 


118834 


Strand 






Start 


39 


• End 


5622 




Name 


OJ000323 


08 .0419.Cll.ol.np Method 


AAT/NAP 




Start 


1705 


End 


4446 , . 




GI 


7485814 


Score 


374 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 



1705. .1931, 4292. .4446 

hypothetical protein F19I3.6 - Arabidopsis thaliana 
gi|3033379|gb|AAC12823.1| (AC004238) putative WRKY-type 
DNA-binding protein [Arabidopsis thaliana] 



56822 Seq. ID 

118834 . Strand 

39 - End 

OJ000323_08 . 0419 . Cll . ol . tc Method 

1776 End 

none Score 



OJ000323_08. 0419. Cll 

5622 ' 
TBLASTX: Cress 
4438 
145 



57242 



Exons 


1776. .1910, 1787. .1906, 1906 


..1932, 4291. .4362, 


4291. .4395, 




4295. .4435, 4402. .4437, 4403 


. . 4438 










Seq. No. 


56823 


Seq. ID 


OJ000323_ 


08, 


,0419 


.C15 


Gene -No. 


118835 


Strand 


+ 








Start 


4848 


End 


4967 








Name 


OJ000323 08.0419.C15.o2.gp 


Method 


AAT/GAP 








Start 


4848 


End 


4967 








GI 


LIB34 75-004 -P1-K2-A5 


Score 


188 








Exons 


4848. .4967 












GI Descrip. 


1 5777612/emb|AJ24 5900. 1 IOSA24 5900 l.Oe 


-94 Oryza 


sativa 






chromosome 4 BAC q3037-207Fl 


complete i 


genome 1 








Seq. No. 


56823- 


Seq. ID 


-OJ000323_ 


_08. 


.0419 


.CI 5 


Gene No. 


118836 


Strand 


+ 








Start 


6968 


End 


10195 








Name 


OJ000323 08.0419.C15.ol.np 


Method 


AAT/NAP 








Start 


6968 


End 


10192 








GI 


6907089 


Score 


4148 








Exons 


6968.. 8229, 8323.. 10192 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Qpn No 


,56823 


Seq. ID 


OJ000323_ 


08. 


.0419 


-C15 


Gene No. 


118836 


Strand . 


+ 








Start 


6968 


End 


10195 








Name 


OJ000323 08.0419.C15.o2.gs "'■ 


Method 


GENSCAN 








Start 


6968 . 


End 


10195 








GI 


none 


Score 


. 97 








Exons 


6968. .10195 " 












Seq. No. 


56823 


Seq. ID 


OJ000323_ 


08, 


.0419 


. C15 


Gene No. 


118837 


Strand 


+ 








Start 


17045 


End 


17879 








Name 


OJ000323 08.0419.C15.o3.np 


Method 


AAT/NAP 








Start 


17045 


End 


17879 








GI 


5922623 


Score . 


415 








Exons 


17045. .17125, 17489. .17 636,- 


17804. .17879 








GI Descrip . 


(AP000492) hypothetical protein [Oryza 


sativa] 









gil 6016856 | dbj IBAA85199.1 | 
[Oryza sativa] 

Seq. No. 56823 

Gene No. 118838 • 

Start 10813 

Name OJ000323_0.8 . 04 19 . CI 5.. o3 . gs 

Start 10813 

GI none 

Exons 10813. . 14478 



(AP000570) hypothetical protein 



Seq. ID OJ000323_08.0419.C15 
Strand 

End 23952 

Method GENSCAN 

End 14478 

Score 1 



Seq. No. 56823 

Gene No. 118838 

Start 10813 

Name OJ000323_08 . 04 1 9 . CI 5 . o2 . np 

Start 10816 

GI 7228457 

Exons 10816. .12366, 12433 .. 1358 4 , 
16602. .16968 



Seq. ID 

Strand 

End. 

Method 

End 

Score 



OJ000323_08.0419.C15 

23952 
AAT/NAP 
16968 
9328 



13707 . .14541, 14605. .16540, 



57243 , 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] , 



56823 Seq. ID 

118838 Strand 

10813 End 
OJ000323_08 . 0419.C15 .o4 .gs Method 

14542 End 

none Score 
14542. . 16968 



OJ000323_08.0419.C15 

23952 
GEN SCAN 
16968 
.95 



Seq. No. 56823 Seq. ID OJ000323_08 . 04 19 . C15 

Gene No. 118838 Strand 

Start 10813 End 23952 

Name OJ000323_08 . 04 19 . C15 . o4 . np Method AAT/NAP 

Start 16488 End 20372 

GI 7488299 Score 755 

Exons : 164 88 . .16510, 18713 .. 20372 

GI Descrip. reverse transcriptase homolog T7M24.7 - Arabidopsis thaliana 
gi| 3319362|gb|AAC26250.1| (AF077408) contains similarity to 
reverse transcriptase (Pfam: rvt.hmm, score 19.29) [Arabidopsis 
■ thaliana] gi | 7267 136 | emb | CAB80804 . 1 | (ALL61498) putative 



£9 




retrotransposon protein [Arabidopsis thaliana] 


i. - i' 
■s 


Seq. No. 


56823 


Seq. ID 


OJ000323_08.0419.C15 


h' ~ 
fll 


Gene. No. 


118838 


Strand 






Start 


10813 


End 


23952 


Lvi 


Name 


' OJ000323 08.0419.C15.o5.gs 


Method 


GENSCAN 




Start 


18086 


End 


23952 




GI 


none 


Score 


.44 


r; £ 


Exons 


18086. . 18750, 18823 .. 18955, 


19320. . 19530, 20575 .. 20629, 


i '"sr 




20831. .21365, 21616 .. 21857 , 


22050. .22094, 23856.. 23952 


r - 


Seq. No. 


56823 


Seq,. ID 


OJ000323_08.0419.C15 




Gene No. 


118838 


Strand 




S 


Start 


10813 


End . 


.23952 


^3 


Name 


OJ000323 08.0419.C15.o5.np 


Method 


AAT/NAP 




Start 


19725 


End 


20450 




GI 


2997694 


Score 


. 278 


£□ 


Exons 


19725. .20450 








GI Descrip. 


(AF053721) putative retrovirus-related 


polyprotein [Lithospermum 






erythrorhizon] 








Seq. No. 


56823 


Seq. ID 


OJ000323_08.0419.C15 




Gene No. 


118839 


Strand 






Start 


28256 


End 


28607 




Name 


OJ000323 08.0419.C15.o3.tw 


Method 


TBLASTX: Wheat 




Start 


5203 


End 


18500 




GI 


none 


Score 


106 




Exons 


5203. .5337, 5205. .5300, 18107 18418 , 


18109. .18423, 






18109. .18405, 18116. .18409, 


18117. .18410, 18425. .18499, 






18429. .18500 








Seq. No."' 


56823 


Seq. ID 


OJ000323_08.0419.C15 




Gene No. 


118839 


Strand 






Start 


28256 


End 


28607 



57244 




Name 


OJ000323 08.0419.C15, 


.o9. tm 


Method - 


TBLASTX: Maize 




Start 


10775 




End 


10956 




GI 


none 




Score 


130 




Exons 


10775. .10951, 10789. , 


.10956 








Seq. No. 


56823 




Seq. ID 


OJ000323_08.0419. 


,C15 


uene wo . 


1 1 O Q O Q 
llOO J? 




C f- -v- a n fi 
OLI cLI ILi 






Start 


28256 




End 


28607 




Name 


OJ000323 08.0419.C15, 


.ol0. tw 


Method 


TBLASTX: Wheat 




Start 


10825 




End 


11427 




GI 


none 




Score 


83 




Exons 


10825. .10950, 10829. , 


.10951, 


11136. .114 


26, 11143. .11427, 






11144. .11422 










oeq. wo . 










. \j X *J 


Gene No. 


118839 




Strand 






Start 


28256 




End 


28607 




Name 


OJ000323 08.0419.C15, 


. 08 . tm 


Method 


TBLASTX: Maize 




Start • 


• 11326 




End 


19961 . 




GI 


none 




Score 


73 




Exons 


11326. .11484, 19568., 


.19735, 


19599. .197 


18, 19734.. 19961 




oeq. NO. 






Oct] . J.U 


UuUUUJZj U0.U4X:?. 




Gene No. 


118839 




Strand 






Start 


28256 




End 


28607 




Name 


OJ000323 08.0419.C15, 


, 06 . tw 


Method 


TBLASTX: Wheat 




Start 


11428 




End 


11809 




GI 


none. 




Score 


171 




Exons 


11428. .11808, 11459.. 


.11707, 


11753. .118 


09 




o e q . in o . 






Oct] . XL/ 


UUUUUjl J U O • U 4 X -7 . 




Gene No. 


118839 




Strand 






Start 


28256 




End 


28607 




Name 


OJ000323 08.0419.C15. 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


11623 




End 


11946 




GI 


none 




Score 


193 




Exons 


11623. .11946, 11636... 


.11929 




■ 




oeq; in o . 


jOOZ J 




oeq . x u 


UUuUwJl J UO.U4XI7. 




Gene No. 


118839 




Strand 






Start 


28256 




End 


28607 




Name 


OJ000323 08.0419.C15, 


,ol2 . tw 


Method 


TBLASTX: Wheat 




Start 


12139 




End 


12451 




GI 


none 




Score 


67 




Exons 


12139. .12399, 12250., 


, 12438,. 


12275. . 124 


51 




Seq. No. 


56823 




Seq. ID 


OJ000323_08.0419, 


.C15 


ucUC LNvJ • 


118839 




Strand 






Start 


28256 




End 


28607 




Name 


OJ000323 08.0419.C15. 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


12199 




End 


12765 




GI 


5666795 




Score 


68 




Exons 


12199. .12399, 12454.. 


,12591, 


12667, . 127 


65 




GI Descrip. 


4206306 2.0e-10 (AF049110) prpol^ [Zea 


mays] 




Seq. No. 


56823 




Seq. ID 


OJ000323_08.0419, 


,C15 


Gene No. 


118839 




Strand 







57245 



Start 
Name 
•Start ■ 
GI 

Exons 



28256 End 

OJ000323_08 .0419.C15.o7. tw Method 

12454 End 

none Score 
12454. .12594, 12455 .. 12592, 
12664. .12912, 12664. .12888 



28607 

TBLASTX: Wheat 
12912 
92 

12457. .12594, 12650 .. 12823, 



Seq. No. 56823 

Gene No. 118839 

Start 28256 

Name OJ000323_08 .0419. C15 . ol . ts 

Start 13513 

GI none 

Exons ■ 13513. .13884, 13709.. 13867 



Seq. ID OJ000323_08.0419.C15 
Strand 

End 28607 

Method TBLASTX : Soybean 

End 13884 

Score 91 



Seq. No. 56823 

Gene No. 118839 

Start 28256 

Name OJ000323_08 . 04 19 . C15 . o4 . tw 

Start i3538 

GI . none 

Exons 13538. .13963, 13543.. 13962 



Seq. ID OJ000323_08. 0419.C15 
Strand 

End 28607 

Method TBLASTX: Wheat 

End " 13963 • 

Score 329 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 
Gene No. 



56823 

118839 

28256 

OJ000323_08.0419.C15.o4.tm 

13636 

none 

13636. .14019, 13655. .14020 



56823 

118839 

28256 

OJ000323_08.0419.C15. 
14047 



Seq. ID OJ000323_08. 0419.C15 
Strand 

End 28607 

Method TBLASTX : Mai ze 

End 14020 

Score 222 



none 

14047. .14352, 1*4047. 



Seq. ID OJ000323_08.0419.C15 
Strand 

28607 

TBLASTX: Maize 
14403 
114 



End 

Method 
End 
Score 



o2. tm 
14403, 14057. . 14368 



56823 

118839 

28256 

OJ000323_08. 0419.C15.o2.tw 

14071 

none 

14071. .14532, 14072. .14533 

56823 

118839 

28256 

OJ000323_08. 0419.C15.o6.ts 

14128 

none 

14128. .14262, 14269 .. 14493 

56823 
118839 



Seq. ID OJ000323_08.0419.C15 
Strand 

End 28607 

Method- TBLASTX: Wheat 

End 14533 

Score .423 



Seq. ID OJ000323_08.0419.C15 
Strand 

End 28607 

Method TBLASTX : Soybean 

End 14493 

Score 117 



Seq. ID OJ000323_08.0419.C15 
Strand 



57246 




Start 


28256 






End 


28607 


Name 


OJ000323 08.0419.C15. 


o5 . tw 




Method 


TBLASTX: Wheat 


Start 


14701 






End 


15184 


GI 


none 






Score 


165 


Exons 


14701. .15183, 14729. . 


14989, 


15011. .151! 


34 


Seq. No. 


56823 






Seq. ID 


OJ000323_08.0419.C15 


Gene No. 


118839 






Strand 




Start 


28256 






End 


.28607 


Name 


OJ000323 08.0419.C15. 


o9 . tw 




Method 


TBLASTX: Wheat 


Start 


15922 






End 


16314 


GI 


none 






Score 


83 




* n ^?. .16179, 160" 
•* 




16162. .162 60, 16163. .1624 3, 


beq . Nu, 


^ a p 'j \ 








I9.C15 


Gene No. 


118839 






Sl. and 




Q -f- -i r~ 1- 


2825 6 






End 


/ * 


Name 


OJ000323 03.0419.C15. 


plO . tm 




Method 


TBLASTX : Maize' : ^ i 


Start * 


16024 






End 


16309 &• \ 


GI 


none 






Score 


89 


Exons 


16024. .16272, 16025. . 


16309.. 


















L9.C15 


Sl l - 












Name 


OJ000323 08. j.^, . 






^ -tnoa 


TBLASTX: Soybean 


Start 


18137 






End 


18511 


G T 








Score 


46 




^361, 18^1.. 


. 18362, 


l: 


8380. .18511, 18380. .18511 










ID 


OJ000323 08. 0419.015 


Gene No. 


118839 










Start 


28256 










Name 


OJ000323 08.0419.C15. 


, ob . cm 








Start 


18356 






End 




GI 


none 






Score. 


.J.L 


Exons 


18356. .18694, ,18357. . 


, 18551,' 


li 


3389.. 18694 


Seq. No. 


56823 






Seq. ID 


OJ000323_08.0419.C15 




118839 






Strand 




Start 


28256 






End 


28607 


Name 


OJ000323 08.0419.C15. 


, o4 . ts 




Method 


TBLASTX: Soybean 


Start 


18713 






End 


19015 


GI 


.5509260 






Score . 


224 


Exons 


18713. .19015 










GI Descrip. 


- 










o q • IN o * 








Seq. ID 


OJ000323_08.0419.C15 


Gene No. 


118839 






Strand 




Start 


28256 






End 


28607 


Name 


OJ000323 08.0419.C15. 


, o7 . tm 




Method 


TBLASTX: Maize 


Start 


18713 






End 


19009 


GI 


none 






Score 


232 


Exons 


18713. .19009 










Seq. No. 


56823 






Seq. ID 


OJ000323_08.0419.C15 



57247 



Gene No. 118839 Strand 

Start 28256 End 

Name OJ000323_08 . 04 19 . C15 . ol . tc Method 

'Start 18,716 End 

GI none Score 

Exons 18716. .18922 



28607 

TBLASTX :Cress 

18922 

225 



E 1 ! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq: No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gerie*..No . 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



56823 
118839 . 
28256 

OJ000323_08.0419.C15.ol.tw 
18935 



none 
18935. 
19092. 
19204 . 
19566. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19093, 18936. . 19097, 18954 
19175, 19106. . 19150, 19106 



OJ000323 08.0419.C15 



28607 

TBLASTX: Wheat 
19690 
199 

19100, 18955 
19183, 19107 



,19506, 19215, 
, 19682 



19583, 19242. .19589, 19562, 



19101, 
19184, 
19690, 



Seq. ID OJ000323_08.0419.C15 



56823 

118839 Strand 

28256 End 
OJ000323_08.0419.C15.o2.ts Method 

19341 End 

none Score 

19341. .19514, 19468. .19506, 19568 .'.19723,..* 19568 . i 19735, 
19572. . 19730' 



28607 

TBLASTX: Soybean 

19735 

38 



56823 

118839 

2825(5""- 

OJ000323_08.0419.C15 

19691 

none 

19691. .19735, 19692. 
19731. .19883, 19795. 

56823 - 
118839 
28256 

OJ000323_08.0419.C15 

20162 

none 

20162. .20323, 20163. 

56823 

118839 

28256 

OJ000323_08.0419.C15 

20980 

none 

20980. .21270, 20982. 

56823 

118839 

28256 

OJ000323_08.0419.C15 
21042 



Seq. ID OJ000323_08.0419.C15 
Strand 

End 28607 

.oll.tw Method TBLASTX : Wheat 

End 19886 

Score 55 
.19733, 19726. . 19884, 19731 .. 19886, . 
.19884 

Seq. ID . OJ000323_08.0419-.C15 

Strand - • 

End 28607 

.ol.tm Method TBLASTX : Maize 

End 20484 

Score 382 
.20477, 20164. .20457, 20164. .20484 

Seq. ID OJ000323_08..0419.C15 
Strand 

End 28607 

.o5.tm Method TBLASTX : Maize 

End 21293 

Score 250 
.21293, 20985. .21275 

Seq. ID OJ000323_08.0419.C15 
Strand 

End 28607 

.08. tw Method TBLASTX : Wheat 

End 21437 



57248 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 232 

21042. .21428, 21043 .. 21417, 21045. .21437 



56823 . 
118839 
28256 

OJ000323_08 . 04 19 . C15 . o3 . gp 

28256 

2442641 

28256. .28514, 28571.. 28607 

56824 

118840 

1 

OJ000323_08.0419.C16.ol.gp 
1 

none 
. 1. .367 

56824 
118840 
1 

OJ000323_08.0419.C16.ol.tm 
20 

none 



Seq. ID OJ000323_08.0419.C15 
Strand 

End 28607 

Method AAT/GAP 

End 28607 

Score 483 



Seq. ID OJ000323_08.0419.C16 

Strand + 

End 2797 

Method AAT/GAP 

End 367 

Score 717 



Seq. ID ' OJ000323_08.0419.C16 
Strand + 

2797 

TBLASTX: Maize • 
1519 
76 



End 

Method 
End 
Score 

20. .223, 43. .180, 45. .224, 48. .224, 50 . . 256," 218 . . 568 , 247. .555, 
254. .556, 255.-566, 600. .650, 633. .1175, 636. .1022, 668. .1144, 
736. .1167, 1273. .1491, 1273. .1491,' 1286. .1519 



56824 

118840 

1 

OJ000323_08.0419.C16.ol.gs 
50 

none 



Seq. ID OJ000323_08.0419.C16 

Strand + 

End 27 97 

Method GEN SCAN 

End 2791 

Score .83 



50. .1149, 1263. .1504, ' 1608. .1669, 2419. .2604, 2696. .2791 



56824 

118840 

1 

OJ000323_08 .0419.C16.ol.ts 

332 

none 



Seq. ID OJ000323_08.0419.C16 

Strand + 

End 2797 

Method TBLASTX : Soybean 

End 27 97 

Score 111 



332. .517, 418. .516, 941. .1066, 1099. .1137, 1103. .1,126, 
1253. .1402, 1261.. 1488, 1261.. 1485, 2475.. 2603, 2487.. 2648, 
2699. .2794, 2702. .2797 



56824 
118840 
1 

OJ000323_08.0419.C16.o2.gp 
706 

6089_2.R1084 
706. .1149, 1263. .1314 ' 

1 3608137 1.0e-12 (AC005314) unknown protein [Arabidopsis 
thaliana] f 



Seq. ID OJ000323_08.0419.C16 

Strand + 

End 2797 

Method AAT/GAP 

End 1314 

Score 929 



57249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56824 

118840 

1 

OJ000323_08.0419.C16.o3.gp 

1439 

none 



Seq. ID OJ000323_08.0419.C16 



Strand 
End. 

Method . 

End 

Score 



+ 

2797 
AAT/GAP 
2791 
714 * 



1439. .1504, 1608. .1669, 2419. .2604, 2696. .2791 



56824 

118840 

1 

OJ000323_08. 0419.C16.o2.tm 

1594 

none 

1594. .1671, 
2490. .2603, 



1596.. 1670, 2406. 
2527.. 2604, 2693. 



Seq. ID* OJ000323_08.0419.C16 

Strand . + 

End 2797 

Method . TBLASTX: Maize 

End 2791 

Score 70 - 
.2489, 2441. .2602, 2490. .2603, 
.2791, 2696. .2791 



OJ000323_08.0419.C17 
+ 

1287 
AAT/NAP 
992 
334 



56825 Seq. ID 

118841 Strand 
752 End 
OJ000323_08. 0419.C17.ol.np Method 
752 End 
128657 Score 
752. .992 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 2, CHLOROPLAST 
gil 66149|pir MDERZN2 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 2 - rice chloroplast gi | 669jQ85 | emb | CAA3394 1 1 
(X15901) NADH dehydrogenase ND2 [Oryza sativa] 

gi I 6690891 emb |CAA33920| (X15901) NADH - dehydrogenase ND2 [Oryza 
sativa] gi | 226656 | prf | | 1603356CG NADH dehydrogenase ND2 [Oryza 
sativa] 

Seq. ID OJ000323_08.0419.C17 



56825 

118841 Strand 

752 End 
OJ000323_08 .0419. C17 . ol . ts Method 

756 ■ - , End 

none - Score 

756. .986, 758. .1006, 761. .994 

56825 Seq. ID 

118841 Strand 
752 ■ End ■ 

OJ000323_08.0419.C17 .ol.tw Method 
801 , End 
none Score 
801. .986, 801. .845, 803. .1042, 803. .1042, 1032. .1082, 
1034. .1081, 1067. .1135, 1080. .1145, 1087. .1107, 1093. .1134, 
1095. .1172, 1096. .1170, 1097. .1177, 1099. .1161, 1152. .1208, 
1152. .1208, 1165. .1209, 1209. .1286, 1209. .1286, 1210. .1287, 
1210. . 1287 



+ 

1287 

TBLASTX: Soybean 

1006 

327 



OJ000323_08.0419.C17 
+ 

1287 

TBLASTX: Wheat 

1287 

266 



Seq. No. 56826 Seq. ID 

Gene No. • 118842 Strand 

Start 8548 ' End 

Name OJ000313_08 . 04 17 . C2 . o2 . gp Method 

Start 8548 End 



OJ000313_08.0417.C2 
+ 

8941 
AAT/GAP 
8 941 



57250 



• 





GI 


none 


Score 


746 






Exons 


8548. .8941 










- 

Seq. No. 


56826 


Seq. ID 


OJ000313_ 


08.0417 




Gene No. 


118843 


Strand 


+ 






Start 


13502 


End 


21548 






Name 


OJ000313 08.0417.C2.o3.gs 


Method 


GEN SCAN 






Start 


13502 


End 


21217 






GI 


none 


Score 


.66 






Exons 


13502. .13520, 13653 13942, 


15140. . 15487, 16907. 


.16997, 






17088. .17170, 17321. .17461, 


18728. .18853, 20351. 


.20493, 






20576. .20717, 21146. .21217 










Sea No 


56826 


Seq. ID 


OJ000313_ 


08 . 0417 




Gene No. 


118843 


Strand 


+ 






Start 


13502 


End 


21548 






Name 


OJ000313 08.0417.C2.o5.gp 


Method 


AAT/GAP 






Start 


15271 


End 


17173 






GI 


none 


Score 


736 






. Exons 


15271. .15487, 16907 .. 16997, 


17088. .17173 






Seq. No. 


56826 


Seq. ID 


OJ000313_ 


08.0417 




Gene No. 


118843 


Strand 


+ 






Start 


.13502 


End 


21548 






Name 


OJ000313 08.0417.C2.o2.np 


Method 


AAT/NAP 






Start 


-15281 


End 


21208 






GI 


7488838 


Score 


447 






Exons 


. 15281. .15461, 16881. .16997, 


17088. .17197, 17351. 


.17448, 






18703. .18856, 20351 .. 204 93, 


20576. .20717, 21146. 


.21208 




GI Descrip. 


protein-tyrosine-phosphatase (EC 3.1.3 


.4 8) - garden pea 






gi | 3413500 | emb | CAA06615 . 1 | 


(AJ005589) 


protein tyrosine 






phosphatase [Pisum sativum] 









Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



56826 

118843 

13502 

OJ000313_08.0417 .C2.o6.gp 
20396' ■ ,< 

uC-osflcyp058g04bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20396. .20493, 20576 .. 20717, 2 114 6 21229, 21371. .21548 
, 3413473/emb|CAA06975.1| 9.0e-34 (AJ006308) tyrosine phosphatase 
1 [Glycine max] 1 



OJ000313_08.0417.C2 
+ 

21548 
AAT/GAP. 
21548 
865 



Seq. No. 56826 

Gene No. 118844 ■ 

Start 298 

Name OJ000313_08 . 04 17 . C2 . ol . gs 

Start 298 

GI none 
Exons 



Seq. ID OJ0003y__08.0417.C2 
Strand . - ■ ; * 



End 

Method 

End 

Score 



4544 
GENSCAN 
4544 
.86 



298. .491, 639. .752, 806. .951, 1028. .1082, 1240. .1331, 
2273. .2416, 2902. .3048, 3064. .3322, 3411. .3490, 4151. .4544 



Seq. No. 56826 Seq. ID 

Gene No. 118844 Strand 

Start 298 End 

Name OJ000313JD8 . 04 17 . C2 . ol . np Method 

Start 314 End 



OJ000313_08.0417.C2 
4544 

AAT/NAP* 
3950 



57251 




GI 7492418 Score 397 

Exons 314. .491, 639. .752, 830.. 951, 1028.. 1082, 1240.. 1331, 

1865. .1979, 2084. .2166, 2273. .2416, 2902. .2938, 3859. .3950 



GI Descrip. 


probable ATP -dependent RNA 


helicase - 


fission yeast 






(Schizosaccharomyces, pombe) 


gi| 6014 424 | emb | CAB57423 . 1 | 






(AL121764) putative ATP-dependent RNA 


helicase 






[Schizosaccharomyces pombe] 








~§eq. No. 


56826 


Seq. ID 


OJ000313JD8.0417 


.C2 


Gene No. 


118845 


Strand 






Start 


4736 


End 


12807 




Name 


OJ000313 08.0417.C2.o2.gs 


Method 


GENSCAN 




Start 


4736 


End 


12807 




GI 


none 


Score 


.67 




Exons 


4736. .4987, 5248. .5337, 6062. .6114, 10465 10552, 10762 


. . H 




10930. .11006, 11093. .11155, 


11449. .11498, 11572. . 11778, 






12535. .127 62, 12801. .12807 








Seq. No. 


56826- 


Seq. ID 


OJ000313_08.0417 


.C2 


Gene No. 


11884 5 


Strand 






Start 


4736 


End 


12807 




Name 


OJ000313 08.0417.C2.ol.gp 


Method 


AAT/GAP 




Start 


8238 


End 


8523 






5607411 


Score 


519 




Exons 


8238. .8523 








Seq. No. 


56826 


Seq. ID 


OJ000313_08.0417 


.C2 


Gene No. 


118845 


Strand 






Start 


4736 


End 


12807 




Name 


OJ000313 08.0417.C2.o3.gp 


Method 


AAT/GAP 




Start 


10223 


End 


11026 




ox 


none 


Score 


1044 




Exons 


10223. .10580, 10699. .10825, 


10934. .11026 




Seq. No. 


56826 


Seq. ID 


OJ000313_08.0417 


.C2 


Gene No. 


118845 


Strand 






Start 


4736 , 


. End 


12807. 




Name 


OJ000313 08.0417.C2.o4.gp 


Method 


• AAT/GAP 




Start 


11251 


End 


11354 




GI 


none 


Score 


112 






11251. .11354 








Seq. No. 


56826 


Seq. ID 


OJ000313_08.0417 


.C2 


Gene No. 


118846 


N Strand 






Start 


16940 


End 


21211 




Name 


OJ000313 08.0417.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


16940 


End 


21208 




GI 


none 


Score 


75 




Exons 


1694 0. .17020, 17330. .174 4 6, 


20369. .20464, 20369 .. 204 64 , 






20570. .20707, 20571 .. 207 14 , 


20579. .20749, 21146. .21208 




Seq. No. 


56826 


Seq. ID 


OJ000313_08.0417 


.C2 


Gene No. 


118846 


Strand 






Start 


.16940 


•End ' 


21211 • 




Name 


OJ000313 08.0417.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


16940 


End 


21211 




GI 


none 


Score 


62 





57252 



Exons 



16940. .17020, 17090. .17194, 17345 .. 174 4 6, 20368 .. 204 63, 

20369. .20464, 20369 .. 204 82, 204 61 .. 204 93, 204 62 204 91 , 

20570. .20707, 20571 .. 20717, 2057.1 .. 20717 , 2057 9 20719, 
21143. .21211 



Seq. No. 56826 

Gene No. 118846 

Start 16940 

Name OJ000313JD8 . 0417 . C2 . ol . tm 

Start 20360 

GI none 

Exons 20360. .20491, 20360 204 91, 
20570. .20719, 20571 .. 20777, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

20368 

21143 



20493, 
21205 



OJ00'0313_08.0417.C2 
21211 

TBLASTX: Maize 

21205 

149 

20368. .20493, 



Seq. No. 56827 

Gene No. 118847 

Start 102 

Name OJ000313JD8 . 0417 . C4 . ol . gs 

Start 102 

GI none 
Exons 



Seq. ID OJ000313_08.0417.C4 

Strand + 

End 4262 

Method GEN SCAN 

End 42 62 

Score * .95 



102. .345, 1165. .1355, 1913. .2244, 2552. .2642, 2749. .2815, 
2914. .3011, 3105. .3281, 3664. .3740, 3965. .4262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56827 Seq. ID 

118847 Strand 

102 w " ' End 

OJ000313_08 . 0417 . C4 . ol . np Method 

560 End 

4587533 Score 

560. .614, 2035. .2244, 2354. .2446, 2552, 



OJ000313_08.0417.C4 
+ 

4262 
AAT/NAP 
3741 
228 

.2642, 2749. .2830, 



2902. .3011, 3105. .3281, 3443. .3569, 3674. .3741 

(AC007060) EST gb|AA721821 comes from this gene. [Arabidopsis 

thaliana] 



Seq. No. 56827 Seq. ID 

Gene No. 118848 Strand 

Start . . 5300 End ■ 

Name OJ000313_08 . 0417 . C4 . ol . gp Method 

Start 5300 End 

GI none Score 

Exons 5300. .5584 



OJ000313_08.0417.C4 
+ 

.5584 
AAT/GAP 
5584 
423 



Seq. No. - • '56827 

Gene No. 118849 

Start 14169 

Name OJ000313_08 . 0417 .C4 .06. gs 

Start 14169 

GI none 

Exons 14169. .14229, 15260 .. 15534 , 
17159. .17833, 18121. .18751 



Seq.' ID OJ000313_08 . 0417 ,C4 

Strand + 

End 18767 

Method GENSCAN 

End 18751 

Score .44 
15716. .16502, 16565. . 16806, 



Seq. No. 56827 Seq. ID 

Gene No. 118849 Strand 

Start 14169 End 

Name OJ000313JD8 . 04 17 . C4 . o3 . gp Method 

Start 14602 End 

GI 4968598 Score 



OJ000313_08.0417.C4 
+ 

18767 
AAT/GAP 
15057 
765 



57253 




Exons 14602. . 15057 



Seq. No. 


56827 


Seq. ID 


OJ000313_08. 


0417. C4 


Gene No. 


118849 


Strand 


+ 




Start 


3/4169 


End 


18767 




Name 


OJ000313 08.0417.C4.o4.np 


Method 


AAT/NAP 




Start 


15233 


End 


16912 




GI 


6539588 


Score 


294 




Exons 


15233. .1554 6, 168 68. .16912 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


56827 


Seq. ID 


OJ000313_08. 


0417. C4 


Gene No . 


118849 


Strand 


+ 




Start ■ 


14169 


End 


18767 




Name 


OJ000313 08.0417.C4.o6.np 


Method 


AAT/NAP 




Start 


18118 


End 


18767 




GI 


7489803 


Score- 


285 




Exons 


18118. .18767 








GI Descrip. 


pol protein homolog - maize 


retrotransposon Opie-2 






gi | 36458 99 |gb|AAC4 9502. 1 | (U684 08) 5' 


end not determined 




experimentally [Zea mays] 








Seq. No. 


56827 


Seq. ID 


OJ000313_08. 


0417. C4 


Gene No. 


118850 


Strand 






Start 


5462 


End 


6091 




Name 


OJ000313 08.0417.C4.o2.gs 


Method 


GENSCAN 




Start 


5462 


End 


6019 




GI 


none 


Score 


. 99 




Exons 


5462. .6019 








Seq. No. 


56827 


Seq. ID 


OJ000313_08. 


0417. C4 


Gene No. 


118850 


Strand 






Start 


5462 


End 


6091 




Name 


OJ000313 08.0417.C4.o2.np 


Method 


AAT/NAP 




Start 


5465 


End 


6028 




GI 


6227011 


Score 


420 




Exons • 


: 5465..6028 








GI Descrip. 


(AC009513) F12P19.3 [Arabidopsis thaliana] 




*J C • 1NU • 


56827 


Seq. ID 


OJ000313_08. 


0417. C4 


Gene No. 


118850 


Strand 






Start 


5462 


End 


6091 




Name 


GJ000313 08.0417.C4.o2.gp • 


- Method : 


AAT/GAP 




Start 


5623 


End 


6091 




GI 


19278 1.R1084 


Score 


889 ■ 




Exons 


5623.. 6091 








GI Descrip. 


'2462834 8.0e-21 (AF000657) 


hypothetical protein [Arabidopsis 




thaliana] 1 








Seq. No. 


56827 


Seq. ID 


OJ000313_08. 


0417. C4 


Gene No. 


118851 


Strand 






Start 


7140 


End 


8394 




Name 


OJ000313 08.0417.C4.o3.gs 


Method 


GENSCAN 




Start 


714 0 


End 


8394 




GI 


none 


Score 


.71 




Exons 


7140. .7202, 7343. .7467, 749* 


5.". 7689, 8366. .8394 






57254 








Seq. No. 56827 

Gene No. 118852 

Start 12201 

Name OJ000313_08 . 0417 . C4 . o3 . 

Start 204-1 

GI none * 

Exons 2041. .2205, 2054. .2245, 

Seq. No. 56827 ■ 

Gene No. 118852 

Start 12201 

Name OJ000313_08 . 04 17 . C4 . o2 . 

Start 2044 

GI none ■ ■ 

Exons 2044.. 2244, 2045.. 2245, 




Seq. ID OJ000313_08.0417.C4 
Strand 

End 12980 

tm Method TBLASTX: Maize 

End * 2441 

Score 166 
2057. .2224, 2352. .2441, 2352. .2441 

Seq. ID OJ000313_08.0417.C4 
Strand 

End 12980 

ts Method TBLASTX: Soybean 

End 2441 

Score 157 
2351. .2440, 2352. .2441 



Seq. No. . 56827 

Gene No. 118852 

Start - • 12201 

Name OJ000313_08 . 04 17 . C4 . ol . ts 

Start 5415 

GI none 

Exons 5415.. 5531, 5465.. 5815, 5583. 



Seq. ID OJ000313_08.0417.C4 
Strand 

End 12980 

Method TBLASTX : Soybean 

End 5896 

Score 73 

.5813, 5793..588S, 5801. .5896 



;i Seq. No. 56827 Seq. ID 

IZ Gene No. 118852 Strand 

S; 1 Start 12201 End 

fU Name OJ000313_08 . 0417 . C4 . ol . tm Method 

f3 Start 54 69 End 

5:i GI none Score 

'*% Exons 5469.. 5516, 5471.. 5800, 5580.. 5798 



OJ000313_08.0417.C4 
12980 

TBLASTX: Maize 

5800 

51 



Seq. No. , 56827 Seq. ID 

Gene No. 118852 Strand 

Start 12201 End 

Name OJ000313_08 . 0417 . C4 . ol . tc Method 

Start 554 9 End 

GI none Score 

Exons 5549.. 5800, 5828.. 5896 



OJ000313_08.0417.C4 
12980 

TBLASTX: Cress 
5896 



Seq. No. 56827 Seq. ID 

Gene No. 118852 Strand 

Start 12201 End 

Name OJ000313_08 . 0417 . C4 . o5 . gs Method 

Start 12201 End 

GI none Score 

Exons 12201. .12980 



OJ000313_08.0417.C4 

12980 
GENSCAN 
12980 
.91 



Seq. No. 56827 

Gene No. 118852 

Start 12201 

Name OJ000313_08 . 04 17 . C4 . ol . tw 

Start 12282 

GI none 

Exons " . ' 12282. .12500, 12451 .. 12612 , 12507.. 12608 



Seq. ID OJ000313_08.0417.C4 
Strand 

End 12980 

Method TBLASTX : Wheat 

End 12612 

Score 64 



Seq. No. 



56827 



Seq. ID OJ000313_08.0417.C4 



57255 




Gene No. 


118853 


Strand 








Start 


12891 


End 


13205 






Name 


OJ000313 08.0417.C4.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


12891 


End 


13205 






GI 


none 


" Score 


74 






Exons 


12891. .13037, 13032. .13193, 


13047. .13205, 13078 


. .13200 




Seq. No. 


56828 


Seq. ID 


OJ000313 


_08.0417 


.C5 


Gene No . 


118854 


Strand 








Start 


387 


End 


1941 






Name 


OJ000313 08.0417.C5.o2.np 


Method 


AAT/NAP 






Start 


387 


End 


1941 






GI 


6227011 


Score 


180 






Exons 


387. .458, 1575. .1941 










GI Descrip. 


(AC009513) F12P19.3 [Arabiciopsis thaliana] 






Seq. No. 


56828 


Seq. ID 


OJ000313 


_08.0417 


.C5 


Gene No. 


118854 


Strand 








Start 


387 


End 


1941 






Name 


OJ000313 08.0417.C5.ol.np 


Method 


AAT/NAP 






Start 


419 


End 


1004 






GI 


7340881 


Score 


313 






Exons 


419. .771, 918. .1004 










GI Descrip. 


(AP001551) hypothetical ^protein [Oryza 


sativa] 






Seq. No. 


56828 


Seq. ID 


OJ000313 


_08.0417, 


.C5 


Gene No . 


118855 


Strand 








Start 


3322 


End 


3882 






Name 


OJ000313 08.0417.C5.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


157 9 


End 


3756 






GI 


none 


Score 


67 






Exons 


1579. .1746, 1631. .1747, 1696 


..1818, 3409. .3675, 


3428. .3685, 




3695. .3745, 3718. .3756 










Seq. No. 


56828 


Seq. ID 


OJ000313 


_08.0417, 


.C5 


Gene No*. 


118855 


Strand 








Start 


3322 ' . ' 


End- 


3882 






Name 


OJ000313 08.0417.C5.ol.tm ' 


Method 


TBLASTX: 


Maize 




Start 


1579 


End 


3666 






GI 


none 


Score 


126 






Exons 


1579. .1725, 1580. .1723, 1593 


..1727, 1605.. 1727, 


3325.^3549, 




3331.. 3660, 3428. .3658, 3574 


. .3666 








Seq. No. 


56828 


Seq. ID 


OJ000313 


JD8.0417. 


,C5 


Gene No. 


118855 


Strand 








Start 


3322 


End 


3882 






Name 


OJ000313 08.0417.C5.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


1579 


End 


3756 




GI 


none 


Score 


66 






Exons 


1579. .1722, 1580. .1747, 1744 


..1818, 3325. .3678, 


3332. .3685, 




3683. .3745, 3718. .3756 










Seq. No. 


56828 


' Seq. ID 


OJ000313 


_08.0417. 


.C5 


Gene No. 


118855- 


Strand 








Start 


3322 


End 


3882 






Name 


OJ000313 08.0417.C5.o2.gs 


Method 


GENSCAN 






Start 


3322 


End 


3876 







57256 



GI 


none 




Score 


. 61 


Exons 


3322. .3876 








Seq.';No. 


56828 




Seq. ID 


OJ000313J 




118855 




Strand 




Start 


3322 




End 


3882 


Name 


OJ000313 08. 0417. C5 


. o3 . np 


Method 


AAT/NAP 


Start 


3325 




End 


3882 


GI 


6227011 




Score 


379 


Exons 


3325. .3882 








GI Descrip. 


(AC009513) F12P19.3 


[Arabidopsis thaliana] 


Seq. No. 


56828 




Seq. ID 


OJ000313J 


Gene No. 


118855 




Strand 




C 4- -a v-f 


3322 




End 


3882 


Name 


OJ000313 08. 0417. C5 


.ol.gp 


Method 


AAT/GAP 


Start ■ 


3468 




End 


3879 


GI 


15984 1.R1084 




Score 


798 


Exons 


■ 3468. .3879 








GI Descrip. 


'2462834 5.0e-17 (AF000657) 


hypothetical protein 




thaliana] 1 








Seq. No. .' 


56829 




Seq. ID 


OJ000313J 


Gene No. 


118856 




Strand 


+ 


O Lai L 


8591 




End ' 


19053 


Name 


OJ000313 08.0417.C6 


. o3 . gs 


Method 


GENSCAN 


Start 


8591 ' 




End 


15018 


GI 


none 




Score 


.8 


Exons 


8591.. 8602, 8933.. 9001, 10099 .. 10458, 


10633. .108 




11186. . 11530, 11657 


. . 12616, 


12788. . 130 


88, 13185. 




13459. . 15018 








Seq. No. 


56829 




Seq. ID 


OJ000313_ 


Gene No. 


118856 




Strand 


+ 


Start 


8591 




End 


19053 


Name 


OJ000313 08. 0417. C6 


. o2 . np 


Method 


AAT/NAP 


Start . ' . 


10147 




. End ■ 


19053 


GI - 


5922631 




Score 


6589 


Exons 


10147. .10271, 10530 


. .10774, 


11033. .11240, 11286. 




11893. .12043, 12170 


. .13096, 


13703. .16186, 19006. 



08. 0417. C6 



,11850, 
,19053 

GI Descrip. (AP000492) ESTs C2 634 7 (C12145 ) , AU078074 (C1214 5 ) correspond to a 
region of the. predicted gene . ; similar to prpol; Zea mays 
retrotransposon Cinful-1 . • (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 56829 Seq. ID 

Gene No. 118856 Strand 

Start 8591 End 

Name OJ000313_08 . 04 17 . C6 . o3 . gp Method 

Start 17768 End 

GI ... 2428185 - Score 

Exons 17768. .18195 

GI Descrip. 5852170/emb | AL117265 . 1 1 OST17804 1.0e-177 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ000313_08.0417.C6 
+ 

19053 
AAT/GAP 
18195 
809 



57257 




Seq. No. 


56829 




Seq. ID 


OJ000313 


_08 


.0417 


,C6 


Gene No. 


1188.57 




Strand 


+ 








Start 


23784 




End 


25584 








Name 


OJ000313 08.0417.C6- 


. o4 . np 


Method 


AAT/NAP 








Start 


23751 




End 


25584- 








GI 


4803933 




Score 


255 








Exons 


23751. .24299, 25555. 


. .25584 












GI Descrip. 


(AC006264) putative 


disease 


resistance 


response 


protein 






[Arabidopsis thaliana] 












Seq. No. 


56829 




Seq. ID 


OJ000313_ 


_08 


.0417 


.C6 


Gene No. 


118857 




Strand 


+ 








Start 


23784 




End 


25584 








Name 


OJ000313 08. 0417. C6. 


. 06 . gs 


Method 


GENS CAN 








Start 


23784 




End 


24320 








GI 


none 




Score 


. 51 








Exons 


23784. .24320 














Seq. No. 


56829 




Seq. ID 


OJ000313_ 


08 


. 0417 


.C6 


Gene No. 


118858 




Strand 


+ 








Start 


27183 




End 


28241 








Name 


OJ000313 08. 0417. C6. 


,o5.np 


Method 


AAT/NAP 








Start 


26596 




End .. 


28014 








GI 


7340868 




Score " 


166 








Exons 


26596. .26780, 27977. 


. .28014 












GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 








Seq. No. 


56829 




Seq. ID 


OJ000313_ 


_08 


.0417 


.C6 


Gene No. 


118858 




. Strand 


+ 








Start 


27183 




End 


28241 








Name 


OJ000313 08. 0417. C6. 


. o7 . gs 


Method 


GENSCAN 








Start 


27183 




End 


28241 








GI 


none 




Score 


. 65 








Exons 


27183. .27307, 27473, 


. .28241 












Seq. No. 


56829 




Seq. ID 


OJ000313_ 


_08 


.0417 


.C6 


Gene No. 


118859- 




Strand 


— 








Start 


2037 




End 


2491 








Name 


OJ000313 08. 0417. C6. 


. ol.gp 


Method 


AAT/GAP 








Start 


2037 




End 


2491 








GI 


5803302 




Score 


898 








Exons 


2037. .24 91 . 














Seq. No. 


56829 




Seq. ID 


OJ000313_ 


_08 


.04.17 


.C6 


Gene No. 


118860 




Strand 


~ 








Start 


4917 




End 


5483 








Name 


OJ000313 08. 0417. C6. 


, o2 . gs 


Method 


GENSCAN 








Start 


4917 




End 


5465 








GI 


none 




Score 


. 69 








Exons 


4917. .5465 














Seq. No. 


56829 




Seq. ID 


OJ000313_ 


_08 


.0417 


.C6 


Gene No. 


118860 '.■ • 




Strand 










Start 


4917 




End 


5483 








Name 


OJ000313 08. 0417. C6, 


, ol . np 


Method 


AAT/NAP 








Start 


4920 




End 


5483 









57258 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6227011 Score 358 

4920.. 5483 

(AC009513) F12P19.3 [Arabidopsis thaliana] 



56829 
118861 
19419 

OJ000313_08.0417.C6.o5.gs 
19419 
none 

19419. .19870, 19944. .20057, 20120 .. 20309, 20384 
20496. .20593, 20659 .. 20897, 21094 .. 21314 , 21470 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000313 08. 0417. C6 



22354 
GEN SCAN 
22354 
.78 ■ 



;20494, 
.22354 



56829 

118861 

19419 

OJ000313_08-.0417.C6.o3.np 

19431 

6691716 



Seq. ID OJ000313_08 .0417.C6 
Strand 

End 22354 

Method AAT/NAP 

End 22354 

Score 2464 



19431. M9870, 1994 4 .. 20057 , 20207 20309, 20384 .. 20581, 
20659. .20838, 20917 .. 21017, 21094 .. 21269, 21461. .22354 
(AP000492) hypothetical protein [Oryza sativa] 
gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name ( , 
Start K 
GI 

Exons 



56829 
118862 
28285 

OJ000313_08.0417.C6.ol.ts 
4920 



OJ000313 08. 0417. C6 



none 
4920. , 
23976, 
24186. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

5279, 4927. .5280, 5268. .5351, 5278. .5340, 23865 .. 23951 , 
.24032, 24036. .24122, 24138 .. 24 176, 24 185 .. 24277 , 
.24290 



28638 

TBLASTX : Soybean 

24290 

176 



Seq. No. 56829 

Gene No. .118862 - 

Start 28285 

Name OJ000313_08 . 04 17 . C6 . o4 . tm 

Start 4920 

GI none 
Exons 



Seq. ID OJ000313_08.0417.C6 
Strand 

28638- ■ * - ■ 
TBLASTX: Maize 
24308 
168 



End 

Method 
End 
Score 

4920. .5189, 4926. .5252, 4927. .5253, 4931. .5266, 23972 .. 24 019, 
23973. .24020, 24036 ., 24 14 6, 24045 .. 24275, 24173 .. 24262, 
24270. .24308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56829 
118862 
28285 
OJ000313 
5004 
none 
5004 . 
23900 
24186 



08.0417.C6.ol.tc 



5279, 
.24019, 
.24233 



5005.. 5280, 5229. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5351, 



OJ000313 08. 0417. C6 



28638 

TBLASTX: Cress 
24233 
148 
5290. .5352, 



23868. .24020, 



24035. .24133, 24036 .. 24 134 , 24 185 .. 24232, 



Seq. No. 
Gene No. 



56829 
118862 



Seq. ID 
Strand 



OJ000313 08. 0417. C6 



57259 






Start 


28285 




End 


28638 






Name 


OJ000313 08. 0417. C6. 


o7 . tw 


Method 


TBLASTX : Wheat 






Start 


11454 




End 


118 56-s**. ■ 






'"GI 


none 




Score 


283 






Exons 


11454 . . 11723, 11455. 


. 11856. 












56829 




Seq. ID 


OJ000313_08.0417. 


,C6 




Gene No. 


118862 




Strand 








Start 


28285 




End 


28638 






Name 


OJ000313 08. 0417. C6. 


06. tw 


Method 


TBLASTX : Wheat 






Start 


12436 




End 


12893 






GI 


none 




Score 


146 






Exons 


12436. . 12612, 12657. 


. 12893, 


12661. .12891 






Seq. No. 


56829 




Seq. ID 


OJ000313JD8.0417. 


.C6 




Gene No. 


118862 




Strand 








Start 


28285 




End 


28638 






Name 


OJ000313 08. 0417. C6. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


13113 




End 


13569 






GI 


none 




■ Score 


481 






Exons 


13113. . 13568, 13114 . 


. 13569 












56829 




Seq. ID 


OJ000313_08.0417 


.C6 




Gene No. 


118862 




Strand 


_ 




. ^ 


Start 


28285 




End 


28638 




z. hi. 


Name 


OJ000313 08. 0417. C6. 


o4 . ts 


Method 


TBLASTX : Soybean 




1 ■ . 


Start 


. 13153 




End 


13518 




1 \3 


'>GI 


none 




Score 


133 






Exons 


13153. . 13377, 13384 . 


. 13518 










tj ^ vJ ■ IN v_/ . 


56829 




Seq. ID 


OJ000313_08.0417 


.C6 




Gene No. 


118862 




Strand 






s - 


Start 


. 28285 




End 


28638 






Name 


OJ000313 08. 0417. C6. 


o2 . tm 


Method 


TBLASTX: Maize 






Start 


13242 




End 


13599 




" : 4 


GI 


none 




Score 


365 






Exons 


13242 . . 1.3589, 13243. 


. 13599 












56829 




Seq. ID 


OJ000313_08.0417 


.C6 




Gene No. 


118862 




Strand 








Start 


28285 




End 


28638 






Name 


OJ000313 08. 0417. C6. 


o2 . tw 


Method 


TBLASTX: Wheat 






Start • 


13684 




End 


■ 14108 . • - 






GI 


none .- 




Score 


420 






Exons 


13684 ; .-14103, 13731. 


. 14105, 


13782.. 14108 






tj C V-J • IN w . 


56829 




Seq. ID 


OJ000313_08.0417 


,C6 




Gene No. 


118862 




Strand 








Start 


28285 




End 


28638 






Name 


OJ000313 08. 0417. C6. 


,o2 . ts 


Method 


TBLASTX: Soybean 






Start 


13762 




End 


14163 






GI 


none 




Score 


280 






Exons 


13762. .14163, 13779. 


, .13922, 


13795. .14154 






Seq. No. 


56829 




Seq. ID 


OJ000313_08.0417 


.C6 




"Gene No. 


118862 




Strand 








Start 


28285 




End 


28638 





57260' 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ000313_08 .0417.C6.o3.tm 

13834 

none 

13834. . 14085, 138 63. ..14 084, 
14248.. 14274 



56829 

■118862 

28285 

OJ000313_08.0417.C6, 

14112 

none 

14112. . 14189, 14113, 



Method TBLASTX : Mai ze 
End 14274 
Score 266 
14106. .14237, 14107. .14250, 



08 . tw 
.14394, 14302. .14397 



Seq. ID OJ000313_08.0417.C6 
Strand 

28638 

TBLASTX: Wheat 
14397' 
267 



End 

Method 
End 
Score 



56829 
118862 
28285 

OJ000313_08.0417.C6.o3.ts 
14389 
none 

14 389. .144 93, 14529. .14777, 14533. .14775 



Seq. ID OJ000313_08.0417.C6 
Strand 

28638 

TBLASTX: Soybean 
14777 
71 



End 

Method 
End ':. 
Score 



56829" 
118862 
28285 

OJ000313_08.0417.C6.o4.tw 

14398 

none 

14398. .14820, 14403. .14744 

56829 

118862 

28285 

OJ000313_08.0417.C6.o6.tm 

14452 

none 

14 452. .14 622, . 14 62 6. .14724 



Seq. ID OJ000313_08.0417.C6 
Strand 

End 28638 

Method TBLASTX : Wheat 

End 14820 

Score 385 



Seq. ID OJ000313_08.0417.C6 
Strand 

End 28638 

Method TBLASTX: Maize 

End 14724 

Score 134 



56829 
118862 
28285 

OJ000313_08.0417.C6.ol.tm 
15138 
.none 

"15138. .15200, 15203. .154 60, 15217. .154 59 



Seq. ID OJ000313_08.0417 ..C6 
Strand 

28638 

TBLASTX: Maize 
15460 
75 



End 

Method 
,End 
Score 



56829 

118862 

28285 

OJ000313_08.0417.C6.o3.tw 

15275 

none 

15275. .15655, 15275 15529, 

56829 

118862 

28285 



Seq. ID OJ000313_08.0417.C6 
Strand 

End 28638 

Method TBLASTX : Wheat 

End 15657 

Score 396 
15280.. 15657 

Seq. ID OJ000313_08.0417.C6 
Strand 

End 28638 



57261 



Name 


OJ000313 08.0417.C6.o7.tm 


Method 


TBLASTX: Maize 




Start 


15602 


End 


15874 




GI 


none 


Score 


92 - 




Exons 


15602. . 15691, 15695.*. 1577 8, 


15788.. 15874 




Seq. No. 


56829 


Seq. ID 


OJ000313_08.0417, 


,C6 


Gene No. 


118862 


Strand 






Start 


28285 


End 


28638 




Name 


OJ000313 08.0417.C6.o5.tw 


Method 


TBLASTX: Wheat 




Start 


15659 


End 


16177 




GI 


none 


Score 


340 




Exons 


15659. .16135, 15805. .16008, 


16127. .16177 




Seq. No. 


56829 


Seq. ID- 


OJ000313_08.0417. 


.C6 


Gene No . 


118862 


Strand 






Start 


28285 


End 


28638 




Name 


OJ000313 08.0417.C6.o5.tm 


Method 


TBLASTX: Maize 




Start 


15956 


End 


16200 




GI 


none 


Score 


169 




Exons 


15956. .16138, 15985. .i6035, 


16078. .16137, 16117. .-16200, 






16118. . 16195 








Seq. No. 


56829 


Seq. ID 


OJ000313_08.0417. 


, C6 


Gene No. 


■118862 


Strand 


— 




Start 


28285 


End 


28638 




Name 


OJ000313 08.0417.C6.o9.tw 


Method 


TBLASTX: Wheat 




Start 


21944 


End 


22235 




GI 


none 


Score 


97 




Exons 


21944. .22234, 21981.. 22235 








Seq. No. 


56829 


Seq. ID 


OJ000313_08.0417. 


C6 


Gene No. 


118862 


Strand 






Start 


28285 


End 


28638 




Name 


OJ000313 08.0417.C6.o8.gs 


Method 


GENSCAN 




Start 


28285 


End 


28638 




GI 


none 


Score 


.99 




Exons 


■ 28285.. 28638 








Seq. No. 


56830 


Seq. ID 


OJ000313_08.0417. 


C7 


Gene No. 


118863 


Strand 


+ 




Start 


8136 


End 


9470 




Name 


OJ000313 08.0417.C7.o3.np 


Method 


AAT/NAP 




Start . 


•7894 


End 


9470 




GI 


6907086 


Score 


1251 




Exons 


7894. .8.660, 8718. .8888, 9113 


..9233, 934 


18.-.9470 




GI Descrip. 


(AP001129) hypothetical protein -[Oryza 


sativa] 




Seq. No. 


56830 


Seq. ID 


OJ000313J38.0417. 


C7 


Gene No. 


118863 


Strand 


+ 




Start 


8136 


End 


9470 




Name 


OJ000313 08.0417.C7.o2.gs 


Method 


GENSCAN 




Start 


8136 


End 


8643 




GI 


none 


Score 


.52 




Exons 


8136. .8237, 8311. .8643 








Seq. No. 


56830 


Seq. ID 


OJ000313_08.0417. 


C7 


Gene No. 


^118864 


Strand 







57262 






Start 


1 




End 


5970 






Name 


OJ000313 08.0417.C7.ol 


.np 


Method 


AAT/NAP 






"""Start 


1 




End 


4533 






GI 


4680179 . 




Score 


7633 






Exons 


1. .4 533 












GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 






Sea No . 


56830 




Seq. ID 


OJ000313 08 0417 


. C7 




Gene No. 


118864 




Strand 








Start 


1 




End 


5970 






Name 


OJ000313 08.0417.C7.o7 


. tm 


Method 


TBLASTX: Maize 






Start 


2 




End 


196 






GI 


none 




Score 


193 






Exons 


2. .196 












Seq. No. 


56830 




Seq. ID 


OJ000313_08.0417 


,C7 




Gene No. 


118864 




Strand 








Start 


1 




End 


5970 






Name 


OJ000313 08.0417.C7.o6 


.tw 


Method 


TBLASTX : Wheat 






Start 


20 




End 


353 






GI 


none 




Score 


72 






Exons 


20. .352, 41. .202, 84..; 


260, 245. .325, 282. .353 




: - J 


Seq. No. 


*, 

56830 - 




Seq. ID 


OJ000313_08.0417 


.C7 






118864 




Strand 








* Start 


1 - . 




End 


5970 




=1 J 


Name 


OJ000313 08.0417.C7.pl 


.gs 


Method 


GENS CAN 






Start 


' 110 




End 


5970 




I™ 


GI 


none 




Score 


.48 




ly 


Exons 


110. .1463, 1506. .3102, 


3340. . 


3523, 3574.. 4533, 4963. .4998, 






5078.. 5749, 5959.. 5970 










i y 


Seq. No. 


56830 




Seq. ID 


OJ000313_08.0417, 


.C7 




Gene No. 


118864 




Strand 








Start 


1 




End 


5970 






Name 


OJ000313 08.0417.C7.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


200 




End 


799 




■ H 


GI 


none 




Score 


249 




r 


Exons 


200. .640, 213. .638, 631 


3. .799, 


645. .791 








Sea. No 


56830 




Seq. ID 


OJ000313_08.0417. 


.C7 




Gene No. 


118864 




Strand 








Start 


1 ' 




End 


5970. 






Name 


OJ000313 08.0417.C7.ol 


.tw 


Method 


TBLASTX: Wheat 






Start • 


353 




End 


979 






GI 


none 




Score 


365 






Exons 


353. .979, 354. .977 












Seq. No. 


56830 




Seq. ID 


OJ000313_08.0417, 


.CI 




Gene No. 


118864 




Strand 








Start 


1 




End 


5970 






Name 


OJ000313 08.0417.C7.o3 


. tm 


Method 


TBLASTX: Maize 






Start 


848 , 




End 


1139 






GI 


none 




Score 


225 






Exons 


■848. .1138, 852. .1139 ' 












Seq. No. 


56830 




Seq. ID 


OJ000313_08.0417. 


.01 



57263 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



118864 Strand 

1 ' End 

OJ000313_08 . 0417 . C7 . o2 . ts Method 

938 End 

none ' Score 

938.. 1198, 939.. 1193 

56830 
118864 
1 

OJ000313_08.0417.C7.ol.tc 
962 
none 

962. .1105, 963. .1103, 1106. .1279 



5970 

TBLASTX : Soybean 

1198 

154 



Seq. ID OJ000313_08.0417.C7 
Strand 

End 5970 

Method TBLASTX : Cress 

End 1279 

Score 88 



56830 

118864 

1 

OJ000313_08.0417 .C7..o3.tw 

986 

none 



Seq. ID OJ000313_08.0417.C7 
Strand 

End . 5970 

Method TBLASTX : Wheat 

End 14 62 

Score 245 



986... .1462, 987. .1241, 1019. . 1432 



56830 

118864 

1 

OJ000313_08.0417.C7.o2.tw 

1463 

none 



Seq. ID OJ000313_08.0417.C7 
Strand 

End 5970 

Method . TBLASTX: Wheat 

End 1978 

Score 256 



1463. .1978, 1553. .1900, 1635. .1946 



56830 

118864 

1 

OJ000313_08 . 04 17 . C7 . o2 . tm 

1541 

none . 



Seq. ID OJ000313_08.0417.C7 
Strand 

End 5970 

Method TBLASTX : Mai ze 

End " 1906 

Score 165 * 



1541. .1852, 1548. .1745, 1553. .1906, 1638. .1904 



56830 

118864 

1 

OJ000313_08.0417.C7.o3.ts 

1727 

none 

1727. .1972 

56830 

118864 

1 

OJ000313_08.0417.C7.o4 . tm 

1943 

none 



Seq. ID OJ000313_08.0417.C7 
Strand 

End 5970 

Method TBLASTX: Soybean 

End 1972 

Score 202 



Seq. ID OJ000313_08.0417.C7 
Strand 

End 5970 

Method TBLASTX : Mai ze 

End 2443 

Score 64 



1943. .2278, 1949. .2188, 2061. .2192, 2264. .2443 



56830 
118864 



Seq. ID OJ000313_08 .0417.C7 
Strand 



57264 



Start 
Name 
Start 
GI 

Exons 

Seq*. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ000313_08. 

1979 

none 

1979. .2281, 

56830 

118864 

1 

OJ000313_08. 

1994 

none 

1994. .2353, 

56830 

118864 

1 

OJ000313_08. 

2330 

none 

2330. .2812, 

56830 

118864 

1 

OJ000313_08. 

2462 

none 

2462. .2776, 

56830 

118864 

1 

OJ000313_08. 

2511 

none 

2511. .2702, 

56830 . 
118864 
1 

OJ000313_08. 

2975 

none 

2975. .3160, 

56830 

118864 

1 

OJ000313_08. 

3074 

none 

3074 . .3394, 

56830 

118864 

1 



0417.C7.o5.tw 



1980. .2261, 2179. 



End 

Method 
End 
Score 
.2280 



5970 

TBLASTX: Wheat 

2281 

268 



0417.C7.ol.ts 



Seq. ID OJ000313_08.0417.C7 
Strand 

End 5970 

Method TBLASTX : Soybean 

End 2389 

Score 192 
1995. .2258, 2273.-2353, 2357. .2389, 2358. .2387 

Seq. ID OJ000313_08.0417.C7 
Strand 

End 5970 

0417.C7.o4.tw Method TBLASTX : Wheat- . 

End 2812 

Score 252 

2373. .2708 



Seq. ID OJ000313_08.0417.C7 
Strand 

End " 5970 

Method TBLASTX: Soybean . 

End ■ 2776 

Score 59 



0417.C7.a4.ts 



2463. .2660 



0417 .C7 .o5. tm 



2513. .2800 



0417.C7.o8.tw 



Seq. ID OJ000313_08.0417.C7 
Strand 

End 5970 

Method TBLASTX : Mai ze 

End 2800 

Score 165 



Seq. ID OJ000313_08. 0-417. €7 
Strand 

End 5970 

Method TBLASTX : Wheat 

End 3391 

Score 99 



2976. .3131, 3182-.. 3391, 3243.-3356 



0417.C7.o8.tm 



3249. .3350 



Seq. ID OJ000313_08.0417.C7 
Strand 

End 5970 ■ 

Method TBLASTX: Maize 

End 3394 

Score 72 



Seq. ID OJ000313_08.0417.C7 
Strand 

End 5970 



57265 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000313_08 . 04 17 . C7 . 06 . tm Method 
3730 End 
none Score 
3730. .4026, 3742. .4026, 3839. .4009 



56830 

118864 

1 

OJ000313_08 . 0417.C7.o7.tw 

3910 

none 

3910. .4266, 3914. .4141, 4166. 



TBLASTX: Maize 
4026 
-105 



Seq. ID OJ000313_08.0417.C7 



Strand 
End 

Method 
End 
Score 
.4270 



5970 

TBLASTX : Wheat 

4270 

97 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



56830 -■ • Seq. ID OJ000313_08 . 04 17 . C7 

118864 Strand 

1 End 597 0 

OJ000313_08 . 0417 .C7 .o2.np Method AAT/NAP 

4787 End 5683 

5042448 - Score 1333 

4787. .5082, 5122. .5683 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



56831 r 
11.8865 
1 

OJ000313_08.0417'.C8.o2.np 
1 

4680183 
1..28, 1030. .1119 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ000313_08.0417.C8 

Strand +* 

End 1119 

Method AAT/NAP 

End 1119. 

Score 120 



GI 

Exons 



56831 Seq. ID 

118865 Strand 
1 End 
OJ000313_08 .0417. C8 ..ol . gs Method 
13 End 
none Score 

13. .51, 218. .295 



OJ000313_08.0417.C8 
+ 

1119 
GENSCAN 
295 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



56831 

118866 

1 

OJ000313_08.0417.C8.ol.np 

1 

6721561 
1..126, 892 



OJ000313 08. 0417. C8 



Seq. ID _ 
Strand 

End . . 997 • 
Method AAT/NAP 
End 997 
Score 118 

.997 

(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086|dbj |BAA90372.i| (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



56832 Seq. ID 

118867 Strand 

372 End 

OJ000313_09. 0418 .C2.ol.gs Method 



OJ000313_09.0418.C2 

2079 
GENSCAN 



57266 



Start 


372 


GI 


none 


Exons 


372.. 506, 1027.. -1197, 


Seq. No." 


568*32 ; • 


Gene No. 


118867 ' - '• 


Start 


372 


Name 


OJ000313 09.0418.C2.< 


Start 


1816 


GI 


10681 1.R1084 


Exons 


1816: .2079 


GI Descrip. 


'567 0155/gbl AF1612 69 




japonica BAC clone 3- 


C o rr "Mo 


J UU J J 


Gene No. 


118868 


Start 


2379 


Name 


OJ000313 09.0418..C3.< 


Start 


2379 


GI 


none 


Exons 


2379. .2718 


Corf KTo 
O t: . IN KJ . 


^6833 
0 \j 0 j *j 


Gene' No. 


118869 . 


Start 


16711' 


Name 


OJ000313 09.0418.C3.I 


Start 


16711 


GI 


none 


Exons 


16711. .17239, 17965. 


Seq. No. 


56833 


Gene No. 


118869 


Start 


16711 


Name 


OJ000313 09.0418.C3.< 


Start 


16982 


GI 


4984 1.R1084 


Exons 


16982. .17239., 17965. 


GI Descrip. 


? 6091726/gb|AAF03438 




hypothetical protein 


Seq. No. 


56833 




118869 


Start 


16711 


Name 


OJ000313 09. 0418. C3-- 


Start 


17976 


GI 


6091726 


Exons 


17976. .18045, 18563. 


GI Descrip. 


(AC010797) hypotheti 


Seq. No. 


56833 


Gene No. 


118870 


Start 


24813 


Name 


OJ000313 09. 0418. C3. 


Start 


24813" 


GI 


none 


Exons 


24813. .25075, 25170. 




26610. .26664, 26760. 



■ gp 



End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score- 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1947 
.49 



OJ000313_09.0418.C2 
2079 

AAT/GAP . 

2079 

429 



OJ000313_09.0418.C3 
+ 

2718 
AAT/GAP 
2718 
4 54 



OJ000313_09.0418.C3 
+ 

19247 
GENSCAN 
18987 
.59 



OJ000313 
+ 

19247 
AAT/GAP 
19247 
1888 



09. 0418. C3 



.18045, 18563. 



.19247 
2.0e-12 



(AC010797) 



Seq. ID OJ000313_09.0418.C3 

Strand + 

End . 19247 

Method AAT/NAP 

End 18997 

Score 120 



Seq. ID OJ000313_09.0418.C3 

Strand + 

End 28108 

Method GENSCAN . . 

End 28108 

Score .88 



,26435, 
.27736, 



57267 



27990. .28108 



Seq. No. 56833 
Gene No. 118871 
Start 2571 

Name OJ000313JD9 . 0418 . C3 . ol . np 

Start 2068 
GI 7487793 

Exons 2068.. 2127, 2592.. 3462, 

GI Descrip. hypothetical protein T8F5 

gi | 3335341 | gb | AAC2714 3 . 1 | 

thaliana] 



5550. 
10 



Seq. ID 
Strand 
End' 
Method 
End 
Score 
.5724 



OJ000313 09. 0418. C3 



10555 
AAT/NAP 
6255 
924 
5931. .6255 



- Arabidopsis thaliana 



(AC004512) T8F5.10 [Arabidopsis 



Seq. No. 56833 

Gene No. 118871 

Start 2571 

Name OJ000313_09 . 0418 . C3 . o2 . gs 

Start ' 2571 

GI none . . 
Exons 



Seq. ID OJ000313_09.0418.C3 



Strand 
End - 
Method 
End 

Score;* 



10555 
GENSCAN 
10555 
.8 



2571. .3462, 5933. .6282, 8119. .8157, 10418. .10555 





Seq. No. 


56833 


Seq. ID 


OJ000313_ 


09. 0418. C3 




Gene No. 


118871 " : 


Strand 






Q 


Start 


2571 


End 


10555 






Name 


OJ000313 "09.0418.C3-.o2-.gp 


Method 


AAT/GAP , 






Start 


2818 


End 


3360 






GI 


18705 1.R1084 


Score 


1032 






Exons 


2818. .3360 










GI Descrip. 


'3335341 2.0e-38 (AC004512) 


T8F5 . 10 [Arabidopsis 


thaliana] 




Seq. No. 


56833 


Seq. ID 


OJ000313_ 


09. 0418. C3 




Gene No. 


118871 


Strand 








Start 


2571 


End 


10555 




3 


Name 


OJ000313 09.0418.C3,o3.gp 


Method 


AAT/GAP 






Start 


3390 


End 


6353 






GI 


uC-osflM202035dllbl 


Score 


8:96 






Exons 


3390.. 3462, 5933,. 6353 








r 


GI Descrip. 


'3335341 2.0e-18 (AC004512) 


T8F5 . 10 [Arabidopsis 


thaliana]- 


~ ^ 


Seq. No. . 


56833 


Seq. ID 


OJ000313_ 


09. 0418. C3 




Gene No. 


118872 


Strand 








Start 


11414 


End 


12870 






Name 


OJ000313 09.0418.C3.o3.gs 


Method 


GENSCAN 






Start 


11414 


.v End 


12870 






GI 


none 


Score-. . 


.7 






Exons 


11414. .11530, 1157 9. .117 69, 


12741. . 12€ 


S70 





OJ00 n 7" ,18.03 
22369 

TBLASTX: Maize 
2855 
177 

2580. .2771, 2592. .2771, 2686. .2847, 2811. .2855, 2814. .2855 



Seq. No. 56833 Seq. ID 

Gene No. 118873 Strand 

Start 20204 End 

Name OJ000313_09 . 0418 . C3 . o3 . tm Method 

Start 2580- End 

GI none Score 
Exons 



Seq. No. 
Gene No. 



56833 
118873 



Seq. ID OJ000313_09.0418.C3 
Strand 



57268 






Start 


20204 




End 


22369 






Name 


OJ000313 09. 


0418.C3.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


2595 




End 


2868 






GI 


none 




Score 


100 






Exons 


2595. .2663, 


2652.. 2780, 2686 


..2781, 2797. .2868, 


2805. .2867 




Seq. No. 


56833 




Seq. ID 


OJ000313 


_09.0418.C3 




Gene No. 


118873 




Strand 








Start 


20204 




End 


22369 


- 




Name 


OJ000313 09. 


0418.C3.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


2856 




End 


6259 






GI 


none 




Score 


52 






Exons 


2856. .2885, 


2857. .2907, 2878 


..2979, 2882.. 3310, 


2895. .3314 






2928. .3269, 


3296.. 3463, 3300 


..3464, 3305.. 3463, 


3313. .3486 






3330. .3467, 


5930.. 6259, 5931 


..6005, 5932.. 6258 






Seq. No. 


56833 




Seq. ID 


OJ000313 


_09.0418.C3 




Gene No . 


118873 




Strand 








Start 


20204 




End 


22369 






Name 


OJ000313 09. 


0418.C3.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


2928 




End 


3272 






GI 


none 




Score 


59 






Exons 


2928. .3050, 


2932.. 3051, 3066 


..3269, 3112.. 3270, 


3115. .3267 






3120. .3272 












Seq. No. 


56833 




Seq. ID 


OJ000313 


09. 0418. C3 


fit 


Gene No. 


118873 




Strand 








Start 


20204 




End 


22369 






Name 


OJ000313 09. 


0418.C3.ol.ts 


Method 


TBLASTX: 


Soybean 


. ^ 


Start 


2937 




End 


3137 






GI 


none 




Score 


110 




? : E 
: yi 


Exons 


2937. .3137, 


2937. . 3137 








5 


Seq. No. 


56833 




Seq. ID 


• OJ000313 


_09.0418.C3 




Gene No. 


118873 




Strand 








Start 


20204 




End 


22369 






Name 


OJ000313*O9. 


0418.C3.o2 ..tm- 


Method 


TBLASTX: 


Maize 




Start 


'18012 




End 


18996 




S3 


GI 


none 




Score 


65 




= - 


Exons 


18012. .18044, 18551. .18634, 


18561. .18632, 18561 


. .18644, 






18562. .18642 


, 18643. .18747, 


18653. .18772, 18653 


. .18745, 






18654 . .18749 


, 18794. .18838, 


18816. .18950, 18868 


. .18948, 






18901.. 18996 


, 18931. .18987 . 










Seq. No. 


56833 




Seq. ID 


OJ000313 


_09.0418.C3 




Gene No . 


118873 




Strand 








Start . 


20204 




End 


22369 






Name 


OJ000313 09. 


0418.C3.o5.gp 


Method 


AAT/GAP 






Start 


20087 




End 


22367 






GI 


none 




Score 


1167 






Exons 


. 20087.. 20400 


, 20831. .20907, 


21608. .21702, 22012 


. . 22099, 






22293. .22367 












Seq. No. 


56833 




Seq. ID 


OJ000313 


_09.041,8.C3 




Gene No. 


118873 




Strand 








Start 


20204 




End 


22369 






Name 


OJ000313 09. 


0418.C3.o5.gs 


Method 


GENSCAN 





57269 






Start 


20204 




End 


22369 




GI 


none 




Score 


.57 




Exons 


20204. .20320, 20727. .20907, 


21608. .217< 


35, 21866. .22099, 




_* 


-22293. .22369 










Seq. No. 


56834 




Seq. ID 


OJ000313_09.0418.C4 




Gene No. 


118874 




Strand 


+ 




Start 


176 




End 


1576 




Name 


OJ000313 09. 0418. C4 .ol.gs 




Method 


GENSCAN 




Start 


176 




End 


1576 




GI 


none 




Score 


.74 




Exons 


176. .360, 501. .654, 888. .967, 


1492. .1576 




Seq. No. 


56834 




Seq. ID 


OJ000313_09.0418.C4 




Gene No. 


118875 




Strand 


+ 




Start 


11756 




End 


16412 




Name 


OJ000313 09.0418. C4.o3.gs 




Method 


GENSCAN 




Start 


11756 




End 


14946 




GI 


none 




Score 


-.65 




Exons 


11756. .11943, 13218. . 13458, 


13565. .13954, 14 4 61. .14 94 6 




Seq. No. 


56834 




Seq. ID 


OJ000313JD9.0418.C4 




Gene No. 


118875 




Strand 


+ 




Start 


11756 




End 


16412 * :: 


yS 


Name 


OJ000313 09.0418.C4.o4.gp 




Method' " 


AAT/GAP 


r r? 


Start 


13176 




.End 


13756 


fi i t 


GI 


none 




Score 


922 




Exons 


13176. .13458, 13565. .13756 








: • i 


Seq. No. 


56834 




Seq. ID 


OJ000313_09.0418.C4 




Gene No. 


118875 




Strand 


+ 


ru 


Start 


11756 




End 


16412 




Name 


OJ000313 09.0418.C4.o2.np 




Method 


AAT/NAP 




Start 


14456 




End 


16412 


r .is 


GI 


7485154 




Score 


175 




Exons 


14 4 56. . 14 94 0, 15417. ,15552, 


16227.. 16412 


sis 


G.I Descrip. 


hypothetical protein - Arabidopsis thaliana - 


^ is? 




gi | 224 4 955 1 emb | CAB1037 6 . 1 1 


(Z97340) regulatory protein- 


r 




[Arabidopsis thaliana] gi | 7268345 | emb | CAB78639 . 1 | (AL16154; 


i* ~E 




regulatory protein [Arabidopsis thaliana] 




Seq. No. 


56834 




Seq. ID 


OJ000313_09.0418.C4 




Gene No. 


118876 • 




Strand - 






Start. 


3470 




End 


14961 




Name 


OJ000313 09.0418.C4.ol.tm 




Method 


TBLASTX: Maize 




Start 


27 




End 


579 




GI 


none 




Score 


190 




Exons 


27. .149, 28. .147, 28. .150, 


29. 


..148, 229. .360, 230. .337, 






231. .365, 232. .375, 475. .579, 


499. .579 






Seq. No. 


56834 




Seq. ID 


OJ000313_09.0418.C4 




Gene No. 


118876 




Strand 






Start 


3470 




End 


14961 




Name 


OJ000'313 09.0418.C4.o3.tw 




Method 


TBLASTX: Wheat 




Start 


3178 




End 


3607 




GI 


none 




Score 


57 




Exons 


3178.. 3264, 3231.. 3263, 3258., 


.3377, 3262.. 3330, 3263.. 3379, 



57270 



3415. .3528, 3417. .3488, 3502. .3576, 3507. .3578, 3509. .3607, 
3510. .3578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



56834 

118876 

3470 

OJ000313_09. 

3189 

none 

3189. .3224, 
3470. .3583, 



0418.C4.o4.tm 



3261. 
3527. 
3767. 
4914. 
5152. 
5478. 
6407. 



.3311, 3423. 

.3643, 3558. 

.3895, 3780. 

.5009, 4914. 

.5268, 5276. 

.5528, 5614. 

.6484, 6409. 



3647. .3685, 
3997. .4047, 
5151. .5258, 
5474. .5527, 
5617. .5697, 

56834 
118876 
3470 

OJ000313_09.0418.C4.o2.gs 
3470 
none 
3470. 
5669. 
8053. 
9314. 



Seq. ID OJ000313_09.0418.C4 
Strand 

End 14961 
Method TBLASTX : Maize 
End 64 8 5 

Score 155 

.3578, 3426. .3575, 3446. .3583, 
.3644, 3578..3646, 3611. .3688, 
.3866, 3781. .3882, 3994. .4068, 
.5072, 4915. .5070, 5150. .5263, 
.5308, 5287. .5313, 5473. .5526, 
.5697, 5616. .5660, 5616. .5711, 
.6483, 6417. .6485 



Seq. ID OJ000313_09.0418.C4 
Strand 

End 14961 
Method GENSCAN 
End - 10926 
Score .58 

3685, 3781. .3880, 3995. .4047, 4917. .5063, 5150. .5307, 
5720, 6381.. 6488., 6781.. 6918, fl20..7212, 7308.. 7603/ 
8101, 8290. .8403, 8496. .8555, 9000. .9101, 9201. .9229, 
9596, 10540.. 10926 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



56834 Seq. ID 

118876 Strand 

3470 End 

OJ000313_09.0418.C4 .ol.np Method 

3506 End 

7430320 Score 

3506. .3685, 3781. .3880, 3995. .4047, 



OJ000313 09. 0418. C4 



14961 
AAT/NAP 
14659 
2015 
4917. .5063, 



5150. .5307, 
7308. .7400, 
8640. .8708, 
10905, 14612. .14659 



5582. .5726, 6381. .6488, 6781. .6918, 7120. .7212, 
7494. .7603, ■ 8053. .8101., 8290. .8403, -84 96 .. 8555,. 
9000. .9101, 9201. .9229, 9314 .. 9596, ■ 10540 . 
dynamin-like protein ADL2 - Arabidopsis thaliana 
gi|3549667|emb|CAA20578.1| (AL031394) Arabidopsis dynamin-like 
protein ADL2 [Arabidopsis thaliana] gi I 7270313 | emb | CAB80082 . 1 1 
(AL161583) Arabidopsis dynamin-like protein ADL2 [Arabidopsis 
. thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip'. 



56834 Seq. ID 

118876 Strand 

3470 End 

OJ000313_09.0418.C4 .ol.gp Method 

3590 End 

15720 1.R1084 Score 



OJ000313_09.0418.C4 

14961 
AAT/GAP 
5340 
1012 



3590. .3685, 3781. .3880, 3995. .4047, 4917. .5063, 5150. .5340 
, 3549667/emb|CAA20578.1| 4..0e-52 (AL031394) Arabidopsis 
dynamin-M-ke protein ADL2 [Arabidopsis thaliana] ' 



Seq. No. 
Gene No." 
Start 



56834 

118876 

3470 



Seq. ID 

Strand 

End 



OJ000313 09. 0418. C4 



14961 



57271 




Name 


OJ000313 09. 


0418 


.C4.ol. 


tc 


Method TBLASTX: 


Cress 


Start 


3635 










End 10857 




GI 


none 










Score 76 




Exons 


3635. . 


3688, 


3781 


. .3882, 


3788 


. . 3901, 3994 . .4068, 


3995. .4054, 




4914 . . 


5120, 


4915 


. .5064, 


6417 


..6494, 6833. .6922, 


6841. .6918, 




7115. . 


7213, 


7117 


. .7221, 


7284 


. .7403, 7306. . 7365, 


7485 . .7613, 




7486. . 


7605, 


8054 


. .8104, 


8284 


. .8406, 8285. .8407, 


8487 . .8552, 




8500. . 


8547, 


8637 


. .8744, 


9000 


. . 9113, 9010. . 9120, 


9198 . . 9230, 




9202.. 


9234, 


9207 


. .9248, 


9312 


. . 9602, 9312 . . 9608, 


9313. . 9603, 




10540. 


•10857 


10586. .10729, 


10606. . 10830, 10775 


. . 10855 


Seq. No. 


56834 










Seq. ID OJ000313 


_09.0418.C4 


Gene No. 


118876 








Strand 




Start 


3470 










End 14961 




Name 


OJ000313 09. 


0418 


.C4.o4. 


ts 


Method TBLASTX: 


Soybean 


Start 


3829 










End 5245 




GI 


none 










Score 144 




Exons 


3829. . 


3882, 


3994 


. . 4050, 


4 914 


. . 5072, 4915 . . 5070, 


5150. . 5245 


Seq. No. 


56834 










Seq. ID OJ000313 


__09. 0418 .C4 


Gene No. 


118876 










Strand 




Start 


3470 










End 14961 




Name 


OJ000313 09. 


0418 


.C4.o3. 


ts 


Method TBLASTX: 


Soybean 


Start 


6417 










End 8523 




GI 


none 










Score 4 3 


- 


Exons 


6417. . 


6500, 


6778 


. .6807, 


6778 


. . 6918, 6818 . . 6922, 


7115. .7213/ 




7117. . 


7221, 


7284 


. .7403, 


7306 


. .7365, 7332. .7403, 


7472. .7600, 




7485. . 


7613, 


7486 


. .7605, 


7494 


. .7613, 8054. .8104, 


8284 . . 8.406, 




8285. . 


8404, 


8493 


. .8522, 


8500 


..8523 




Seq. No. 


56834 










Seq. ID OJ000313 


_09 . 04 18 . C4 


Gene No. 


118876 








Strand 




Start 


3470 










End 14961 




Name 


OJ000313 09. 


0418 


.C4.o2. 


gp 


Method AAT/GAP 




Start 


6456 










. End 7344 






uC-osroM202014allbl 




Score 498 




Exons 


6456. . 


6488, 


6781 


. .6918, 


7120 


-..7212, 7308.. 734,4 





GI- Descrip. ■ 354 9667/emb | CAA20578 . 1 i 7.0e-38. (AL031394) Arabidopsis 
dynamin-like protein ADL2 [Arabidop.sis thaliana] 1 



Seq. No. 56834 
Gene No. 118876 . 

Start 3470 

Name OJ000313_09 . 04 18 . C4 . o3 . tm 

Start 6777 
GI none 

Exons 6777.. 6926, 6781.. 6918, 6818. 

7115. .7213, 7117. .7221, 7284. 
7311. .7403, 7472. .7603, 7485. 
8040. .8102, 8054. .8104, 8284. 
8487. .8555, 8497. .8556, 8640. 



Seq. ID OJ000313_09.0418.C4 
Strand 

End. 14961 ,- 

Method TBLASTX : Maize 

End 9047 ■ 

Score 137 
.6931, 7057.. 7206, 7071.. 7220, 
.7403, 7306. .7365, 7309. .7407, 
.7613, 7486. .7605, 8040. .8102, 
.8406, 8285. .8404, 8305. .8406, 
.8711, 8640. .8744, 8988. .9047 



Seq. No. 56834 . Seq. ID 

Gene No. 118876 Strand 

Start 3470' End . 

Name OJ000313_09 . 0418 . C4 . ol . tw Method 

Start 7115 End 



OJ000313_09.0418.C4 
14961 

TBLASTX: Wheat 
8099 



57272 




GI none Score 93 

Exons 7115. .7213, 7115. .7213, 7117. .7221, 7305. .7403, 7306. .7365, 

7344. .7403, 7485. .7568, 7486. .7578, 7572. .7613, 7576. .7605, 

8040.. 8099, 8054. 18098 



Seq. No. 


56834 


Seq. ID 


OJ000313_09.0418.C4 


Gene No. 


118876 


Strand 




Start 


3470 


End 


14961 


Name 


OJ000313 09.0418.C4.o3.gp 


Method 


AAT/GAP 


Start 


7550 


End 


9098 


GI 


uC-osflcyp064d05bl 


Score 


778 


Exons 


7550. .7603, 8053. .8101, 8290. 


.8403, 8496. .8555, 8640. .8708 




9000. . 9098 






GI Descrip. 


'354 9667/emb|CAA20578 .1 1 9.0e- 


-53 (AL031394) Arabidopsis 




dynamin-like protein ADL2 [Arabidopsis 


thaliana] 1 


Seq. No. 


56834 


Seq. ID 


OJ000313_09.0418.C4 


Gene No. 


118876 y . 


Strand 




Start 


3470 " ■ - 


End 


14961 


Name 


OJ000313 09.0418.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


9000 


End 


9582 


GI 


none . 


Score 


126 


Exons 


9000. .9113, 9004. .9105, 9198. 


.9230, 9312.. 9581, 9313.. 9582 


Seq. No. 


56834 


Seq. ID- 


Oj000313_09.0418.C4 


Gene No. 


118876 


Strand 




Start 


3470 


End 


14961 


Name 


OJ000313 09.0418.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


9057 


End 


9515 


GI 


none 


Score 


71 


Exons 


9057.. 9113, 9057.. 9113, 9058. 


.9120, 9201. .9236, 9202. .9261 




9202.. 9228, 9307.. 9510, 9312. 


.9515, 9313. .9510, 9359. .9511 


Seq. No. 


56834 


Seq. ID 


OJ000313_09.0418.C4 


Gene No. 


118876 


Strand 




Start 


3470 


End 


14961- 


Name 


OJ000313 09.0418.C4 .o2.ts.. 


Method 


TBLASTX : Soybean 


Start 


10540 


End 


10857 '-, ■ • 


GI 


none 


Score 


173 


Exons 


10540. .10857, 10583.. 10855 






Seq. No. 


56834 


Seq. ID 


OJ000313_09.0418.C4 


Gene No. 


118876 


Strand 




Start 


3470 . 


End 


14961 


Name 


OJ000313 09.0418.C4 ,o2.tw 


Method 


TBLASTX: Wheat 


Start 


13631 


End 


13822 


GI 


none 


Score 


216 


Exons 


13631. . 13822, 13651.. 13821 






Seq. No. 


56834 


Seq. ID 


OJ000313__09.0418.C4 


Gene No. 


118876 


Strand 




Start 


3470 


End 


14961 


Name 


OJ000313 09. 0418. C4 .06. tm 


Method 


TBLASTX: Maize 


Start 


13744 


End 


14529 


GI 


none * 


Score 


212 


Exons 


13744. .13956, 13748 .. 13954 , 13858 .. 1395 6, 13914 .. 13985, 




14461. .14529 







57273 



Seq. No. 


56834 




Seq. ID 


OJ000313 


_09.0418, 


,C4 


Gene No. 


118876 




Strand 








Start 


3470 




■rtv .... 


14961 






Name 


OJ000313_09. 0418 .C4 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


14530 




End 


14886 






GI 


none 




Score 


164 






Exons 


14530. . 14700, 14715 


. . 14816, 


14716. .14877, 14716 


. . 14886 




Seq. No. 


56834 




Seq. ID 


OJ000313 


_09.0418. 


,C4 


Gene No. 


118876 




Strand 








Start 


3470 




End 


14961 






Name 


OJ000313__09. 0418 ,C4 


o5. ts 


Method 


TBLASTX: 


Soybean 




Start 


14719 




End 


14961' 






GI 


none 




Score 


191 






Exons 


14719. . 14961, 14724 


. . 14816 










Seq. No. 


56835 




Seq. ID 


OJ000313 


JD9.0418. 


C5 


Gene No. 


118877 




Strand 


+ 






Start 


.4 631 




End 


10465 






Name 


OJ000313 09. 0418. C5 


.o2 . gs 


Method 


GENSCAN 






Start 


4631 




End 


10465 






GI 


none 




Score 


.5 






Exons 


4631. .4846, 6171. .6533, 6794 


..7256, 74! 


37. .7504, 


8824. .8999, 




9988. .10263, 10265. 


.10465 










Seq. No. 


56835 




Seq; ID 


OJ000313 


_09.0418. 


C5 


Gene No. 


118878 




Strand 


+ 






Start 


11617 




End 


13163 






Name 


OJ000313 09. 0418. C5 


. o3 . gs 


Method 


GENSCAN 






Start 


11617 




End 


13163 






GI 


none 




Score 


.43 






Exons 


11617. .11739, 13053 


. .13163 










Seq. No. 


56835 




Seq. ID 


OJ000313 


J)9.0418. 


C5 


Gene No. 


118879 




Strand 


+ 






Start 


14887 




End •'■ 


20050 , 






Name 


OJ000313 09. 0418. C5 


. o4 . gs 


Method 


GENSCAN 






Start 


14887 




End 


16927 






GI 


none 




Score 


.95 






Exons 


14887. .15096, 15574 


. .15936, 


16412. .16927 






Seq. No. 


•56835 




Seq.. ID.. 


OJ000313 


_09.0418. 


C5 


Gene No. 


118879 




Strand 


.+ • 






Start 


14887 




End 


20050 






Name 


GJ000313 09. 0418. C5 


. o2 . np 


Method 


AAT/NAP 






Start 


14977 




End 


19977 






GI 


7527728 




Score 


562 






Exons 


14977. .15206, 15577 


. .15936, 


16412. .16888, 19900 


. . 19977 




GI Descrip. 


(AC010657) T5E21.9 


[Arabidopsis thaliana] 






Seq. No. 


56835 




Seq. ID 


OJ000313 


_09.0418. 


C5 


Gene No. 


118879 




Strand 








Start 


14887 




End 


20050 






Name 


OJ000313 09. 0418. C5 


. o5 . gs 


Method 


GENSCAN 






Start 


18734 




End 


20050 






GI 


none 




Score 


.94 







57274 



Exons 



18734. .18961, 19051 19398, 19475,. 20050 



Seq. No. . 56835 

Gene No. 118880 ■ 

Start 2331-6' 

Name OJ000313_09 . 041S'. C5 . 06 . gs 

Start 23316 

GI - none 
Exons 



Seq.- ID OJ000313_09.0418.C5 

Strand + 

End •' 28457 

Method GENSCAN 

End 27979 

Score . 67 



23316. .23355, 23452 .. 23551, 24526 .. 24 84 5 , 25931 .. 2 60 69, 
26301. .26475, 26617 .. 26703, 26819 .. 2 6887 , 27012 .. 27108 , 
27384 . .27466, 27747 .. 27854 , 27974. .27979 



Seq. No. 56835 
Gene No. ■ • 118880 
Start 23316 

Name OJ000313_09 . 0418 . C5 . o3 . np 

Start 24620 
GI 6382536 

Exons 24620. .24937, 25394 .. 254 67 , 

26617. .26703, 26819 .. 268 91, 
27747. .27846, 28038 .. 28167, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25818 

26994 



OJ000313_09.0418. 
+ 



C5 



28457 
AAT/NAP 
28457 
997 

26069, 26307, 
27108, 27384. 



28295. .28457 



.26475, 
.27466, 



GI Descrip. (AC011020) putative glucosidase I [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 7 

GI Descrip. 



56835 
118881 
1 

OJ000313_09.0418.C5.ol.np 
1 

6983857 

1..235, 267. .727, 898. .1459, 1523. .1652 
(AP001168) hypothetical protein [Oryza sativa] 



Seq. ; ID 

Strand 

End 

Method 

End 

Score 



OJ000313 09. 0418. C5 



1652 
AAT/NAP 
1652 
-•1321 



56835 Seq. ID OJ000313_09 . 04 18 . C5 

118882 Strand 

1735 End 1908 

OJ000313_09.0418.C5.ol.gp Method AAT/GAP * 

1735 ""• . End . .1908.' 

5667165 Score 284 

1735. .1908 

5670155/gb|AF161269.1 IAF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56835 ' - . - Seq. ID 

118 883 Strand 

6171 End • 

OJ000313_09 . 0418 .C5.ol.tw Method 

6171 End 

none Score 



OJ000313_09.0418.C5 
20058 

TBLASTX: Wheat 

19293 

125 



6171. .6311, 6188. .6310, 6375. .6404, 9954. .10202, 9991. .10218, 
15577. .15804, 15579 .. 15788, 19077 .. 19292, 1908 1 .. 1 9293, 
19177. .19293 



Seq. No. 56835 Seq. ID 

Gene No. 118883 Strand 

Start ■ 6171 .' End 

Name OJ000313_09 . 0418 . C5 . o3 . tm Method 

Start 6180 End 



OJ000313_09.0418.C5 
20058 

TBLASTX: Maize 
19250 



57275 



GI 

Exons 



none Score 121 

6180. .6317, 6209. .6313, 9987. .10127, 10000 10134 , 15573 .. 15713, 
15586. .15720, 18728 18814 , 18739 188 64 , 18754 .. 18822,, 
19051. .19248, 19077. .19250 



Seq. No. 56835 

Gene No. 118883 

Start 6171 

Name OJ000313_09 . 04 18 . C5 . ol . ts 

Start 6186 

GI none 
Exons 



Seq. ID OJ000313_09.0418.C5 
Strand 

End 20058 

Method TBLASTX : Soybean 

End 19269 

Score 104 



6186. .6314, 6209. .6310, 10003. . 10128, 10038 .. 10127, 
15589. .15780, 15612 .. 15719, 19077 .. 19265, 19084. .19269 



rli 



r=4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56835 

118883 

6171 

OJ000313_09.0418 .C5.o5.tm 

6363 

none 



Seq. ID OJ000313_09.0418.C5 
Strand 

End 20058 

Method TBLASTX : Maize 

End 19431 

Score 200 



6363. .6533, 6374. .6535, 6386. .6535, 10177 10227 , 15768 .. 15938 , 
15769. .15936, 19252 .. 1 9299, 19285.. 19431 



56835 

118883 

6171 

OJ000313_09.0418.C5.ol.tc 

6393 

none 



Seq. ID OJ000313_09.0418.C5 
Strand 

End ' 20058 

Method TBLASTX: Cress 

End 19768 

Score 114 

6393. .6533, 6781. .6951, 6803. .7021, 157 96 .. 15936, 16412 .. 16630, 
19315. .194 31, 1954 4. .19768 



56835 
118883 
6171 

OJ000313_09.0418 .C5.ol .tm 
6788 
none 

6788. .6943, 6803. .7039, 16411 .. 16632, 16412 .. 16651, 
16580. .16651, 19541. .19783, 19555. .19779 



Seq. ID OJ000313_09.0418.C5 
Strand 

End 20058 

Method TBLASTX: Maize 

End 19783 

Score 188 



56835 

118883 

6171 

OJ000313_09.0418 .C5.o2.ts 

7040 

none 



Seq. ID OJ000313_09.0418.C5 
Strand 

End ' 20058 

Method TBLASTX : Soybean 

End 20023 

Score 65 



7040. .7099, 7112. .7216, 10228 .. 10368 , 10229 .. 10378 , 
16655. .16885, 16690 .. 16821, 19823 .. 20023, 19825. .19995 



Seq. No. 56835 

Gene No. 118883 

Start 6171 

Name OJ000313_09 . 04 18 . C5 . o2 . tm 

Start 7043 

GI none 
Exons 



Seq. ID OJ000313_09.0418.C5 
Strand 

End 20058 

Method TBLASTX : Mai ze 

End 20058 

Score 83 



7043. .7111, 7112. .7210, 10229 .. 10378 , 10291 104 04 , 



57276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16664. .16876, 16705 .. 16857, 19823 .. 20050, 19823 .. 19912, 
19825. .20058 



'56835 

118884 ;.. 

27422 

OJ000313_09.0418.C5.o4.tm 
27422 



none 
27422. 
28024. 
28296. 



27469, 27744. .27854, 
28152, 28039. .28167, 
28391 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 09. 0418. C5 



28391 

TBLASTX: Maize 
28391 
74 

27755. .27859, 27755 .. 27853, 
28046. .28168, 28295 .. 28390, 



Seq. No.- 56835 

Gene No. 118884 

Start 27422 

Name OJ000313_09 . 04 18 . C5 . o2 . tw 

Start 27740 

GI none 

Exons '27740. 

• 28024 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000313 09. 0418. C5 



.27850/ 27744. .27854, 
.28152, 28039. .28167, 
28047. .28169, 28295 .. 28390, 



28391 

TBLASTX: Wheat 
28391 
150 • 

27744. .27851, 27755 27859, 
28046. .28168, 28046 28168, 
28296. .28391 



Seq. No. 56836 Seq. ID 

Gene No. 118885. . Strand 

Start 1126 .• End 

Name OJ0004 03_02 . 0421 . C2 . o2 . gs Method 

Start 1126 End 

GI none Score 

Exons 1126.. 1325, 1659.. 1748 



OJ000403_02.0421.C2 

+ « 

1748 

. GENSCAN 
1748 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



56837 

118886 

1 

OJ000403_02 
1 

7486337 
1..24, 403. 



.0421.C3.Ql.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

602,-' 1057.. 1354, 3047.. 3127 
hypothetical protein F28P10.190 - Arabidopsis thaliana 
gi|4678310|emb|CAB41101.1| (AL049655) putative protein 
[Arabidopsis thaliana] 



OJ000403_02.0421.C3 
+ 

3127 
AAT/NAP 
3127 
148 . 



56837 Seq. ID 

118886 Strand 
1 End . 

0 JO 0040 3 JD 2 . 0 4 2 1 . C3 . o2 . np Method 
1331 End 
4325354 Score 
1331. .1505 

(AF128395) contains similarity to retrovirus-related 
polyproteins and to CCHC zinc finger protein (Pfam: PF00098 
Score=16.3, E=0.051, E= 1) [Arabidopsis thaliana] 



OJ000403_02.0421.C3 
+ 

3127 
AAT/NAP 
1505 
55 



56837 Seq. ID 

118886 Strand 

1 End 

OJ000403 02.0421.C3.o3.np Method 



OJ000403_02.0421.C3 
+ 

3127 
AAT/NAP 



57277 






Start 


1510 


End 


3127 








GI 


6498436 


Score 


244 








Exons 


1510. .1704, 1753. .2185, 2361 


..2535, 2583. .2786, 


3088. .3127 




GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 








Q&n No 


56838 


Seq. ID 


OJ000403_ 


_02.0421 


.C4 




Gene No. 


118887 


Strand 


- 








Start 


989 


End 


1536 








Name 


OJ000403 02.0421.C4.o2.gs 


Method 


GENSCAN 








Start 


989 


End 


1536 








GI 


none 


Score 


. 78 








Exons 


989 1110 1386 1536 

z> \j y * ■ x x x u , i. j u u . . x <*j «j vj 












Sea No 


56839 


Seq. ID 


OJ000403_ 


_02.0421 


.C5 




Gene No. 


118888 


Strand 


+ 








Start 


9131 


End 


9476 








Name 


OJ000403 02.0421.C5.o2.gs 


Method 


GENSCAN 








Start 


9131 


End 


9476 








■ GI 


none 


Score 


.74 








Exons 


9131 9402 9407 9476 












Qprr No 

ktJ \_J • LX V— ' • 


56839 


Seq. ID 


OJ000403_ 


_02.0421 


.C5 




Gene No. 


118889 


Strand 


+ 






iax? 


Start 


12938 


End 


15114 






\'4 


Name 1 


OJ000403 02.0421.C5.o5.gs 


Method t 


GENSCAN 






in 


■ Start 


12938 


End 


15114 






rjl 


GI 


none 


Score 


.6 






« 

L-J 


Exons 


12938 13080 13556 13615 


13632. .13787, .14907, 


. . 15114 




S . 7 

VsJ 


Sea No 


56839 

*J \J O J z> 


Seq. ID 


OJ000403_ 


_02.0421 


.C5 




Gene No. 


118890 


Strand 








a: i 
t : : 


Start 


11691 


End 


12262 






: ~f 


Name 


OJ000403 02.0421.C5.o4.gs 


Method 


GENSCAN 








Start 


11691 


End 


12262 








GI 


none 


Score 


.78 








Exons 


11691 11788 12172 12262 














56839 


Seq. ID 


OJ000403_ 


_02.0421 


.C5 




Gene No. 


118891 


Strand 










Start 


15785 


End 


15902 






^==? 


Name 


VUUUU4UJ U^..U*i£.X.^J.(JX.t_.Ul 


Method 


TBLASTX: Maize 






Start 


6587 


End 


7029 








GI 


none 


Score 


111 








Exons 


6587. .6709, 6753.. 6854, 6937 


. .7029 










Seq. No. 


56839 


Seq. ID' 


OJ000403_ 


02.0421 


.C5 




Gene No. 


118891 


Strand 










Start 


15785 


End 


15902 








Name 


OJ000403 02.0421.C5.ol.np 


Method 


AAT/NAP 








Start 


15785 


End 


15902 








GI 


7339719 


Score 


25 








Exons 


15785. .15902 











GI Descrip. (AP001539) hypothetical protein [Oryza sativa] 

Seq. No. 56840 Seq. ID .OJ000403_02 . 0421 . C6 

Gene No. 118892 Strand + 

Start 117 End 2978 



57278 






Name 


OJ000403 02.0421.C6.ol.gs Method 


GEN SCAN 




Start 


117 End 


2978 




GI 


none Score 


.66 




Exons 


117. .197, 576. .845, 1 122 1709, ' 1718 . . 


1749, 1782. .1914, 






2288. .2483, 2712. .2978 






Seq. No. 


56841 Seq. ID 


OJ000403_02.0421.C7 




n o "pi o Mo 


1 1 RRcn Strand 






Start 


1 : End 


240 




Name 


OJ000403 02.0421.C7.ol.np Method 


AAT/NAP 




Start 


1 End 


240 




GI 


6686886 Score 


58 




Exons 


1. .240 






GI Descrip. 


(AJ270303) putative beta-galactosidase 


[Arabidopsis thalian< 




Seq. No. 


56842 Seq. ID 


OJ000403_02.0421.C8 




Gene, No. 


118894 Strand 


+ 






9df>? FnH 

<L 1 U C. J— i J- W-*- 


4802 




Name 


OJ000403 02.0421.C8.o2.np Method 


AAT/NAP 




Start 


24 62 End 


4802 




GI 


4335748 Score 


122 




Exons 


2462. .2543, 2652. .2791, 4753. .4802 






GI Descrip. 


(AC006284) putative integral membrane 


protein [Arabidopsis 






thaliana] 






Cd/~r NT ^ 
Octj. IN U . 


JOOft OC^t 1U 


OJ000403 02 0421 C8 


r Li 


Gene No. 


118895 Strand 




r ~h 


Start 


196 End 


5196 


="~a 


Name 


OJ000403 02.0421.C8.ol.gs Method 


GENS CAN 




Start 


196 End 


5196 


W 


GI 


none Score 


.52 




Exons 


196. .233, 301. .572, 1941. .2055, 5168.. 


5196 




Seq. No. 


56842 Seq. ID 


OJ000403_02.0421.C8 






118895 " Strand 






Start 


196 End 


5196 


"r'f 


Name' 


OJ000403 0-2. 0421. C8.ol.np Method 


AAT/NAP . 


v3 


' Start 


563 End 


1148 - 




GI 


4680199 Score 


110 


?i 


Exons 


563. .656, 918. .1148 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


56843 Seq. ID 


OJ000403_02.0421.C9 






118896 Strand 


+ 




Start 


1963 End 


7516 . . 




Name 


OJ000403 02.0421.C9.o2.gs Method 


GENSCAN 




Start 


1963 End 


7468 




GI 


none Score 


. 63 




Exons 


1963. .1990, 3770. .4183, 4970. .5128, 5133. .5292, 5392. .5523, 






5836. .5948, 5987. .6074, 6201. .6329, 6411. .6633, 6775. .7468 




Seq. No. 


56843 Seq. ID 


OJ000403_02.0421.C9 




Gene No. 


118896 Strand 


+ 




Start 


1963 End • 


7516 




Name 


OJ000403 02.0421.C9.o3.gp Method 


AAT/GAP 




Start 


5003 End 


5835 




GI 


95583 1.R1084 Score 


1366 



57279 



Exons 5003.. 5292, 5392.. 5835 

GI Descrip. ' 34 3696/gb | K01229 | WHTMTRR18 0.0e+00 Wheat mitochondrial small 
subunit (18S) rRNA gene (complete) 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56843 . Seq. ID 

118896 Strand 

1963 End 

OJ0004 03_02.0421;C9.ol.np Method 

5236 End 

7485859 Score 



OJ000403_02.0421.C9 
+ 

7516 
AAT/NAP 
7516 
342 



5236. .5292, 6459. .6648, 6766. .7516 

hypothetical protein F20D10.300 - Arabidopsis thaliana 
gi| 4467124 | emb | CAB37558 . 1 | (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi I 7270802 | emb | CAB80483 . 1 1 (AL161593) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


56843 








Seq. ID 


OJ000403_02.0421.C9 


Gene No. 


118897 








Strand 




Start 


1065 








End 


-1457 


Name 


OJ000403 02 


.0421. 


C9.ol. 


gs 


Method 


GENSCAN 


Start 


1065 








End 


1457 


GI 


none 








Score 


1 


Exons 


1065. .1457 












Seq. No. 


56843 








Seq. ID 


OJ000403_02.0421.C9 


Gene No . 


118898 








Strand- 




Start 


3587 








End 


4155 


Name 


OJ000403 02 


.0421. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1049 








End 


3854 


GI 


none 








Score 


127 


Exons 


1049. .1201, 


1065. 


.1214, 


1068. 


.1202, 1087. .1251, 1198. .1266 




1290. .1451, 


1305. 


.1454, 


1327. 


.1461, 3762. .3824, 3764. .3826 




3767. .3844, 


3768. 


.3854 









Seq. No. 56843 

Gene No. 118898 

Start . • 3.587 

Name OJ00040*3_02 . 0421 . C9 . o3 . ts 

Start 1107 

GI none 

Exons 1107.. 1202, 1110.. 1202, 1269. 
1359. .1451 



Seq. ID OJ000403J32.0421.C9 
Strand 

End ■ 4155 , 

Method TBLASTX: Soybean - 

End 1452 

Score 82 

.1355, 1320. .1349, 1354. .1452, 



Seq. No. 56843 Seq. ID 

Gene No. 118898 . Strand 

Start 3587 End 

Name 0 JO 004 0 3_0 2.0421.C9.ol.tm Me t hod 

Start 1685 End 

GI none Score 

Exons 1685.. 2056, 1686.. 2060 



OJ000403_02.0421.C9 
4155 

TBLASTX: Maize 

2060 

436 



Seq. No. 56843 Seq. ID 

Gene No. 118898 . Strand 

Start 3587 End 

Name OJ0004 03_02 . 0421 . C9 . ol . ts Method 

Start 1688 End 

GI none Score 



OJ000403_02.0421.C9 
4155 

TBLASTX : Soybean 

2058 

277 



57280' 




Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1688. .2053, 1720. .2058, 1725. .2054, 1867. .2058 

56843 Seq. ID OJ000403_02 . 0421 . C9 

118898 Strand 

3587 End 4155 

OJ000403_02.0421.C9.ol.gp Method AAT/GAP 

3587 End 4155 

2280558 Score 781 

3587. .3901, 4018. .4155 



Seq. No. 


56843 




Seq. ID 


OJ000403_02. 0421 


.C9 


Gene No. 


118899 




Strand 






Start 


7135 




End 


7467 




Name 


OJ000403 02.0421.C9.ol.tc 




Method 


TBLASTX: Cress 




Start 


7135 




End 


7467 




GI 


none 




Score 


243 






7135.. 74 67, 7213.. 74 67 










Seq. No. 


56843 




Seq.. ID 


OJ000'403_02. 0421 


.C9 


Gene No. 


118899 




Strand 






Start 


7135 




End 


7467 




Name 


OJ000403 02.0421.C9.o3.tm 




Method 


TBLASTX: Maize 




Star£ 


7162 




End 


7467 




GI 


none 




Score 


250 




Exons 


7162. .7467, 7267. .7446 










Seq. No. -5? 


56843 




' Seq. ID 


OJ000403JD2.0421 


.C9 


Gene No . 


118899 




Strand 






Start 


7135 




End 


7467 




Name 


' OJ000403 02.0421.C9.o2.ts 




Method 


TBLASTX: Soybean 




Start 


7165 




End 


7467 




GI 


none 




Score 


246 




Exons 


7165. .7467 










Seq. No. 


56844 




Seq. ID 


OJ000403_02.0421 


.C10 


Gene. No. 


118900 




Strand 


+ 




Start 


1- • 




End . . 


. 6633- 




Name 


OJ000403 02-.0421.C10.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


2739 




GI 


7489737 




Score 


518 




Exons 


1. .108, 1137. .1975, 2014. . 


2536, 2612.. 


2739 




GI Descrip. 


gag protein homolog - maize 


retrotransposon Opie-2 






gi | 3.64 58 98 | gb | AAC4 9501 , 1 1 


(U68408) in- 


frame stop codon; 


pos, 




a post-transposition mutation [Zea mays] 




Seq. No. 


56844 




Seq. ID 


OJ000403_02.0421 


.C10 


Gene No. 


118900 




Strand 


+ 




Start 


1 




End 


6633 




Name 


OJ000403 02.0421.C10.o2.np 




Method 


AAT/NAP 




Start 


1 




End 


4294 




GI 


4416301 




Score 


443 




Exons 


1..108, 1137. .2570, 4273.. 


4294 






GI Descrip. 


(AF105716) gag protein [Zea 


mays] 






Seq. No. 


56844 




Seq. ID 


OJ000403_02.0421 


.C10 


Gene No. 


118900 




Strand 


+ 




Start 


1 




End 


6633 





57281 



• 



Name 

Start 

GI 

Exons 



OJ000403_02.0421. 

1256 

none 

1256. .1705 ^ . 



C10.ol.gs 



Method 

End 

Score 



GEN SCAN 

1705 

.65 



Seq. No. 5684'4 

Gene No. 118900 

Start 1 

Name OJ000403_02 . 0421 , 

Start 1286 

GI none 

Exons 1286.. 1690, 1325, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56844 ■ 
118900 
1 

OJ000403_02.0421. 

1999 

none 

1999.. 2908, 3029. 
4840. .5043, 5164. 

56844 

118900 

1 

OJ000403_02.0421, 

3211 

none 

3211. .3264, 3214. 
3280. .3486 



Seq. ID OJ000403_02. 0421. C10 

" Strand +' 

• End 6633 

C10.o7.tm Method TBLASTX : Maize 

End 1690 

Score 251 

.1576 

Seq. ID OJ000403_02. 0421. C10 

Strand + 

End 6633 

C10.o2.gs Method GENSCAN 

End 6633 

Score . 65 
.3243, 3316. .3459, 3566. .4114, 4241.. 4765, 
.5961, 6142. .6633 

Seq. ID OJ000403_02.;0421.C10 

Strand + 

End ■ 6633 

C10.o8.tm ' Method TBLASTX : Maize 

End 3498 

Score 7 9 
.3264, 3216. .3278, 3270. .3395, 3274. .3498, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

.61 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56844 

118900 

1 

OJ000403_02.0421. 
3370 

4416302 ',. ' 

3370. .4774, 4840. 

(AF105716) copia- 

56844 

118900 

1 

OJ000403_02.0421. 

3560- 

none 

3560.. 3679, 3677, 



Seq. No. 56844 

Gene No. 118900 

Start 1 

Name OJ000403_02 . 0421 . 

Start 3719 

GI . none 

Exons 3719.. 3967, 3721. 

4007. .4150, 4223. 



Seq. ID OJ000403_02. 0421. C10 

Strand + 

End 6633 

C10.o3.np Method AAT/NAP 

End 6633 
Score , 3789 

.6633 ' ■ 

•type pol polyprotein [Zea mays] 

Seq. ID OJ000403_02. 0421. C10 

Strand + 

End. 6633 

C10.o4.tm Method TBLASTX : Maize 

End 3955 

Score 134 
.3955, 3677. .3943, 3685. .3954 

Seq. ID OJ000403_02. 0421. C10 

Strand + 

End 6633 
C10.o2.tw Method TBLASTX : Wheat 

End 4297 

Score 266 
.3948, 3980. .4003, 3981. .4013, 4003. .4146, 
.4297, 4223. .4294, 4225. .4296 



57282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56844 

118900 

1 

OJ000403_02. 
'3955 
none 

3955. .4029, 
4164 . .4211, 



0421. CIO. o2.tm 



3956. .4027, 4027, 
4223. .4624, 4224. 



Seq. ID OJ000403_02. 0421. C10 

Strand + 

End - 6633 

Method TBLASTX : Mai ze 

End 464 9 

Score 103 

.4146, 4028. .4156, 4162. .4212, 
.4649, 4225. .4611 



Seq. No. 56844 Seq. ID 

Gene No. 118900 Strand 

Start 1 End 

Name O JO 0040 3_02 .0421. C10. o3.ts Method 

Start 4223 * End 

GI none Score 

Exons 4223. .4453, 4225. .4347, 4378. .4452, 4502. .4603 



OJ000403_02. 0421. C10 
+ 

6633 

TBLASTX: Soybean 
4603 
198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56844 

118900 

1 

OJ000403_02. 

4385 

none 

4385. .4456., 



0421. C10. o4.tw 



Seq. ID OJ000403_02. 0421. C10 

Strand + 

End 6633 

Method TBLASTX : Wheat 

End 4 624 

Score 106 



4462. .4611, 4475.-4624, 4499. .4624- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56844 

118900 

1 

OJ000403_02. 

4936 

none 

4936. .5262, 



0421. C10. oS.tm. 



4972. .5259 



Seq. ID OJ000403_02 .0421. C10 

Strand + 

End 6633 

Method TBLASTX : Mai ze 

End 5262 

Score 404 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56844 

118900 

1 

©J000403_02. 
'4998 
5509260 
4998. .5219, 
5256. .5603 



Seq. ID OJ000403__02 .0421. C10 

Strand + 

End 6633 

Method . TBLASTX: Soybean 

End 5603 

Score 227 
4999. .5217, 5224. .5256, 5247. .5603, 5248. .5601, 



0421.CX0.ol.ts 



56844 Seq. ID 

118900 • Strand 

1 End 
OJ000403JD2 . 0421 . C10 . ol . tw Method 

5140 End 

none Score 

5140. .5217, 5221. .5256, 5248. .5589, 5250. .5576 



OJ000403_02. 0421. C10 
+ 

6633 

TBLASTX: Wheat 
5589 
86 



Seq. No. 56844 Seq. ID 

Gene No. 118900 Strand 

Start 1 End 

Name OJ000403_02 . 0421 . C10 . o2 . tc Method 

Start 5206 End 

GI none Score 



OJ000403_02. 0421. C10 
+ 

6633 

TBLASTX: Cress 

5484 

50 



57283 



Exons 



5206. .5247, 5251. .5484, 5283.-5357 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56844 

118900 

1 

OJ000403_02. 

5263 

none 

5263. .5730, 



0421. C10. o3. tm 



5265. .5729 



Seq. ID OJ000403_02. 0421. C10 

Strand + • 

End 6633 

Method TBLASTX: Maize 

End 5730 

Score 64 9 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



56844 

118900 

1 

OJ000403_02. 

5752 

none 

5752. .5955,- 



0421. C10. o6.tm 



5772. .5954 



Seq. ID OJ000403_02. 0421, C10 

Strand + 

End 6633 

Method TBLASTX: Maize 

End 5955- 

Score 257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

•Exons 



56844 

118900 

1 

OJ000403_02. 

5773 

none 

'5773. .5937,,. 



0421. C10. o3.tw ■ 



5953. .6189 



Seq. ID OJ000403_02. 0421. C10 

Strand + 

End 6633 

Method TBLASTX : Wheat 

End 6189 

Score 95 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



56844 

118900 

1 

OJ000403_02. 

5956 

none 

5956. .6627, 



0421. C10. ol.tm 



5964.. 6566, 5965. 



Seq. ID OJ000403_02. 0421. C10 

Strand + 

End 6633 

Method TBLASTX : Maize 

End 6633 

Score 966 
.6633 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'56844 
118900 
1 

OJ000403_02. 

5974 

none 

5974. .6372, 



0421. C10. o2.ts 



Seq. ID OJ000403_02. 0421. C10 

Strand + 

End 6633 

■ Method TBLASTX : Soybean 

'End 6615 

Score 279 



6183.. 6305, 6295.. 6351, 6382.. 6615 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56844 

118900 

1 

OJ00040-3_02. 

6154 

none 

6154. .6243, 



0421. C10. ol.tc 



6247. .6381, 6400. 



Seq. ID OJ000403_02. 04.21. C10 

Strand + . 

End 6633 

Method TBLASTX : Cress 

End 6612 

Score 65 
.6612 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56844 

118900 

1 

OJ000403_02, 

6199 

none 

6199. .6369, 



0421. C10. o5.tw 



6391. .6567 



Seq. ID OJ000403_02. 0421. C10 

Strand + 

End 6633 

Method * TBLASTX : Wheat 

End 6567 

Score 103 



57284 



Seq. ID OJ000403__02.0421.C11 

Strand + 

End - 4414 

Method GENSCAN 

End 4414 

Score .48 

497. .888/ 955. .1447, 2706. .3037, 3461. .3679, 4018. .4414 



Seq. No. 56845 

Gene No. 118901 

Start . 497 

Name OJ0004 03_02 . 0421 . Cll . ol . gs 

Start 497 

GI none 
Exons 



Seq. No. 56845 

Gene No. 118902 

Start 6919 

Name OJ0004 03_02 . 0421 . Cll . ol . np 

Start 6919 

GI 2583130 

Exons 6919.. 6945, 8317.. 12025 
GI Descrip. 



Seq. ID OJ000403_02. 0421. Cll 

Strand + 

End 12944 

Method AAT/NAP 

End 12025 ■ 

Score 1449 



(AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 56845 

Gene No. 118902 

Start 6919 

Name OJ000403_02 . 0421 . Cll . o2 . gs 

Start ■ 8435 

GI none - 

Exons 8435.. 8482, 8710.. 8778, 8784, 
12260. .12303, 12 611. .1294 4 



Seq. ID OJ000403_02. 0421. Cll 

Strand + 

End 12944 

Method GENSCAN 

End 12944 

Score .45 

.10396, 11513. .11567, 11606 .. 11836, 



Seq. No. 56845 Seq. ID 

Gene No. 118903 Strand 

Start 15287 End 

Name OJ000403_02 . 0421 . Cll . ol . gp Method 

Start 15287 End 

GI LIB3431-030-P1-N1-G8 Score 

Exons 15287 . . 15348 

GI Descrip. 1 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



OJ000403_02. 0421. Cll 
+ 

15348 
AAT/GAP 
15348 
87 



Seq. No. 56845 

Gene No. 118904 

Start 14752 

Name OJ000403_02 . 0421 . Cll . ol . tw 

Start 9296 

GI none 
Exons 



Seq. ID OJ000403_02. 0421. Cll 
Strand 
End 

Method 
End. 
Score 



23546 

TBLASTX: Wheat 

9715 - 

312 



9296:. 9592, 9297... 9632, 9620.. 9715,. 9627.. 9713 



Seq. No. 


56845 






Seq. ID 


OJ000403_02.0421 


.Cll 


Gene No. 


118904 






Strand 






Start 


14752 






End 


23546 




Name 


OJ000403 02, 


.0421, 


,Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


9453 






End 


10085 




GI 


none 






Score 


118 




Exons 


9453. .9611,- 


9636. 


..10085 








Seq. No. 


56845 






Seq. ID 


OJ000403_02;0421 


.Cll 


Gene No. 


118904 






Strand 






Start 


14752 






End 


23546 





57285 



Name OJ000403_02 . 0421 . Cll . o2 . ts 

Start 9627 

GI none * 

Exons 9627.. 9893 

Seq. No. 56845 

Gene No. 118904 • 

Start 14752 

Name OJ0004 03_02 . 0421 . Cll . o4 . tw 

Start 9723 

GI none 

Exons • 9723.-9923, 9743.. 9922 

Seq. No. • 56845 

Gene No. 118904 

Start 14752 

Name OJ0004 03_02 . 0421 . Cll . ol . ts 

Start 9936 

GI • none 

Exons 9936.. 10085, 10071 .. 10256, 

Seq. No. 56845 

Gene No. 118904 

Start 14752 

Name , OJ000403_02 . 0421 . Cll . o3 . tw 

Start 10172 

GI none 

Exons 10172. .10480, 10173 .. 10484 , 



Method TBLASTX : Soybean 
End 9893 
Score 187 



Seq. ID OJ000403_02. 0421. Cll 
Strand 

End 23546 

Method TBLASTX : Wheat 

End 9923 

Score 211 



Seq. ID OJ000403_02. 0421. Cll 
Strand 

End 23546 

Method TBLASTX : Soybean 

End 10376 

Score 7 6 
10269. .3.0376 

Seq. ID OJ000403JJ2. 0421. Cll 
Strand 

End ■ 23546 

Method TBLASTX: Wheat 

End 10564 

Score 257 
10508. .10564 



Seq. No. 56845 Seq. ID 

Gene No. 118904 Strand 

Start 14752 End 

Name OJ0004 03_02 . 0421 . Cll . o3 . tm Method 

Start 10242 End 

GI none Score 

Exons 10242. .10484, 10508.. 10618 



OJ000403_02. 0421. Cll 
23546 

TBLASTX : Maize 

10618 

183 



Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56845 
118904 
14752 
OJ000403 
14752 
.7228438 - 
14752. .14816, 
186-^2.'. 18910, 



OJ000403-02.0421..C11 



02.0421.Cll.o2.np 



Seq. ID 
Strand 

End 23546 
Method AAT/NAP 
End 23124 
Score 3267... 
17994. .18144, 18237, 
19490. . 19585, 21144. 
(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



16250. 
18991. 



16673, 
,19404, 



, 18507, 
,23124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56845 Seq. ID 

118904 Strand 
14752 End 
OJ0004 03_02 .0421 . Cll . o4 . gs Method 
16130 End 
none Score 

16130. .16166, 16349. .16572, 

17889. .18144, 18237 .. 18507, 



OJ000403_02. 0421. Cll 

23546 
GENSCAN 
23546 ' 
.53 

16961. .17193, 17257. .17580, 
18612. .18910, 18991. .19109, 



57286 

'JV? 





19182. .19404, 19490. 


.19856, 


19932. .20085, 20552 


. .20905, 






21077. .21244, 21328. 


.22075, 


22169. .22393, 22574 


. .22749, 






22869. ,22875, 23008. 


.23213, 


23472. .23546 






... 

Seq. No. 


56845 




Seq. ID 


OJ000403 


_02.0421. 


Cll 


Gene No. 


118904 




Strand 








Start 


14752 




End 


23546 






Name 


OJ000403 02.0421.C11 


. o2 . gp 


Method 


AAT/GAP 






Start 


17564 




End 


19817 






GI 


LIB34 33-020-P1-K1-A6 




Score 


724 






Exons 


17564. .17944, 19775. 


.19817 . 










GI Descrip. 


'5670155/gb|AF161269 


.1IAF161269 2.0e-35 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence' 






Seq. No. 


56845 




Seq. ID 


OJ000403 


_02.0421. 


Cll 


Gene No . 


118904 




Strand 








Start 


14752 




End 


23546 






Name 


OJ000403 02.0421.C11 


.o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


21506 




End 


21883 






GI 


none 




Score 


60 






Exons 


21506 21679 21517 


.21657, 


21612. .21680, 21704 


. .21880, 






21729 21881 21734 


.21883 










Seq. No. 


56845 




Seq. ID 


OJ000403 


JD2.0421. 


Cll 


Gene No. 


118 904 




Strand 








Start 


14752 




End 


23546 






Name 


OJ000403 02.0421.C11 


. ol . tm 


Method 


TBLASTX:! 


Maize 




Start 


21581 




End 


22177 






GI 


none 




Score 


176 






Exons 


21581 21652 21699 


.21998,- 


21710. .22177 






Seq. No. 


5684 6 




Seq. ID 


OJ000403 


_02.0421. 


C12 


Gene No. 


118 905 




Strand 


+ 






Start 


120 




End 


1617 






Name 


OJ000403 02.0421.C12 


. ol.gs 


Method 


GENSCAN 






Start 


120 




End 


1617 






GI . 


■ none 




. ' • Score 


.73 






Exons 


120. .464, 559. .717, 


809.. 865, 950.. 1181 


„, 1317.. 


1617 




Seq. No. 


56847 




Seq. ID 


OJ000403 


_02.0421. 


C13 


Gene No. 


118906 




Strand 


+ 






Start 


196 




End 


441. 






Name 


OJ000403 02.0421.C13 


. ol . gs ■ 


Method 


GENSCAN 






Start 


196 




End 


441 






GI" 


none 




Score 


.91 






Exons 


196. .240, 328. .441 












Seq. No. 


56848 




Seq. ID 


OJ000403 


_02.0421. 


C16 


Gene No. 


118907 




Strand 


+ 






Start 


124 




End 


310 






Name 


OJ000403 02.0421.C16 


. ol . gs 


Method 


GENSCAN 






Start 


124 




End 


310 






GI 


none 




Score 


.88 






Exons 


124. .186, 194. .310 












Seq. No. 


56848 




Seq. ID 


OJ000403 


_02.0421. 


C16 


Gene No. 


118908 




Strand 


+ 







57287 



Start 
Name 
Start 
GI 

Exons 



1235 End 1623 

OJ000403_02 . 0421 . CI 6 . ol . gp Method AAT/GAP 

1235 End 1623 

none Score 766 
1235. .1623 



Seq. _ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

Si Descrip. 



56848 Seq. ID OJ000403_02 . 0421 . C16 

118909- Strand 

13 End 4129 

OJ000403_02 . 0421 .C16 . o2 . np Method AAT/NAP 

13 End 4129 

7487327 Score 250 

13. .58, 3535. .4129 

hypothetical protein T22A6. 30 - Arabidopsis thaliana 
gi | 5051762 | emb | CAB4 5055 . 1| (AL078637) hypothetical protein 
[Arabidopsis thaliana] gi | 7269270 | emb | CAB79330 . 1 | (AL161561) 
hypothetical protein [Arabidopsis thaliana] 



56848 _ Seq. ID 

118909 Strand 
13 End 
OJ000403_02 . 0421 . C16 . ol . np Method 
2 67 End ■ 

7487128 , : Score 

267.. 286, 3322.. 3364, 3689.. 3990 

hypothetical protein T17F15.70 - Arabidopsis thaliana 
gi I 4678322 | emb | CAB41133.il (AL049658) putative protein 
[Arabidopsis thaliana] 



OJ000403_02.0421.C16 

4129 
AAT/NAP 
3990 
95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56848 

118909 

13 

OJ000403_02.0421.C16.ol.tm 

1167 

none 

1167. .1205, 1167. .1214, 1196. 
1280.. 1318, 1332.. 1373, 1420. 
1485. .1664, 1487.. 1669, 1645. 
1724. .1786, 1855. .1968, 1856. 

56848 

118909 

13 

OJ000403_02 . 0421 . C16 . o2 . tm 

2008 

none 

2008.. 2109, 2009. .2107, 2013. 
2098.. 2238, 2131. .2265, 2242. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000403 02.0421.C16 



4129 

TBLASTX: Maize 
1969 
56 

1246, 1196.. 1309, 1198. 
1479, 1430. . 1480, 1465. 
1719, 1651. .1719, 1717. 
1969 



.1305, 
..1656, 
.1854, 



Seq. ID OJ000403_02.0421.C16 
Strand 

End - 4129 

Method TBLASTX : Mai ze 

End ■• 24 64 

Score 91 

.2138, 2018. .2125, 2073. .2258, 
.2463, 2244. .2462, 2252. .2464 



Seq. No. 56848 Seq. ID 

Gene No. 118909 Strand 

Start 13 End 

Name OJ000403_02 . 0421 . C16 . o2 . gp Method 

Start 2180 End 

GI none Score 

Exons 2180.. 2528 



OJ000403_02.04 21.C16 

4129 
AAT/GAP 
2528 
679 



57288 





56849 




Seq. ID 


OJ000403 


Gene No. 


118910 




Strand 




Start 


333 




End 


466 


Name 


OJ000403 02.0421 


.C18.ol.gs 


Method 


GENSCAN 


Start 


333 




End 


466 


GI 


none 




Score 


.72 ■ 


Exons 


333. .466 








Seq. No. 


56850 




Seq. ID 


OJ000113_ 


Gene No. 


118911 




Strand 




Start 


1 




End 


1288 


Name 


OJ000113 05.0426 


.Cl.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


87 


GI 


3763404 




Score 


150 


Exons 


1. .87 








GI Descrip. 


4102725 1.0e-42 


(AF015785) 


TATA-box binding prot 




vulgaris] 









rn 



Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000113_05.0426.C1 
Strand 

End 1288 
Method AAT/NAP 
End 1288 
Score 202 
1..96, 198. .242, 311. .361, 1238. .1288 

TRANSCRIPTION INITIATION FACTOR TFIID {TATA-BOX FACTOR) (TATA 
SEQUENCE-BINDING PROTEIN) (TBP) gi | 8 4 14 4 0 I gb | AAA8064 1 . 1 | 
(U25275) TATA-binding protein [Mesembryanthemum crystallinum] 



56850 

118911 

1 

OJ000113_05.0426.Cl.ol.np 
1 

1351224 



Seq. No. 56850 

Gene No. 118911 

Start 1 

Name OJ000113_05 . 042 6 . CI . ol . ts 

Start 4 

GI none 
Exons 



Seq. ID OJ000113_05.0426.C1 
Strand 

End 1288 

Method TBLASTX : Soybean 

End 380 

Score 60 



4. .45, 4. .45, 5. .55, 6. .56, 6. .56, 36. .98, 50. .97, 52. .108, 
60. .134, 196.. 246, 196.. 243, 198. .245, 311. .361, 312. .362, 
312. .380 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56850 

118911 

1 

OJ000113_05.042 6.Cl.ol.tc. 
5 

none 



Seq. ID OJ000113_05.0426.C1 
Strand 

End . 1288 

Method • •' TBLASTX: Cress 

End 362 

Score .63 



5. .55, 6. .56, 52. .108, 56. .97, 196. .246, 198. .245, 311. .361, 
312. .362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56850 

118911 

1 

OJ000113_05.04 2 6.Cl.ol.tm 
5 

none 



Seq. ID OJ000113_05.0426.C1 
Strand 

End 1288 

Method TBLASTX : Mai ze 

End 362 

Score 66 



5. .58, 5. .55, 6. .56, 52. .108, 59. .130, 196. .246, 196. .243, 
198. .245, 311. .361, 311. .361, 312. .362, 312. .362 



57289 



Seq. No. 56851 
Gene No, 118912 
Start 1 

Name OJ000113_05 . 0426 . C2 . ol . np 

Start 1 ' - 

GI 6630696 
Exons 1..958 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene . ; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ000113_05.0426.C2 

Strand + 

End 1071 

Method AAT/NAP 

End 958 

Score 1540 



Seq. No. 


56851 






Seq. ID 


OJ000113JD5.0426 


.C2 


Gene No. 


118912 






Strand 


+ 




Start 


1 






End 


1071 




Name 


OJ000113 


05. 0426. C2 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2 






End 


340 




P T 


none 








X *L J 




Exons 


2. .151, 152. .340, 169. .339 . 








Seq. No. 


jDOjI 






Seq. ID 


OJ000113_05.0426 


.C2 


Gene No. 


1 1 OQ1 o 






Strand 


+ 




Start 


1 






End 


1071 




Name 


Uu UUUil J 


n ^ na 9 £ p? 


. o 1 ■ tm 


Method 


TBLASTX: Maize 




Start 


i *± j 






End 


490 




P T 


none 






S core 


J 1 X 




Exons 


143..490, 


178. .489 










Seq. No. 


D DO 0 1 






Seq. ID 


OJ000113_05.0426 


.C2 


Gene No. 


1 1 QQ1 O 






Strand. 


+ 




Start 


i 
i 






End 


1071 




Name 


Pi TflPl fl 1 1 "5 




1 4- 

. ol . tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


822 




PT 


none 






Score 


105 




Exons 


347. .421, 


347. .412, 


352. .420, 


436. .822, 


437. .820 




Seq. No. 


56851 






Seq. ID 


OJ000113_05.0426 


.C2 


Gene No. 


118912 






Strand 


+ - ■ ■ - 




Start 


- 1 






End 


1071 




Name 


OJ000113 


05. 0426. C2 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


353 






End 


694 




GI 


none 






Score 


89 




Exons 


353. .466, 


.388. .447, 


485. .694, 


490. .615 






Seq. No. 


56851 






Seq. ID 


OJ000113_05.0426 


.C2 


Gene No. . 


. .118912 






Strand 


+ 




Start 


1 






End 


1071 




Name 


OJ000113 


05. 0426. C2 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


832 






End 


1071 




GI 


none 






Score 


109 




Exons 


832. .921, 


833. .922, 


834. .923, 


961. .1071, 972. .1070 




Seq. No. 


56852 






Seq. ID 


OJ000113_05.0426 


.C3 


Gene No. 


118913 






Strand 


+ 




Start 


574 






End 


862- 




Name 


OJ000113 


05. 0426. C3 


.ol.gp 


Method 


AAT/GAP 




Start 


574 






End 


862 




GI 


426253 






Score 


502 





57290 



Exons 



574; .862 



Seq. No. 56852 Seq. ID 

Gene No. 118914 Strand 

-Start 940 End' 

Name 0 JO 0011 3_0 5.0426.C3.ol.gs Method 

Start 940 End ^ 

GI none Score 

Exons 940.. 1113, 1902.. 2151 



OJ000113_05.0426.C3 
+ 

2151 
GENSCAN 
2151 
.63 



Seq. No. 56852 

Gene No. 118915 

Start 3126 

Name OJ000113_05 . 0426 . C3 . o2 . gs 

Start 3126 

GI none 

Exons 3126.. 3368, 4063.. 4268, 5201. 
6532. .6661 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_ 
+ 

7079 
GENSCAN 
6661 
.85 



05. 0426. C3 



,5480, 5825.. 5932, 6095.. 6348, 



Seq. No. 56852 

Gene No. 118915 

Start 3126 

Name OJ000113_05 . 042 6 . C3 . o2 , 

Start 5273 

GI 4257_1.R1084 

Exons 5273.. 5480, 5825.. 5932, 
GI Descrip. 



Seq. ID 
Strand 
End . 
gp Method 
End 
*- Score u , 
6095. .6351, 



OJ000113_05.0426.C3 
+ 

7079 
AAT/GAP 
7079 
. 2285 
6415. .7079 



'3650033 4.0e-43 (AC005396) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56852 

118916 

7937 

OJ000113_05. 04 2 6.C3.o3.gs 

7937 

none 



Seq. ID OJ000113 05. 0426. C3 



Strand 
End 

Method 
End , , 
Score 



+ 

10083 
GENSCAN 
10083 
.95 



7937. .8317, 8396. .8628, 8732. .8884, 9003. .9036, 9147. .9296, 
9383. . 9517, -10057. .10083 



56852 

118916 

7937 

OJ000113_05.042 6.C3.ol.np 
7943 

7438513 ' 

7943. .8317, 8396. .8628, 8732 
9383. .9517, 9605. .9676 
cyclin A-type (clone 59) - 
gil 1064 931 | emb | CAA63541 . 1 | 
[Nicotiana tabacum] 



Seq. ID 
Strand 
End 

Method 
End • 
Score 
.8884, 



OJ000113_ 
+ 

10083 
AAT/NAP 
■ -967 6 

779 
9003. . 9036, 



05. 0426. C3 



9147. .9296, 



common tobacco 

(X92965) cyclin A-like protein 



Seq. ID OJ000113_05.0426.C3 
Strand 
End 

Method 
End 
Score 

4049. .4276, 4056. .4271, 4065. .4280, 4075. .4272, 5199. .5297, 



Seq. No. 56852 

Gene No. 118917 

Start 11144 

Name OJ000113_05 . 042 6 . C3 . o2 . tm 

Start 4049 

GI none 
Exons 



11779 

TBLASTX: Maize 

6518 

199 



57291 



5412.. 5480, 5822.. 5935, 5822. 
6088.. 6243, 6089.. 6259, 6092. 
6273. .6341, 6411 .. 6518, -6423 . 



.5911, 5824. .5937, 5839. .5961, 
.6259, 6251.. 6349, 6251.. 6349-, 
.6509, 6430.. 6516 



Seq. No. 56852 
Gene No. 118917 
Start 11144 

Name OJ000113_05 . 0426 . C3 . o2 . ts 

Start 4056 
GI none 

Exons 4056.. 4271, 4065.. 4271, 4078. 

5806. .5940, 5822.. 5968, 5822. 
6254.. 6349, 6411.. 6509, 6432. 



Seq. ID" OJ000113jD5.0426.C3 
Strand 

End 11779 

Method TBLASTX : Soybean 

End 6509 

Score 71 

.4272, 4081. .4272, 4088. .4273, 
.5986, 6088.. 6243, 6089.. 6271, 
.6509 



Seq. No. 56852 
Gene No. 118917 
Start 11144 

Name OJ0001 13_05 . 0426 . C3 . o2 . tc 

Start 4062 ■ 

GI none 
Exons 4062. . 4271, 

5839. .5961, 

6423.-6494 



4071. .4271, 4078. 
6088.. 6189, 6089. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 05. 0426. C3 



11779 

TBLASTX: Cress 
6515 
98 

4272, 4127.. 4273, 5822.. 5935, 
6193, 6248.. 6349, 6411.'. 65L5, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
,.Gene No. 
Start 
Name . 
Start 
GI 

Exons 



56852 ; 

118917 

11144 

OJ000113_05.0426.C3.ol.tw 
5386 
none 
5386. 
5825. 



5481, 
5962, 
6254. .6283 



5389..S478, 5809. 
6087. .6245, 6088, 



56852 
"•118 917 
11144. 

OJ000113_05.0426.C3.ol.ts ' 

8270 

none 

8270.. 8323, 8393.. 8623, 8732. 
9162.. 9296, 9221.. 9295, 9404. 



Seq. ID OJ000113^05.0426.C3^ 
Strand 

End 11779 
Method TBLASTX: Wheat 
End 6283 
Score 112 

.5961, 5822..5938, 5824.. 5949, 
.6243, 6089.. 6259, 6095.. 6259, 



Seq. ID OJ000113_05.0426.C3 " 
Strand 

End . . 11779 . . 

■Method TBLASTX: Soybean - 
End 9517 
Score 54 

.8884, 8733. .8885, 8760. .8888, 
.9517, 9417.. 9437 



Seq. No. 56852 

Gene No. 118917 

Start 11144 

Name OJ000113_05 . 0426 . C3 . ol . tc 

Start 8399 

GI none 

Exons 8399. .8623, 
9394 . .9507 



Seq. ID OJ000113_05.0426.C3 
Strand 

End 11779 

Method TBLASTX : Cress 

End 9517 

Score 218 
8733. .8885, 9162. .9296, 9221. .9295, 9392. .9517, 



Seq. No. 56852 

Gene No. 118917 

Start 11144 

Name OJ000113_05 . 0426 . C3 . o4 . tm 

Start 8399 



Seq. ID OJ000113_05.0426.C3 
Strand 

End 11779 

Method TBLASTX : Mai ze 

End 8623 



57292 



GI 


none 


Score 


213 


Exons 


8399. .8623 






Seq. No. 


56852 


Seq. ID ■ 


OJ000113_05.0426.C3' 


Gene No. 


118917 


Strand 




Start 


11144 


End 


11779 


Name 


OJ000113 05 0426 C3 ol.tm 


Method 


TBLASTX: Maize 


Start 


8729 


End 


9730 


GI 


none 


Score 


169 


Exons 


8729. .8884, 8731. .8880, 8732 


..8905, 8733. .8885, 8733. .8906, 




8977.. 9045, 8997.. 9044, 9144 


..9296, 9148. .9321, 9149. .9295, 




9150.. 9296, 9379.. 9516, 9385 


..9516, 9389.. 9517, 9602.. 9730, 




9604. .9729 






Seq. No. 


56852 


Seq. ID 


OJ000113_05.0426.C3 




118917 


Strand 




Start 


11144 


End 


11779 • 


Name 


OJ000113 05.0426.C3.o3.tm 


Method- 


TBLASTX: Maize 


Start 


11144 


End 


11653 


GI 


none 


Score 


48 


Exons 


11144. . 11182, 11148. .11201, 


11189. .11236, 11190. . 11228, 




11336. .11527, 11337. .1154 6, 


11360. .1154 


: 8, 11609. .11653 


kj W V^J a L>|(J • 


56852 


Seq. ID 


OJ000113_05.0426.C3 


Gene No. 


118917 


Strand 




Start 


11144 


End 


11779 


Name 


OJ000113 05.0426.C3.o'4.gs 


Method 


GENSCAN 


Start 


11144 


End 


11731 


GI 


none " 


Score 


.94 


Exons 


11144. .11731 






Seq. No. 


56852 


Seq. ID 


OJ000113_05.0426.C3 


Gene No. 


118917 


Strand 




Start 


11144 


End 


11779 


Name 


OJ000113 05.0426.C3.o3.gp 


Method 


AAT/GAP 


Start 


11199 


End 


11779 


GI . . 


LIB3434-04 4-P1-K1-F2 


Score 


1077 , 


Exons 


11199,.., 11779 






GI Descrip. 


, 1362021/pir||S55887 1.0e-14 


zink finge 


;r protein 7 - Arabidopsis 




thaliana >gi 790685 (L39650) 


zinc finge 


sr protein [Arabidopsis 




thaliana] >gi_2213609 (AC000103) F21J9. 


3 [Arabidopsis thaliana] 1 


Seq. No. 


56852 - 


Seq. ID ■ 


OJ000113_05 . 0426-.C3 


Gene No. 


118917 


Strand 




Start 


. 11144 


End 


11779 


Name 


OJ000113 05.0426.C3.o2.np 


Method 


AAT/NAP 


Start 


11371 


End 


11719 


GI 


1362015 


Score 


147 


Exons 


11371. .11719 







GI Descrip. zinc finger protein 1 - Arabidopsis thaliana 

gi|2129779|pir||S71240 zinc finger protein 1 - Arabidopsis 
thaliana gi |790673 (L39644) zinc finger protein [Arabidopsis 
thaliana] gi 11297186 (U53501) zinc finger protein 1 [Arabidopsis 
thaliana] gi | 6503285 | gb | AAF14 661 . 1| AC011713_9 (AC011713) 
Identical to gi|S55881 zinc finger protein 1 from Arabidopsis 
thaliana. 



57293 






Seq. No. 


56853 


Seq. ID 


OJ000113 


05.0426 


.C4 




Gene No. - 


118918 


Strand. 


+ 








Start 


294 


End 


918 








"-Name 


OJ000113 05.0426.C4.ol.gs 


Method 


' GENSCAN 








Start 


294 


End 


918 








GI 


none 


Score 


.7 








Exons 


294.-329, 388. .400, 851. .918 












Seq. No. 


56853 


Seq. ID 


OJ000113_ 


JDS. 0426 


.C4 




Gene No . 


118919 


Strand 










Start 


1003 


End 


5404 








Name 


OJ000113 05.0426.C4.o2.np 


Method 


AAT/NAP 








Start 


1003 


End 


4589 








GI 


6069667 


Score 


46 








Exons 


1003.. 1042, 2803.. 2965, 4389.. 


4589 










GI Descrip. 


(AP000616) similar to UMP/CMP 


kinase 


(AF000147) 


[Oryza 


sativa 




Seq. No. 


56853 


Seq. ID 


OJ0001.13_ 


05. 0426 


.C4 




Gene No . 


118919 


Strand 










Start 


1003 


End 


5404 








Name 


OJ000113 05.0426.C4.ol.np 


Method 


AAT/NAP 








Start 


1151 


End' 


2576 








GI 


5852084 


Score . 


84 








. Exons 


1151. .1249, 2553. .2576 












GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 










Seq. No . 


56853 


Seq. ID 


OJ000113 


05.0426 


,C4 


i y 


Gene No. 


118919 


Strand 










Start 


1003 


End 


5404 






iy 


Name 


QJ000113 05.0426.C4.o2.gs 


Method 


GENSCAN 








Start 


1217 


End 


1621 






: 


GI 


none 


Score 


.48 








Exons 


1217. . 1621 










£5 


Seq. No. 


56853 


Seq. ID 


OJ000113_ 


_05.0426 


,C4 




Gene No. 


118919 


Strand 








?- 


Start 


1003 


End 


5404 








Name 


OJ000113 05. 0*426. C4.o3.gs 


Method 


GENSCAN 








Start 


2954 


End 


5404 








GI 


none 


Score 


. 66 








Exons 


2954. .3111, 3540. .3574, 4428.. 


4790, 4795. .4911, 


5277. .5404 




Seq. No. 


• 56853 • 


Seq. ID 


OJ000113_ 


_05.0426 


.C4 




Gene No. 


118919 


Strand 










Start 


1003 


End • 


5404 








Name 


OJ000113 05.0426.C4 .o3.np 


Method 


AAT/NAP 








Start 


4881 


End 


5000 








GI 


552737 


Score 


60 








Exons 


4881. .5000 












GI Descrip. 


(M16559) ribosomal protein S14 


[Zea mays] 










gi|225631|prf | | 1308119A ribosomal protein S14 [Zea mays 


] 




Seq. No. 


56853 


Seq. ID 


OJ000113_ 


05.0426 


.C4 




Gene No. 


118919 


Strand 










Start 


1003 


End 


5404 








Name 


OJ000113 05.0426.C4 .ol.tm 


Method 


TBLASTX: Maize 






Start 


4986 


End 


5147 







57294 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

?% Seq. No. 

^ Gene No. 

\5 Start 

[il Name 

fh Start 

p5 GI 

Exons 

i3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



none 

4986. .5147, 4987. .5115 



Score 



216 



Seq. ID OJ000113_05.0426.C6 

Strand + \ 

End 864 

Method AAT/GAP 

End 864 

Score . 113 



56854 
118920 
762 

OJ000113_05.0426.C6.ol.gp 
762 

LIB3477-003-P1-K1-E9 
762. .864 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



56855 

118921 

205 

OJ000113_05.0426.C7.ol.gs 

205 

none 

205. .369 



Seq. ID OJ000113_05.0426.C7 

Strand + 

End 369 

Method GENSCAN 

End 369 

Score .45 



56855 
118922 
1 

OJ000113_05.0426.C7.ol.np 
1 

7228438 



Seq. ID OJ000113_05.0426.C7 
Strand - . 
5339 
AAT/NAP 
5339 
3394 



End 

Method 
End 
Score 

1..37, 1765. .1857, 2015. .2197, 2290. .2549, 2626. .2924, 
3016. .3337, 4013. .4184, 4326. .5339 

(AP001366) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



56855 
118922 
1 

OJ000113_05.0426.C7.ol.gp 
664 

LIB3431-045-P1-N1-A10 
664. .1117 

'5441876/dbj | AP000367 . 1 | AP000367 0 . 0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ? 



Seq. ID OJ000113_05.0426.C7 
Strand 

End . 5339 

Method AAT/GAP 

End 1117 . 

Score 852 



56855 

118922 

1 

OJ000113_05. 0426.C7.o2.gs 

942 

none 



Seq. ID OJ000113_05.0426.C7 
Strand 

End 5339 

Method GENSCAN 

End 5324 

Score .61 



942. .1102, 1253. .1455, 1460. .1507, 1571. .1752, 1792. .1857, 
2015.. 21.97, 2290.. 2493, 2495.. 2549, 2626.. 2924, 3016.. 3365, 
3749.. 3946, 4163.. 5020, 5102.. 5324 



56855 

118922 

1 



Seq. ID OJ000113_05.0426.C7 
Strand 

End 5339 



57295 



Name OJ000113_05 . 0426 . C7 . o2 . gp Method AAT/GAP 

Start 2298 End 2798 . 

GI LIB3475-007-P1-K1-G8 Score 790 

Exons 2298.. 2549, 2626.-2798 

GI Descrip. 1 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28 952 (C62 94 5) 

corresponds to a region of the predicted gene.; Similar to maize 
• transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI ■ 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

GI Descrip. 



56855 

118922 

1 

OJ000113_05.0426.C7.ol .tw 

4689 

none 



Seq. ID OJ000113JD5. 0426.C7 
Strand 
End 

Method 
End 
Score 



5339 

TBLASTX: Wheat 

5069 

78' 



4689. .4865, 4719. .4865, 4750. .4869, 4863. .5060, 4875. .5069 



56855 
118922 
1 

OJ000113_05 . 042 6 . C7 . ol . tm 
4767 
none 

4767.. 4838, 4902.. 5201, 4963.. 5181 



Seq. ID OJ000113_05.0426.C7 
Strand. 
End 

Method 
End 
Score 



5339 

TBLASTX : Maize 

5201 

147 



OJ000113 05. 0426. C7 



56855 - Seq. ID 

118922 Strand 
1 End 5339 

OJ000113_05.0426.C7.o3.gp Method AAT/GAP 4 

4889 End 5320 

5701669 Score 841 

4889. .5320 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56856 Seq. ID 

118923 , ■ . - Strand 

802 End 

OJ000113_05.04 26.C8 .ol.gs Method 

802 End 

none Score 

802. .1157, 1250. .1341, 1386. .1510 



OJ000113_05.0426.C8 
+ 

1510 ■ 
GENSCAN 
1510 
.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56856 Seq. ID OJ000113_05 . 0426 . C8 - 

118924 ■ ■ . .Strand - 

1 End 3641 

OJ000113_05.0426.C8.ol.np Method AAT/NAP 

1 End 3641 

7228442 Score . 799 

1..220, 3367. .3641 ' 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 
Gene No; 
Start 



56856 

118924 

1 



Seq. ID 

Strand 

End 



OJ000113 05. 0426. C8 



3641 



57296 



Name 

Start 

GI 

Exons 



OJ000113_05 . 0426 . C8 . o2 . gs Method GEN SCAN 

2646 End 3576 

none Score .47 

.2646.. 2734, 3064.. 3163, 3379.. 3576 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56857 Seq. ID OJ0001 13_05 . 042 6 . C9 

118925 Strand 

1 End 220 

OJ000113_05. 0426.C9.ol.np Method AAT/NAP 

1 End 220 

7228442 Score 339 

1..220 

(AP001366) EST C28 952 (C62 94 5 ) corresponds to a region of the 
predicted gene . ; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ' 

Exons '■ 

GI Descrip. 



56857 Seq. ID OJ0001 13_05 . 0426 . C9 

118926 ' . Strand 

673; • End 822 

OJ000113_05. 0426.C9.ol.gp Method AAT/GAP 

673 End 822 

7406_1.R1084 Score . 219 

673. .822 

1 1122315/emb | CAA63901 | 7.0e-10. (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. No. 


56857 








Seq. ID 


OJ000113 


Gene No. 


118927 








Strand 




Start 


1518 ■ 








End 


2228 


Name 


OJ000113 05. 


,0426, 


.C9.o2. 


gs 


Method 


GENSCAN 


Start 


1518 








End 


2215 


GI 


none 








Score 


.5 


Exons 


1518. .1543, 


1907, 


. .2142, 


2163. 


.2215 




Seq. No. 


56857 








Seq. ID 


OJ000113 


Gene No. 


118927 








Strand 




Start 


■ 1518 








End ~ 


. 2228 


Name ' 


OJ000113. 05, 


.0426. 


.C9.o2. 


np 


Method 


AAT/NAP 


Start 


1767 








End 


2228 


GI 


7508686 








Score 


126 


Exons 


1767. .1913, 


1942. 


. .2228 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



05. 0426. C9 



hypothetical protein T28F2.8 - Caenorhabditis elegans 

gi I 2047353 | gb | AAB53059.il (AF000198) Similar, to cuticular 

collagen [Caenorhabditis elegans] 



56858 

118928 

710 

OJ000113_ 

710 

none 

710. . 937 



05. 0426. C10. ol.gp. 



Seq. ID OJ000113_05. 0426. C10 

Strand + 

End 937 

Method AAT/GAP 

End 937 

Score 384 



Seq. No. 56858 Seq. ID 

Gene No. 118929 Strand 

Start 7777 End 

Name OJ000113_05 . 0426 . C10 . o3 . gp Method 



OJ000113_05. 0426. C10 
+ 

7983 
AAT/GAP 



57297 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7777 End 

none Score 
7777.. 7983 

56858 Seq. ID 

118930 Strand 

639 End 
OJ000113_05.0426.C10.ol.gs Method 

639 End 

none Score 



7983 
379 



OJ000.1'13_05. 0426. CIO' 

5162 
GENSCAN 
5162 
.4 



639. .691, 2428. .2716, 2797. .3033, 3900. .4306, 4937. .5162 



56858 
118930 
639 

OJ000113_05. 0426. C10. ol.np 
2444 

7485610 '.. 
2444.. 2716, 2797.. 3033, 3900.. 
hypothetical protein F17I5.110 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 05. 0426. C10 



5162 
AAT/NAP 
5159 
1077 

4267, 4883.. 5159 
- Arabidopsis thaliana 



gi|3297816|emb|CAA19874.1| (AL031032) putative protein 
[Arabidopsis thaliana] gi | 727034 1 | emb I CAB80109 . 1 | (AL161584) 
putative protein [Arabidopsis thaliana] 



v3 Seq. No. 56858 

rH Gene No. 118931 

Hi Start 7258 

54" Name OJ000113_05 . 0426 . C10 . ol . tm 

'ifi Start 2484 

M GI none 

*3 Exons 2484.. 2519, 2564.. 2716, 2574, 

f!i 2800.. 3036 



Seq. ID OJ000113_05. 0426. C10 

Strand - . 

End 9311 

Method TBLASTX : Maize 

End 3036 

Score 42 

.2717, 2792. .3034, 2798. .3034, 



Seq. No. 


56858 








Seq. ID 


OJ000113 


_05. 0426. C10 


Gene No. 


118931 








Strand 






Start 


7258 








End 


9311 




Name 


OJ000113. 05. 


.0426. 


ClO.ol. 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2492 








End 


5078 




GI 


none 








Score 


86 




Exons 


2492. .2521, 


2567. 


.2707, 


2567. 


.2716, 2574. .2717, 


2781. .2951, 




2792. .3034, 


2797. 


.3036, 


2800. 


.3036, 3011. .3091, 


3897. .4037, 




3899. .3964, 


4056. 


.4265, 


4057. 


.4266, 4884. .5078, 


4894 . .5070 


Seq. No. 


56858 








Seq. ID 


OJ000113 


_05.0426.C10 


Gene No. 


■118931 








. Strand 






Start 


7258 








End 


9311 




Name 


OJ000113 05. 


.0426. 


ClO.ol, 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2570 








End 


4088 




GI 


none 








Score 


113 




Exons 


2570. .2716, 


2571. 


.2717, 


2791. 


.2949, 2791. .3036, 


2975. .3037, 




3896. .3916, 


3909. 


.4088 











Seq. No. 
Gene No. 
Start 
Name 
Start 



56858 

118931 

7258 

OJ000113 
3897 



05.0426.C10.o2.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ000113_05. 0426. C10 
9311 

TBLASTX: Maize 
5078 



57298 




GI 


none 








Score 


159 


Exons 


3897. .4265, 


4063. 


.4266, 


4096. 


.4269, 4882. .4974, 4887. .4973, 




4981. .5046, 


4983. 


.5078 








Seq. No. 


56858 








Seq. ID 


OJ000113_05. 0426. C10 


Gene No. 


' 118931 








Strand 




Start 


7258 




ClO.ol 




End 


9311 


Name 


OJ000113 05. 


0426. 


. tw 


Method 


TBLASTX: Wheat 


Start 


4008 








End 


4263 


GI 


none 








Score 


86 


Exons 


4008 . .4055, 


4038 . 


.4256, 


4044 . 


.4262, 40 


60. .4263 


Seq. No. 


56858 








Seq. ID 


OJ000113_05. 04 2 6. C10 


Gene No. 


118931 








Strand ■ 


— 


Start 


7258 








End 


9311 


Name 


OJ000113 05. 


0426. 


C10.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4089 








End 


5078 


GI 


none 








Score 


8 9 ■ 


Exons 


4089,. .4262, 


4090. 


.4266, 


4878. 


.5078, 48 


88. .5043 


Seq. No. 


56858 








Seq. ID 


OJ000113_05. 0426. C10 


Gene No. 


118931 








Strand 




Start 


7258 








. End \ 


9311 


Name 


OJ000113 05. 


0426. 


C10.o2 


.gp 


Method 


AAT/GAP 


Start 


7070 








End 


7 602 


GI 


35244 1.R1084 






Score 


994 



Exons 7070.. 7602 

GI Descrip. '3790593 4.0e-09 (AF079185) RING-H2 finger protein RHYla 
[Arabidopsis thaliana] ' 





Seq. No. 


56858 




Seq. ID 


OJ000113_05. 0426. C10 




Gene No. 


118931 




Strand 






Start 


7258 




End 


9311 




Name 


OJ000113 05 


.0426. C10. o2.gs 


Method 


GENSCAN 




Start 


7258 




End 


9276 


* '?£ 


GI 


none 




Score 


.78 




Exons 


7258. .7684, 


7775. .7961, 9152. 


.9276 . 






Seq. No. 


56858' 




Seq. ID 


OJ000113_05. 0426. C10 




Gene No. 


118931 




Strand 






Start 


7258 




End 


9311 




Name 


OJ000113 05 


.0426. C10. o2.np 


Method 


AAT/NAP 




Start 


7270 




End 


8268 




GI 


3790593 




Score 


120 




Exons 


7270. .7483, 


8189.-. 8268 








GI Descrip. 


(AF079185) 


RING-H2 finger protein RHY1 


a [Arabidopsis thaliana 




Seq. No. 


56858 




Seq. ID 


OJ000113_05. 0426. C10 




Gene No. 


118931 




Strand 






Start 


7258 




End 


9311 




Name 


OJ000113 05 


.0426. C10. o3.np 


Method 


AAT/NAP 




Start 


9079 




End 


9311 




GI 


7378633 




Score 


79 




Exons 


9079. .9311 










GI Descrip. 


(AL162751) 


UDPG glucosyltransferase-li 


ke protein [Arabidopsis 



thaliana] 



57299 



Qprr No 


56859 




Seq. ID 


OJ000113 


05 . 0426 


.Cll 


Gene No. 


118932 




Strand., 








Start 


194 




End 


749 






Name 


OJ000113 05.0426.Cll.ol, 


.gs 


Method 


GENSCAN 






Start 


194 




End 


749 






GI 


none 




Score 


.41 






Exons 


194. .370, 699. .749 












Qpn No 


56860 




Seq. ID 


OJ000113 


05 . 0426 


.C13 


Gene No. 


118933 




Strand 


+ 






Start 


1821 




End 


4862 






Name 


OJ000113 05.0426.C13.ol, 


.gs 


Method 


GENSCAN 






Start 


1821 




End 


3751 






GI 


none 




Score 


.9 






Exons 


1821. .2261, 2651. .2998, 


3125. 


.3751 








Seq. No. 


56860 




Seq. ID 


OJ000113 


JDS. 0426 


.C13 


Cpnp No . 


118933 




Strand 


+ 






Start 


1821 




t End 


4862 






Name 


OJ000113 05.0426.C13.ol, 


.np 


Method 


AAT/NAP 






Start 


1821 




End 


4862 






GI 


6693020 




Score 


1031 






Exons 


1821.. 2261, 2651.. 2998, 


3125. 


.3452, 4843. .4862 






GI Descrip. 


(AC012375) T22C5.14 [Arabidopsis thaliana] 






- 

Seq. No. 


56860 




Seq. ID 


OJ000113 


_05.0426 


.C13 


Gene No. 


118933 




Strand 


+ 






Start 


'1821 




End 


4862 






Name 


OJ000113 05.0426.C13.ol, 


■ gp 


Method 


AAT/GAP 






Start 


2806 




End 


3436 






GI 


uC-osflcyp071d04bl 




Score 


954 






Exons 


2806.. 2998, 3125.. 3436 












GI Descrip. 


'4835767/gb|AAD30234.1|AC007202 16 1.0e-55 (AC007202) Ti 


3K14 




[Arabidopsis thaliana] 1 












Seq. No. 


56860 




Seq. ID 


OJ000113 


J3.5.04 2 6 


.C13 


Cpnp No 


.118934-. 




Strand. 








Start 


3965 




End 


4426 






Name 


OJ000113 05.0426.C13.ol. 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


1821 




End 


3220 






GI 


none 




Score 


88 






Exons 


1821. .1883, 2151. .2261, 


2159. 


.2266, 2650.. 2991, 


2651. .2998, 




3118. .3219/ 3119. ;3220 












Seq. No. 


56860 




S.eq. ID 


OJ000113 


_05.0426 


.'C13 


Gene No. 


118934 




Strand 








Start 


3965 . 




End 


4426 






Name 


OJ000113 05.0426.C13.ol. 


. tm 


Method 


TBLASTX:: 


Maize 




Start 


2849 




End 


3598 






GI 


none 




Score 


277 






Exons 


2849. .2998, 2851. .2991, 


3118. 


.3450, 3118. .3453, 


3119. .3454, 




3216. .3473, 3452. .3514, 


3458. 


.-3496, 3469.-3594, 


3488. .3598, 




3497. .3595 












Seq. No. 


568 60 




Seq. ID 


OJ000113 


_05.0426 


.C13 


Gene No. 


118934 




Strand 








Start 


3965 




End 


4426 







57300 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000113_05 .042 6. C13 . o2 . ts Method TBLASTX : Soybean 
3224 End 3661 

none - Score 212 

3224. .3367, -3226. .3366, 3229. .3381, 3361. .3639, 3365. .3661, 
3371.. 3658 



56860 

118934 

3965 

OJ000113_05.04 2 6.C13.o2.gp 

3965 

none 

3965. .4426 



Seq. ID OJ000113_05.0426.C13 
Strand 

End 4426 

Method AAT/GAP 

End 4426 

Score 845 



OJ000113 05.0426.C14 



56861 Seq. ID 

118935 Strand 
1 End 1892 

OJ000113_05.0426.C14 .ol.gp Method AAT/GAP 
1 End 1892 

55698_1.R1084 Score 625 

1..50, 493.-599, 1635. .1892 

'135640/sp|P26357|TF2D_SOLTU 3.0e-55 TRANSCRIPTION INITIATION 
FACTOR TFIID (TATA-BOX FACTOR) (TATA SEQUENCE-BINDING PROTEIN) 

(TBP) >gi_72901_pir TWP02D* transcription initiation factor IID 

- potato >gi_21581_emb_CAA4 4 360_ (X62494) TATA-binding protein. 
[Solanum tuberosum] 1 . 



56861 ■ Seq. ID 

118935 Strand* 

1 End 
OJ000113_05.04 26.C14 .ol.gs Method 

512 End 

none Score 

512. .599, 1635. .1735 



OJ000113_05.0426.C14 

1892 
GENSCAN 
1735 
.86 



OJ000113 05.0426.C14 



56861 Seq. ID 

118935 . Strand 

1 . • End 1892 . • 

OJ000113_05.0426.C14.ol.np Method AAT/NAP 
512 End 1814 

135641 Score 182 

512. .599, 1635. .1814 

TRANSCRIPTION INITIATION FACTOR TFIID- 1 (TATA-BOX FACTOR 1) 
(TATA SEQUENCE-BINDING PROTEIN 1) (TBP-1) gi | 28 3028 | pir || S23522 
transcription initiation factor' IID - wheat' 

gi[21875|emb|CAA42531| (X59874) TATA binding protein (TFIID) 
[Triticum aestivum] 

56862 Seq. ID OJ000113_05 . 04 2 6 . C15 

118936 Strand 

1 End 771 

OJ000113_05 . 0426 . C15 . ol . np Method AAT/NAP 
1 End 665 

6630696 Score 1021 

1..665* 

(AP000969) ESTs D22 114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 



57301 




polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


56862 






Seq. ID 


OJ000113_05. 


0426. 


,C15 


Gene No. 


118936 






Strand 








Start 


1' 






End 


771 






Name 


OJ000113 05.0426.C15 


.ol 


. tm 


Method 


TBLASTX: Maize ' 




Start 


313 






End 


623 






GI 


none 






Score 


171 






Ij 1 9* /-\ T^i C? 


"31 ^ S7 ^1 s fill 














Seq. No. 


56862 






Seq. ID 


OJ000113_05. 


,0426. 


.C15 


Gene No. 


118936 






Strand 








Start 


1 






End 


771 






Name 


OJ000113 05.0426.C15 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


374 






End 


771 






GI 


none 






Score 


140 








^74 "37S • 659 


388 


585 


. 636 770, 


673. .771 






Seq. No. 


56863 






Seq. ID 


OJ000113_05. 


,0426. 


,C17 


Gene No. 


118937 






Strand 


+ 






Start 


912 






End 


1019 






Name 


OJ000113 05.0426.C17 


.ol 


.gs 


Method 


GENSCAN 






Start 


912 






End 


1019 






GI 


none 






Score 


.42 








Q1 9 1 01 Q 














Seq. No. 


56863 . . 






Seq. ID 


OJ000113_05. 


,0426. 


.C17 


Gene No. 


118938 






Strand. 


+ 






Start 


1426 






End 


1498 






Name 


OJ000113 05.0426.C17 


.ol 


• gp 


Method 


AAT/GAP 






Start 


1426 






End 


1498 






GI 


none 






Score 


118 






Exons 


1426. . 1498 














Seq. No. 


56864 






Seq. ID 


OJ000113_05, 


.0426, 


.C18 


Gene No. 


118939 






Strand 


+ ' 






Start 


1 , 






End 


.324 0 






Name 


' OJ000113 05.0426.C18 


.ol 


. np 


Method 


AAT/NAP 






Start 


1 






End 


3240 






GI 


5231117 






Score 


1646' 






Exons 


1. .373, 1634. .1770, 


185: 


8. .2507, 3024. .3240 






T" r* v i itn 

ui uesciipi 


(AF141204) Nramp2 [Arabidopsis thaliana] 






Seq. No. 


. 56864 






Seq. ID 


OJ000113_05, 


.0426 


.C18 


Gene. Nq. 


118.939 






Strand 


+ 






Start 


1 






End 


3240 






Name 


OJ000113 05.0426.C18 


.ol 


.gs 


Method 


GENSCAN 






Start 


264 






End 


3233 






GI 


none 






Score 


.7 






Exons 


264. .373, 1634. .1770 


, 1858.. 


2507, 3024. 


, .3233 






Seq. No. 


56864 






Seq. ID 


OJ000113_05 


.0426 


.C18 


Gene No. 


118940 






Strand , 


+ 






Start 


4341 






End 


6906 . 






Name 


OJ000113 05.0426.C18 


,o2 


; gs 


Method 


GENSCAN 






Start 


4341 






End 


6906 






GI 


none 






Score 


.64 







57302 



Exons 



4341.. 4655, 5215.. 5387, 6214.. 6339, 6609.. 6906 



Seq. No. 56864 
Gene No. 118941 
Start 7674 

Name OJ000113_05 . 042 6 . C18 . o2 . np 

Start 7674 
GI 6598855 

Exons 7674.-7773, 8775.. 9185, 9864 

12610. .12683 

GI Descrip. (AC010556) putative serine carboxypeptidase [Arabidopsis 
thaliana] 



Seq. ID OJ000113_05.0426.C18 

Strand + 

End 12683 

Method AAT/NAP 

End 12683 

Score 432 

9999, 12049. .12153, 12302 .. 12401 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



56864- 
118941 
7674 

OJ000113_05.0426.C18.o3.gp 
10585 

38012_1.-R1084 
10585. .10655 

M097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 
beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



Seq. ID OJ000113_05-.042.6.C18 

Strand + 

End 12683 

Method AAT/GAP 

End 10655 

Score 85 



56864 
118941 
7674 

OJ000113_05.0426.C18.o4.gp 
10709 

15870_2.R1084 
10709. .10887 

1 287403/dbj I D10838 | RICSBE1 8.0e-69 Rice gene for starch 
branching enzyme 1 



Seq. ID OJ000113_05.0426.C18 
Strand + 
End 12683 
Method AAT/GAP 
End 10887 
Score ' 290 



56864 
118942 
89 

OJ000113_05.0426.C18.ol.gp 
89 

428877 
89. .345 

5231117/gb|AAD41078.1 |AF141204_1 1.0e-25 (AF141204) Nramp2 
[Arabidopsis thaliana] 



Seq. ID OJ000113_05.0426.C18 
Strand 

End 345 
Method. AAT/GAP 
End • -345 ' '* • 
Score 460 



Seq. ID OJ000113_05.0426.C18 
Strand 

End 3466 

Method AAT/GAP 

End 3466 

Score 791 



56864 
118943 
2991 

OJ000113_05.042 6.C18.o2.gp 
2991 

uC-osroM202024hl2al 
2991. .3466 

? 5231117/gb|AAD41078.1|AF141204_l 1.0e-25 (AF141204) Nramp2 
[Arabidopsis thaliana] 1 



56864 

118944 

8577 

OJ000113 05.0426.C18.o2.ts 



Seq. ID OJ000113_05.0426.C18 
Strand 

End 13521 

Method TBLASTX : Soybean 



57303 




Start 


1 




End 


1955 


GI 


none 




Score 


188 


Exons 


1..132, 1..120, 3. .140, 


18. .260, 137.. 


382, 138. .371, 1623..: 




1653. .1772, 1655. .1774, 




.1950, 1853. .1951, 1856. .1954, 




1857';. 1955 








beq . wo . 


JDOD4 




Seq,. ID 


OJ000113_05.0426.C18 


Gene No. 


118944 




Strand 


- 


Start 


8577 




End 


13521 


Name 


OJ000113 05.0426.C18.o4 


. tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


132 


GI 


none 




Qp Ar"p 
JLUIC 


187 


Exons 


1..132, 3. .131 








Seq. No. 


56864 




Seq. ID 


OJ000113_05.0426.C18 


Gene No . 


1 1 QQA A 




Strand 


- 


Start 


8577 




End 


13521 


Name 


OJ000113 05.0426.C18.o2 


. tm 


Method 


TBLASTX: Maize 


Start ■ 


144 




End 


191.0' 


GI 


none 




Q. r*> /•> c± 


311 


Exons 


144. .371, 144. .269, 152 


• i JUL; 


336. .392 


, 1653. .1772, 1655. .1' 




1848.. 1.910, 1856.. 1906 








beq. mo. 


C C. Q C. A 

D DO Ofl - 




Seq. ID 


OJ000113_05. 042-6. C18 


Gene No. 


118944 . 




Strand 


- 


Start 


8577 




End 


13521 


Name 


OJ000113 05.0426.C18.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


174 




End 




GI 


none 




Score 


298 


Exons 


174. .401, 176. .439 








beq. no. 


56864 




Seq. ID 


OJ000113_05.0426.C18 


Gene No. 


118944 




Strand 


- 


Start 


8577 




End 


13521 


Name 


OJ000113 05.0426.C18.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


336 




End 


1991 


GI • 


none - 




Score 


148 


■Exons 


336.. 383, 1653.. 1787, 1655.. 1774, 1856 


..1984, 1857. i-1991 


Seq. No. 


56864 




Seq. ID 


OJ000113_05.0426.C18 


Gene No . 


118944 




Strand 




Start 


8577 




End' 


13521 


Name 


: OJ0001T3 Q5.0426.'C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1911 




End 


3224 


GI 


none 




Score 


628 


Exons 


1911. .2375, 1913. .2368, 


2343. 


.2423, 2421. .2480, 2424. .2480, 




3017. .3190, 3021. .3224 








oeq. no. 


56864 




Seq. ID 


OJ000113_05.0426.C18 


Gene No. 


118944 




Strand 




Start 


8577 




End 


13521 


Name 


OJ000113 05.0426.C18.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1956 




End 


2375 


GI 


none 




Score 


561 


Exons 


■1956. .2375, 1956. .2135, 


1958. 


.2371, 2190. .2372 


Seq. No. 


56864 




Seq. ID 


OJ000113_05.0426.C18 



57304 






t^ene wo. 


1 1 ft Ok A A 




Strand 






Start 


8577 




End 


13521 


7' 


Name 


OJ000113 05 


.0426.C18.ol.tc 


Method 


TBLASTX: Cress 




Start 


1977 




End 


3115 




GI 


none 




Score 


54 9' 




Exons 


1977. .2378, 


1979.. 2353, 2004 


..2372, 2343. .2495, 2379.-2477, 






2414 . .2494, 


2982.. 3113, 2988 


. .3053, 3032. .3115 




beq. WO. 


JDOD4 




Seq. ID 


OJ000113_05.0426.C18 




Gene No. 


118944 




Strand 






Start 


8577 




End 


13521 




Name 


OJ000113 05 


.0426.C18.o3.gs 


Method 


GENSCAN 




Start 


8577. 




End 


12585 




GI 


none - 




Score • 


. 9 




Exons 


8577. . 9209, 


12475. .12585 








beq. wo. 


D DO Ofl 




Seq. ID 


OJ000113_05.0426.C18 




Gene No-. 


118944 




Strand 






Start 


857'7 . 




End 


13521 




Name 


OJ000113 05 


.0426.C18.o3.tc 


Method 


TBLASTX: Cress 




Start 


8778 




End 


9968 




GI 


none 




Score 


95 




Exons 


8778. .8870', 


8862.. 8996, 9018 


..9125, 9864. .9902, 9891. .9968 




beg. NO. 


O Do d4 




Seq. ID 


OJ000113_05.0426.C18' 




Gene. No. 


118944 




Strand 




ri = 


Start 


8577 




End 


13521 




Name 


OJ000113 05 


.0426.C18.o3.ts 


Method 


TBLASTX : Soybean 


t 


Start 


8778 




End 


13519 


ij 


GI 


•none 




Score 


142 


%'4 


Exons 


8778. .8978, 


9018.. 9185, 9864 


..9968, 12043. .12153, 13433.. 13519 


_ 


Seq. No. 


56864 




Seq. ID 


OJ000113_05.0426.C18 




Gene No. 


118944 




Strand 






Start 


8577 




End 


13521 


*[ 


Name 


OJ000113 05 


.0426.C18.o3.tm 


Method 


TBLASTX: Maize 


= 


Start 


8856 




End . 


13521 


^ 


GI 


none 




Score 


57 


? ~= 


Exons ■ 


8856. .8891, 


8907.. 8996, 9017 


..9178, 9018. .9185, 9862. .9966, 






9863. .9967, 


9864. .9968, 12036 .. 12158 , 


12041. .12154, 






12043. . 12159, 122 93. .124 00, 


12301. .12381, 13229. . 13297, 






13234 .. 13293, 13399 13521, 


13400. .13519 




Seq. No. 


56865 




Sea;. ID 


OJ000113_05.0426.CL9 ■ 




Gene No. 


118945 




Strand 


+ 




Start 


1 




End 


1141 




Name 


OJ000113 05 


.0426.C19.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1141 




GI 


7228450 




Score 


161 




Exons 


1..33, 604. 


.669, 812. .927, 1030. .1141 






GI Descrip. 


(AP001366) : 


hypothetical protein [Oryza 


sativa] 



Seq. No. 56865 Seq. ID OJ000113_05 . 04 26 . C19 

Gene No. 118945 . Strand- + 

Start 1 End 1141 

Name OJ000113_05 . 0426 . C19 . ol . gs Method GENSCAN 

Start 855 End 981 



57305 



GI 


none 








Score 


.91 


Exons 


855. .981 












Qo rr No 


56866 - 

**j \J \J \J \J 








Seq. ID 


OJ000113 


Gene No. 


118946 








Strand'.. 




Start 


421 








End 


573 


Name 


OJ000113 05, 


.0426 


.C20.ol 


. gs 


Method 


GENSCAN 


Start 


421 








End 


573 


GI 


none 








Score 


.54 


Exons 


421. .573 












Qparr No 


56867 








Seq. ID 


OJ000113 


Gene No. 


118947 








Strand 




Start 


1117 ' 








End 


2336 


Name 


OJ000113 05. 


.0426 


.C21.ol 


. gs 


Method 


GENSCAN 


Start 


1117 








End 


1838 


GI 


none 








Score 


.9 


Exons 


1117. .1626, 


1752 


. .1838 








Qprr No 


56867 








Seq. ID 


OJ000113 


Gene No. 


118947 








Strand 




Start 


1117 








End 


2336 


Name 


OJ000.113 05. 


.0426 


.C21.ol 


• gp 


Method 


AAT/GAP 


Start 


1401 








End 


2336 


GI 


none 








Score - 


...1051 


Exons 


1401. .1626, 


1751 


. . 1937, 


2203. 


.2336 




Seq. No. 


56867 








Seq. ID 


OJ000113 


Gene No . 


118948 








Strand 




Start 


8768 








End 


10312 


Name 


OJ000113 05. 


.0426 


.C21.ol 


.np 


Method 


AAT/NAP 


Start 


8768 








End 


9781 


GI 


7486184 








Score 


396 


Exons 


8768. .8871, 


8956 


. . 9380, 


9439. 


.9781 





Seq. No. 
Gene No. 
Start 
Name 
Start- -■ 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 



05.0426.C21 



05.0426.C21 



05.0426.C21 



GI Descrip. hypothetical protein F26C24..1 - Arabidopsis thaliana 



gi 1.3650027 | gb | AAC61282 . 1 1 
-[Arabidopsis thaliana] 



(AC005396) hypothetical protein 



Seq. ID 

Strand 

End 

Method 
' End- 
Score 



OJ000113 05. 0426. C21 



56867 
118948 
8768 

OJ000113_05.0426.C21.o2.gp 
.9474 ' 

LIB3432-026-P1-K1-D9 
9474. .9869, 10230. .10312 

, 3297813/emb|CAA19871. 1 ! 2.0e-14 (ALO'31032) hypothetical protein 
[Arabidopsis thaliana] 1 



10312 
AAT/GAP 
-1031-2 • 
882 



56867 

118949 

15723 

OJ000113_05.0426.C21.o2.tm 

9257 

none 

9257. .9328, 9260. .9325, 9320. 
93S4..9392, 9482. .9520, 9483. 
9525. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 05.0426.C21 



19843 

TBLASTX: Maize 
9728 
67 

9343, 9350. .9391.,- 9350.. 9397, 
9503, 9483.. 9530, 9484.. 9513, 



,9665, 9557. .9727, 9560. .9715, 9567. .972^ 



57306 



Seq. No. 


56867 




Seq. ID 


OJ000113_05.0426. 


C21 


Gene No. 


118949 




Strand 






Start 


15723 




End 


19843 




Name 


OJ000113 05.0426.C21, 


,o2itc 


Method 


TBLASTX: Cress 




Start 


9548 




End 


9763 




GI 


none 




Score 


190 




Exons 


9548. . 9763 










Seq. No. 


56867 




Seq. ID 


OJ000113JD5.0426. 


C21 


Gene No. 


118949 




Strand 






Start 


15723 




- End 


19843 




Name 


OJ000113 05.0426.C21, 


. o3 . np 


Method 


AAT/NAP 




•Start 


15723 ■ • 




End 


17751 




GI 


5420389 




Score 


243 




Exons 


15723. .15760, 16413., 


.16811, 


17382. . 17751 




GI Descrip. 


(AJ243460) proteophosphoglycan [Leishmania major] 




Seq. No. 


56867 




Seq. ID 


OJ000113_05.0426. 


C21 


Gene No. 


li8949 




Strand 






Start 


15723 




End 


19843 




Name 


OJ000113 05.0426.C21, 


.o3.gs 


Method 


GENSCAN 




Start 


16307 




End 


17797 • 




GI 


.none 




Score 


1 




Exons 


1-6307. .17797 










Seq. No. 


56867 ' 




Seq. ID 


OJ000113_05.0426. 


C21 


Gene No. 


118949 




Strand 






Start 


15723 




End 


19843 




Name 


OJ000113 05.0426.C21, 


. o2 . np 


Method 


AAT/NAP 




Start 


16345 




End 


19843 




GI 


5420387 




Score 


272 




Exons 


16345. .16810, 17423., 


.17765, 


19813. . 19843 




GI Descrip. 


(AJ243459) proteophosphoglycan [Leishmania major]-. 




Seq. No. 


56867 




Seq. ID 


" OJ000113_05.0426. 


C21 


Gene No. 


118949 




Strand 






Start 


15723 




End 


19843 




Name 


OJ000113 05.0426.C21. 


,o2. ts 


Method 


TBLASTX: Soybean * 




Start 


16559 




End 


16799 




GI 


none 




Score 


125 




Exons 


16559. .16798, 16578.. 


.16799 








Seq. No. 


56867 




Seq. ID 


OJ000113_05.0426. 


C21 


Gene No. 


118949 




; Strand 






Start 


15723 




End 


"l9843 




Name 


OJ000113 05.0426.C21, 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


16559 




End 


16825 




GI 


none 




Score 


206 




Exons 


16559. . 16825 










Seq. No. 


56867 




Seq. ID 


OJ000113_05.0426. 


C21 


Gene No. 


118949 




Strand 






Start 


15723 




End 


19843' 




Name 


OJ000113 05.0426.C21. 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


16799 




End 


17773 




GI 


none 




Score 


178 





57307 



Exons 



16799. .17020, 16821 17024 , 17039 .. 17359, 17040 17351 , 
17432. .17668, 174 60 .. 17693, 17660 .. 17773, 17 670 ... 17756 : 





Seq. No. 


56867 


Seq. ID. 


OJ000113_05. 0426.C21 




Gene No. 


118949 


Strand. 






Start 


15723 


End 


19843 




Name 


OJ000113 05-0426. C21.ol-tc 


Method 


TBLASTX : Cress 




Start 


17063 


End 


17306 




GI 


none 


Score 


102 




Exons 


17063. .17296, 17115.. 17306 








Seq. No. 


56867 


Seq. ID 


OJ000113_05. 0426. C21 




Gene No. 


118949 


Strand 


— 




Start 


15723 


End 


19843 




Name 


OJ000113 05.0426.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


17187 


End 


17789 




GI 


none 


Score 


566 




Exons 


17187. .17789, 17189. .17767 








Seq. No. 


56867 


Seq. ID 


OJ000113_05.0426.C21 




Gene No. 


118949 


Strand 






Start 


15723 


End 


19843 




Name 


OJ000113 05.0426.C21.ol.tw 


Method 


TBLASTX: Wheat 




Start 


17435 


End 


17755 




■ GI 


none 


Score 


136 




Exons 


17435. .17668, 174 54 .. 17669, 


17660. . 17755, 17670. .17747 


fU 


Seq. No. 


56867 


Seq. ID 


OJ000113_05.0426.C21 




Gene No. 


118949 


• Strand 




L;j 


Start 


15723 


End 


19843 




Name 


OJ000113 05.0426.C21.o3.gp 


Method 


AAT/GAP 


rsi a 


Start 


17572 


End 


17877 




GI 


428666 


Score 


571 


~ 'ts 


Exons 


17572. . 17877 






^ - s 


Seq. No. 


56868 


Seq. ID 


OJ000113_05.0426.C22 


Lis. 


Gene No. 


118 950 . 


" Strand 






Start 


1 ... 


End • 


1416 ... 




Name 


OJ000113 05.0426.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1416 


r= iff 


GI 


6630696 


Score 


2388 




Exons 


1. .1416 








GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) ., AU07 6106 (E20423 ) correspond . to a 






region of the predicted gene 


. ; Similar 


to retrovirus-related pol 






polyprotein from transposon' 


Tnt 1-94. 


(P10-978) [Oryza sativa] 




Seq. No. 


56868 


Seq. ID 


OJ000113_05.0426.C22 




Gene No. 


118950 


Strand 






Start 


1 


End 


1416 




Name 


OJ000113 05.0426.C22.ol.tw 


Method 


TBLASTX: Wheat 




Start 


100 


End 


855 




GI 


none 


Score 


104 




Exons 


100. .258, 100. .855, 105. .836, 350. .847 






Seq. No. 


56868 


Seq. ID 


OJ000113_05.0426.C22 




Gene No. 


118950 


Strand 






Start 


1 


End 


1416 



57308 



Name OJ000113_05 . 0426 . C22 . ol . ts 

Start 505 

GI none 

Expns 505.. 678, 682.. 903, 689.. 901 

Seq. No. 56868 * 

Gene No. 118950 

Start 1 

Name OJ000113_05 . 0426 . C22 . ol . tm 

Start 691 

GI none 

Exons 691.. 1155, 698.. 874 

Seq. No. 56868 

Gene No. 118950 

Start 1 

Name OJ000113_05 . 04 26 . C22 . o2 . tw 

Start 856 

GI none 

Exons 856.. 1047, 857.. 1048 

Seq. 'No. 56868 

Gene' No. 118950 

Start 1 

Name OJ000113_05 . 0426 /C22 . o2 . ts 

Start 913 

GI none 

Exons 913.. 1161, 1144.. 1293 

Seq. No. 56869 

Gene No. 118951 

Start 1295 

Name OJ000113_05 .04 26. C25 . ol . gs 

Start 1295 

GI hone 

Exons 1295. .1425, 17 08 .. 1838 , 2303 . 

Seq. No:' ■ 56870 .... 

Gene No. 118952 

Start 477 

Name OJ000103_04 . 0426 . C2 . ol . gs 

Start 477 

GI none' • ... 

Exons 477. .538 

Seq. No. 56871 

Gene No. 118953 

Start 218 

Name OJ000103_04 . 0426 . C3 . ol . gs 

Start 218 

GI none 

Exons 218.. 330, 565.. 694, 983.. 1035 

Seq. No. 56871. 

Gene No. 118954 

Start 3998 

Name OJ000103 04 . 0426 . C3 . ol . gp 



Method TBLASTX : Soybean 
End 903 
Score 100 



Seq. ID OJ000113_05.0426.C22 
Strand 

End 1416 

Method TBLASTX : Mai ze 

End 1155 

Score 77 



Seq. ID OJ000113_05.0426.C22 
Strand 

End 1416 

Method TBLASTX : Wheat 

End 1048 

Score .210 



Seq. ID OJ000113_05.0426.C22 
Strand 

End 1416 

Method TBLASTX : Soybean 

End 1293 

Score 88 



Seq. ID OJ000113_05.0426.C25 
Strand 

End 4300 

Method GENSCAN 

End 4300 

Score .82 
.2344, 4275. .4300 

Seq. ID OJ000103_04.0426.C2 

Strand , + 

End 538 

Method GENSCAN 

End 538 

Score .55 



Seq. ID OJ000103_04.0426.C3 

Strand + 

End 1035 

Method GENSCAN 

End 1035 

Score .74 



Seq.- ID OJ000103_04 .'0426.C3 
Strand + 
End 4417 
Method . AAT/GAP 



57309 



Start 3998 End 4417 

GI uC-osflM202074dllal Score 427 

Exons 3998. .4136, 4222. .4417 

GI Descrip. 1 604 1855/gb | AAF021 64 . 1 | AC009853_24 3.0e-22 (AC009853) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 56871 Seq. ID 

Gene No. 118955 Strand 

Start 14 66 End 

Name OJ000103_04 . 0426 . C3 . o2 . gs Method 

Start 1466 End 

GI none Score 
Exons 



OJ000103_04.0426.C3 

7172 
GENSCAN 
7172 
.74 



1466. .1535, 1682. .2086, 2910. .3073, 3681. .3766, 4522. .4657, 
4770. .4932, 5654. .5743, 5806. .5875, 6677. .7172 



Seq. No. 56871 

Gene No. 118955 

Start 1466 

Name OJ000103_04 . 0426 . C3 . o2 . gp 

Start 4354 

GI LIB34 32-01 4-P1-K1-C4 

Exons 4354.. 4657, 4770.. 4902 

GI Descrip. ' 3445204/gb | AAC32434 . 1 | 2. 



Seq. ID 

Strand 

End,- 

Method 

End 

Score 



OJ000103_04.0426.C3 
7172 

AAT/GAP ' " 

4902 

822 



Oe-45 (AC004786) putative GTP-binding 



.protein [Arabidopsis thaliana] 1 



Seq.' No. 56871 
Gene No. 118955 
Start 1466 

Name OJ000103_04 . 0426 . C3 . o2 . np 

Start 4451 
GI 6226480 
Exons 4451.. 4657, 

GI Descrip. HYPOTHETIC 

(AC004786) 

thaliana] 



4770. .4932, 5806. 



Seq. ID OJ000103_04 .0426.C3 
Strand 

End 7172 

Method AAT/NAP 

End 68 93 

Score 843 
.5875, 6677. .6893 



GTP-BINDING PROTEIN T20K9.8 gi | 3445204 | gb IAAC32434 . 1 | 
putative nucleotide-binding protein [Arabidopsis 



Seq. No. 56871 
Gene No. fe , 118955 
Start 1466 

Name OJ000103_04 . 0426 . C3 . ol . tc 

Start 4452 
GI none 

Exons 4452..4S98, 4457. .4618, 4457. 

4818. .4883, 5802. .5873, 5802, 
6676..6789 



Seq. ID OJ000103_04 .0426.C3 
Strand 

End 7172 

Method TBLASTX : Cress 

End 67 8 9 

Score 109 

.4624, 4601. .4660, 4767. .4808, 
.5876, 5803. ..5877, 6675.-6785, 



Seq. No. 56871 

Gene No. 118955 

Start 1466 

Name ' OJ000103_04 . 0426 .C3 . o2 . ts 

Start t 4463 

GI none 

Exons 4463. .4504, "4464. .4508, 4511. 

4601. .4660, 4767. .4832 



OJ000103_04 .0426.C3 
7172 

TBLASTX : Soybean 
4832 
36 

.4597, 4511. .4624, 4512. .4607, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 
Gene No. 



56871 
118955 



Seq. ID 
Strand 



OJ000103 04. 0426. C3 



57310 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1466 End 

OJ000103_04 . 0426.C3.ol.tm Method 

4 601 End 

none Score 



7172 

TBLASTX: Maize 

6908 

47 



4601. .4660, 4602. .4643, 4767 .. 4 931, 4768 .. 4 908 , 5799.-5876, 
5802. .5876, 5803. .5877, 6653.. 6793, 6675.. 6908, 6676.-6852 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103 04. 0426. C3 



56871 
118955 
1466 

OJ000103_04 . 0426.C3.o3.gp 
5382 

uC-osflM202123a09bl 
5382.. 5914 

• 3445196/gbl AC004786. 1 IATAC004786 6.0e-10 Arabidopsis thaliana 
chromosome II BAG T20K9 genomic sequence, complete sequence 1 



7172 
AAT/GAP 
5914 
1017 



56871 

118955 

1466 

OJ000103_04.0426.C3.ol.ts 

6666 

none 

6666. .6800, 6675. .6830, 6676. 
6912.. 6959 . 



Seg. ID OJ000103_04 .0426.C3 
Strand 

End 7172 

Method TBLASTX : Soybean 

End 6959 

Score 92 

,6831, 6804.. 6890, 6805.. 6879, 



£3 



Seq. No. 


56872 


Seq. ID 


OJ000103_ 


04 


.0426, 


,C4 


Gene No. 


118956 


Strand 










Start 


572 


End 


2773 " 








Name 


OJ000103 04.0426.C4.ol.gs 


Method 


GENSCAN 








Start 


572 


End 


2773 








GI 


none 


Score 


.67 








Exons 


572.. 700, 1470.. 1565, 1702., 


,1757, 2713 


. .2773 








Seq. No. 


56873 


Seq. ID 


OJ000103_ 


_04 


.0426. 


.C5 


Gene No. 


118957 


Strand 


+ 








Start 


1 


End- 


1135 . 








Name 


OJ000103 04.0426.C5.ol.np 


■ Method 


AAT/NAP . 








Start 


1 


End 


1135 








GI 


6006359 


Score 


64 








Exons 


1..25, 370. .478, 1081. .1135 












GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








Seq. No. 


56873 ■ 


Seq. ID 


OJ000103_ 


_04 


.0426. 


,C5 


Gene No. 


118 957 . 


Strand 


+ 








Start 


1 


End 


1135 








Name 


OJ000103 04.0426.C5.ol.gs 


Method 


GENSCAN 








Start 


308 


End 


535 








GI 


none 


Score 


.88 








Exons 


308. .535 












Seq. No. 


56874 


Seq. ID 


OJ000103_ 


_04 


.0426. 


■ C8 


Gene No. 


118958 


Strand 










Start 


11 


End 


305 








Name 


OJ000103 04.0426.C8.ol.gs 


Method 


GENSCAN 








Start 


11 


End 


305 








GI 


none 


Score 


.85 









57311 



Exons 



11. .65, 189. .305 



OJ000103_04 .0426.C9 
+ 

4 04 4 
AAT/NAP 
4044 
460 



Seq. No. 56875 Seq. ID 

Gene No. 118959 Strand 

Start 1 End 

Name OJ000103_04 .0426.C9.ol.np Method 

Start 1 End 

GI 6069646 ' Score 

Exons 1..44, 3058.. 4044 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbjl BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 56875 Seq. ID 

Gene No. 118960 Strand 

Start 8310 End 

Name t OJ000103_04 . 0426 . C9 . o2 . gs Method 

Start ' 8310 End 

GI none Score 
Exons 



OJ000103_04 .0426.C9 
+ 

22979 
GEN SCAN 
22979 
. 67 



8310. .8454, 8649. .8732, 9116. .9280, 1047 9 10613, 11014. 

11623. .11692, 11953. .12096, 12575. .12691, 13566. .13639, 

14458. .14615, 14 942 .. 15045, 17665 .. 1774 9, 19088 .. 1 9286, 

19469. .19606, 19688 .. 20228 ,• 20709 .. 20752 , 21199 .. 21287 
21383. .21456, 21739 .. 21815, 22324. .22979 



11037, 



Seq. No. 56875 
Gene No. 118960 
Start 8310 

Name OJ000103_04 . 042 6 . C9 . o2 . np 

Start 19237 
GI 1171429 

Exons 19237. .19384, 19474 .. 19606, 

21190. .21287, 21383. .21456, 
22324. .22553, 22784.. 22976 

GI Descrip. (U44028) CKC [Arabidopsis thaliana] 



Seq. ID OJ000103_04 . 0426.C9 
Strand + 
End 22979 
Method AAT/NAP 
End 22976 
Score 761 
19663. .20228, 20888 .. 20970 , 
21578. .21628, 21739 .. 21815, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 



56875 Seq. ID OJ000103_04 . 042 6 . C9 

118961 Strand + 

34301 End 35205 

OJ000103_04 . 0426.C9.o3.np Method AAT/NAP 

34301 End ■ 35205- - 

7487656 Score 204 

34301. .34370, 34 4 53 .. 34518 , .34604 .. 34672, 3477 9 .. 34 930 , 

35089.. 35205 

hypothetical protein T4L20.110 - Arabidopsis 'thaliana 
gi I 3096922 | emb | CAA18832 . 1 1 (AL023094) putative protein 
[Arabidopsis thaliana] gi | 72704 03 | emb | CAB80170 . 1 | (AL161585) 
putative protein [Arabidopsis thaliana] 



Seq. No. 56875 Seq. ID 

Gene No. 118962 Strand 

Start 38180 ; End 

Name OJ000103_04 . 042*6 . C9 . o4 . np Method 

Start 38114 End 

GI 5734709 Score 



OJ000103_04.0426.C9 
+ 

41209 
AAT/NAP 
41209 
90 



57312 



Exons 

GI Descrip. 



38114 . .38394, 38456 . 38554 , 40265 .. 40385, 41174. .41209 
(AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Seq. No. 


56875 


Seq. ID 


OJ000103_04.0426.C9 


Gene No. 


118962 


Strand 


+ 


Start 


38180 


End 


41209 


Name 


OJ000103__04 .0426.C9.o5 . gs 


Method 


GENSCAN 


Start 


38180 


End 


41045 


GI 


none 


Score 


.72 


Exons 


38 180. . 385 69, 38 68 9.. 38754, 


38946... 39011, 40890. .41045 


Seq. No. 


56875 


Seq. ID 


OJ000103_04.0426.C9 


Gene No. 


118962 ■ 


Strand 


+ 


Start 


38180 


End 


41209 


Name 


OJ000103 04.0426.C9.o5.np 


Method 


AAT/NAP 


Start - 


38180 


End 


39168 


GI 


7460050 


Score 


125 


Exons 


38180. .38617, 3-9063 .. 39168 






GI Descrip. 


hypothetical protein T16L1. 


270 - Arabidopsis thaliana 




gi | 354 9680 | emb | CAA20591 . 1 | 


(AL031394) 


putative protein 




[Arabidopsis thaliana] gi | 7270327 | emb | CAB80095 . 1 | (AL161584) 




putative protein .[Arabidopsis thaliana] 


Seq. No. 


56875 


Seq. ID 


OJ000103_04.0426.C9 


Gene No. 


118963 


Strand 


+ 


Start'- 


45415 


End 


46309 


Name 


OJ000103 04.0426.C9.o7.gs 


Method 


GENSCAN 


Start 


45415 


End 


46309 


GI 


none 


Score 


.5 


Exons 


45415. .45462, 46136. .46309 






Seq. No. 


56875 


Seq. ID 


OJ000103 04. 0426. C9 


Gene No. 


118964 


Strand 


+ 


Start 


49353 


End 


65052 


Name 


OJ000103 04.0426.C9.o6.np 


Method 


AAT/NAP 


Start 


49353 


. -End, 


52443 


GI 


5734621 


Score 


378 


Exons 


49353. .49946, 52343. .52443 






GI Descrip. 


(AP000391) ESTs AU067 992 (C11433 ) , AU077424 (C11433 ) correspond 




a region of the predicted gene.; Similar to ABC transporter-' 




(U43892) [Oryza sativa] 






Seq. No. 


56875 


Seq. ID 


OJ000103_04 .0426.C9 


Gene No. 


118964 


Strand 


+ 


Start 


49353 


End 


65052 


Name 


OJ000103 04.0426.C9.o7.np 


Method 


AAT/NAP 


Start 


51678 


End 


63270 


GI 


6685403 


Score 


1864 


Exons 


51678. .51712, 54003 .. 54182, 


56148. .56259, 56366 .. 5654 0, 



56822. .56990, 57070 .. 57288 , 57380 .. 57 655, 62726 .. 63004 , 
63169. .63270 

GI Descrip. SQUALENE MONOOX YGENAS E • (SQUALENE EPOXIDASE) (SE) 

gi| 2804278 |dbj |BAA24448| (AB003516) squalene epoxidase [Panax 
ginseng] 



Seq. No. 56875 Seq. ID OJ000103_04 . 04 2 6 . C9 



57313 




Gene No. 


118964 






Strand 


+ 




Start 


49353 






End 


65052 




Name 


OJ000103 04. 0426. C9. 


, o9 . gs 


Method 


GENSCAN 




Start 


53928 






End 


65052 




GI . 


none 






Score 


.7 




Exbns 


53928. .54182, 


56148, 


. .56259, 


56378. .56540, -56822. 


.56990, 




57380. .57655, 


57741. 


. .57858, 


58667. .58763, 58991. 


.59212, 




59353. .59495, 


59780. 


, .59853, 


60133. .60405, 61147. 


. 61258, 




61326. . 61500, 


61785. 


, . 61953, 


62358. . 62633, 62726. 


. 63004, 




63169. .63272, 


64869. 


, .65052 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56875 
118965 
65675 

OJ000103_04 .0426.C9.o5.tm 
3402 
none 

3402. .3551, 3570. .3800, 3850. .3951 



Seq. ID OJ000103_04 .0426.C9 
Strand 

End- 68103 

Method TBLASTX : Mai ze 

End 3951 

Score 102 



Seq. No. 


56875 




Seq. ID 


OJ000103_04 .0426. 


.C9 


Gene No. 


118965 




Strand 






Start 


65675 




End 


68103 




Name 


. OJ000103 04. 0426. C9. 


. o3 . tw 


Method 


TBLASTX: Wheat 




'Start 


3579 




End 


3767 




GI 


none 




Score 


186 




Exons 


3579. .3767 










Seq, No. 


56875 




Seq. ID 


OJ000103_04 .^0426, 


■ C9 


Gene No. 


118965 




Strand 






Start 


65675 




End 


68103 




Name 


OJ000103 04. 0426. C9, 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


19540 




End 


22472 




GI 


none 




Score 


87 




Exons 


19540. .19605, 19702. 


. .19731, 


20160. .20228, 20170 .. 20229, 






20882. .20968, 20883. 


; .20969, 


21195. .21284, 21386 .. 2 14 66, 






21424. .21456, 21575. 


. .21628, 


21576. .21629, 21736 .. 2 1825 , 






21737. .21826, '22302. 


, .22472, 


22323., 22469 , 




Seq. No. 


56875 




Seq. ID 


OJ000103_04.0426, 


,C9 


Gene No. 


118965 




Strand 






Start 


65675 




End 


68103 




Name 


OJ0001Q3 04. 0426. C9. 


, o3 . ts 


Method 


TBLASTX : Soybean 




Start 


20173 . • 




End 


22457 




GI 


none 




Score 


82 




Exons 


20173. .20229, 20883. 


. .20969, 


,20888. .'20968, 21195 21290, 






21383. .21466, 21575. 


. .21628, 


21576. .21629, 21736 .. 2 1825 , 






21737. .21826, 22302. 


, .22457, 


22323. .224 


57 





Seq. No. 56875 
Gene No. 118965 
Start 65675 

Name OJ000103_04 . 0426 . C9 . o7 . tm 

Start * 21195 
GI none 

Exons 21195. .21290, 21195 .. 21290, 

21736. .21810, 21737. .21826, 



.Seq. ID 
Strand 
End 

Method 

End 

Score 



21383. .21466, 21576. 
22305. .22409 



OJ000103_04 .0426.C9 
68103 

TBLASTX: Maize 

22409 

129 

21629, 



57314 * 




Seq. No. 


56875 






Seq. ID 


OJ000103_04 .0426 


,C9 


Gene No. 


118965 






Strand 






Start 


65675 






End 


68103. 




Name . 


OJ000103 04. 0426. C9. 


. o6.tm 


Method 


-TBLASTX: Maize 




Start 


26659 






End 


26946 . 




GI 


none 






Score 


59 ' * 




Exons 


26659. , 


.26730, 26690. 


. .26734, 


26720. .26932, 26728.. 26946 




Seq. No. 


56875 






Seq. ID 


OJ000103_04 .0426 


.C9 


Gene No. 


118965 






Strand 






Start 


65675 






End 


68103 




Name 


OJ000103 04. 0426. C9. 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


27170 






End 


28316 




GI 


none 






Score 


162 ■ 




Exons 


27170. . 


.27490, 27179. 


. . 27457, 


27448. .27573, 27449. . 27538, 






27462. . 


.27836, 27501. 


. .27701, 


27581. .27982, 27581 .. 27832 , 






27634. . 


.27837, 27747. 


. .27839, 


27879..27923, 27978 .. 28130 , 






. 27992. , 


.28135, 27992. 


. .28138, 


28150. .28 


182, 28154 . .28183, 






28281.. 


.28316 










Seq. No. 


56875 






Seq. ID 


OJ000103_04 .0426 


.C9 


Gene No. 


118965 






Strand 






Start 


65675 






End 


68103 




Name 


OJ000103 04.0'426.£9. 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


27460 






End 


27823 




GI 


none 






Score 


82 




Exons 


27460. . 


.27792, 27461. 


. .27538, 


27466. .27822, 27581 .. 27823, 






27581. , 


.27823 











Seq. No. 56875 Seq. ID 

Gene No. 118965 Strand 

Start 65675 End 

Name OJ000103_04 . 0426 . C9 . o5 . tc Method 

Start 27587 End 

GI none Score 

Exons 27587. .27832, 27614.. 27832 



OJ000103_04 .0426.C9 
68103 

TBLASTX: Cress 

27832 

214 



Seq. No. 56875 ■ ■ ■ " Seq. ID 

Gene No. 118965 Strand 

Start 65675 End 

Name OJ000103_04 . 0426 . C9 . o4 . ts Method 

Start 27617 End 

GI none Score 

Exons 27617. .27871, 27697.. 27873 



Seq. No. 56875 

Gene No. 118965 

Start 65675 

Name OJ000103_04 . 042 6 . C9 . o9 . tm 

Start 34099 

GI none 

Exons 34099. .34143, 34 100 .. 34138, 
34246. .34371, 3424 9 .. 34371, 



Seq. No. 
Gene No. 
Start 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103_04.0426.C9 
68103 

TBLASTX : Soybean 

27873 

246 



OJ000103 04. 0426. C9' 



68103 

TBLASTX: Maize 
34542 
50 

34242. .34370, 34245 .. 34370, 
34414. .34542, 34429.-34542 



56875 

118965 

65675 



Seq. ID 

Strand 

End 



OJ000103 04. 0426. C9 



68103 



57315 



Name 

Start 

GI 

Exons 



OJ000103_04 . 0426.C9.o5. ts Method 
34293 End 
none Score 



TBLASTX : Soybean 

34832 

113 



342 93.-34 373, 34 319. .34 375/- 34 414 .. 34 542, 34 4 58. .34 517, 
34601. .34690, 34 603 .. 34 695, ' 34773 .. 34832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103 04. 0426. C9 



56875 
118965 
65675 

OJ000103_04 .0426.C9.o6.tc 
34305 
none 

34305. .34370, 34456. . 34542, . 34458 .. 34529, 34 601 34 672, 
34603. .34671 



68103 

TBLASTX: Cress 

34672 

91 



Seq. No. 56875 Seq. ID 

Gene No. 118965 Strand 

Start 65675 End 

Name OJ000103_04 . 0426 . C9 . o4 . tw Method 

Start 34334 End 

GI none Score 

Exons 34334. .34369, 34335 .. 3437Q, 34455.-34547, 34456 

34601 v . .34714, 34606.. 34689 



OJ000103 04. 0426. C9 



68103 

TBLASTX: Wheat 
34714 
55 

34542, 



Seq. No. 56875- Seq. ID 

Gene No. 118965 Strand 

Start 65675 > End 

Name OJ000103_04 . 0426 . C9 . 08 . tm Method 

Start 38350 End 

GI none Score 

Exons 38350. .38385, 38351 .. 38386, 384 62 .. 38575, 38474 

38479. .38571, 38679 .. 38768, 38 689 .. 387 69, 38689 

40887. .41075, 40888 4 107 6, 40888 .. 4 1058 , 40889 
40898. .41074 



OJ000103 04. 0426. C9 



68103 

TBLASTX: Maize 
41077 
64 



,38569, 
,38802, 
,41077, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56875 
118965 
: 65675 
OJ0001 
56146 
none 
56146. 
56374. 
56819. 
57070. 
61145. 
61325. 
61344 . 
61782. 
62057. 



03 04 .0426.C9.o3.tm 



.56250, 
.56526, 
.56992, 
.57270, 
.61249, 
.61345, 
.61496, 
. 61955, 
. 62257 



56147. 
56384 . 
56820. 
57070. 
61146, 
61334. 
61351. 
61783. 



.56254, 
.56536, 
.57038, 
.57270, 
.61250, 
. 61498, 
.61509, 
.61956, 



Seq. ,ID 

Strand 

End ■ 

Method 

End 

Score 



OJ000103_04.0426.C9 

68103 

TBLASTX: Maize 

62257 

129 



56148. .56222, 56374 .. 56538 , 
56391. .56549,. 56807. .5698 9, 
57068. .57268,- 57069 .. 57.269, 
60323. .60427, 60340 .. 60405, ■ 
6114 6. .61253, 6114 7. .61257, 
61337. .614 95, 6134 4. .61508, 
61759. . 61950, 61782. . 61952, 
62055. .62255, 62056. .62256, 



Seq. No. 56875 Seq. ID 

Gene No. 118965 Strand 

Start 65675 . End" 

Name OJ000103_04 . 04 26 . C9 . ol . tc ' Method 

Start 56147 End 

GI none Score 



OJ000103_04.0426.C9 
68103 

TBLASTX: Cress 

63258 

105 



57316 



Exons 



56147. .56254, 56148 .. 56222, 56365.-56454, 56458 .. 56535, 



56816. .56977, 56820. 

57377. .57430, 57431. 

57740. .58012, 58205. 

61325. .61414, 61418. 

62060. .62278, 62068. 

62475. .62588, 62681. 



.56978, 57073. .57291, 5708 1 57290, 

.57655, 57431. .57610, 57738 58040, 

.58291, 61146. .61253, 61147 .. 61257 , 

.61495, 61779. .61940, 61783 6194 1 , 

.62277, 62355. .62408, 624 09 .. 62633, 

.62983, 62725. .62997, 63172.. 63258 



Seq. No. 56875 
Gene No. 118965 
Start 65675 

Name OJ000103_04 . 0426 . C9 . ol . tw 

Start 56159 
GI none • ■ 

Exons 56159. .56254, 56160 .. 56222, 

56364. .56540, 56365.-56538, 

56821. .56988, 56827.-56988, 

61159. . 61257, 61160 .. 61258, 

61332. .61511, 61339. .615.33, 

61783. .61950, 61784.-61951 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 04. 0426. C9 



68103 

TBLASTX: Wheat 
61951 
107 

56161. .56259, 56162. .56260, 
56819. .56986, 56820 .. 56987 , 
61158. .61253, 61159. .61257, 
61324. .61509, 61325 .. 614 98 , 
61782. .61949, 61782 .. 6194 9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56875 

118965 

65675 

OJ0001 

56237 

none 

56237. 

56822. 

57365. 

57738. 

58204. 

61785. 

62057. 

62355. 

62725. 

63169. 



Seq. ID OJ000103 
Strand 



04 .0426. C9 



03 04.0426.C9.ol.ts 



,56257, 
,56992, 
,57643, 
,58016, 
,58272, 
,61955, 
,62278, 
,62633, 
,63006, 
,63264 



56364 
57067 
57377 
57740 
61324 
62052 
62343 
62360 
62725 



.56549, 
.57288, 
.57655, 
.58018, 
.61509, 
.62264, 
.62435, 
.62629, 
.63003, 



End 68103 - 

Method TBLASTX : Soybean 
End 63264 
Score 257 
56365. .56538, 56820 .. 57035 , 
57069. .57290, 57070 .. 57291 , 
57382. .57651, 57738 .. 58019, 
57752. .58021, 58196 .. 58294 , 
61325. . 614 98, 61783. . 62001, 
62054. .62275, 62056 62277 , 
62347. .62436, 62353. .62619, 
62723. . 62 995, 62723. . 63001, 

63263, 



63163. . 63255, 63168. 



Seq. No. 56875 
Gene No. 118965 
Start 65675 

Name OJ000103_04 . 0426 . C9 . ol . tm 

Start 57438 

GI none 

Exons 57438. .57509, 57438 

57440. .57655, 57738 
58196. .58291, 58202 
62418. .62633, 62418 
62725. .63003, 62725 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 04. 0426. C9 



57653, 57439. 

58019, 57738, 

58261, 58204. 

62633, 62723. 



68103 

TBLASTX: Maize 
63278- ■ 
93 

57654, 57440. .57655, 
58016, 57740. .58018, 
58272, 62417. .62632, 
62995, 62723. .63001, 



63024, 63163. .63258, 63168.. 63278 



Seq. No. 56875 

Gene No. 118965 

Start 65675 

Name OJ000103_04 . 042 6 . C9 .ol0 . gs 

Start 65675 

GI none 
Exons 



Seq. ID OJ000103_04.0426.C9 
Strand 

End 68103 

Method GENSCAN 

End 68103 

Score .91 



65675.-65858, 65890 .. 66002, 66155 .. 66367 , 66664.-667 62, 



57317 








66864. .66995, 


67105. 


. 67287, 


67411. . 67638, 67728 


. .67817, 








67963. .68103 
















Seq. NoT- 


56875 






Seq. ID 


OJ000103 


_04.0426 


,C9 




Gene No . 


118965 






Strand 










Start 


65675 






End 


68103 








Name 


OJ000103 04. 0426. C9. 


o4 . tc 


Method 


TBLASTX: 


Cress 






Start 


65675 






End 


' 66370 








GI 


none 






Score 


68 








Exons 


65675. .65791, 


65685. 


. 65792, 


65889. . 66005, 65905 


. .65964, 








66140. . 66370, 


66143. 


. 66346, 


66153. . 66368 








Seq. No. 


56875 






Seq. ID 


OJ000103 


* 

_04.0426 


.C9 




Gene No. 


118965 






Strand 










Start 


65675 






End 


68103 








Name 


OJ000103 04. 0426. C9. 


08 . np 


Method 


AAT/NAP 








Start 


65678 






End 


67706 








GI 


6319167 






Score 


1014 








Exons 


65678. .65779, 


65877. 


.66002, 


66155. .66367, 66664 


. .66762, 








66864. .66995, 


67105. 


.67287, 


67411. .67706 








GI Descrip. 


(AF19384 6) branched- 


chain amino acid aminotransferase [Solanum 






tuberosum] 
















Seq. No.' 


56875 






Seq. ID 


OJ000103 


J)4.0426 


.C9 


■ VcF 


Gene No. 


118965 






' Strand 










Start 


65675 






End 


68103 








Name 


OJ000103 04. 0426. C9. 


o2 . ts 


Method 


TBLASTX: 


Sovbean 






Start 


65889 






End 


67569 






■a ts - 
z : E 


GI 


none 






Score 


72 






i : : 
•a sr 


Exons 


65889. .66005, 


65902. 


.65964, 


66152. .66367, 66174 


. .66368, 




w 




66655. .66768, 


66707. 


.66763, 


66862. .66996, 66864 


. .66917, 




r : : 




66966. .66995, 


67114. 


.67248, 


67127. .67252, 67258 


. .67290, 




— 




67262. .67291, 


67411. 


.67491, 


67501. .67569 






f H 


Seq. No. 


56875 






Seq. ID 


OJ000103 


JD4.0426 


.C9 




Gene' :: No . 


118965 






Strand 










Start 


65675 






End . 


68103 








Name 


OJ000103 04. 0426. C9. 


o4 . tm . 


Me.thod 


TBLASTX : 1 


Maize 






Start 


65889 






End 


67569 








GI 


none 






Score 


78 








Exons 


65889. .66026, 


65890. 


. 65964, 


66152. . 66367, 66162 


. .66368, 








66661. .66768, 


66707. 


.66763, 


66862. . 66993, 66864 


. .66995, 








67114. .67242, 


67127. 


. 67252, 


67258.-. 67290, 67259 


. .67288, 








67411. .67494, 


67495. 


. 67569 












Seq. No. 


56875 






Seq. ID 


OJ000103 


_04.0426 


.C9 




Gene No. 


118965 






Strand 










Start 


65675 






End 


68103 








Name 


OJ000103 04.04 


26. C9. 


o2.tc 


Method 


TBLASTX : ' 


Cress 






Start 


66676 






End 


67569 








GI 


none 






Score 


157 








Exons 


66676. .66768, 


66862. 


.66996, 


66864. .66917, 66966 


. .66995, 








67114. .67248, 


67127. 


.67252, 


67249. . 67290, 67402 


. .67497, 








67501. .67569 
















Seq. No. 


56876 






Seq. ID 


OJ000103 


_04 .0426 


.Cll 




Gene No. 


118966 






Strand 


+ 







57318 



fii 



Start 


2496 






End 


5711 




Name 


OJ000103 04 


.0426.Cll.o2 


.np 


Method 


AAT/NAP 




Start 


2496 






End 


5711 




GI 


6498423 






Score ■ 


187 




Exons 


2496. .2753, 


2805. .3239, 


5566. 


.5711 






GI Descrip. 


(AP000815) 


hypothetical 


protein '[Oryza 


sativa] 




Seq. No. 


56876 






Seq. ID 


OJ000103_ 


_04.0426.C11 


Gene No. 


118967 






Strand 






Start 


1 






End 


1588 




Name 


OJ000103 04 


.0426.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1588 




GI 


4539658 






Score 


194 




Exons 


1..255, 1550. .1588 










GI Descrip. 


(AF061282) 


serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 












Seq. No. 


56876 






Seq. ID 


OJ000103_ 


04 .0426. Cll 


Gene No. 


118968 






Strand 






Start 


5065 






End 


5885 




Name 


OJ000103 04 


.0426.Cll.o2 


.gs 


Method 


GENSCAN 




Start 


5065 






End 


5885 




GI 


none 






Score 


.84 




Exons 


5065. .5297, 


5378". .5885 










Seq. No. 


56876 ' 






Seq. ID 


OJ000103_ 


_04.0426.C11 


Gene No . 


118969 






Strand 






Start 


7605 






End 


12499 




Name 


OJ000103 04 


.0426.Cll.o3 


.gs 


Method 


GENSCAN 




Start 


7605 






End 


12499 




GI 


none 






Score 


.43 




Exons 


7605. .7680, 


7769. .7951, 


8989. 


.9136, 9684. .9800, 


10750. .10921, 




11005. .11367, 12464. .12499 








Seq. No. 


56877 






Seq. ID 


OJ000103_ 


_04.0426.C12 


Gene No. 


118970 






Strand 


*+ 




Start 


1337 , 






End . 


9381 




Name 


OJ000103 04 


,0426.C12!ol 


.gs 


Method 


GENSCAN 




Start " 


1337 






End 


9381 




GI 


none 






Score 


.74 




Exons 


1337. .1433, 


1665. .1854, 


2669. 


.2764, 29S5..3232, 


3450. .3655, 




6744. .6828, 


6940. .7056, 


8289. 


.8447, 9227. .9381 





Seq. No. 


56877 


Seq. ID 


OJ000103 


Gene No. 


118971 


Strand 




Start 


459 


• End 


3599 


Name 


OJ000103 04.0426.C12.ol.np 


Method 


AAT/NAP 


Start 


459 


End 


3599 


GI 


7340868 


Score 


38 


Exons 


459. .494, 1634. .1818, 3565. 


.3599 




GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


56877 


Seq. ID 


OJ000103 


Gene No. 


118972 


Strand 




Start 


5341 


End 


6827 


Name 


OJ000103 04 .0426.C12.o2.np 


Method 


AAT/NAP 


Start 


5341 


End 


6827 



57319 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852093 Score 
5341. .5546, 6801. .6827 
(AL117264) zwhl6.1 [Oryza sativa] 



75 



56877 

118973 

11582 

OJ000103_04 .0426.C12.o2.gs 

11582 

none 



Seq. ID OJ000103_04.0426.C12 
Strand 

End 14000 

Method GENSCAN 

End 14000 

Score .48 



11582. .11782, 12998. .13054, 13833. .14000 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No." 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56878 
118974 
7400 

OJ000103_04 .0426.C14 .ol.gp 
7400 

64829 1.R1084 



13093 
AAT/GAP 
8934 
1423 

7400. .7770, 8067. .8151, 8224. .8279, 8564. .8740, 8840. 
'5262i90/emb|CAB45787.1| 3.0e-37 (AL080252) inositol 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 04.0426.C14 



.8934 
1/ 3, 



4-trisphosphate 5/6-kinase-like protein [Arabidopsis thaliana] 



56878 

118974 1 
7400 

OJ000103_04 .0426.C14 .ol.tm 

7660 



none 
7660 
8065 
8831 
9247 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 04.0426.C14 



7773, 7667 
8151, 8224 
8959, 8838 
9339, 9248 
10738. .10845, 10748 
12242. .12370 



13093 

TBLASTX: Maize 
12370 
112 

7771, 7683.-7778, 8064. .8150, 8065. .8151, 
8280, 8230. .8277, 8560. .8742, 8565. .8741, 
8984, 8839. .8961, 8841. .8984, 9246.-9338, 
9340, 10106. .10234, 10107 .. 10235, 

10831,' 12237. .12344, 12238 .. 12318 , 



56878 
118974 
7400 

OJ000103_04 .04 2 6.C14 .o2.gs 
7676 



OJ000103 04.0426.C14 



none 
7676. . 
10108, 
12747, 



Seq. ID _ 
Strand . - 
End 13093 
Method GENSCAN 
End 13093 
Score .78 

7770, 8067. .8151, 8224. .8279, 8564. .8740, 8840. .8959, 
.10228, 10528. .10560, -10747. .10828, 121 90 .. 12397 , 
.12862, 12922. .13093 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



56878 

118974 

7400 

OJ000103_04 . 0426.C14 .ol. ts 
7698 
none 
7698. 
8224. 
8839. 



,7778, 7703. .7771, 8065. 
.8280, 8565. .8741, 8567. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 04.0426.C14 



13093 

TBLASTX: Soybean 
10211 
92 

8151, 8066. .8152, 8072. .8152, 
8740, 8575. .8742, 8838. .8960, 



.8961, 9247. .9303, '9298. .9339, 10104 . .102 11 , 10106. .10210 



56878 
118974 



Seq. ID 
Strand 



OJ000103 04.0426.C14 



57320 



Start 7400 End 13093 

Name OJ000103_04 . 0426 . C14 . ol . np Method AAT/NAP 

Start 8009 End 12454 

GI 7487925 Score 751 

Exons 8009.. 8151, 8224.. 8279, 8564.. 8740, 8840.. 8959, 

10108. .10228, 10528. .10560, 10747 .. 10828, 12243. 
GI Descrip. inositol 1 , 3, 4-trisphosphate 5/6-kinase homolog 
Arabidopsis thaliana gi | 5262190 | emb | CAB45787 . 1 | 
inositol 1, 3, 4-trisphosphate 5/6-kinase-like protein 
[Arabidopsis thaliana] gi | 7267457 | emb I CAB81153 . 1 1 (AL161510) 
inositol 1, 3, 4-trisphosphate 5/6-kinase-like protein 
[Arabidopsis thaliana] 



9246, .9338, 
. .12454 
T12G13.10 - 
(AL080252) 



Seq. No. 56878 

Gene No. 118974 " 

Start 7400 

Name OJ000103JD4 . 0426 . C14 . ol . tc 

Start 8065 

GI none 
Exons 



Seq. ID OJ000103_04 . 042-6. G14 



Strand 
End 

Method 
End 
Score . 



13093 

TBLASTX: Cress 

12319 

67 



8065.. 8151, 8592.. 8741, 8838.. 8960, 10717 .. 10830; 12254 .'. 12319 



Seq. No. 


56878 








Seq. ID 


OJ000103 


_04 


.0426 


.C14 


Gene No. 


'118974 








Strand 










Start 


7400 








End 


13093 • 








Name 


OJ000103 04. 


0426. C14, 


.o2. 


■ gp 


Method 


"AAT/GAP. 








Start 


12203 








End 


12642 








GI 


701849 








Score 


711 








Exons 


12203. .12642 


















Seq. No. 


56879 








Seq. ID 


OJ000103_ 


_04 


.0426 


. CIS 


Gene No. 


118975 








Strand 


+ 








Start 


296 








End 


401 








Name 


OJ000103 04. 


0426. C15. 


.ol. 


.gs 


Method 


GENS CAN 








Start 


296 








End 


401 








GI 


none 








. Score 


.73 








Exons 


296. .401 


















Seq. No. 


56879 ; 








Seq. ID 


OJ000103_ 


_04 


.0426 


.CIS 


Gene No. 


118976 








Strand 


+ 








Start 


7046 








End 


7956 








Name 


OJ000103 04. 


0426. CIS, 


,o4, 


,gs 


Method 


GEN SCAN 








Start 


7046 








End 


7956 








GI 


none 








Score 


• .96 • 








Exons 


7046. .7189, 


7301. .7483, 


7502 


..7637, 7793.. 7956 








Seq. No. 


56879 








Seq. ID 


OJ000103_ 


JD4 


.0426 


.C15 


Gene No. 


118977 








Strand 


+ 








Start 


11835 








End 


15351 








Name 


OJ000103 04. 


0426. C15. 


.o3. 


.np 


Method 


AAT/NAP 








Start 


11835 








End 


15351 








GI 


6721512 








Score 


86 








Exons 


11835. .11858 


, 13539.. 


,13630, 


13658. . 13790, 13830 


. .13874, 





15309.. 15351 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 56879 Seq. ID OJ000103_04 . 042 6 . CIS 

Gene No. 118978 Strand 



57321 




Start 


623 








End 


5835 




Name 


OJ000103 04 


.0426. 


C15.o2 


.gs 


Method 


GEN SCAN 




Start 


623 








End 


5740 




•GI 


•none 








Score 


.58 




Exons 


623. .890, 969. .1118, 2179. .2241, 3008. 


.3099, 4037. .4179, 






4261. .4508, 


4839. 


.5740 












56879 








Seq. ID 




CIS 


Gene No. 


118978 








Strand 






Start 


623 








End 


5835 




Name 


OJ000103 04 


. 0426 . 


C15 . ol 




MpI - hi nH 


AAT/GAP 




Start 


5443 








End 


5835 




GI 


none 








Score 


665 




Exons 


5443. .5835 














tO " . LN V_y . 


56879 








Seq. ID 


OJ000103 04 0426 


CIS 


Gene No. 


118979 








Strand 






Start. 


6348 








End 


6826 




Name 




04? 6 




f-TJl 

. L.1LI 


Mot" \\ c\c\ 


TBLASTX: Maize 




Start 


4277 * 








End 


4525 




GI 


none 








Score 


125 




Exons 


4277. .4525, 


4281. 


.4490 










Q&rt Ha 

JCL^. LN ■ 


56879. 








Seq. ID 






Gene No. 


118979 








Strand 






Start' 


6348 








End 


6826 




Name 


Ol7000101 04 


.042 6. 


CIS . ol 


. ts 


Mp t" hnH 


TBLASTX : Soybean 




Start 


4286 








End 


5563 




GI 


none 








Score 


136 




Exons 


4286. .4489, 


4287. 


.4490, 


5390. 


.5563 






Cpri No 


56879 








Seq. ID 


o.TOomrn D4 04? 6 




Gene No. 


118979 








Strand 






Start 


6348 








End 


6826 




Name 


OJ000103 04 


.0426. 


CIS.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5336 








End 


5654 




GI 


- none 








Score ■ 


138 . 




Exons 


■ 5336. .5653, 


5378. 


.5572, 


5598. 


.5654 






Seq. No. 


56879 








Seq. ID 


OJ000103_04 .0426. 


CIS 


uCHC IN k_/ . 


118979 








Strand 






Start 


6348 








End 


6826 




Name 


OJ000103 04 


.0426. 


CIS.ol 


.tw ; 


• Method ; 


■TBLASTX: Wheat 




Start 


SSI 6 

*J *J X \J 








End 


5771 




GI . 


none 








Score 


81 




Exons 


5516 . .5656, 


5517 . 


. 5657, 


5595. 


.5705, 5651. .5740, 5692. .5739, 




5733. .5771 














Spa Nn 


56879 








Seq. ID 


OJ000103_04 .0426. 


CIS 


Gene No. 


118979- 








Strand 






Start 


6348 








End 


6826 




Name 


OJ000103 04 


.0426. 


C15.o3 


.gs 


Method 


GENSCAN 




Start 


6348 








End 


6826 




GI 


none 








Score 


.67 




Exons 


6348. .6514, 


6763; 


. 6826 










Seq. No. 


56880 








Seq. ID 


OJ000103_04.0426. 


C16 



57322 



Gene No. 118980 Strand + 

Start 54 End 1171 

Name OJ000103_04 . 0426.C16. ol . gs Method GENSCAN 

Start 54 . End " 1171 

GI none • Score .58 

Exons 54.. 136, 1033.. 1171 



Seq, No. 


56880 




Seq. ID 


OJ000103_04.0426.C16 


Gene No. 


118981 




Strand 


+ 


Start 


1274 




End 


1587 


Name 


OJ000103 04.0426.C16.ol. 


,np 


Method 


AAT/NAP 


Start 


1274 




End 


1587 


GI 


6983864 




Score 


61 


Exons 


1274. .1330, 1543. .1587 








GI Descrip. 


(AP001168) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


56881 




Seq. ID 


OJ000103_04.0426.C17 


Gene No. 


118982 




Strand 


+ 


Start, 


93 ' 




End 


8290 . 


Name 


OJ000103 04.042'6.C17.ol. 


gs 


Method 


GENSCAN 


Start 


93 




End 


7962 


GI 


none 




Score 


.55 


Exons 


93. .290, 1006. .1123, 1135. .1203, 1285.. 


,1430, 1468. .1668, 


2286 2437 2490 3060 


3302. 


.3868,- 5092. .5166, 5851.. 5943, 




6730. .6799, 6893.. 6984, 


7612. 


.7653, 77837.7962 


Seq. No. 


56881 




Seq. ID 


OJ000103_04 .0426.C17 


Gene No. 


118982 




Strand 


+ 


Start 


"93 




End 


8290 


Name 


OJ000103 04 .0426.C17.ol. 


np 


Method 


AAT/NAP 


Start 


4866 




End 


8033 


GI 


4432861 




Score 


257 


Exons 


4866. .4970, 5092. .5190, 


5884 . , 


.5947, 6956. .6984, 7612. .7653, 




7783. .7863, 7965. .8033 








GI Descrip. 


(AC006300) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


: 568.81 




Seq.. ID 


OJ000103_04.0426.C17 


Gene No. 


118982 




Strand • 


+ ■ 


Start 


93 




End 


8290 


Name 


OJ000103 04 .0426.C17.ol. 


gp 


Method 


AAT/GAP 


Start 


6717 




End 


8290 


GI 


40685 1.R1084 




Score 


1168 


Exons 


6717. .6799, 6893. .6984, 


7612. . 


.7653, 7783.-7863, 7965. .8290 


GI Descrip. 


'4432861/gb|AAD20709| 1. 


Oe-19 


(AC006300) hypothetical prote 




[Arabidopsis. thaliana] 1 








Seq. No. 


56881 




Seq. ID 


OJ000103_04.0426.C17 


Gene No. 


118983 




Strand 


+ 


Start 


14609 




End 


14714 


Name 


OJ000103 04.0426.C17.o2. 


gp 


Method 


AAT/GAP 


Start 


14609 




End 


14714 


GI 


none 




Score 


159 


Exons 


14609'. .14714 








Seq. No. 


56881 




Seq. ID 


OJ000103_04.0426.C17 


Gene No. 


118984 




Strand 


+ 


Start 


14887 




End 


15292 



57323 




Name 


OJ000103 04. 


0426. 


C17.o3. 


• gp 


Method 


AAT/GAP 


Start 


14887 








End 


15292 


GI 


none 








Score 


615 


Exons 


14887. .15292 












Sea No. 


56881 








Seq. ID 


OJ000103 04.0426.C17 


Gene No. 


118985 








Strand 




Start 


8640 








End 


9537 


Name 


OJ000103 04. 


0426. 


C17.o2. 


.gs 


Method 


GENSCAN 


Start 


8640 






End 


9537 


GI 


none 








Score 


.86 


Exons 


8640. .9078, 


9434 . 


. 9537 








Seq. No. - 


56881 








Seq. ID' 


OJ000103_04.0426.C17 


ripnp No . 


118986 








Strand 




Start 


11532 








End 


15284 


Name 


OJ000103. 04 . 


0426. 


C17 .ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


6730 U; 








End 


7844 


GI 


none 








Score 


101 


Exons 


6730. .6801, 


6730! 


. 6798, 


6888 . 


.6986, 6891.. 6974, 6892.. 6987, 




7611. .7652, 


7612. 


.7653, 


7782 . 


.7844, 77! 


33. .7842 


Seq. No. 


56881 








Seq.., ID 


OJ000103_04.0426.C17 


Gene No. 


118986 








Strand 




Start ' 


11532 








End- 


15284 


Name 


OJ000103"- 04 . 


0426. 


C17.o3, 


■ gs 


Method 


GENSCAN 


Start 


11532 








End 


15284 


GI 


none 








Score 


.53 



Exons 11532. .11639, 15065.. 15284 



Seq. No. 56882 

Gene No. 118987 

Start 816 

Name OJ000113JD4 . 0426 . CI . ol . gp 

Start 816 

GI none 

■Exons 816. .122-1. 

Seq. No. 56883 

Gene No. 118988 
Start . 902 

Name OJ000113_04 . 04 26 . C2 . ol . gs 

Start 902 

GI none , 

Exons 902.. 1010, 3463.. 3901 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_04.0426.C1 

1221 
AAT/GAP 
1221 
615 



Seq. ID OJ000113_04 . 0426.C2 

Strand + 

End 3901 ' 

Method GENSCAN 

End 3901 

Score .85 



Seq. No. 56883 

Gene No. 118989 

Start 4579 

Name OJ000113_04 . 0426 . C2 . ol . gp 

Start 4251 

GI 40685_1.R1084 

Exons 4251. .4576, 4678. .4758, 4888. 

GI Descrip. 1 4432861/gb | AAD20709 | 1.0e-19 
[Arabidopsis thaliana] ? 



Seq. ID OJ000113_04 .0426.C2 
Strand 

End 9215 

Method AAT/GAP 

End 5824 

Score 1168 
,4929, 5557.. 5648, 5742. 



(AC006300) hypothetical 



,5824 
protein 



Seq. No. 



56883 



Seq. ID OJ000113_04 .0426.C2 



57324 



Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



118989 - Strand 

4579 End 9215 

OJ000113_04 .-0426.C2.ol.np Method AAT/NAP 

4508 End 7675 

4432861 Score 257 

4508. .4576, 4678. .4758, 4888. .4929, 5557. .5585, 6594. .6657, 
7351. .7449, 7571. .7675 

(AC006300) hypothetical protein [Arabidopsis thaliana] 



56883 

118989 

4579 

OJ000113_04 .0426.C2.o2.gs 

4579 

none 



Seq. ID OJ000113_04.0426.C2 
Strand 

End 9215 

Method GENSCAN 

End 9215 • 

Score .86 

4579. .4758, 4888. .4929, 5557. .5648, 5742. .5811, 6598. .6690, 
7375.-7449, 8673.. 9215 



Seq. No. 5688.3 

Gene No. H8989 

Start 4579 

Name OJ000113_04 . 0426 . C2 . ol . tm 

Start 4697 

GI none 

Exons 4697.. 4759, 4699.. 4758, 4889 

5567. .5650, 5736. .5810, 5740. .5811, 5743. .5811 



Seq. ID OJ000113_04.0426.C2 
Strand 

End 9215 

Method TBLASTX: Maize 

End 5811 

Score 8 9 

4930, 5554.. 5649, 5555.. 5653., 



Seq. No. 56884 

Gene No. 118990 

Start 139 

Name OJ000113_04 . 0426 . C3 . ol . gs 

Start 139 

GI none 

Exons 139. .290, 697. .761, 1138. .1291, 1373. .1441, 2659. .2911, 
5053.. 5149, 6046.. 6348 



Seq. ID OJ000113_04 .0426.C3 
Strand 

End 634 8 

Method GENSCAN 

End 6348 

Score . 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56885. . , ' 

118991 

183 

OJ000113_04.0426.C5.ol.gs 

183 

none 



.Seq.. ID OJ000113_04.0426.C5 

Strand + v ' 

End 2373 

Method GENSCAN 

End 2373 

Score . 63 



183. .300, -1231, .1265, 1385.. 1603; 1886. .1958, 2252. .2373 



56885 

118992 

2981 

OJ000113_04 .0426.C5.ol.gp 

2886 

none 

2886. .3278 



Seq. ID. OJ000113_04 .0426.C5 

Strand + 

End 7971 

Method AAT/GAP 

End 3278 

Score 665 



Seq. No. 56885 

Gene No. " 118992 
Start 2981 

Name OJ000113_04 . 0426 . C5 . o2 . gs 

Start 2981 



Seq. ID OJ000113_04.0426.C5 

Strand + 

End 7971 

Method GENSCAN 

End 7971 



57325 



GI 

Exons 



none Score .76 

2981. .3882, 4213. .4460, 4542. .4684, 5622. .5713, 5838. .5916, 
6480. .6542, 7603. .7761, 7831. .7971 



Seq. No. - 56885 

Gene No. 118992 

Start 2981 

Name ' OJ000113_04 . 0426 . C5 . o2 . np 

Start 3733 

GI 7485680 

Exons ' 3733.. 3882, 4213.. 4434, 5696 
GI Descrip. 



OJ000113_04.0426.C5 
+ 

7971 

AAT/NAP " 
5729 
190 



hypothetical protein F1707.2 



gi | 317 6692 | gb | AAC18815 . 1 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5729 

- Arabidopsis thaliana 



(AC003671) F1707.2 [Arabidopsis 





Seq. No. 


56885 








Seq. ID 


OJ000113_04.0426.C5 




Gene No. 


118993 








Strand 


+ 




Start 


10070 








End 


12518 




Name 


- OJ000113 04 


.0426 


.C5.ol . 


tw 


-Method 


TBLASTX: Wheat 




Start 


'2950 








End 


3205 




GI 


none 








Score 


65 




Exons 


2950. .2988, 


2981 


. .3070, 


2982. 


.3029, 3016. .3126, 3064.. 3204, 






3065. .3205 












** c 


Seq. No. 


56885 








Seq.. ID 


OJ000113JD4.0426.G5 




Rpnp No 


118993 








Strand 


+ 


fij 


Start 


10070 








End 


12518 




Name 


OJ000113 04 


.0426 


.C5.ol. 


tm 


Method 


TBLASTX: Maize. 




Start 


3067 








End 


3385 




GI 


none 








Score 


322 




Exons 


3067. .3123, 


3068 


. .3385, 


3149. 


.3343 




i L§ 


Seq. No. 


56885 








Seq. ID 


OJ000113_04.0426.C5 


f ^ 




118993 








Strand 


+ 




Start 


10070 








End 


.12518 




Name 


OJ000113 04 


.0426 


. C5 . ol . 


ts 


Method 


TBLASTX : Soybean 




-, Start 


. 3158. 








End ■' ■ 


4435' 


%3 


?> GI 


none 








Score " 


98 


r 


Exons 


3158. .3331, 


4231 


. .4434, 


4232. 


. 4435 






Seq. No. 


56885 








Seq. ID 


OJ000113_04.0426.C5 




Gene No. 


118993 








Strand 


+ 




Start 


10070 








■ End 


12518 




Name 


OJ000113 '04 


.0426 


.C5.o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


4196 . 








End 


4444 




GI 


none 








Score 


208 




Exons 


4196. .4444, 


4231 


. . 4440 










Seq. No. 


56885 








Seq. ID 


OJ000113_04 .0426. C5 




Gene No. 


118993 








Strand 


+ 




Start 


10070 








End 


12518 




Name 


OJ000113 04 


.0426 


.C5.o2 . 


gp 


Method 


AAT/GAP 




Start 


9858 








End 


10297 




GI 


701849 








Score 


711 




Exons 


9858. .10297 














Seq. No. 


56885 








Seq. ID 


OJ000113_04.0426.C5 



57326 



Gene No. 118993 Strand + 

Start 10070 End 12518 

Name OJ000113_04 . 0426 . C5 . o3 . np Method . AAT/NAP 

Start 10067 * End 12518 

GI 7487088 Score 219 

Exons 10067. .10257, 11672 .. 11753, 12272 12398 , 12446.. 12518 

GI Descrip. hypothetical protein T16L1.260 - Arabidopsis thaliana 
gi|3549679|emb|CAA20590.1| (AL031394) putative protein 
[Arabidopsis thaliana] gi | 7270326 | emb | CAB80094 . 1 1 (AL16.1584) 
putative protein [Arabidopsis thaliana] 





Seq. No. 


56885 




Seq. ID 


OJ000113_04.0426. 


.C5 




Gene No. 


118993 




Strand 


+ 






Start • 


10070 




End 


12518 






Name 


OJ000113 04. 0426. C5. 


o3 . gs 


Method 


GEN SCAN 






Start 


10070 




End 


12392 






GI 


none 




Score 


.83 






Exons 


10070. . 10257, 1167-2. 


.11753, 


11940. .11972, 12272.. 12392 






Seq. No. 


56885 




Seq. I'D 


OJ000113 04.0426', 


,C5 




Gene No. 


118993 




Strand 


+ 






Start 


10070 




End 


12518 






Name 


OJ000113 04. 0426. C5. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


10130 




End ■ 


12394 






GI 


none "**''" 




Score 


153 .. 






Exons 


10130. .10258, 10156. 


. 10263, 


10182. .102 62, 11655. .117 62, 





11669. .11752, 12265. .12393, 12266. .12394 



Seq. No. 56886 Seq. ID OJ000113_04 . 0426 . C6 

Gene No. 118994 " Strand + 

Start 1 End 1177 

Name OJ000113JD4 . 042 6 . C6 . ol . np Method AAT/NAP 

Start 1 End 569 

GI 7487925 Score 128 

Exons 1..28, 299. .354, 427. .569 

GI Descrip. inositol 1 , 3, 4-trisphosphate 5/6-kinase homolog T12G13.10 - 
Arabidopsis thaliana gi | 5262190 | emb | CAB45787 . 1 1 (AL080252) 
inositol "I, 3, 4-trisphosphate 5/6-kinase-like protein 

[Arabidopsis thaliana] gi | 7267457 | emb | CAB81153 . 1 | (AL161510) 
inositol 1, 3, 4-trisphosphate 5/6-kinase-like protein 

[Arabidopsis thaliana] 



Seq. No. • 56886 Seq. ID- 
Gene No. 118 994 Strand 
Start 1 End 
Name OJ000113_04 . 0426 . C6 . ol . gp Method 
Start 299 End 
GI 64829_1.R1084 Score 
Exons 299.. 354, 427.. 512, 808.. 1177 

GI Descrip. 1 5262190/emb | CAB45787 . 1 | 3.0e-37 (AL080252) inositol 1, 3, 

4-trisphosphate 5/6-kinase-like protein [Arabidopsis thaliana] 



■OJ000113_04.042 6.C6 
+ 

1177 
AAT/GAP 
1177 
920 



Seq. No. 56886 Seq. ID OJ000113_04 . 042 6 .C6 

Gene No. 118995 Strand 

Start 520 ' End 2014 

Name OJ000113JD4 . 0426. C6. ol . tm Method TBLASTX : Maize 

Start 298 End 918 



57327 




GI 


none 




Score 


94 






Exons 


298. .354, 301. .348, 


427. .513 


, 427. .513, 


428. .514, 


796. . 918, 




811. .894 












Seq . No . 


56886 




Seq. ID 


OJ000113 04 


.0426 


.C6 


Gene No. 


118995 




Strand 








Start 


520 




End 


2014 






Name 


OJ000113 04. 0426. C6 


. ol . gs 


Method 


GEN SCAN 






Start 


520 




End 


2014 






GI 


none 




Score 


. 41 






Exons 


520. .621, 704. .885, 


1879. .2014 








k_J \Z> \_J ■ t> \j . 


56887 




Seq. ID 


OJ000113 04 


.0426 


.C7 


Gene No. 


118996 




Strand 


+ 






Start 


50 




End 


346 






Name 


OJ000113 04. 0426. C7 


. ol . gs 


Method 


GENSCAN 






Start 


50 




End 


346 






GI 


none 




Score 


. 95 






Exons 


50. .346 












Seq. No. 


56887 




Seq. ID 


OJ000113__04 


.0426 


.C7 




118997 




Strand 


+ 






Start ; 


15930 




End 


17416 






Name 


OJ000113 04*0426. C7 


. ol . np 


Method 


AAT/NAP 






Start 


15930 




End 


17416 






GI 


5852093 




- Score 


75 






Exons 


15930. .15956, 17211 


. .17416 










GI Descrip. 


(AL117264) zwhl6.1 


[Oryza sativa] 








O C ^ • tiv • 


56887 




Seq. ID 


OJ000113 04 


. 0426 


.C7 


Gene No. 


118998 




Strand 


+ • _ 






Start 


23144 




End 


24097 






Name 


OJ000113 04. 0426. C7 


.ol.gp 


Method 


AAT/GAP 






Start 


22922 




End 


23200 






GI 


none 




Score 


543 






Exons 


22922. .23200 












Sea No 


56887 




Seq. ID 


OJ000113 04 


. 0426 


.C7 


Gene No. 


118998 




Strand 


+ 






Start 


23144 




End 


24097 






Name 


OJ000113 04. 0426. C7 


. o5 . gs 


Method 


GENSCAN 






Start 


23144 




End 


23883 






GI 


■ none • 




Score 


. 6 






Exons 


23144 . .23605, 23804 


. .23883 










Seq. No. 


56887 




Seq. ID 


OJ000113_04 


.0426 


,C7 


Gprip No 


118998 




Strand 


+ 






Start 


23144 




End 


24097 






Name 


OJ000113 04. 0426. C7 


. o2 . np 


Method 


AAT/NAP 






Start 


23474 




End 


24097 






GI 


7415620 




Score 


220 






Exons 


23474. .23596, 23804 


. .23887, 


23999. .24097 






GI Descrip. 


(AB02807 5) homeobox 


protein 


PpHB4 . [Physcomitrella 


patens] 


Seq. No. 


56887 




Seq. ID 


OJ000113_04 


.0426 


.C7 


Gene No. 


118999 




Strand 








Start 


13376 




End 


21420 







57328 




Name 


OJ000113 04. 0426. C7 . 


. o4 . gs 


Method 


GENSCAN 




Start 


13376 




End 


21420 




GI 


none 




Score 


".74 




Exons 


13376. .13530, 14310. 


. .14468, 


15701. .15817, 15929. 


.16013, 




19102. .19307, 19525, 


. .19802, 


19993. .20088, 20903. 


.21092, 




21324. .21420 










Seq. No. 


56888 




Seq. ID 


OJ000113_ 


04 .0426 


Gene No. 


119000 




• Strand 


+ 




Start 


1 




End 


331 




Name 


OJ000113 04. 0426. C8, 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


331 




GI 


1170409 




Score 


237 




Exons 


1.-.105, 154.. 331 











GI Descrip. HOMEOBOX-LEUCINE ZIPPER PROTEIN HAT 2 2 (HD-ZIP PROTEIN 22) 
gi I 549887 (U09336) homeobox protein [Arabidopsis thaliana] 
gi|549888 (U09337) homeobox protein [Arabidopsis thaliana] 
gi|4490724 I emb | CAB38 927 . 1 1 (AL035709) homeobox protein HAT 2 2 
[Arabidopsis thaliana] 



Seq. No. 


56888 


Seq. ID 


OJ000113_04.0426. 


,C8 


Gene No. 


119001 


Strand 


- 




Start 


51 


End 


2168 




Name • 


OJ000113 04 .0426.C8.ol.gs 


Method 


GENSCAN ■ 




Start 


51 


End* 


2168 




GI 


none 


Score 


.43 






51. .382, 1198. .1302, 2022. 


. .2168 






Seq. No.' 


56889 


Seq. ID 


OJ000113_04 .0426, 


.C9 


Gene No., 


119002 


Strand 


+ 




Start 


717 


End 


3014 




Name 


OJ000113 04.0426.C9.ol.gs 


Method 


GENSCAN 




Start 


717 


End 


3014 




GI 


none 


Score 


.41 




Exons 


717. .798, 819. .935, 1483., 


.1630, 2668.. 


2850, 2939. .3014 




Seq.- No. 


56889 


Seq. IQ. 


OJ000113_04 .0426. 


.C9 


Gene No. 


119003 


Strand 


+' ' - — . 




Start . 


4734 


End 


5554 




Name 


OJ000113 04.0426.C9.o2.gs 


Method 


GENSCAN 




Start 


4734 


End 


5554 




GI 


none 


Score 


.83 




Exons 


4734. .5241, .5322. .5554 








Seq. No. 


' 56889 . . 


. Seq. ID 


OJ000113_04 .0426. 


.C9 


Gene No. 


119004 


Strand 


+ 




Start 


9030 


End 


14809 




Name 


OJ000113 04.0426.C9.o2.np 


Method 


AAT/NAP 




Start 


9030 


End 


13018 




GI 


4539658 


Score 


186 




Exons 


9030. .9068, 10363. .10613, 


12925. . 13018 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 








Seq. No. 


56889 


Seq. ID 


OJ000113_04.0426. 


.C9 


Gene No. 


119004 


Strand 


+ ' 




Start 


9030 


End 


14809 





57329 



Name 

Start 

GI 

Exons 



OJ000113_04 .04 26.C9.o4 . gs Method GENSCAN 

10529 End 14809 

none Score .91 

10529. .10613, 12364. .12521, 12667 12756, 1284 6 .. 13073, 

13197. .13379, 134 89 .. 13620, 13722 13820, 14 117 .. 14329, 

14482. .14594, 14626.. 14809 



Seq. No. 56889 Seq. ID 

Gene No. 119004 Strand 

Start 9030 End • 

Name OJ000113_04 . 0426 . C9 . ol . gp Method 

Start 12519 End 

GI 27351_1.R1084 Score 

Exons 12519. .13073, 13197.. 13320 

GI Descrip. 1 2827709/emb | CAA16682 | 1.0e-30 (AL021684) predicted protein 
[Arabidopsis thaliana] 1 



OJ000113_04.0426.C9 
+ 

14809 
AAT/GAP 
13320 
1284 



Seq. No. 568.99 

Gene No. 119004 

Start 9030 

Name OJ000113_04 . 0426 . C9 . o3 . np 

Start 12778 

GI 6319167 

c Exons 12778 
14117 

■GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13073, 13197. . 13379, 1348 9 .. 13620, 13722 .. 13820, 
14329, 14482. . 14607, 14705 14806 



OJ000113_04.0426.C9 
+ 

14809 
AAT/NAP 
14806 
1014 



• ■& ■ 



(AF193846) branched-chain amino acid aminotransferase [Solanum 
tuberosum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No'. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56889 Seq. ID 

119005 Strand 
1 End 
OJ000113_04 . 0426.C9.ol.np Method 
1 End 
6498423 Score 

1..31, 4909. .5053, 7380. .7814, 7866 



OJ000113_04.0426.C9 

8123 
AAT/NAP 
8123 
194 
8123 



(AP000815) hypothetical protein [Oryza sativa] 



56889 Seq. ID 

119005 Strand 

1 End 

OJ000113_04 . 042 6 . C9 . o3 . gs Method 

6912 End . 

hone Score 

6912.. 6992, 7362.. ; 7904 



OJ000113_04.0426.-C9 

8123 
GENSCAN 
7904 
.49 



Seq. No. 56889 
Gene No. 119006 
Start 15432 

Name OJ000113_04 . 0426 . C9 . ol . tc 

Start 12915 
GI none 

Exons 12915. .12983, 12987.. 13082 

13236. .13370, 13488 .. 13622, 134 8 9 .. 13518 , 13567 
13716. .13808 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_04.0426.C9 
15615 

TBLASTX: Cress 
13808 
115 



13194. .13235, 13232. 



13357, 
13620, 



Seq. No. 
Gene No. 



56889 
119006 



Seq. ID 
Strand 



OJ000113 04. 0426. C9 



57330 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start '* 
Name 
Start 
GI ; 
Exons 



15432 

OJ000113_04 .0426.C9.ol.tm 
12915 
none 
12915. 
13232. 
13716. 
14458. 



End 

Method 

End 

Score 



15615 

TBLASTX: Maize 

14595 

96 



12989, 12990. .13073, 13194 1322 6, 1319*6 13225, 
13357, 13242. .13370, 13489 13620, 13491 13622, 
13777, 14116. . 14322, 14 117 .. 14332 , 



,13823, 13721 
14595, 14520 



14594 



56889 

119006 

15432 

OJ000113_04 .0426.C9.ol.ts 

12915 
none 

12915. .12983, 12993 .. 13073, 
13194 . .13226, 13232 .. 13357 , 
13489. ..13518, 13567 13620, 
14116. .14310, 14117. .14332, 

56889 

119006 

15432 

OJ000113_04.042 6.C9.o2.tc 

14114 

none 

14114 14344, 14116. .14331, 
14520. .14579, 14 692 14799, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13070 

13236 



OJ000113 04. 0426. C9 



15615 

TBLASTX: Soybean 
14595 
108 

13102, 13193 
13370, 13488 



13716. . 13829, 13721. 
14479. . 14595, 14520. 



13222, 
13622, 
13777, 
14582 



Seq. ID 
Strand 
End 

Method 
- End 

Score 
14138 
14693 



OJ000113 04. 0426. C9 



15615 

TBLASTX: Cress 
14809 
266 

14341, 14479. . 14595, 
14809 



Seq. No. : 56889 Seq. ID 

Gene No. 119006 Strand 

Start 15432 End 

Name OJ000113_04 . 0426 . C9 . o5 . gs Method 

Start 15432 End 

Gi none Score 

Exons 15432.. 15615 



OJ000113_0'4.0426.C9 

15615 
GENSCAN 
15615 
.75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- . ■ ■ * 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



56890 

119007 

1 

OJ000113_04 .04 2 6.C10.ol.np 
1 

6685403 <■ ' 



OJ000113 04.0426.C10- 



Seq. ID 
Strand 

End ' 2603 
Method AAT/NAP 
End 2603 
Score ■ 1274 

1..366, 449. .667,^771. .939, 1224 1398, , 14 66 1577, 2319. .2603 

SQUALENE MONOOXYGENASE (SQUALENE EPOXIDASE) (SE) 

gi I 2804278 | dbj |BAA24448| (AB003516) squalene epoxidase [Panax 

ginseng] 

56890 Seq. ID OJ000113_04 . 042 6 . C10 

119007 Strand 
1 End 
OJ0001 13_04 . 0426 . C10 . ol . gs Method 
91 End 
none * Score . 8 

91. .366, 771. .939, 1224. .1398, 1466. .1577, 2319.. 2549 

56890 Seq. ID OJ000113 04. 0426. C10 



2603 

GENSCAN 

2549 



57331 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



119008 Strand 

2528 End 

OJ000113JD4 . 04 2 6. CIO . ol . tc Method 

91 End 

none Score 



6615 

TBLASTX: Cress 

6576 

87 



91. .315, 136. .249, 185. .265, 316. .369, 446. .664, 447. .656, 
783. .941, 784. .945, 1229. .1306, 1310. .1399, 1467. .1577, 
1471. .1578, 4433. .4519, 4684. ..4986, 4712. .4984, 5069. .5293, 
5114. .5293, 5294. .5347, 5433. .5549, 5433. .5651, 5434. .5643, 
5746. .5904, 5747. .5908, 6189. .6266, 6270. .6359, 6469. .6576, 
6495. .6575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56890 

119008 

2528 

OJ000113_04. 0426. C10. ol.tm 
91 

none 



Seq. ID OJ000113_04. 0426. C10 
Strand 

End 6615 

Method TBLASTX : Mai ze 

End 5286 

Score 275 



91. .306, 91. .306, 92;. 307, 92. .307, 4433. .4528, 4452. .4520, 
4463. .4522, 4705. .4986, 4706. .4984, 4708 .. 4 986, • 5069 .. 5284 , 
5069. .5284, 5070. .5285, 5071. .5286 



56890 
.119008 
2528 

OJ000113_04.042 6.C10.ol 

91 

none 

91. .369, 95. .364, 105.. 
446. .667, 447. .668, 449 
1215. .1400, 1226. .1399, 
4705. .4986, 4706. .4984, 
5081. .5359, 5433. .5654, 
5732. .5902, 6175. .6360, 



Seq. ID OJ000113_04. 0426. C10 
. Strand 

■ End "' 6615 
.ts , Method .-TBLASTX: Soybean 
End 6360 
Score 274 
371, 179. .370, 288. .377, 289. .381, 
..670, 460. .672, 723. .941, 769. .939, 
4430. .4528, 4452. .4520, 4703. .4972, 
4708. .4986, 5069. .5347, 5073. .5342, 
5434. .5655, 5436.-5657, 5689. .5904, 
6186. .6359 



56890 

119008 

2528 

OJ000113_04 .0426. C10. o2.tm 

467 

none 

467. .667, 468. .668, 469. .669 
774.. 965, 1215.. 1373, 1216..- 
1229.. 1387, 1379.. .1399, 1467 
2297.. 2401, 2319.. 2384, 5454 
5456. .5656, 5686. .5904, 5732 
6186. .6350, 6188.. 6340, 6198 
6492. .6575 



Seq. ID OJ000113JD4. 0426. C10 
Strand 

End 6615 

Method TBLASTX : Mai ze 

End 6577 

Score 273 
, 768. .941, 769. .942, 772. .942, 
1380, 1226.. 1390, 1228.. 1380, 
..1577, 1471. .1578, 1475.. 1579, 
..5654, -5454.. 5654, 5455.. 5655, 
..5905, 5735. .5917, 6175. .6333, 
..6350, 6469. .6576, 6473. .6577, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56890 

119008 

2528 

OJ000113_04 .0426. C10. ol.tw 

773 

none 



Seq. ID OJ000113_04 .0426. C10 
Strand 

End 6615 

Method TBLASTX: Wheat 

End 6564 

Score 179 



773. .940, 774. .941, 775. .942, 1191. .1385, 1213. .1392, 

1215. .1400, 1226. .1399, 1465. .1563, 1466. .1564, 1467. .1565, 



57332 



1467. .1565, 1471. .1566, 5736. .5903, 5736. .5897, 5737. .5904, 
5738. .5905, 5738. .5917, 6184. .6360, 6186. .6359, 6463. .6561, 
6465.-6563, 6469. .6564, 6492.-6563 



Seq. No. 56890 Seq. ID 

Gene No. 119008 Strand 

Start 2528 End 

Name OJ000113_04 . 0426 . CIO . ol . gp Method 

Start ' ''2528 End 

GI 2427419 Score 

Exons 2528.. 2560, 3512.. 3842 



OJ000113_04 .0426. C10 

6615 
AAT/GAP 
3842 
664 



Seq. No. 56890 

Gene No. 119008 

Start 2528 

Name OJ000113_04 . 04 26 . C10 . o2 . gs 

Start 3508 

GI none 

Exons 3508.. 3733, 3961.. 4057, 4866. 

6184.. 6346, 6464.. 6550 



Seq. ID OJ000113_04 .0426. C10 
Strand 

End 6"615 

Method GENSCAN 

.End 6550 

Score . 6 

.4983, 5069.^5344, 5734.. 5902, 



Seq. No. 56890 Seq. ID OJ000113_04 . 0426 . C10 

Gene No. 119008 Strand 

Start 2528 - End 6615 

Name . v OJ000113_04 . 0426 . C10 . o2 . <Jp*' Method AAT/GAP 

Start 4149 End 4950 

GI 18656_1.R1084. Score . 1100. 

Exons 4149. .4522, 4705. .4950 

GI Descrip. 1 4 4 90721/emb I CAB38 924 . 1 1 1.0e-45 (AL035709) squalene 
epoxidase-like protein [Arabidopsis thaliana] 1 



ru 



Seq. No. 56890 

Gene No. 119008 

Start 2528 

Name OJ000113_04 . 0426 . C10 . o2 . np 

Start 4421 

GI . 6685403- ■ 

Exons 4421. . 4522, 
6184. .6358, 

GI Descrip. 



4705. *4983, > 5069. 
6464. .6615 



OJ000113_04. 0426. C10 

6615 
AAT/NAP 
6615 
17 90, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5344, 5436. .5654, 5734. .5902, 



SQUALENE MONOOXYGENASE (SQUALENE E POX I DAS E) (SE) 
gi | 2804278 | dbj | BAA24448 | (AB003516) squalene epoxidase [Panax 
ginseng] 



Seq. No. 56890 

Gene No. 119008 

Start 2528 

Name OJ000113_04 . 0426 . C10 . o3 . gp 

Start 5734 

GI LIB3474-003-P1-K1-G6 

Exons 5734.. 5902, 6184.. 6358, 
GI Descrip. 



OJ000113 04. 0426. C10 



Seq. ID _ 
Strand- 
End 6615 
Method AAT/GAP 
End 6532 
Score 745 
6464. .6532 

'28 04 278 /dbj |BAA24 4 48| 3.0e-67 (AB003516) squalene epoxidase 
[Panax ginseng] 1 



Seq. No. 56891 Seq. ID 

Gene No. 119009 Strand 

Start 13733 End 

Name O JO 0 0 1 1 3_0 4 . 0 4 2 6 . C 1 1 . o 1 . gp Method 



OJ000113_04.0426.C11 
+ 

13819 
AAT/GAP 



57333 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
•Start 
Name 
Start 
GI 

Exons 



13733 End 13819 

LIB3477-003-P1-K1-E9 Score 136 

13733. .13819 " 

, 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



56891 

119010 

1284 

OJ000113_04.042 6.C11 .ol.gs 

1284 

none 

1284. .1370, 1862. .2116 



56891 

119011 

3601 

OJ000113_04. 
3601 
5734621 
3601. .3701, 



0426.Cll.ol.np 



6098. .6691 



Seq. ID- 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End' 

Score 



OJ000113_04.0426.C11 

2116 
GEN SCAN 
2116 
.94 



OJ000113_04 .0426.C11 
6691 

AAT/NAP . 

6691 "' ■ ' 

384 



(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433 ) correspond to 
a region of the predicted gene.; Similar to ABC transporter-7 
(U43892)/ [Oryza sativa] / 



56891 Seq. ID 

119012 Strand 

14583 End 
OJ000113_04 .0426.Cll.o2.gp Method 

14583 End 

none Score 
14583. .15002 



OJ000113_04.0426.C11 

15002 
AAT/GAP 
15002 
812 



Seq. No. 56891 
Gene No. 119013 
Start . . 16931- 

Name OJ000113_04 . 0426 . Cll . ol .'tm 

Start 14967 
GI none 

Exons 14967. .15155, 14 968 .. 15156, 

14986. .15156, 17242 .. 17355, 
17469. .17582, 17473 . . 175 65, 
17659. .17694 



Seq. ID 
Strand 

,' End .. 
Method'. 
End 
Score 

14969 

17275 



OJ000113 04. 0426. Cll 



17864 : 

TBLASTX : Maize 
17694 
184 

15157, 14970 
17355, 17276 



17475. .17570, 17658, 



15146, 
17365, 
17 693, 



Seq. -No.- 56891 Seq. ID 

Gene No. 119013 Strand 

Start 16931 End 

Name OJ000113_04 . 0426 . Cll . o2 . np Method 

Start 16876 End 

GI 7460050 Score 

Exons 16876. .16981, 17427.. 17864 

GI Descrip. hypothetical protein T16L1.270 - Arabidopsis -thaliana 
gi I 3549680 |emb|CAA20591. 1| . (AL031394) putative protein 
[Arabidopsis thaliana] gi I 7270327 | emb | CAB80095 . 1 ! (AL161584). 
putative protein [Arabidopsis thaliana] 



OJ000113_04. 0426. Cll 

17864 
AAT/NAP 
17864 
133 



57334 








56891 


Seq. ID 


OJ000113_04 .0426.C11 




Gene No. 


119013 


Strand 


- 




Start 


16931 


End 


178 64 




Name 


OJ000113 04 .0426.Cll.o4.gs 


Method 


GENSCAN 




Start 


16931" 


-End 


17864 




GI 


none 


Score 


. 72 




Exons 


16931. .17098, 17290. .17355, 17475. .178' 


64 




Seq. No. 


56892 


Seq. ID 


OJ000113_04 . 0426.C12 




fiQ-np No 


119014 


Strand 






Start 


1940 


End 


3261 




Name 


OJ000113 04 .0426.C12.ol.gs 


Method 


GENSCAN 




Start 


1940 


End 


3261 




■GI 


none 


Score • 


.83 - 




Exons 


1940. .1977, 2035. .2208, 2657. 


.2728, 2811. .2895, 2959. .3153, 






3187. .3261 








Seq. No. 


■56892 


Seq. ID 


OJ000113_04.0426.C12 




Gene No. 


119014 


Strand 






Start 


1940 


End 


3261 




Name 


OJ000113 04.0426.C12.ol.np 


Method 


AAT/NAP 




Start 


2064 


End 


3137 




GI 


6041855 


Score 


226 




Exons 


2064.. 2321, 2394.. 2550, 2657. 


.2725, 28 


11. .2876, 2959. .3137 


W 


GI Descrip. 


(AC009853) unknown protein [Arabidopsis thaliana] 


fy 


Seq. No. 


56892 


Seq. ID 


OJ000113_04 .0426.C12 






119014 


Strand 




■3 ^ 


Start 


1940 


End . 


3261 




Name 


OJ000113 04.0426.C12.ol.ts 


Method " 


TBLASTX : Soybean 




Start 


2497 


End 


3036 


? : ; 


GI 


none 


Score 


67 


e ■ 


Exons 


2497. .2556, 2634. .2726, 2639. 


.2728, 2787. .2915, 2812. .2871, 






2954.. ..3010, 2956.. 3036 








Seq. No. 


56892 


Seq. ID 


OJ000113_04 .042 6.C12 


r ~ 


■ Gene No : : 1 


119014 • 


Strand ■ 






Start 


' 1940 


End 


3261 


r 


Name 


OJ000113 04.0426.C12.ol.'gp 


Method 


AAT/GAP 




Start 


2612 


End 


3213 


" r 


GI 


2800088 


Score 


454 




Exons 


2612. .2725, 28 11 .. 2876, 2959 . 


.3105, 31 


87. .3213 




• GI Descrip. 


6041855/gb I AAF02164 . 1 1 AC009853_24 3 . Oe 


-22 (AC009853) unknowi 






protein [Arabidopsis thaliana 


] 






Seq. No. 


56892 


Seq. ID 


OJ000113_04 .0426.C12 




Cprip No 


119014 


Strand 






Start 


1940 


End 


3261 




Name 


OJ000113 04 .0426.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2615 


End 


2995 




GI 


none 


Score 


51 




Exons 


2615. .2728, 2640. .2723, 2782. 


.2874, 27 


87. .2873, 2959. .2994, 






2960.. 2995 








Seq. No. 


56892 


Seq. ID 


OJ000113_04 .0426.C12 




Gene No. 


119014 


Strand 






Start 


1940 


End 


3261 



57335 



Name 


OJ000113_04 


. 0426 . 


C12 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2657 








End 


3024 


GI 


none 








Score 


73 


Exons 


2657. .2728, 


2658 . 


. 2726, 


2787 . . 


2873, 2800.. 2871, 2959.. 3024 


Seq. No. 


56892 








Seq. ID 


OJ000113_04.0426.C12 


Gene No. 


119014 








Strand 




Start 


1940 








End 


3261 


Name 


OJ000113 04 


. 0426 . 


C12 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2787 








End 


3230 


GI 


none 








Score 


109 


Exons 


2787 . .2900, 


2787 . 


. 2915, 


2958 . . 


3083, 2958.. 3080, 2959.. 3087, 




2959 . . 3Uo4 , 


olo 6 . 


. 3230, 


iiyi . . 


3229, 3192.. 3230 


Seq. No. 


56893 








Seq. ID 


OJ000113_04 .0426.C13 


Gene No. 


119015 








Strand 




Start 


2348 








End 


6964 


Name 


OJ000113 04 


. 0426 . 


C13 . o2 


gs 


Method 


GENSCAN 


Start 


2348 








End. 


6964 


GI 


none 








Score 


--.64 ' - 


Exons 


2348 . .2412, 


5792 . 


. 6072, 


6129. . 


6301, 6320.. 6964 


Seq. No. 


56893 








Seq. ID 


OJ000113JD4 .0426.C13 


Gene No. 


1 1 y u i o 








Strand 




Start 


2348 








End 


6964 


Name 


OJ000113 04 


.0426. 


C13.ol 


np 


Method 


AAT/NAP 


Start 


5736 








End 


6964 


GI 


4056460 








Score 


317 


Exons 


5736. .6964 












GI Descrip. 


(AC005990) 


Contains similarity to gb|L26505 Met30p from 



Saccharomyces cerevisiae. ESTs gb|F14133, gb|T46217, 
gb|AA404758 and gb|Z37647 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 56893 
Gene No. 119016 
Start 7735- ; 

Name OJ000113JD4 .0426. C13 . ol . tm 

Start 5342 
GI none 

Exons 5342.. 5377, 5475.. 5504, 5476. 

5528.. 5680, 5676.. 6077, 5735. 
5822.. 6121, 5826. .6077/ 5957. 
6132.. 6209, 6132.. 6209, 6167. 



Seq. ID 
Strand 
End ■ 
Method 
End 
Score 



OJ000113 04.0426.C13 



8250 

TBLASTX: Maize 
6488 
35 

5508, 5520.. 5666, 5523. 
5779, 5819... 5911, 5821. 
6145, 6131. .6196, 6131. 
6487, 6171.. 6488 



,5666, 
, 6024, 
, 6208, 



Seq. No. 56893 

Gene No. 119016 

Start 7735 

Name OJ000113_04 . 0426 . C13 . ol . ts 

Start 5785 

GI none 

Exons 5785.. 5961, 5787.. 6041 



Seq. ID OJ000113_04.0426.C13 
Strand 

End 8250 

Method TBLASTX : Soybean 

End 6041 

Score 100 



Seq. No. 56893 Seq. ID 

Gene No. 119016 Strand 

Start 7735 End 

Name OJ000113 04 . 0426 . C13 . ol . tc Method 



OJ000113_04 .0426.C13 
8250 

TBLASTX: Cress 



57336 




Start 


5826 








End 


6071 


GI 


none 








Score 


81 


Exons 


- 5826. . 6044, 


5826. 


. 6071 








Seq. No. 


56893 








Seq. ID 


OJ00011-3 04.U4zd.C1J 


HeariP No. 


119016 








Strand 




Start 


7735 








End 


8250 


Name 


OJ000113 04, 


. 0426 . 


C13 . ol 


. tw 


Method 


I BLAb I a : Wneat 


Start 


5835 








End 


6196 


GI 


none 








Score 


265 


Exons 


5835. .6077, 


5835. 


, . 6077, 


5836. 


.6141, 58 


66. .6129, 6137.. 6196, 




6138 . .6191 












Sea No. 


56893 








Seq. ID 


OJ000113_04.0426.C13 


Gene No. 


. 119016 








Strand 




Start 


7735 








End 


8250 


Name 


OJ000113_04 


.0426. 


,C13.o2 


. tm 


Method 


TBLASTX : Maize 


Start 


6711 








End 


6998 


GI 


none 








Score 


1-44..... 


Exons 


6711 . . 6929, 


6725 . 


, . 6937, 


6923 . 


.6967, 6927. .6998 


Seq. No. 


56893 








Seq. ID 


OJ000113_04.0426.C13 


Gene No. 


119016 








Strand 




Start , 


7735 








End 


8250 


Name 


OJ000113 04 


. 0426. 


.C13.o3 


..gs 


Method 


GENSCAN 


Start 


7735 








End 


8250 * 


GI 


none 








Score 


.83 


Exons 


7735 . . 7789, 


8183 . 


. . 8250 








Seq. No. 


56894 








Seq.' ID 


OJ000113_04.0426.C14 


Gene No. 


119017 








Strand 




Start 


1796 








End 


3892 


Name 


OJ000113 04 


. 0426, 


.C14 .o2 


.gs 


Method 


GENSCAN 


Start 


1796 








End 


3575 


GI 


none 








Score 


.85 


Exons 


1796. . 2238, 


2250 . 


. .24 50.,; 


2959. 


.3035, 33 


18. .3391, 3487. .3575 


Seq. No. 


56894 








Seq. ID 


OJ000113_04.0426.C14 


Gene No. 


119017 








Strand 




Start 


1796 








End 


3892 


Name 


OJ000113 04 


.0426 


.C14.ol 


. np 


Method 


AAT/NAP 


Start 


1799 








End 


3889 


GI 


■2129537 








Score 


601 • • • 


Exons 


1799. . 19-91, 


2221 


.v.2450, 


2 959. 


,.3035, 31 


46. .3196, 3318. .3391, 




3487. .3584, 


3804 


. .3889 









GI Descrip. AP2 domain-containing protein - Arabidopsis thaliana gi 11209099 
(U40256) AINTEGUMENTA [Arabidopsis thaliana] gi 11244708 (U41339) 
ANT [Arabidopsis thaliana] gi | 4490720 | emb | CAB38923 . 1 | (AL035709) 
ovule development protein aintegumenta (ANT) [Arabidopsis 
thaliana] 

Seq. No. 56894 Seq. ID OJ000113_04 . 0426 . C14 

Gene No. 119017 • • Strand 

Start 1796 End 3892 

Name OJ000113_04 . 0426 . C14 . ol . tc Method TBLASTX : Cress 

Start 2302 End 3892 

GI none Score 118 



57337 





Exons 


2302. .2472, 


2303. 


.2452, 


2948 . 


.3037, 2949.. 3038, 


3145 . . 3198, 






3146. .3199, 


3308 . 


. 3388, 


3318 . 


.3350, 3490.. 3579, 


3805 . . 3891, 






3806. . 3892 
















Se.q. No. 


56894 








Seq. ID 


OJ0.00113 


04 . 0426. C14 




Gene No. 


119017 








Strand 








Start 


1796 








End 


3892 






Name 


OJ000113_04 ; 


0426. 


C14 ,ol 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


2317 








End 


3891 






GI 


none 








Score 


76 






Exons 


2317 . . 2451, 


2317 . 


. 2472, 


2356. 


.2424, 2948. .3037, 


2949 . . 3038, 






3145. .3198, 


3146. 


. 3199, 


3308 . 


.3391, 3484. .3579, 


3805 . .3891, 






3806 . . 3886 
















Seq. No. 


56894 








Seq. ID 


OJ000113 


_04 . 0426. C14 




Gene No . 


119017 








Strand 








Start 


1796 








End 


3892 






Name 


OJ000113 04. 


0426. 


C14 . ol 


. tm 


Method 


TBLASTX:: 


Maize 




Start ■ 


2359 








End 


3579 






G'l 


none 








Score 


84 






Exons 


2359. .2469, 


2948 . 


.3037, 


2964 . 


.3038, 3145. .3198, 


3308 . . 3391, 






3484 . .3579, 


3484 . 


.3579 












Seq. No. 


56895 








Seq. ID 


OJ000113 


04 . 0426. C1.5 




Gene No . 


119018 








Strandf 








Start 


1 








End 


8234 




| 


Name 


OJ000113 04. 


0426. 


C15.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


1024 




: . : 


GI 


1171429 








Score 


153 




V=r 


Exons 


1..598, 655. 


.787, 


877. . 


1024 








W 


GI Descrip. 


(U44028) CKC 


: [Arabidopsis thaliana] 








Seq. No. 


56895 








Seq. ID 


OJ000113 


_04 . 0426. C15 




Gene No. 


119018 








Strand 








Start 


1 








End 


8234 






Name 


OJ000113 04". 


0426. 


C15.ol 


. gs 


Method 


GENSCAN 




jb . 


Start 


33 








End 


. 8234 . 






GI 


none 








Score ■ 


.56 




f ^ 


Exons 


33. . 573, 655 


i. .792 


, 975. 


.1173, 


2512. .2596, 5216. 


. 5319, 


? i 




5646. .5803, 


6622. 


.6695, 


7570. 


.7686, 7691. .7739, 


7986. .8087, 






8165. . 8234 
















Seq. No. 


56896 ' 








Seq. - ID 


OJ000M3 


_04.0426.C16 




Gene No. 


119019 








Strand. 


+ 






Start 


188 








End 


580 






Name 


OJ000113 04. 


0426. 


C16.ol 


.gs 


Method ' 


GENSCAN 






Start 


188 








End 


580 






GI 


none 








Score 


.55 






Exons 


188. .394, 435. .580 












Seq. No. 


56897 








Seq. ID 


OJ000113 


_04.0426.C17 




Gene No. 


119020 








Strand 


+ 






Start 


5960 








End 


9351 






Name 


OJ000113 04. 


0426. 


C17.o2 


. np 


Method 


AAT/NAP 






Start 


5960 








End ' 


9351 






GI 


6958206 








Score 


22 






Exons 


5960. .6284, 


7757. 


.7811, 


9307. 


.9351 







57338 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AF093132) kexin-like protease KEX1 [Pneumocystis carinii f. sp 
muris] 



56897 Seq. ID 

119021 Strand 
54 57 End 
OJ000113_04 . 04 26 . C17 . ol . np Method 
5457 End 
6069646 Score 
5457. .6476, 9330. .9351 
(AP000616) similar to putative reverse 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



OJ000113_04 .0426. C17 

9351 
AAT/NAP 
9351 
461 



transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 





Seq. No. 


56897 




Seq. ID 


OJ000113_04.0426. 


C17 




belle IN (J . 


119021 




Strand 








Start 


5457 




End 


9351 






Name 


OJ000113 04 


.0426.C17.ol.tm 


Method 


TBLASTX: Maize 






Start 


5550 




End 


6099 






GI 


none 




Score 


102 






Exons 


5550. .5651, 


5701.. 5931, 5950.. 609?. 








Seq.- No. 


56897 ' 




Seq. ID 


OJ000113_04.0426.C17 




Gene No. 


119021 




Strand 






5 |_r 


O Lai L 


5457 




End 


9351 






Name 


OJ000113 04 


.0426.C17.ol.tw 


Method 


TBLASTX: Wheat 




J 8 ^ 


Start 


5734 




End 


5922 




VcF 


GI 


none 




Score 


186 




w 


Exons 


5734 . .5922 










ry 


Seq. No. 


56898 




■ Seq. ID 


OJ000113_04.0426. 


C18 




Gene No. 


119022 




Strand 


+ 






Start 


620 




End 


3924 






Name 


OJ000113 04 


.0426.C18.ol.gs 


Method 


GENSCAN 






Start • 


620 


'■V ■ " - 


• , ■ End 


3.924 






' GI 


none 




• Score 


.6 






Exons 


620. .690, 936. .1083, 1207.. 


1261,- 1723. . 


.1783, 2918.. 3026, 








3796. .3924 










Seq. No. 


56898 




Seq. .ID 


OJ000113_04.0426. 


C18 




Gene No.- 


.. 119022 




' Strand 


+ 






Start 


620 




End 


3924 






Name 


. OJ000113 04 


.0426.C18.ol.np 


. Method 


AAT/NAP 






Start 


976 




End 


1395 






GI 


3445203 




Score 


96 






Exons 


976. .11.40, 


1298. . 1395 










GI Descrip. 


(AC004786) 


unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


56898 




Seq. ID 


OJ000113_04 .0426. 


C18 




Gene No. 


119023 




Strand 


+ 






Start 


5457 




End 


6935 






Name 


OJ000113 04 


.0426.C18.o2.gs 


Method 


GENSCAN 






Start 


5457 




End 


5963 






GI 


none 




Score 


. 9 






Exons 


5457. .5963 











57339 



oeq. in <j • 






Seq. ID 


OJ000113_04 .0426.C18 


Gene No. 


119023 




Strand 


+ 


Start 


5457 - 




End 


6935 


Name 


OJ000113 04 


.0426.C18'.'ol.ts 


Method 


TBLASTX : Soybean 


Start 


5670 




End 


5963 


GI 


hone 




Score 


44 


Exons 


5670. .5717, 


5739.. 5825, 5750.. 


5824, 5798.. 5953, 5799.-5954, 




5829. .5963 








Seq. No. 


56898 




Seq. ID 


OJ000113_04.0426.C18 


Gene No. 


119023 




Strand 


+ 


Start 


5457 




End 


6935 


•Name 


OJ000113 04 


.0426.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


5721 




End 


6827 


GI 


none 




Score 


218 


Exons 


5721. .5954, 


5777. .5953, 5836.. 


5976, 6752..6826, 6753.-6827 * 


Seq. No. 


' 56898 




Seq. ID- 


OJ000113_04.0426.C18 


Gene No. 


119023 




Strand 


+ 


C4- ar f 

OLdlL 


^7 

34 J I 




End 


6935 


Name 


OJ000113 04 


.0426.C18.o2.np 


Method 


AAT/NAP 


Start 


5736 




: End 


6827 


GI 


6226480 




Score 


380 „ ... 


Exons 


5736. .5952, 


6754 . .6827 *" 






GI Descrip. 


HYPOTHETIC 


GTP-BINDING PROTEIN T20K9.8 


gi | 34 45204 | gb | AAC32434 . 




(AC004786) 


putative nucleotide 


i-binding 


protein [Arabidopsis 




thaliana] 








Seq. No. 


'56898 




Seq. ID 


OJ000113_04 .0426.C18 


(Zpnp Mo 


119023 




Strand 


+ 


Start 


5457 




End 


6935 


Name 


OJ000113 04 


.0426-C18-ol.gp 


Method 


AAT/GAP 


Start 


6715 




End 


6935 


GI 


uC-osflM202123a09bl 


Score 


418 


Exons 


6715. .6935 , 








GI Descrip... 


. f 34 4 5196/gb|AC00478 6..11ATAC004 78 6 . 6.0e- 


-1.0 Arabidopsis thaliana 




chromosome 


II BAC T20K9 genomic sequence,' complete sequence 1 


Seq. No. 


56899 




Seq. ID 


OJ000113_04.0426.C19 




119024 




Strand 


+ 


Start 


1 




End 


117 


Name 


OJ000113 04 


.04 26.C19.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


117 


GI 


uC-osflM202123a09bl 


Score 


230 


Exons 


1. . 117 








GI Descrip. 


'34 45196/gb|AC00478 6. 1 IATAC00478 6 6.0e- 


-10 Arabidopsis thaliana 




chromosome 


II BAC T20K9 genomic sequence, complete sequence 1 


Seq. No. 


56899 




Seq. ID 


OJ000113_04.0426.C19 


Gene No. 


119025 




Strand 


+ 


Start 


567 




End 


4032 


Name 


OJ000113 04 


.0426.C19.ol.np 


Method 


AAT/NAP 


Start 


567 




End 


1047 


GI 


6226480 




Score 


414 


Exons 


567. .729, 842. .1047 






GI Descrip. 


HYPOTHETIC 


GTP-BINDING PROTEIIS 


I T20K9.8 


gi 134 4 5204 | gb I AAC324 34 . 



57340 



(AC004786)' putative nucleotide-binding protein [Arabidopsis 
thaliana] 





Seq. No. 


56899 


Seq. ID 


OJ000113_04.0426 


.G19 




Gene No. 


119025 


Strand 


+ 






Start 


567 


End 


4032 






Name 


OJ000113 04.0426.C19.o2.gp 


Method 


AAT/GAP 






Start 


597. 


End 


1144 






GI 


LIB34 32-014-P1-K1-C4 


Score 


813 






Exons 


597. .729, 842. .1144 










GI Descrip. 


'3445204/gb|AAC32434.1| 2.0e- 


45 (AC004786) putative GTP- 


-binding 






protein [Arabidopsis thaliana 


] ' 








Seq. No. 


56899 


Seq. ID 


OJ000I13_04 .0426 


.C19 




Gene No. 


119025 


Strand 


+ 






Start 


567 


End 


4032 






Name 


OJ000113 04.0426.C19.ol.gs 


Method 


• GENSCAN 






Start 


599 


End 


4032 






GI 


none 


Score 


.53 






Exons" 


599. .729, 842. .977, 1732. .1817, 2425.. 


2588, 3412.. 3816, 








3963. .4032 










Seq. No. 


56899 


' Seq. ID 


OJ000113_04 .0426 


.C19 


~'y~ 


Gene No. 


•119026 . 


Strand 








Start 


1081 '■ 


End 


1500 




£n 


Name 


OJ000113 04.0426.C19.o3.gp 


Method 


AAT/GAP 




pi ! 


Start 


1081 


End 


1500 






GI 


uC-osflM202074dllal 


Score 


427 




- 


Exons 


1081. .1276, 1362. .1500 








Ill 




? 6041855/gb|AAF02164. 1 IAC009853 2 '4 3.0e-22 (AC009853) unknown 


V-J 

?! = 




protein [Arabidopsis thaliana] 1 






- 


Seq. No. 


56899 


Seq. ID 


OJ000113_04 .0426 


.C19 




Gene No. 


119027 


Strand 








Start 


4463 


End 


5308 






Name 


OJ000113 04.0426.C19.ol.tm 


Method 


TBLASTX: Maize 




f it 


Start 


567 • . .... 


End 


898. . : - V 






GI 


none 


Score 


71 ' 




f3 


Exons 


567. .728, 568. .732, 591. .731, 


839. .898, 856. .897 




p ?L 
h •=? 


Seq. No. 


56899 


Seq. ID 


OJ000113_04 .0426 


.C19 




Gene No. 


119027 


. Strand 








Start 


4463 


End 


.53.08 • 






Name 


OJ000113 04 .0426.C19.ol.tc 


Method 


TBLASTX: Cress 






Start 


616 


End 


1036 






GI 


none 


Score 


85 






Exons 


616. .681, 691. .732, 839. .898, 


875. .1036, 901. .1035 






Seq. No. 


56899 


Seq. ID 


OJ000113_04.0426 


.C19 




Gene No. 


119027 


Strand 








Start 


4463 


End 


5308 






Name 


OJ000113 04.0426.C19.ol.ts 


Method 


TBLASTX: Soybean 






Start 


667 


End 


1036 






'GI 


none 


Score 


78 ■ * 






"Exons 


667. .732, 839. .898, 875. .988, 


892. .987 


, 991. .1035, 995. 


.1036 




Seq. No. 


56899 ' 


Seq. ID 


OJ000113_04.0426 


.C19 



57341 



Gene No. 119027 
Start 4463 

Name ■ OJ000113_04 . 0426 . C19 . o2 . gs 
Start 4463 
GI none 
Exons 4463. .4515, 4804 



Strand 

End 5308 

Method''"'" GENSCAN 

End ' 5305" 

Score . 97 
4933, 5168.. 5305 



Seq. No. 56899 
Gene No. * 119027 
Start 4463 

Name OJ000113_04 . 04 26 . CI 9 . o2 . np 

Start 5192 
GI 7486518 
Exons 5192 . .5308 

GI Descrip. hypothetical protein F6H11. 

gi I 28276991 emb | CAA16672.1 1 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_04 . 0426. CI 9 

5308 
AAT/NAP 
5308 
84 



10 - Arabidopsis thaliana 
(AL021684) predicted protein 





Seq. No. 


56900 






Seq. ID 


OJ000113 




Gene No. 


119028 






Strand 


+ 




Start 


397 *' 






End 


582 




Name 


OJ000113 04 


.0426.C20.ol 


.gs 


Method 


GENSCAN 




Start 


397 






End 


582 


% ■ ! sF 


GI 


none 






Score 


.89 ■ 




Exons 


397. .582 












Seq. No. 


56901 






Seq. ID 


OJ000113 




Gene No. 


119029 






Strand 






Start 


1 






End 


1138 




Name 


OJ000113 04 


.0426.C23.ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


1138 




GI 


6006359 






Score 


64 




Exons 


1..57, 660. 


.768, 1113.. 


1138 








GI Descrip. 


(AP000559) 


hypothetical 


protein [Oryza 


sativa] 




Seq.. No. 


56901 






Seq. ID 


OJ000113 




Gene No. 


119029 






■ Strand 






Start 


1 






End 


1138 - 




Name 


OJ000113 04 


.0426.C23.ol 


.gs 


Method 


GENSCAN 




Start 


603 






End 


830 




GI 


none 






Score 


.88 




. Exons 


603. .830 











Seq. No. 56902 Seq. ID 

Gene No. 119030 Strand 

Start 1 End 

Name OJ000113_04 . 0426 . C25 . ol . np Method 

Start 1 End 

GI 7488348 Score 

Exons 1..72, 237.. 356 

GI Descrip. squalene monooxygenase (EC 
gi| 4 4 90721 1 emb | CAB38924 . 1 1 



OJ000113_04 .0426.C25 
+ 

356 

AAT/NAP 

356 

213 



1.14.99.7) - Arabidopsis thaliana 
(AL035709) squalene epoxidase-like 
protein [Arabidopsis thaliana] gi I 7270759 | emb | CAB804 4 1 . 1 | 
(AL161592) squalene epoxidase-like protein [Arabidopsis 
thaliana] 



Seq. No. 



56902 



Seq. ID OJ000113_04.0426.C25 



57342 



Gene No. 


119030 




Strand 


+ 


Start 


1 




End 


356 


Name 


OJ000113 04 


.0426.C25.ol.gs 


Method 


GENSCAN 


Start 


19 




End 


344 


GI 


none 




Score 


. 93 


Exons 


19. . 72, 237 


. . 344 






Seq. No. 


56903 . 




Seq. ID 


OJ000103 


Gene No. 


119031 




Strand 


+ 


Start 


3043 




End 


3425 


Name 


OJ000103_07 


.0426.Cl.o2.np 


Method 


AAT/NAP 


Start 


3043 




End 


3425 


GI 


7242910 




Score 


72 


Exons 


3043 . . 3177, 


3339. .3425 






GI Descrip. 


(AP001383) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


56903 




Seq. ID 


OJ000103 


Gene No. 


119032 




Strand 




Start t 


2703 




* End 


4056 


Name 


OJ000103 07 


.0426.Cl.ol.np 


Method 


AAT/NAP 


Start 


2703 




End 


4056 


GI 


6815067 




Score 


66 


Exons 


2703-. .2822, 


3665... 4056 







GI Descrip. (AP001080) ESTs AU082210 (C53655) , AU05654 6 (S20671 ) , 

. ... AU056545 (S20671 ) j correspond to a region of the predicted gene. 
Similar to putative RNA-binding protein (AC004261) [Oryza 
sativa] 



Seq. No. 56903 

Gene No. 119033 

Start 5847 

Name OJ000103_07 . 04 2 6. CI .ol . 

Start 4612 

GI none 

Exons 4612.. 4857, 4713.. 4862, 



Seq. ID OJ000103_07 . 0426. CI 
Strand 

End 6097 

ts Method TBLASTX : Soybean 

End 6097 

Score 188 
5846. .6097, 5849. .6037 



Seq. NfeV . 56903 . 

Gene No. 119033 

Start 5847 

Name OJ000103_07 . 042 6 . CI . ol . 

Start 5847 

GI LIB34 33-007-Q6-K1-C2 

Exons 5847. .6030 • . 

GI Descrip. 1 4176420/dbj | BAA37I67 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 - * . *' 



Seq. No, 
Gene No, 
Start 



• ■ Seq. ID' OJ000103_07.0426.C1 

Strand - 

End 6097 

gp Method AAT/GAP 

End 6030 

Score 321 



Seq. No. 56903 

Gene No. 119033 

Start 5847 

Name OJ000103_07 . 042 6 . CI . ol . 

Start 5855 

GI none 

Exons 5855.. 6034,- 5860.. 6033, 



End 

tc Method 
End 
Score 
5875. .6006 



Seq. ID OJ000103_07.0426.C1 
Strand 

6097 

TBLASTX: Cress 
6034 
183 



56904 

119034 

711 



Seq. ID OJ000103_07.0426.C2 
Strand + 
End 1061 



57343 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000103_07 . 0426 . C2 . ol . gp Method AAT/GAP 

711 . .End 1061 

2775_1.R1084 Score 563 

711. .1061 

'4585576/gb|AAD25541.1 |AF134051_1 2.0e-12 (AF134051) 

f ructose-1, 6-bisphosphatase precursor [Solanum tuberosum] 1 



56905 Seq. ID 

119035 Strand 
1 End 
OJ000103_07 . 0426 . C3 . ol . gp Method 
1 End 
2775_1.R1084 Score 
1. .75 

» 4 58557 6 /gb | AAD2554 1 . 1 1 AF134 051__1 2.0e-12 (AF134 051) 

f ructose-1, 6-bisphosphatase precursor [Solanum tuberosum] 1 



OJ000103_07.0426.C3 
+ 

75 

AAT/GAP 
75 
110 



56905 

119036 

1 

OJ000103 
1 

7488420 
1. .115, 
1409. .14 
vacuolar 
Arabidop 
vacuolar 
gi | 72688 
receptor 



_07.0426.C3.ol.np 



383. .514, 685.-74 
92, 1687.. 1756, 1 

sorting receptor 
sis thaliana gi I 2 

sorting receptor 
06|emb|CAB7901lTl 

like protein [Ar 



OJ000103_07.0426.C3 

3432 
AAT/NAP 
3432 
1024 

, 1037. .1118, 1229. .1305, 
2926. .3147, 3408. .3432 ■ 
protein homolog F18F4.210 - 
827 665 | emb| CAA16619. 1 | (AL021637) 
like protein [Arabidopsis thaliana] 
(ALI61552) vacuolar sorting 
abidopsis thaliana] 



OJ000103 07. 0426. C3 



Seq, ID 
Strand 
End 

Method 
End 
Score 
8, 832.. 914, 
933. .2021, 



56905 Seq. ID 

119036 Strand 
1 End 3432 

OJ000103_07 .0426.C3.o2.gp Method AAT/GAP 

1 End 530 

LIB3431-048-P1-K1-B1 Score .304 

1. .115, 383. .530 

'3252813 9.0e-18 (AC004705) vacuolar sorting receptor-like 
protein [Arabidopsis thaliana] >gi_3810586 (AC005398) vacuolar 
sorting receptor-like protein [Arabidopsis thaliana] ? 



56905 > Seq . ID 

119036 Strand 

1 End 

OJ000103_07 .0426.C3.ol. ts Method 

12 End 

none Score 



OJ000103_07.0426.C3 

34 32 . . . . 
TBLASTX: Soybean 
3146 
86 



12. .110, 382. .504, 384. .512, 421. .522, 698. .748, 830. .916, 
832. .915, 1038. .1121, 1054. .1119, 1227. .1334, 1229. .1306, 
1413. .1505, 1414. .1506, 1677. .1757, 1679. .1759, 1930. .1998, 
1943. .2065, 2927. .3145, 2940. .3146 



Seq. No. . 56905 * Seq. ID 

Gene No. 119036 Strand 

Start 1 . End 

Name OJ000103 07 . 0426.C3 . ol . tw Method 



OJ000103_07.0426.C3 
3432 

TBLASTX: Wheat 



57344 



Start 
GI 

Exons 



12 End 916 

none Score 95 

12. .116, 12. .116, 369. .512, 370. .522, 388. .513, 686. .748, 
687. .749, 826. .915, 827. .916 



Seq. No. 56905 

Gene No. 119036 

Start 1 . 

Name OJ000103_07 . 0426 . C3 . ol . tc 

Start 361 

GI none 
Exons 



Seq. ID OJ000103_07 . 0426.C3 
Strand 

End 3432 

Method . TBLASTX: Cress 

End 314 6 

Score 112 



361. .513, 369. .512, 692. .730, 693. .731, 827. .910, 835. .909, 
1038. .1121, 1054. .1119, 1227. .1322, 1229. .1321, 1411. .1500, 
1413. .1493, 1679. .1759, 1930 .. 1998 , 1931 .. 202 9, 2924. .3145, 
2925. .3146 



Seq. No. 56905 

Gene No. 119036 

Start 1 

Name OJ000103_07 . 04 2 6 . C3 . o3 . tm 

Start 382 

GI none 
Exons 



Seq. ID OJ000103_07.0426.C3 
Strand 

End 3432 

Method TBLASTX: Maize 

End 17 68 

Score 73 



382. .504, 384. .512, 3.85. .513, 1410. .1493, 1414. .1500, 
1679. .1759, 1721. .1768 



Seq. No. 56905 

Gene No. 119036 

Start 1 

Name OJ000103_07 . 04 2 6 . C3 . ol . gs 

Start 383 

GI none 

Exons 383. .511, 685. .748, 872. .914, 1054. .1118, 1229 
1409. .1492, 1687. .1756, 1933. .2021, 2926. .3157 



Seq. ID OJ000103_07 . 0426.C3 
Strand 

3432 
GENSCAN 
3157 
. 63 



End 

Method 

End 

Score 



1305, 



Seq. No. 56905 

Gene No. ' 119036 

Start ■ 1 

Name : OJ000103_07 . 04 2 6 . C3 . o2 . tm 

Start 713 

GI none 
Exons 



Seq. ID OJ000103_07 . 0426.C3 
Strand 

End 3432. _ 

Method ' TBLASTX : Maize 

End 1307 

Score 65 



713. .748, 714. .755, 826. .915, 827. .916, 1032. .1121, 1037. .1120, 
1049. .1123, 1228. .1302, 1228. .1302, 1229 ... 1306, 1233 1307 



Seq. No.. 56905 

Gene No. . 119036 

Start 1 

Name OJ000103__07 . 042 6 . C3 . o3 . gp 

Start 1988 

GI 27513_1.R1084 

Exons 1988. .2021, 2926. .3147 

GI Descrip. ' 4 9824 99/gb | AAD36959 . 1 | AC000107_5 9.0e-83 (AC000107) F17F8.5 
[Arabidopsis thaliana] 1 



Seq. ID OJ000103_07.0426.-C3 
Strand - 

3432 
AAT/GAP 
3147 
466 



End 

Method 

End 

Score 



Seq. No. ^56905 

Gene No. 119036 

Start 1 

Name OJ000103 07 . 0426 . C3 . ol . tm 



Seq. ID OJ000103_07.0426.C3 
Strand 

End 34 32 

Method TBLASTX : Mai ze 



57345 



Start 


2924 






End 


3146 


GI 


none 






Score 


220 


Exons 


2924. .3145, 


2925. 


.3146 






Seq. No. 


56906 






Seq. ID 


OJ000103 i 


Gene No. 


119037 






Strand . 




Start 


536 






End 


3370 


Name 


OJ000103 07 


. 0426. 


C4 .ol .gs 


Method 


GEN SCAN 


Start 


536 






End 


2951 


GI 


none 






Score 


. 83 


Exons 


536. . 1080, 


2633. . 


2951 






Seq. No. 


56906 






Seq. ID 


OJ000103J 


Gene No . 


119037 






Strand' 




Start 


536 






End 


3370 


Name 


OJ000103 07 


.0426. 


C4 . ol . np 


Method 


AAT/NAP 


Start 


587 






End 


2927 


GI 


4982499 






Score 


741 


Exons 


587. .1080, 


2633. . 


2927 






GI Descrip. 


(AC000107) ' 


F17F8. 


5 [Arabidopsis thaliana] 



Seq. No. 56906 

Gene No. 119037 

Start 536 

Name OJ000103_07 . 0426 . C4 . ol . gp 

Start 590 

GI 27513_1.R1084 

Exons 590. . 867 

GI Descrip. ' 4 982499/gb | AAD36959 . 1 | AC000107_5 9 
[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End . 
Method : 
EiKti 
Score 



OJ000103J37.0426.C4 

3370 
AAT/GAP 
8 67 
518 



.Qe-83 (AC000107) F17F8.5 



Seq. No. 56906 Seq. ID OJ000103_07 . 042 6 . C4 

Gene No. 119037 Strand 

Start- 536 End 3370 

Name OJ000103_07 . 0426 . C4 . o2 . gp Method AAT/GAP 

Start 1012 End 3370 

GI . - 43983_1.R1084 ' . Score 1557 

Exons 1012. .1080, 2633. .3370 

GI Descrip. ' 458557 6/gb | AAD2554 1 . 1 | AF134 051_1 2.0e-12 (AF134051) 

f ructose-1 , 6-bisphosphatase precursor [Solanum tuberosum] 1 



Seq. No. 


56906 






Gene No. • 


119038 . .;. 






Start 


3739 






Name 


OJ000i03 


07. 0426. C4 


.ol. 


Start 


587 






GI 


none 






Exons 


587. .739, 


590. .838, 


591 


Seq. No. 


56906 






Gene No. 


119038 






Start 


3739 






Name 


OJ000103 


07. 0426. C4 


.ol. 


Start 


590 






GI 


none 






Exons 


590. .838, 


591. .818, 


890 



Seq. ID OJ000103_07. 0426.C4 

■ Strand - 

End 4359 

tm Method TBLASTX : Maize 

End 988 

Score 61 
..818, 893. .988 

Seq. ID OJ000103_07.0426.C4 
Strand 

End 4359 

tc Method TBLASTX : Cress 

End 2840 

Score • 152 
..976, 971. .1081, 2691. .2840 



^'57346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

Seq. >No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56906 

119038 

3739 

OJ000103_07.0426.C4.ol.ts 

590 

none 



Seq. ID OJ000103J)7.0426.C4 
Strand 

•End 4359 
Method TBLASTX : Soybean 
End " '2789 
Score 182 



590. .838, 591. .818, 893. .976, 971. .1078, 2688. .2789 



56906 

119038 

3739 

OJ000103_07.0426.C4.o2.tm 

2664 

none 

2664 . .2852 



Seq. ID OJ000103_07.0426.C4 
Strand 

End 4359 

Method TBLASTX: Maize 

End 2852 

Score 191 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56906 

119038 

3739 

OJ000103_07 .0 426.C4 .o2.gs 

3739 

none 



Seq. ID OJ000103_07.0426.C4 
Strand 

End 4359 

Method GENSCAN 

End 4359 

Score .86 



3739. .3849, 3890. .3994, 4270. .4359 



56907 
119039 
1 

OJ000103_07 .0 426.C5.ol.gp 
1 

4968854 
1..29, 446. .695 

4585576/gb|AAD25541.1|AF134051_l 2.0e-12 (AF134051) 
fructose-1, 6-bisphosphatase precursor [Solanum tuberosum] 



Seq. ID- OJ000103_07.0426.C5 

Strand + 

End 2174 

Method AAT/GAP 

End 695 

Score 481 



56907 
119039 
1 

OJ000103_07 . 0 426 . C5 . ol . np 
1 

585118 

1..29, 446..842, 1158. .1522 

FRUCTOSE-1, 6-BISPHOSPHATASE, CHLOROPLAST PRECURSOR 

(D-FRUCTOSE-1, 6-BI.SPHOSPHATE 1-PHOSPHOHYDROLASE ) (FBPASE), 

gi 1 289367 (L15303) fructose-1, 6-bi&phosphate [Brassica napus] 



Seq. ID OJ000103_07.0426.C5 
Strand + 
End ■ '. . 2174 
'Method AAT/NAP 
End 1522 
Score 529 



56907 

119039 

1 

OJ000103_07 .0426.C5.o2. tm 

441 

none 



Seq. ID OJ000103_07.0426.C5 

Strand' . + 

End 2174 

Method TBLASTX : Mai ze 

End 67 6 

Score 133 



441. .599, 442. . 618, 4 4 5 . . 621 4 4 6 . . 676 



Seq. No. ' 56907 
Gene No. 11903 9 

Start 1 

Name OJ000103 07 . 0426 . C5 . o2 . tc 



Seq. ID OJ000103_07.0426.C5 

Strand + 

End 2174 

Method TBLASTX : Cress 



57347 





Start 


445 


End 


772 




GI 


none 


Score 


64 




Exons 


445. .510, 446. .496, 467. .589, 


• 478 . . 588, 


547 . . 621, 629 . . 772, 






629 . .748 








Seq. No. 


56907 


Seq. ID 


OJ000103_07 . 0426.C5 




Gene No. 


119039 


Strand 


+ 




Start 


1 


End 


2174 




Name 


0 JO 0 0 1 0 3_0 7.04 26-. C 5 . o 1 . t s 


Method 


TBLASTX: Soybean 




Start 


44 6 


End 


1504 




GI 


none 


Score 


65 




Exons 


446. .529, 545. .628, 550. .624, 


659. .844, 


1157. .1234, 1244. .1345, 






1256. .1348, 1349. .1420, 1372. 


.1419, 1427. .1504 




Seq. No. 


56907 


Seq. ID 


OJ000103_07.0426.C5 




Gene No. 


119039 


Strand 


+ 




Start 


1 


End 


2174 . 




Name 


OJ000103 07.„0426.C5.ol.gs 


Method 


GENSCAN t 




Start 


494 


End 


2174 




GI 


none 


Score 


.56 




Exons 


494. .842, 1158. .1552, 1575. .1746, 1850. 


.1963, 2083.. 2174 




Seq. No. 


56907 


Seq. ID 


OJ000103_07.0426.C5 




Gene No . 


119039 


Strand 


+ . 


■s. :_a 


Start 


1 ' ' 


End 


2174 . 


r ^ 


Name 


OJ000103 07.0426.C5.o2.gp 


Method 


AAT/GAP 


I :J[ 


Start 


780 


End 


1511 


.5 'a. 


GI 


LIB34 32-014-P1-K1-B7 


Score 


787 


L--S 


Exons 


780. .842, 1158. .1511 






r : 5 


GI Descrip. 


' 67243/pir | | PASPC 7.0e-38 f ructose-bisphosphatase (EC 3.1.3.11) 



chloroplast - spinach >gi_999621_pdb_lSPI_A Spinacia oleracea 
>gi_999622_pdb__lSPI_B Spinacia oleracea >gi_999623_pdb_lSPI_C 
Spinacia oleracea >gi_999624_pdb_lSPI_D Spinacia oleracea 1 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



56907 

119039 

1 

OJ000103_07.0'4 26.C5.ol.tc 

1150 

none 



Seq. ID OJ000103_07.0426.C5 

Strand + 

End 2174 

Method TBLASTX: Cress 

End 1565 

Score 633 



1150. .1464, 1157. .1558, 1157. .1555, 1173. .1562, 1293. .1565 



Seq. No. 


■ 56907 


Seq. ID- 


OJ0001O3_07.0426. 


,C5 


Gene No. 


119039 . 


Strand' 


+ 




Start 


1 ' 


End 


2174 • 




Name 


OJ000103 07.0426.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


1250 


End 


1602 




GI 


none 


Score 


535 




Exons 


1250. .1567, 1250. .1567, 1522.. 


1602 






Seq. No. 


56908 


Seq. ID 


OJ000103_07.0426. 


,C6 


Gene No. 


119040 


Strand 


+ 




Start 


101 


End 


4469 




Name 


OJ000103 07.0426.C6.ol.'gs 


Method 


GENSCAN 




Start 


101 


End 


3370 




GI 


none 


Score 


.76 




Exons 


101. .220, 390. .453, 1062. .1201 


., 1852.. 


2136, 2259.. 2381, 





57348 



2437. .2748, 3070. .3156, 3299. .3370 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56908 Seq. ID 

119040 Strand 

101 End 

OJ000103_07.0426-C6-o2.tm Method 

110 End 

none Score 



OJ000103J37.0426.C6 
+ 

4469 

TBLASTX: Maize 

2058 

131 



110. .220, 169. .219, 357. .464, 387. .464, 1009. .1095, 1061. .1096, 
1081. .1212, 1100. .1201, 1100. .1213, 1101. .1202, 1854. .1898, 
1858. .1896, 1863. .1898, 1895. .1939, 1897. .1941, 1930. .2058, 
1941. .2057 



Seq. No. 56908 

Gene No. 119040 

Start 101 

Name OJ000103_07 . 042 6 . C6 . ol . tc 

Start 137 

GI none 

Exons 137. .220, 387.. 464, 389.. 454, 
1854 . . 1940, 1861. .2001 



Seq. ID OJ000103_07.0426.C6 

Strand + 

End 4469 

Method TBLASTX : Cress 

End 2001 

Score 100 

1060. .1200, 1061. .1201, 



a 

m 
m 
a 

vl 

ru 

!*■ 

■v3 

C3 
C3 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No.. 
Start ' 
Name 
Start 
GI 

Exons 



56908 Seq. ID 

119040 . Strand 

101- • End 

OJ000103_07 . 0426-C6.o2.ts Method 

149 End 

none Score 



OJ000103_07.0426.C6 
+' 

4469 

TBLASTX : Soybean 

1965 

85 



149. .217). 389. .454, 390. .464, 1060. .1200, 1061. .1201, 
1863. .1952, 1864. .1965 



56908 

119040 

101 

OJ000103_07 . 042 6.C6..ol.np 

161. 

4006893 



Seq. ID OJ000103_07. 0426. C6 

Strand + 

End s 4469 

Method AAT/NAP 

End 4 4 69 

Score- 915 



161..220-, 390.. 453, 1062.. 1201, 1852 .. 213,6,- 2259 .. 2381, ■ 

2494. .2748, 3070. .3156, 3299. .3361, 4366.-4469 

(Z99708) aminopeptidase-like protein [Arabidopsis thaliana] 



56908 

119040 

101 

-OJ000103_07 .042 6.C6.ol. ts 
1969 
none 



Seq. ID OJ000103J)7.0426.C6 

Strand • + 

End 4 4 69 

Method TBLASTX: Soybean 

End 3367 

Score 169 



1969. .2139, 1971. .2147, 2241. .2384, 2250. .2381, 2488. .2583, 
2629. .2748, 2661. .2747, 3024. .3146, 3038. .3145, 3051. .3152, 
3064. .3159, 3067. .3156, 3275. .3364, 3296. .3367 



Seq. No. 56908 Seq. ID 

Gene No. 119040 Strand 

Start 101 End 

Name OJ000103_07 . 04 26 . C6 . ol . tm Method 

Start 2112 End 

GI none Score 



OJ000103J37.0426.C6 
+ 

4469 

TBLASTX: Maize 
3367 
.37 



57349 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
.-Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



2112. .2144, 2244. .2384, 2257. .2391, 2259. .2384, 2281. .2391, 

2487. .2582, 2488. .2592, 2488.-2592, 2492.-2596, 2493.-2597, 

2623.-2748, 2633. .2743, 3051. .3152, 3064 .. 3168 3067 .. 315 6, 

3296.-3367, 3298.. 3363 



Seq. ID OJ000103_07.0426.C7 

Strand + 

End 3358 

Method AAT/NAP 

End 3060 

Score 850 

1473. .1527, 2064. .2168, 2274. .2345, 



56909 
119041 
1 

OJ000103_07. 042 6.C7.ol.np 
1 

4006893 

1..51, 546. .680, 764. .844 
2496.. 2620, 2896. .3060 

(Z99708) aminopeptidase-like protein [Arabidopsis thaliana] 



56909 

119041 

1. 

OJ000103_07. 042 6. C7 . ol.gs- 

546 

none 



Seq. ID OJ000103_07 . 0426.C7 

Strand + 

End 3358 

Method GENSCAN 

End 30 63 

Score . 94 



546. .680, 764.-844, 1473. .1527, 2064. .2168, 2274. .2345, 
2496.. 2620, 2896. .3063 



Seq. ID OJ[00D103_07.0426.C7 
Strand + "*"' 
End 3358 
Method . AAT/GAP 
End 2567 
Score 449 
1473.71527, 2064. .2168, 2274.-2345, 2496. .2567 

1 4 0068 93 /emb | CAB16823 . 1 1 1.0e-100 (Z99708) aminopeptidase-like 
protein [Arabidopsis thaliana] 1 



56909 

119041 

1 

OJ000103JD7 .042 6. C7 .ol.gp 
1473 

17990 1.R1084 



56909 Seq. ID 

119041 Strand 
1 ... ....... End 

OJ000103_07.0426.C7.o2.gp . Method' 
2050 ' End 
17990 1.R1084 Score 



OJ000103__07.0426.C7 
+ 

3358 - . • - 

AAT/GAP- 

3208 
860 



2050. .2168, 2274. .2345, 2496. .2620, 2896. .3208 

. 1 40068 93/emb|CAB16823. 1 1 1 . 0e-100 (Z 997 08) aminopeptidase-like 
protein [Arabidopsis thaliana] 



56909 

119041 

1 

OJ000103_07 . 042 6 . C7 . o3 . gp 
2063 

17990 1.R1084 



Seq. ID OJ000103_07.0426.C7 

Strand + 

End 3358 

Method AAT/GAP 

End 3358 

Score 948 



2063. .2168, 2274.-2345, 2496. .2620, 2896. .3358 

' 4006893/emb | CAB16823 . 1 | 1 . 0e-100 (Z99708) aminopeptidase-like 
protein [Arabidopsis thaliana] 1 



56909 

119041 

1 



Seq. ID OJ000103_07.0426.C7 
Strand + 
End 3358 



57350 



Name 

Start 

GI 

Exons 



OJ000103_07 .0426.C7 ,o4 . gp Method AAT/GAP 

3036 End 3324 

none Score 570 
3036.. 3324 



Seq. No. 56909 Seq. ID 

Gene No. 119042 Strand 

Start • 5182 End 

Name OJ000103_07 . 04 26 . C7 . o5 . gp Method 

Start 5182 End 

GI none Score 

Exons 5182. .5578 



OJ000103_07.0426.C7 
+ 

5578 
AAT/GAP 
5578 
496 





Seq. No. 


56909 




Seq. ID 


OJ000 103^07 . 04 2 6.C7- 




Gene No. 


119043 




Strand 


+ 




Start 


6708 




End 


6998 




Name 


OJ000103 07.0426.C7.o6. 




Method 


AAT/GAP 




Start 


6708 




End 


6998 




GI 


1037022 - 




Score 


552 




Exons 


6708 . . 6998 










Seq. No. 


56909 




Seq. ID 


OJ000103_07 . 04 2 6.C7 




Gene No. 


119044 




Strand 


+ 




Start 


8166 




End 


8335 


% h~ 


Name 


OJ000103 07.0426.C7 .o7 . 




Method 


AAT/,GAP 




Start 


8166 




End 


8335 




GI 


none 




Score 


222 




Exons 


8166. .8335 








la! 


Seq. No. 


56909 




Seq. ID 


OJ000103_07.0426.C7 


1 "i 

^ X? 


Gene No. 


119045 




Strand 






Start 


5401 




End 


8335 




Name 


OJ000103 07.0426.C7.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


543 




End 


841 




GI 


none 




Score 


204 




Exons 


543.. 680, 545. .676, 760 


. .786, 


761. .787 


, 791. .841 




Seq. No. 


56909 




Seq. ID 


OJ000103JD7.0426.C7 




Gene No. 


119045 




Strand 






Start 


5401 




End 


8335 




Name 


OJ000103 07.0426.C7.o2. 


tm 


Method 


TBLASTX : Maize 




Start • 


543 




End, 


3072 




GI 


none 




Score 


225 . 




Exons 


543... 680, 543. .680, 760 


. .846, 


761. .847 


, 1447. .1518, 1463. .1549, 






1472. .15-28, 1473. .1535, 


2059. 


.2169, 2060. .2170, 2061. .2171, 






2246..2344, 2272. .2343, 


2468. 


.2629, 2491. .2619, 2499. .2621, 






2897.. 3040, 2898,, 3065, 


2898. 


.3056, 28 


99.. 3072 




Seq. No. 


56909 




Seq. ID 


OJ000103_07.0426.C7 




Gene No. 


119045 




Strand 






Start 


5401 




End 


8335 




Name 


OJ000103 07.0426.C7.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


545 




End 


898 




GI 


none 




Score 


198 * 




' Exons 


545. .682, 546. .683, 546 


. .692, 


731. .874 


, 748. .846, 749. .898 




Seq. No. 


56909 




Seq. ID 


OJ000103_07.0426.C7 



57351 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



119045 
5401 

OJ000103. 07.0426.C7.o4.ts 



1473 

none 

1473. 

2272. 

2496. 



, 1529, 
,2343, 
,2624, 



2062. 
2277, 
2898. 



Strand 
End 

Method 
End 
'- Score 
2169, 2063. .2170, 
2345, 2468. .2629, 
3053, 2899. .3054 



8335 

TBLASTX : Soybean 
3054 
75 

2074. .2172, 2246. .2344, 
2491. .2616, 2495. .2620, 



Seq. No. 56909 Seq. ID 

Gene No. 119045 Strand 

Start 5401 End 

Name OJ000103_07 . 0426 . €7 . o3 . tm Method 

Start 5324 End 

GI none Score 

Exons 5324, 
5524 , 



OJ000103_07.0426.C7 
8335 . 

TBLASTX: Maize 

5764 

45 



,5350, 5329. 
,5601, 5524. 
5638. .5751, 5658. 



5355, 5383.. 5520, 5384. 
,5559, 5535. .5573, 5628. 
,5750, 5663. .5764, 5695. 



,5500, 5401. 
,5750, 5633. 
,5751 



5520, 
5740, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56909 

119045 

5401 

OJ000103_07, 

5401 

none 

5401. .5568, 
7049. .7303, 



0426.C7.o2.gs 



5665. .5814, 
7767. .8284 



6016 



Seq. ID OJ000103_07.0426.C7 
Strand 

End 8335 

Method GENSCAN 

End 8284 

Score ..67 
.6151, 6259. .6338, 6437. .6510, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exori's 

.GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56909 Seq. ID OJ000103_07 . 0426 . C7 

119045 Strand 

5401 • End. 8335 

OJ000103_07 . 0426 . C7 . o2 . np Method AAT/NAP 

5404 End 8335 

6729024 Score 707 

5404. .5568, 5665. .5814, 6016. .6151, 6423. .6591, 7046.. 7303, 
7767. .7854, 8050. .8335 

(AC009177) putative serine/threonine protein kinase [Arabidopsis 
thaliana] 



56909 

119045 

5401 

OJ000103__07 .0426.C7 .ol. ts ■ 

5734 

none 

5734. .5814, 6011. .6142, 6016. 
6259.. 6351, 6263.. 6343, 6434, 

56909 

119045 

5401 

OJ000103_07. 042 6.C7.ol. tc 

6019 

none 

6019.. 6150, 6035. .6151, 6226. 
6261. .6341, 6434. .6592, 6447. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 07. 0426. C7 



8335 , 

TBLASTX : Soybean 
6577 
93 

6150, 6093.. 6155, 6258.. 6341, 
6484, 6485. .6577 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6342, 6235 
.6614, 7047 



OJ000103 07. 0426. C7 



8335 

TBLASTX: Cress 
7160 
112 

6339, 6258. 



6344, 



.7160, 7048. .7155 



57352 




Seq. No. 56909 

Gene No. 119045 

Start 5401 

Name . OJ000103JD7 . 0426 . C7 . ol . 

Start 6028 

GI none 

Exons 6028.. 6150, 6044.. 6142, 

Seq. No. 56909 

Gene No. 11904$, 

Start 5401 

Name OJ000103_07 . 042 6 . C7 . ol . 

Start 6043 . 

GI none 

Exons 6043.. 6147, 6044.. 6142, 
6450. .6554 




Seq. ID -OJ000103_07.0426.C7 
Strand 

End 8335. 

tw Method TBLASTX : Wheat 

End 6577 

Score 61 
6258. .6344, 6434. .6511, 6515. .6577 

Seq: ID OJ000103_07.0426.C7 
Strand 

End 8335 

tm Method TBLASTX : Maize 

End 6592 

Score 118 
6256. .6351, 6258. .6341, 6434. .6592, 



Seq. No. 56909 

Gene No. 119045 

Start ' 5401 

Name OJ000103_07 . 0426 . C7 . o3 . ts 

Start 7047 

GI none 

Exons 7047.. 7202, 
7771. .7830 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_07.0426.C7 
8335 

TBLASTX: Soybean 
.7830 
77 



7048. .7161, 7215. .7304, 7227. .7301, 7231. .7305, 





Seq. No. 


56910 








Seq. ID 


OJ000103 


l Li 


- Gene No. 


119046- 








Strand 


+ 




Start 


1053 








End 


1182 


- 1 
t. -= 


Name 


OJ000103 .0-7.. 


0426. 


C8.ol. 


gs 


Method 


GENSCAN 




Start 


1053 








End 


1182 




GI 


none 








Score 


.85 




Exons 


1053. .1182 












=;^r 


Seq. No. 


56911 








Seq. ID 


OJ000103 


■'■&J 


Gene No. 


119047 








Strand 


+ 




Start 


. 577.4 








End 


7920 . . 




Name 


OJ000103 07. 


0426. 


C9.o3. 


gs 


■Method 


GENSCAN 


3 s ^ 


Start 


5774 








End 


7920 


s 3 ^ 


GI 


none 








Score 


.8 




Exons 


5774 . .5791, 


6175. 


.6289, 


6382. 


.6440, 6461. .6580, 






7123.. 7209, 


7309. 


.7506, 


7 627. 


.7920 





,0426. C9 



6931. . 6987, 



Seq. No. 56911 

Gene No. 119048 

Start 9027 

Name ' OJ000103__07 . 0426 . C9 . ol . np 

Start 9011 

GI 7428434 

Exons 9011.. 9380, 9485.. 9577, 9732, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. 9758, 



OJ000103 
+ 

16485 
AAT/NAP 
10072 
183 
9917. .10072 



07. 0426. C9 



FKBP-type peptidyl-prolyl cis-trans isomerase 
sp. {strain PCC 6803) gi I 1652134 | dbj | BAA17058 . 
FKBP-type peptidyl-prolyl cis-trans isomerase 
sp.] 



- Synechocystis 

1| (D90903) 

[ Synechocystis 



Seq. No. 
Gene No. 



56911 
119048 



Seq. ID OJ000103_07 .0426.C9 
Strand + 



57353 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9027 

OJ000103_07.0426.C9.o4 .gs 

9027 

none 



End 16485 
Method GENSCAN 
End 14938 
Score . 61 _ 
9027. .9380, 9485. .9577, 9732. .9792, 9894. .10056, 12331 .. 124 65 , 
12881. .13157, 14693. ;14791, 14885. .14938 



56911 " * , 

119048 

9027 

OJ000103_07 .0426.C9.ol.gp 

9038 

none 

9038. .9188 

56911 

119048 

9027 

OJ000103_07.0426.C9.o2.np 

12816 

7486498 

12816. .13157, 13560. .13675, 
14433-. .14549, 14 663 .. 147 91 , 
hypothetical protein F6E21. 
gi | 7270017 | emb | CAB7<9833 . 1 1 
[Arabidopsis thaliana] 



Seq. ID OJ000103_07 .0426.C9 

Strand + 

End 16485 

Method AAT/GAP 

End 9188 

Score 209 



Seq. ID OJ000103JD7 .0426.C9 

Strand + 

End ■ 16485 

Method AAT/NAP 

End 16337 c 

Score 557 
. 13921. .13960, 14225. .14289, 
14885. .14924, 16244. .16337 
70 - Arabidopsis thaliana 
(AL161578) putative protein 





Seq. No. 


56911 








Seq. ID 


OJ000103_07.0426.C9 




Gene No. 


119048 








Strand 


+ 


Ly 


Start 


■9027 








End 


16485 




Name 


OJ000103 07. 


0426 


.C9.o5. 


gs 


Method 


GENSCAN 


i y 


Start 


15818 








End 


16485 




GI 


none 








Score 


.9 


£3 


Exons 


15818. .15896 


;, 16349.. 16485 








Seq... No. 


56911 








Seq. ID 


OJ000103_07.0426.C9 




Gene No. 


- .119049,. 








Strand 


. + • ■ 


~h ^ 


Start 


17217 








End 


17961 




Name 


OJ000103 07. 


0426 


.C9.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


9251 








End 


10098 




GI 


none 








Score 


103 




Exons 


9251. .9379, 


9267 


. .9380, 


9478. 


.9579, 9482. .9580, 9705. .9794, 






9731. ,9793, 


9929 


. .10000 


, 9998. 


...10072, 


10012. .10098 




Seq. No! 


56911 








Seq. ID 


OJ000103_07.0426.C9- 




Gene No. 


119049 








Strand 


+ 




Start 


17217 








End 


17961 




Name 


OJ000103 07. 


0426 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


9750 








End 


10098 




GI 


none 








Score 


71 




Exons * 


9750. .9794, 


9752 


. .9793, 


9929. 


.10087, 


9935. .10087, 10003. .10098 




Seq. No. 


56911 








Seq. ID 


OJ000103_07.0426.C9 




Gene No. 


119049 








Strand 


+ • * 




Start 


17217 . 








End 


17961 




Name 


OJ000103 07. 


0426 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


12879 








End 


14292 



57354 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



59 



12879. .12932, 12990 13214 , 12995 .. 13156, 13002 13157, 
13^97. .13962, 13918 .. 13962, 14223 .. 14258 , 14224 14259,,-, 
14253. .14288, 14254.. 14292 



56911 

119049 

17217 

OJ000103_07.0426.C9.ol.tm 
12918 
none 
12918. 
12990. 
13918. 



,12965, 12919. .12960, 
, 13172, 12992. .13180, 
13962, 14223. .14288, 



Seq. ID 
Strand 
End 

Method 

End 

Score 58 
12985. .13158, 12986 
13557. .13625, 13557 
14223. .14288, 14224 



OJ000103_07.0426.C9 
+ 

17961 

TBLASTX: Maize 
14292 



13159, 
13622, 
14292 



OJ000103_07.0426.C9 
+ 



56911 Seq. ID 

119049 Strand 

17217 End 17961 

OJ000103_07 . 0426. C9 . 06 . gs Method GENSCAN 

17217 ' End 17961 

none Score .74 

17217. .17357, 17453 .. 17557, 17594 .. 17618 ,. 17675 .. 17706, 
17860.. 17961 



i 1 ^ 



Seq. No.-'- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 
Gene No. 
Start 
Name 



56912 Seq. ID OJ000103_07 . 04'26 . C10 

119050 Strand + 

1 End 3883 

OJ000103_07 . 0426 . C10 . ol . np Method AAT/NAP 

1 , End 3883 

3935173 Score 273 

1..164, 946. .1028, 3861. .3883 

(AC004557) F17L21.16 [Arabidopsis thaliana] 

gi|5931669|emb|CAB56588.1| (AJ011636) squamosa promoter binding 
protein-like 10 [Arabidopsis thaliana] 

gi I 5931671 |emb| CAB56589.1| (AJ011637) squamosa promoter binding 
protein-like 10 [Arabidopsis thaliana] 



56912 > "Seq. ID 

119050 Strand 

1 End 

OJ000103_07 . 0426 . C10 . ol . gs Method 

94 6 End 

none Score 
94 6. .1082, 1564. .1782, 2770. .3107 

56912 Seq. ID 

119050 Strand 
1 End 
OJ000103 JD7 . 0426 . C10 . ol . gp Method 
3116 End 
3767017 Score 
3116. .3457 

56912 * , . • Seq. ID 

119051 t Strand 
4261 End 
OJ000103_07 . 0426 . C10 . o2 . gp Method 



OJ000103_07. 0426. C10 
+ 

3883 

GENSCAN 

3107 

.77 . . 



OJ000103_07. 0426. C10 
+ 

3883 
AAT/GAP 
3457 
602 



OJ000103_07. 0426. C10 
+ 

4868 
AAT/GAP 



57355 





Start 


4261 








End 


4868 




GI . 


52103 1.R1084 








Score 


1169 




Exons 


4261.. 4868 














GI Descrip. 


1 4 337 195/gb 1 AAD18109 | 5 . 


0e- 


14 


(AC006403) putative protein kinase 






[Arabidopsis thaliana] ' 












O v> VJ • LMU ■ 


56912 








Seq. ID 


OJ000103_07. 0426. C10 




Gene No. 


119052 








Strand 


+ 




Start 


7527 








End 


7793 




Name 


OJ000103 07.0426. 


C10.O3. 


gs 




Method 


GENSCAN 




Start 


7527 








End 


7793 




GI 


none 








Score 


.61 




Exons 


7527. .7793 
















56912 








Seq. ID 


OJ000103_07. 0426. C10' 




Gene No. 


119053 








Strand 


+ 




Start 


9838 








End 


11768 




Name 


OJ000103 07.0426. 


C10.O4. 


gs 




Method 


GENSCAN 




Start 


9838 








End 


11768 




GI 


none 








Score 


.83 > 




Exons 


9838.. 10005, 10699.. 1088 


8, 


11602. .11768 




Qpn Kfn 

O C ^ ■ liv • 


56912 








Seq. ID 


OJ000103_0.7. 0426. C10 




Gene No. 


119054 








Strand 






Start 


4638 ■* 








End ' 


6656 


f n 


Name 


OJ000103 07.0426. 


C10.o2. 


tm 




Method 


TBLASTX: Maize 




Start 


22 








End 


1012 




GI 


none 








Score 


215 




Exons 


22. .165, 24. .161, 


75. .170, 


941. .1012 






Seq. No. 


56912 








Seq. ID 


OJ000103_07. 0426. C10 


[y 


Gene No. 


119054 








Strand 






Start 


4638 








End 


6656 


-*■=. 


Name 


OJ000103 07.0426. 


ClO.ol. 


tc 




Method 


TBLASTX: Cress 


~rr 


Start 


4591 








End 


5447 




GI 


none 








Score 


255 




Exons. 


4.591. . 4 629, 4 635*. 


M925, 


4642. . 


,4929, ■ 4941. .4976, 4942. .4977, 






5055. .5363, 5065. 


.5364, 


5065. . 


,5364, 5151. .5369, 5341. .5445, 






5364 . .5447 














Seq. No. 


56912 








Seq. ID 


OJ000103_07. 0426. C10 




Gene No. 


119054 








Strand 






Start 


4638 • 








End - . 


6656 




Name 


OJ000103 07.0426. 


ClO.ol. 


tm 




Method 


TBLASTX: Maize 




Start 


4621 








End 


5915" . 




GI 


none 








Score 


213 




Exons 


4621. .4974, 4638. 


.4976, 


4638. . 


4976, 4639.-4977, 5055. .5669, 






5065. .5670, 5685. 


.5720, 


577 


8. . 


5915, 578 


12. .5898 



Seq. No. 56912 Seq. ID 

Gene No. 119054 Strand 

Start 4638 End 

Name OJ000103_07 . 0426 . C10 . o2 . ts Method 

Start 4635 End 

GI " none Score 

Exons 4635.. 4811, 4638.-4799, 4639.. 4800 



OJ000103_07. 0426. C10 
6656 

TBLASTX: Soybean 
;-4811 
106 



57356 




Seq. No. 


56912 




Seq. ID 


OJ000103 07. 0426. C10 


Gene No. 


119054 




Strand 




Start 


4638 




End 


6656 


Name 


OJ000103 07 . 0426. CIO. o2 


■ gs 


Method 


GEN SCAN 


Start 


4638 




•End 


6011. 


GI 


none 




Score 


. 6 


Exons 


4638. .4977, 5065. .6011 








Seq. No. 


56912 




Seq. ID 


OJ000103_07 . 04 26 . C10 


Gene .No . 


119054 




Strand 




Start 


4638 




End 


6656 


Name 


OJ000103 07. 0426. C10. o2 


. np 


Method 


AAT/NAP 


Start 


4641 




End 


6011 


GI • • 


• 4337195 




■Score 


1383 • 


Exons 


4641. .4977, 5065. .5921, 


5973. 


. 6011 




GI Descrip. 


(AC006403) putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


56912 




Seq. ID 


OJ000103_07 .04 26. C10 


Gene No. 


119054 




Strand 




Start 


4638 




End 


6656 


Name 


OJ000103 07. 0426. C10. o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


4677 




End 


5345 


GI 


none 




Score 


93 


Exons 


4 67 7.. 4976, 4711.. 4851, 


4719. 


.4976, 5055. .5108, 5098.. 5262, 




... 5106. .5345 ' 








Seq. No. 


56912 




Seq. ID 


OJ000103_07.04 26.C10 


Gene No . 


119054 - 




Strand 




Start 


4638 




End 


6656 


Name 


; OJ000103 07. 0426. C10. ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4812 




End 


5900 


GI 


none 




Score 


176 


Exons 


4812.. 4976, 4813.. 4977, 


4831 . 


.4977, 5055. .5669, 5065. .5670, 




5332 5445, 5334 5396, 


5698 . 


.5826, 5703. .5825, 5832.. 5900 


Seq. No. 


56912 




Seq. ID 


OJ000103JD7. 0426. C10 


Gene No. 


119054 




Strand . 




Start 


4638 




' End • 


6656 


Name 


OJ000103 07. 0426. C10. o3 


.gp 


Method 


AAT/GAP 


Start 


5120 




End 


5595 


GI 


uC-osflM202050e04bl 




Score 


907 


Exons 


5120. .5595 








GI Descrip. 


'4337195/gb|AAD18109| 6 


. Oe-38 


(AC006403) putative protein k: 




[Arabidopsis thaliana] ' 








Seq. No. 


56912 




Seq. ID 


OJ000103_07 .04 26. C10 


Gene No. 


119054 




Strand 




Start 


4638 




End 


6656 


Name 


OJ000103 07. 0426. C10. o2 


. tc 


Method 


TBLASTX: Cress . 


Start 


5451 




End 


5838 


GI 


none 




Score 


139 


Exons 


5451. .5669, 5509. .5667, 


5767. 


.5838, 5772.-5825 


Seq. No.. 


56912 




Seq. ID 


"OJ000103_07 .04 26. C10 


Gene No. 


119054 




Strand 




Start 


4638 




End 


6656 


Name 


OJ000103 07. 0426. C10. ol 


. tw 


Method 


TBLASTX: Wheat 



57357 - 




Start 


5602 








End 


6014 




GI 


none 








Score 


362 


5982. . 6014 


Exons 


5602. .5934, 


5604, 


. .5933, 


5684 . 


.5947, 5979.. 6014, 


, t Seq. No. 


56912 








Seq. ID 


OJ000103 


07 . 0426. C10 


Gene No. 


119054 








Strand 






Start 


4638 








End 


6656 




Name 


OJ000103 07 


.0426. 


.C10.O4 


• gp 


Method 


AAT/GAP 




Start 


5625 








End 


6656 




GI 


none 








Score 


1239 




Exons 


5625. .6109, 


6494. 


. . 6656 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56913 

119055 ■ Strand 

380 End 
OJ000103_07 . 042 6 .Cll . ol . gs . Method 

380 End 

none Score 

380. .719, 1268. .1313, 2289. .2376, 3742, 
6203. .6240 



Seq. ID OJ000103_07. 0426. Cll 



+ 

6240 
GENSCAN 
6240 
.57 

.4011, 5410. 



,5590, 



Seq. No. 


56913 


Seq. ID 


OJ000103_07 .042 6. Cll 


Gene No. 


119055 


Strand 


+ 


Start 


380 


End 


6240 


Name 


OJ000103 07. 0.426. Cli.ol.np 


Method 


AAT/NAP 


Start 


446 


End 


721 


GI 


126386 


Score 


173 


Exons 


446. .721 






GI Descrip. 


POLLEN ALLERGEN LOL P 2-A (LOL P II-A) 


gi|82449|pir| IA34291 




pollen allergen Lol p IIA - 


perennial ryegrass 


Seq. No. 


56913 


Seq. ID 


OJ000103_07. 0426. Cll 


Gene No.. 


119056 


Strand 




Start 


1810 . 


End 


2333 


Name 


OJ000103 07.0426.Cll.ol.gp 


Method 


AAT/GAP 


Start 


1810 


End 


2333 


GI 


. LIB3434-038-P1-K1-F1 


Score 


762 


Exons 


1810,12333 ■ . 






GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P002 6F07 ' 




Seq. No. 


56913 


Seq. ID 


OJ000103JD7. 0426. Cll 


Gene No. - 


119057 


. Strand 




Start 


3563 


End 


8852 


Name 


OJ000103 07.0426.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


378 


End 


765 


GI 


none 


Score 


35 


Exons 


378. .422, 385. .558, 437. .559 


, 566. .760, 


566. .640, 616. .765 


Seq. No. 


56913 


Seq. ID 


OJ000103_07. 0426. Cll 


Gene No. 


119057 


Strand 




Start 


3563 


End 


8852 


Name 


OJ000103 07.0426.Cli.o2.np 


Method 


AAT/NAP 


Start 


3563 


"End 


8852 


GI 


5032119 


Score 


175" 


Exons 


3563.. 3670, 3857.. 4569, 7275 


..7458, 8816. .8852 


GI Descrip. 


Ser/Arg-related nuclear matrix protein 


(plenty of prolines 



57358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 

Seq. No. 
Gene No. 
Start > 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



101-like) gi | 3005587 (AF048977) Ser/Arg-related nuclear matrix 
protein [Homo sapiens] 



Seq. ID OJ000103_07.0426.C11 , 
Strand 

End 8852 

Method GEN SCAN 

End 8484 

Score .59 



56913 
119057 
3563 

OJ000103_07.04 2 6.Cll.o2.gs 
7187 
none 

7187 . .7263, 8275. .8484 

56914 
119058 
484 

OJ000103_07 . 042 6.C12 .ol.np 
484 

3805765 

484. .529, 2155. .2465, 2725. .2886, 3163. .3285 

(AC005693) putative protein, kinase [Arabidopsis thaliana] 



Seq. ID OJ000103_07.0426.C12 

Strand + 

End 3285 

Method AAT/NAP 

End 3285 

Score 458 



56914 

119058 

484 

OJ000103_07 . 042 6.C12 .ol.gp 

522 

3761453 

522. . 921, 2158. .2202. 

56914 

119058 

484 

OJ000103_07 .042 6.C12.ol . gs 

569 

none 

569. .727, 2158. .2465, 2725. 

56914 ; w .-.. 
119058 
484 

OJ000103_07 . 042 6.C12.ol. tm 
783 
none 



Seq. ID OJ000103_07.0426.C12 

Strand + 

End 3285 

Method AAT/GAP 

End 2202 

Score 837 



Seq. ID OJ000103_07.0426.C12 
Strand + 

3285 
GENSCAN 
2907 
.44 



End 

Method 
End 
Score 
,2907 



Seq. ID OJ000103_07. ! 0426.C12 
Strand + ■ 

3285 . 

TBLASTX: Maize 
2456 
106 



End 

Method 
End 
Score 

783. .812, 839. . 916, 841. . 927 , 84 1 . . 921 , 2154 . . 2441,- 2157. .2399, 
2390. .2443, 2393. .2452, 2394. .2456, 2397. .2456 



56914 

119058 

484 

OJ000103_07.0426.C12.ol.tc 

2243 

none 



Seq. ID OJ000103_07.0426.C12 

Strand + 

End 3285 

-Method TBLASTX : Cress 

End 28 62 

Score 133 



2243.-2326, 2268. .2384, 2412. .2474, 2412. .2474, 2724. .2846, 
2.725. .2862, 2731. .2850 



56914 

119058 

484 



Seq. ID OJ000103_07.0426.C12 
Strand + 
End 3285 



57359 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
■ GI 
Exons 



OJ000103_07 . 0426 . C12 . ol . ts Method TBLASTX : Soybean 
2262 End 2862 

none Score 219 

2262. .2474, 2381. .2464, 2727. .2858, 2728.-2862 



Seq. ID OJ000103_07.0426.C12 

Strand + 

End 3285 

Method TBLASTX : Mai ze 

End 2862 

Score 195 



56914 
119058 
484 

OJ000103_07. 042 6.C12.o2.tm 
2724 
none 

2724 . .2855, 2725. .2862 

56915 
119059 
1 

OJ000103_07.0426.C13.ol.np 
1 

3805765 

1..81, 266. .402, 1135. .-1258, 1406. .1809, 1885. .1986 
(AC005693) putative protein kinase [Arabidopsis thaliana] 



Seq. ID OJ000103_07.0426.C13 

Strand + 

End 2227 

Method AAT/NAP 

End 1986 

Score 698 



56915 

119059 

1 

OJ000103_07.0426.C13.ol . gs 

1135 

none 

1135. .1258, 1406. .2061. 

56915 

119059 

1 

OJ000103_07. 0426.C13.ol.gp 

1764 

none 

1764 . ..2227 . 



Seq. ID OJ000103_07.0426.C13 

Strand + 

End 2227 

Method . GENSCAN 

End . 2061 

Score .98 



Seq. ID OJ000103_07.0426.C13 

Strand + 

End 2227 

Method AAT/GAP 

End 2227 

Score 877 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56915 
119060 
3087 

OJ000103_07 . 0426.C13.ol.tm 
244 
none 

244.. 402, 256.. 402, 267 ...407, 
1134. .1256, 1134. .1259, 1135. 
1399. .1821, 1407. .1835, 1783. 
1896. .2006, 2012. .2029, 2013. 

56915 

119060 Strand 

3087 End 

OJ000103_07 .04 26.C13.o2 . tw Method 

265 End . 

none Score 



Seq. ID OJ000103_07.0426.C13 
Strand 
End 

Method 
End . 
Score 
267. .404, 



3214 

TBLASTX: Maize 
2030 • • 
227 

1133. . 12.55, 1133. .1255, 



1260, 1354. .1782, 1386. .1820, 
2007, 1868. .2014, 1883. .2005, 
2030 

Seq. ID OJ000103_07.0426.C13 



3214 

TBLASTX: Wheat, 

1184 

233 



265. .402, 267. .404, 268. .402, 1133. .1183, 1134. .1184, 1135. .1182 



57360 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



56915 

119060 

3087 

OJ000103J)7.,0426.C13.ol. ts 

1155 

none 



Seq. ID OJ000103_07. 0426.C13 
Strand 

End 3214 

■Method TBLASTX: Soybean 

End 1779 

Score 128 



1155. .1256, 1155. .1259, 1156. .1260, 1386. .1694, 1399. .1779, 
1408. .1779 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56915 

119060 

3087 

OJ000103_07.0426.C13.ol.tc 

1162 

none 



Seq. ID OJ000103_07.0426.C13 
Strand 

End 3214 

Method TBLASTX: Cress 

End 1953 

Score 14 0 



1162. .1260, 1176. .1259, 1399. .1521, 1399. .1509, 1401. .1520, 
1518. .1694, 1525. .1740, 1888. .1953 



Seq. No. 56915 

Gene No. 119060 

Start 3087 

Name OJ000103_07 .042 6. C13 . ol . tw 

Start 1185 

GI none 
Exons 



Seq. ID OJ000103_07.0426.C13 
Strand 

End 3214 

Method TBLASTX : Wheat 

End 1710 

Score 114 



1185. .1259, 1186. .1260, 1360. .1599, 1386. .1700, 1399. .1710 



Seq. No. 56915" 

Gene No. 119060 

Start 3087 

Name OJ000103_07 . 04 2 6 . C13 . o2 . gs 

Start 3087 

GI none 

Exons 3087.. 3214 



Seq. ID OJ000103_07.0426.C13 

Strand • . - 

End 3214 

Method GEN SCAN 

End 3214 

Score . 58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56916 
119061 
418. - 

OJ000103_07.0426.C14.ol.np 
418 

7228457 



Seq. ID OJ000103_07.0426.C14 

Strand + 

End , 4597 . .. 

Method AAT/NAP 

End 4597 

Score 6153 



418. .784, 846. .2781, 2845. .3679, 3802. .4597 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrptransposon .RetroSorl, polyprotein. (AF098806) [Oryza' 
sativa] . ■ t • • 



Seq. No. 


56916 






Gene No. 


119061 






Start 


418 






Name 


OJ000103 07 


.0426 


.C14 ,o4 


Start 


1072 






GI 


none 






Exons 


1072. .1119, 


1126 


. .1224, 


Seq. No. 


56916 






Gene No. 


119061 






Start 


418 






Name 


OJ000103 07 


.0426 


.C14.o3 



Seq. ID OJ000103_07.0426.C14 

Strand + 

End 4597 

.tw Method TBLASTX : Wheat 

End 1464 

Score 58 
1143. .1223, 1191. .1430, 1207. .1464 

^Seq. ID OJ000103_07.0426.C14 

Strand + 

End 4597 

.tm Method TBLASTX : Maize 



57361 



Start 
GI 

Exons. ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. '-No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene -No. 
Start' 
Name 
Start 



1077 
none 

1077. .1361, ' 

56916 

119061 

418 

OJ000103_07. 

2202 

none 

2202. .2333, 

56916 

119061 

418 

OJ000103_07. 

2852 

none 

2852. .3295, 

56916 
119061 
-418 

OJ000103_07. 

28 93 

none 

2893. .3117, 

56916- 
119061 
418 

OJ000103_07. 

2983 

none 

2983. .3339, 

56916 , 

119061 

418 

OJ000103_07, 

3366 

none 

3366'. -.3731, 

56916' 
119061 
418 

OJ000103_07. 

3423 

none 

3423. .3848, 

56916 

119061 

418 

OJ000103_07, 
3502 



End 
Score 



1362 
193 



1114. .1362 



0426.C14 .o3.tw 



Seq. ID OJ000103_07.0426.C14 

Strand + 

End 4597 

Method TBLASTX : Wheat 

End 2685 

Score 410 



2203. .2685, 2215. .2364, 2397. .2657 



0426.C14 .ol.tw 
2853. .3314, 2854, 

0426.C14 .o2 .ts 
3124. .3258 

0426.C14 .ol.tm 
3018.. 3329, 3034, 

0426.C14 .o2.tm 
3367. .3750 

0426.C14 .o2.tw 
3424. .3843 

0426.C14 .ol.ts 



Seq. ID OJ000103_07.0426.C14 
Strand + 

4597 

TBLASTX: Wheat 
3315 
212 



End 

Method 
End 
Score 
.3315 



Seq. ID OJ000103_07.0426.C14 

Strand + 

End 4597 

Method TBLASTX: Soybean - 

End 3258 

Score 117 



Seq. ID . OJ000103_07.0426.C14 
Strand + 

End " 4597 
Method TBLASTX : Mai ze 
End 3339 
Score 392 
.3339 

Seq. ID . OJ000103_07. 0426.C14 

Strand - + " • 

End 4597 

Method TBLASTX: Maize 

End 3750 

Score 360 



Seq. ID OJ000103_07.0426.C14 

Strand + 

End 4597 

Method TBLASTX : Wheat 

End 3848 

Score 487 



Seq. ID OJ000103_07.0426.C14 

Strand + 

End 4597 

Method TBLASTX : Soybean 

End 3873 



57362 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

3502.. 3873, 3519.. 3662 

56916 

119061 

418 

OJ000103_07.0426.C14.o5.tw 

4372 

none 

4372. .4596, 4386. .4574 



Score 



271 



Seq/ ID OJ000103_07.0426.C14 

Strand + 

End 4597 

Method TBLASTX : Wheat 

End 4596 

Score 198 



56917 
119062 

1 • 

OJ000103_07.0426.C15.ol.np 
1 

7228457 
1..52, 119. .1669 

(AP001366) Similar to Sorghum bicolor . Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. ID . OJ000103_07.0426.C15 
Strand + 

1672 
AAT/NAP 
1669 
2662 



End 

Method 

End 

Score 



Seq. No. 56917 Seq. ID 

Gene No. 119062 . Strand 

Start 1* x * End 
Name * OJ000103_07 . 0426 . C15 . ol . gs Method 

Start 17 End 

GI none Score 

Exons 17.. 1672 



OJ000103_07.0426.C15 
+ 

1672 - 
GEN SCAN 
1672 
1 



Seq. No. 56917 

Gene No. 119063 

Start 11765 

Name OJ000103_07 . 0426 . C15 . 06 . gs 

Start 11765 

GI none 

Exons • 11765. .11928, .12038. .12155, 
13847. .13938 



Seq. ID OJ000103_07.0426.C15 

Strand + 

End 14568 

Method GENSCAN 

End 13938 

Score .86 
12691. .128.75, 13005 .. 13.-150,. . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



07.0426.C15 



56917 Seq. ID OJ000103_ 

119063 Strand + 

11765 End 14568 

OJ000103__07.042 6.CI5.o4.np- Method -■ AAT/NAP 
11861 End 14568 

7487442 Score 405 

11861. .11928, 12038. .12139, 12684 .. 12875, 13005 .. 13137 , 
14103.. 14568 

hypothetical protein T26D22 
gi|3047089|gb|AAC13601. 1 | 
pseudouridylate synthases 



10 - Arabidopsis thaliana 
(AF058826) contains similarity to 
[Arabidopsis thaliana] 



56917 Seq. ID 

119064 Strand 

2312 End 

OJ000103_07.0426.C15.o2.gs ' Method 

2312 End 

none Score 



OJ000103_07.0426.C15 

7256 
GENSCAN 
5536 
.95 



57363 




Exons 2312.. 5536 



Seq. No. 


56917 




Seq. ID 


OJ000103_07 


.0426. 


C15 


Gene No. 


119064 




Strand 


— 






Start 


2312 




End 


,7256 






Name 


OJ000103 07.0426.C15.o2. 


np 


Method 


'aat/nap 






Start 


2315 




End 


5536 






GI 


. 5803259 




Score 


4230 






Exons 


2315. .4181, 4275. .5536 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


56917 




Seq. ID 


OJ000103_07 


.0426. 


C15 


Con & KJn 


119064 




Strand 








Start 


9^1 9 




■ End 


7256 






Name 


n.Tnnm D7 0496 ns 


np 


Method 


AAT/NAP 






Start 


4 7^0 ~~ 

H / D U 




End 


7256 






GI 






Score 


373 






Exons 


47^0 47QS fi^ft? 64S7 


6625. .6772, 7176. .7256 






GI Descrip. 


(Z\pnn04Q9^ hvnnfhpfi pa! 
^ rair U U U *i ^7 ^. y uypuLUCLiLai 


protein [Oryza 


sativa] 








gi| 6016856 |dbj |'BAA85199. 


1 1 


^nc UUU J / \J ) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 






Seq. ID 


OJ000103_07 


.0426. 


,C15 


Gene; No . 






Strand 








Start 


9^19 

Z OIL 




End 


7256 






Name 


rS.Tnnmn? n 7 D496 ns 0^ 


gs" 


Method 


GENSSAN 






Start 


^(=;ft7 — 

DDO / > 




End 


7250 






GI 


none . 




Score 


.69 








6687. .7250 












Seq. No. 






Seq. ID 


OJ000103_07 


.0426. 


.C15 


Gene No. 






Strand 








Start 


Q0 A A 




End 


9545 






Name 


DTOfim 0^ 07 0496 ns r>^ 


tw 


Method 


TBLASTX: Wheat 




Start 


9 c. — 




End 


346 






GI 


"' hone 




Score 


190 






P 1 vnn q 

LiAUIlO 


25. .345, 86. .346 : . 












Seq. No. 






Seq. ID 


OJ000103_07 


.0426. 


.C15 


Gene No. 






Strand 








Start 


9244 




End 


9545 






Name 


OJ000103 07.0426.C15.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


539 




End 


862 






GI 


none 




Score 


362 






Hi A. 1 1 o 


539.-862, 568.. 849. 












Seq. No. 


56917 




Seq. ID 


OJ000103_07 


.0426, 


.C15 


Gene No. 


119065 




Strand 








Start 


9244 




End 


9545 






Name 


OJ000103 07.0426.C15.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


•676 




End 


1057^ 






GI 


none 




Score 


375 






Exons 


676.. 732, 677.. 1057, 77£ 


t. .: 


1026 








Seq. No. 


56917 




Seq. ID 


OJ000103_07 


.0426, 


.C15 


Gene No. 


119065 




Strand 








Start 


9244 




End 


9545 







57364 




Name 


OJ000103 07 


.0426.C15.o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


1058 




End 


1660 






GI 


none 




Score 


268 






Exons 


1058. .1360, 


1063. .1341, 1198. .1368, 1534. .1656, 


1535. .1660 


Seq. No. 


56917 




Seq. ID 


OJ000103 


07 . 0426, 


. C15 


Gene No. 


119065 




Strand 








Start 


9244 




End 


9545 






Name 


OJ000103 07 


.0426.C15.o3. tm 


Method 


TBLASTX: 


Maize 




Start 


1529 




End 


1675 






GI 


none 




Score 


189 






Exons 


1529. .1675, 


1534 . . 1674 










Sea No . 


56917 




Seq. ID 


OJ000103 


07.0426. 


.C15 


Gene No. 


119065 




Strand 








Start 


9244 




End 


9545 






Name 


OJ000103 07, 


.0426.C15.o4 .gs 


Method 


GENSCAN 






Start 


9244 




End 


9545 






GI 


none 




Score 


.4 






Exons ' 


9244. .9314, 


9359..9545 










Seq. No. 


56917 




Seq. ID 


OJ000103 


07 . 0426. 


.015 


f^pnp Mo 


119066 




Strand 








Start 


13821 




End 


14247 . 






Name 


OJ000103^)7. 


.0426.C15.o2.tm 


Method 


TBLASTX: 


Ma i z e 




Start 


13821 




End 


• 14247 






GI 


none 




Score 


101 






Exons 


13821. .13940, 13839. . 13946, 


13840. .13941, 14054 


. . 14245, 






14091. .14246, 14101. .14247 










Sea No 


56918 




Seq. ID 


OJ000113 


07.0426, 


.CI 


Gene No. 


119067 




Strand 


+ 






Start 


520 




End 


3098 






Name 


OJ000113 07, 


.0426.Cl.ol.gp 


Method 


AAT/GAP 






Start 


520 




End 


2383 






GI 


none 




Score 


775 






Exons 


'520.. .698, 910.. 1066, 2297.. 


2383 








Sea. No 


56918 




Seq. ID 


OJ000113 


07 . 0426 . 


. CI 


Gene No. 


119067 




Strand 


+ 






Start 


520 




End 


3098 






Name 


OJ000113 07. 


.0426.Cl.ol.gs 


Method 


GENSCAN 






Start 


520. 




End 


3098 • 






GI 


none 




Score 


.:97 






Exons 


• 520. . 698,- 910. . 1066, 2297.. 


2428, 2896. 


.3098 






Seq. No. 


56918 




Seq. ID 


OJ000113 


_07.0426. 


■ CI 


Gene No 


119068 




Strand 








Start 


3235 




End 


3496 






Name 


OJ000113 07. 


.0426.Cl.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


2379 




End 


3101 






GI 


none 




Score 


127 






Exons 


2379. .2468, 


2383. .2469, 2466. .2618, 2477. .2617, 


2891. .2965, 




2892. .3059, 


2901.. 3059, 304 


8. .3101-, 3056. .3097 






Seq. No. 


56918 




Seq. ID 


OJ000113 


_07.0426. 


.CI 


Gene No. 


119068 




Strand 









57365 




Start 


3235 








End 


3496 




Name 


OJ000113 07 


.0426. 


.Cl.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2568 








End 


.3089 




GI 


none 








Score 


68 




Exons 


2568. .2618; 


"'2892. 


, .3089, 


2892, 


. .3089 






S^n No 


56918 








Seq. ID 


OJ000113 


07 0426 CI 


Gene No. 


.119068 








Strand 






Start 


3235 








End 


3496 




Name 


OJ000113 07 


.0426. 


,Cl.o2. 


gp 


Method 


AAT/GAP 




Start 


3235 








End 


3496 




GI 


1854152 








Score 


515 




Exons 


3235. .3496 














Seq. No. 


56919 








Seq. ID 


OJ000113 


_07.0426.C2 




119069 








Strand 






Start 


138 








End 


5115 




Name 


OJ000113 07 


.0426. 


C2.ol. 


gs 


Method 


GENS CAN 




Start 


138 








End 


3472 . 




GI 


none 








Score 


.81 




Exons 


138. .1787, 


1876. . 


1939, 


2206. . 


,2324, 2403. .2474, 


2718. .2828, 




3431. .3472 














9f^n No 


56919 " 








Seq. ID 


OJ000113 


07 0426 C2 


Gene No. 


119069 








■Strand 






Start 


138 








- End 


5115 




Name 


OJ000113 07 


.0426. 


C2.ol. 


gp 


Method 


AAT/GAP 




Start 


935 








End 


1070 




GI 


3106589 








Score 


239 




Exons 


935. .1070 














Seq. No. 


56919 








Seq. ID 


OJ000113 


_07.0426.C2 


Gene No. 


119069 








Strand 






Start 


138 








End 


5115 




Name 


OJ000113 07 


. 0426. 


C2 . ol . 


tm 


Method 


TBLASTX: 


Ma i ze 


Start 


1185 








End 


2442 




GI 


none 








Score 


.4 6. 




Exons 


1185. .1325, 


1279. 


.1362, 


1351. 


,.1416, 1419. .1487, 


1506. .1787, 




1521. .1676, 


1525. 


71662, 


1536. 


, .1727, 1537. .1782, 


1876. . 1941, 




1876. .1938, 


2205. 


.2321, 


2208. 


.2324, 2212. .2325, 


2400. .2441, 




2404 . .2442 














Seq. No. ■' 


56919. • 








Seq. ID • 


OJ000113 


_07.0426.C2 


Gene No. 


119069 








Strand 






Start • 


138. 








End . 


. 5115 . 




Name 


OJ000113 07 


.0426. 


C2.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2206 








End 


2783 




GI 


none 








Score 


168 




Exons 


2206. .2325, 


2208. 


.2324, 


2400. 


.2477, 2400. . 2477, 


2413. .2478, 




2718. .2783, 


2718. 


.2783 











Seq. No. 56919 Seq. ID OJ000113_07 . 0426 . C2 

Gene No. 119069 Strand . - 

Start ' 138 End 5115 

Name . OJ000113JD7 . 0426 . C2 . o2 . tm Method TBLASTX : Maize" 

Start 2718 End 5115 

GI none Score 124 



57366 



Exons 



2718. .2822, 2718. .2828, 2719. .2835, 3433 .. 3474/ 5031 .. 5114, 
5034.. 5114, 5035.. 5115 



Seq. No. 56920 

Gene No. 119070 

Start 14350 

Name OJ000113_07 . 0426 . C3 . o4 . gs 

Start 14350 

GI none 
Exons 



Seq. ID OJ00*0113_07.0426.C3 

Strand + 

End 16494 

Method GENSCAN 

End ' 16494 

Score .41 



14350. .14491, 14637. .14712, 15173 15327 , 16160. .16494 



Seq. No. 56920 

Gene No. 119071 

Start 27650 

Name OJ000113_07 . 042 6 . C3 . o7 . gs 

Start 27650 

GI none 

Exons 27650.. 27994 



Seq. ID OJ000113_07.0426.C3 

Strand + 

End • 27994 • 

Method GENSCAN 

End 27994 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56920' 
119072 
1 

■ OJ000113_07 .042 6.C3.ol.np 
1 

■7485859 



Seq. ID OJ000113_07.0426.C3 
Strand 

End 28191' 

Method AAT/NAP 

End 15157 

Score 501 



1. .19, 10087. M0968,' 15119. . 15157 

hypothetical protein F20D10.300 - Arabidopsis thaliana 
gi | 4467124 | emb | CAB37558.il (AL035538) hypothetical protein 
[Arabidopsis thaliana] gi | 7270802 | emb | CAB80483 . 1 | (AL161593) 
hypothetical protein [Arabidopsis thUliana] 





Seq. No. 


56920 


Seq. ID 


OJ000113_07.0426.C3 




Gene No. 


119072 


Strand 






Start 


1 


End 


28191 




Name 


OJ000113 07.0426.C3.ol.gs 


Method 


GENSCAN 




Start 


278 


End 


3875 




■ GI 


none 


, . Score 


. 67 . 




Exons 


278. .730, 984. .1231, 2272. 


.2367, 2457', 


.2553, 3811. .3875 




Seq. No. 


56920 


Seq. ID 


OJ000113_07.0426.C3 




Gene No. 


119072 


Strand 






Start 


1 


End . 


28191... 




Name. 


OJ000113 07.04 26.C3.o2. tm 


Method .' 


TBLASTX: Maize 




Start 


973 


End 


2552 




GI 


none 


Score 


82 




Exons 


973. .1137, 989. .1138, 990. 


.1115, 1166. 


.1222, 1176. .1214, 






2266.-2358, 2270. .2383, 2457. .2552 






Seq. No. 


56920 


Seq. ID 


OJ000113_07.0426.C3 




Gene No. 


119072 


Strand 






Start 


1 


End 


28191 




Name 


OJ000113 07.0426.C3.o2.gs 


Method 


GENSCAN 




Start 


5873 


End 


8478 




GI 


none 


r Score 


.53 




Exons 


5873. .6040, 6126. .6173, 6305. .6401, 6481. .6779, 6813. .6888 



7116. .7330, 8446.-8478 



57367 



Seq. No. 56920 

Gene No. 119072 

Start 1 

Name OJ000113_07 . 0426 . C3 . ol . tm 

Start 6300 
GI ' none 
Exons 



Seq. ID OJ000113_07.0426.C3 
Strand 

End 28191 
Method > TBLASTX: Maize 
End 6750 
Score 105 



6300. .6407, 6302. .6403, 6483.-6623, 6485. .6601, 6502. .6636, 
6544. .6624, 6613. .6750, 6627. .6749 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56920 

119072 

1 

OJ000113_07.04 2 6.C3.o3.gs 

10056 

none 



Seq. ID OJ000113_07.0426.C3 
Strand 

End 28191 

Method GENSCAN 

End 13037 

Score .55 



10056. .10700, 10708. .11000, 11528 .. 1 1556, 11788 .. 118 60 , 
12537. . 12691, 12925. .13037 



56920 

119072 

1 

OJ000113_07.0426.C3.ol.ts 

10089 

none 

10089. .10319, 10105. .10320 



Seq. ID OJ000113_07.0426.C3 
Strand 

End 28191 

Method TBLASTX : Soybean 

End 10320 

Score 116 



Z h Seq. No. 
\ "J Gene No . 
15 Start 
[y Name 
Start 

fit GI 
E ~ Exons 

1-2 GI De scrip . 

L- Seq. No. 

Gene No. 

Start 

Name 
C3 Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



56920 
119072 
1 

OJ000113_07 .0426.C3.o2.np 
12654 
5042454 

12654. .12707, 12 951 .. 13124 , 16372 16474 , 17247 
19321. .19474 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ000113_07.0426.C3 
Strand 

28191 
AAT/NAP 
19474 
195 



End 

Method 

End 

Score 



,17440, 



56920 

119072 

1 

OJ000113_07.0426.C3.o3.np 

16308 

6523547 



Seq. ID. OJ000113^07.0426.C3 
Strand 

End 28191 

Method AAT/NAP 

End 28001 

Score 34 6 



16308. .16479-, 19327 .. 194 37 , .23390 . . 23470, 24012 .. 24 122 ,' : 
.24239. .24647, 24 674 .. 24745, 27728. .28001 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



56920 

119072 

1 

OJ000113_07.0426.C3.o6.gs 

22500 

none 



Seq. ID OJ000113_07.0426.C3 
Strand 

End 28191 

Method GENSCAN 

End 26621 

Score . 67 



22500. .22581, 22880 23123, 23310 23385, 23714 .. 23992 , 
25389. .25605, 25834 259-50, 26281.. 26621 



Seq. No. 



56920 



Seq. ID OJ000113 07. 0426. C3 



57368 






Gene No. 


119072 


Strand 


- 




Start 


1 


End 


28191 




Name 


OJ000113 07. 0.426. C3.ol.gp 


Method 


AAT/GAP 




Start 


27837 


End 


28191 




GI 


2310398 


Score 


656 




Exons 


27837. .28191 








Seq. No. 


56921 - 


Seq. ID 


OJ000113_07.0426.C4 




Gene No. 


119073 


Strand 






Start 


1112 


End 


2414 




Name 


OJ000113 07.0426.C4.ol.gp 


Method 


AAT/GAP 




Start 


901 


End 


1350 




GI 


5446 1.R1084 


Score 


633 




Exons 


901. .1204, 1302. .1350 








GI Descrip. 


'5852182/embiCAB55420. 1 | 9 


.0e-13 (AL117265) zhb0012.1 [Oryza 






sativa] 1 








Seq. No. 


56921 


Seq. ID 


OJ000113_07.0426.C4 




Gene No. 


119073 


Strand 






Start 


1112 


. End 


2414' 




Name 


OJ000113 07.0426.C4.ol.gs • 


Method 


GENSCAN 




Start 


1112 


End 


1347 




GI 


none 


Score 


.91 


1 J 


Exons 


1112.. 1204, 1302.. 1347 






?H 


Seq. No. 


56921 


Seq. ID 


OJ000113_07. 0426.C4 




Gene No. 


119073 


Strand 






Start 


1112 


End 


2414 




Name 


OJ000113 07.0426.C4.ol.np 


Method 


AAT/NAP 




Start 


1115 


End 


2414 




■ GI 


7434320 


Score 


138 




Exons 


1115. .1204, 1302. .1348, 2391. .2414 






GI Descrip. 


protein kinase MEK1 (EC 2. 


7.1.-) - maize 






gi | 2737973 | gb | AAC83393 . 1 | 


(U83625) protein kinase ZmMEKl [Zea 






mays] 








Seq. No. 


56.922 


Seq. ID 


OJ000113_07. 0426.C5 


: s. ■ 


Gene No. 


119074 


• Strand 


+ 


a : ~ 


Start 


13879 


End 


15899 




Name 


OJ000113 07.0426.C5.o4 .gs 


Method 


GENSCAN 




Start 


13879 


End 


15899 




GI 


none 


Score 


.48 




Exons 


■13879. .13954, 15215. .15567 


, 15699.. 158 


•99 ■ 




Sea. No. 


56922 


■ Seq. ID 


OJ00.0H3_07.0426:C5 




Gene No. 


119075 


Strand 


+ 




Start 


16355 


End 


20671 




Name 


OJ000113 07.0426.C5.o5.gs 


Method 


GENSCAN 




Start 


16355 


End . 


20671 




GI 


none 


Score 


.4 




Exons 


16355. .19381, 19583. .20671 








Seq. No. 


56922 


Seq. ID 


OJ000113_07.0426.C5 




Gene No. 


119075 


Strand 






Start 


16355 


End 


20671 




Name 


OJ000113 07.0426.C5.o2.np 


Method 


AAT/NAP 




Start 


16577 


End 


20647 



57369 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7228446 Score 3626 

16577. .1968 9, 19777. .20647 

(AP001366) Similar to Arabiciopsis thaliana chromosome II BAC 
F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 



56922 

119076 

21197 

OJ000113_07. 042 6.C5.o6.gs 

21197 

none 

21197. .21592 



Seq. ID OJ000113_07.0426.C5 

Strand + 

End 21592 

Method GENSCAN 

End 21592 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 

GI Descrip. 



56922 

119077 

592 

OJ000113_07.0426.C5.ol.np 
592 

7434320 



OJ000113 07. 0426. C5 



Seq. ID 

Strand 

End 3391 
Method AAT/NAP 
End 3104 
Score' 7 - 1331 

592. .812, 931. .1113, 1245. .1469, 1957. .2094, 2444. .2531, 
3031. .3104 

protein kinase" MEK1 (EC 2.7.1.-) - maize 

gi I 2737973 |gb| AAC83393.il (U83625) protein kinase ZmMEKl [Zea 
mays] 





Seq. No. 


56922 




Seq. ID 


OJ000113_07.0426.C5 




Gene No. 


119077 




*- Strand 






Start 


592 




End 


3391 




Name 


OJ000113 07.0426. 


.C5.ol.gs 


Method 


GENSCAN 




Start 


698 




End 


3104 




GI 


none 




Score 


.65 




Exons 


698. .812, 931. .1113, 1245, 


,.1469, 1957. 


.2094, 2444. .2531, 






3031. .3104 










Seq. No. 


56922 




Seq. ID 


OJ000113_07.0426.C5 




• Gene No. - 


11-9077 




Strand ■ 






Start 


592 




End 


3391 


Vsr 


Name 


OJ000113 07.0426. 


, C5 . ol . gp 


Method 


AAT/GAP 




Start 


1372 




End 


3391 




GI 


36232 1.R1084 




Score 


1211 




Exons 


1372. .1469, 1957, 


,.2094, 2444. .2531, 3031. .3391 




GI Descrip. 


V2737973 2.0e-38 


(U83625) 


protein kinase • ZmMEKl • .[Zea mays] ' 




Seq. No. 


56922 




Seq. -ID 


OJ000113_07.0426.C5 




Gene No. 


119078 




Strand 






Start 


4490 




End 


5795 • 




Name 


OJ000113 07.0426. 


, C5.o2.gs 


Method 


GENSCAN 




Start 


4490 




End 


5795 




GI 


none 




Score 


.6 




Exons 


4490. .4811, 4843. 


,.5123, 5487. .5540, 5589. .5795 




Seq. No. 


56922 




Seq. ID 


OJ000113_07.0426.C5 




Gene No. 


119079 




Strand 






Start 


6944 




End 


13087 




Name 


OJ000113 07.0426, 


, C5 . o3 . gs 


Method 


GENSCAN 




Start 


6944 




End 


13087 



57370 



GI 

Exons 



none Score . 68 

6944. .7167, 7282. .7409, 7448. .7611, 7687. .7766, 9126. .9217, 
9767.. 10080, 10172. .10321, 10403 .. 10536, 12008 .. 12152 , 
12209. .12358, 12374.. 13087 



Seq. No. 56922 

Gene No. 119080 

Start 21298 

Name OJ000113_07 . 0426 . C5 . ol . tm 

Start 592 

GI none 
Exons 



Seq. ID OJ000113_07-.0426.C5 
Strand 

22688 

TBLASTX: Maize 
3108 
313 



End 

Method 
End 
Score 

592. .813, 594. .812, 917. .1114, 931. .1116, 931. .1128, 1224. .1481, 
1242. .1472, 1243. .1482, 1945. .2094, 1947. .2087, 1952. .2092, 
2435.. 2536, 3030.. 3107, 3031.. 3108 



Seq. No. 56922 
Gene No. 119080 
Start 21298 

Name OJ000113_07 . 0426 . C5 . ol . tc 

Start 594 
GI none 

Exons 594. .713, 598. .681, 639. .818, 

1224. .1481, 1243. .1458, 1353. 
2462. .2536 



Seq. ID OJ000113_07.0426.C5 
Strand 
End 

Method 
End 
Score 
640. .813, 



22688 

TBLASTX: Cress 
2536 
89 

931. .1116, 935. .1114, 



1481, 1945. .2082, 1952. .2074, 



Seq. No. 56922 
Gene No. 119080 
Start 21298 

Name OJ000113_07 . 0426 . C5 . ol . ts 

Start 594 
GI none 
Exons 594 . 

931. , 

2444 , 



Seq.. ID OJ000113_07.Q-42 6.C5 
Strand 
End 

Method 
End 
Score 
706. .780, 



22688 

TBLASTX: Soybean 
2536 
75 

711. .794, 916. .1116, 



713, 598. .702, 705. .800, 

1116, .1224. .1481, 1243. .1461, 1263. .1463, 1945. .2082, 
.2536 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56922 

119080. 

21298 

OJ000113_07.0426.C5.ol.tw 

654 

none 



Seq. ID OJ000113_07.0426.-C5 
Strand - 
End 

Method 
End 
Score 



22688 

TBLASTX: Wheat 

1116 

44 



654. .689, 655. .696, 705. .827, 706. .813, 931. .1116, 932. .1114 



56922 Seq. ID 

119080 . Strand 

21298 End 

OJ000113_07 . 0426 . C5 . o2 . ts Method 

15405 End 

none Score 



OJ000113_07.0426.C5 
22688 

TBLASTX: Soybean 

21235 

219 



15405. .15578, 15406 .. 15573, 15645 15713, 15646 .. 15702, 
15696. .15890, 15701 .. 1588 6, 21178 .. 21234 , 21182/.21235 



Seq. No. 56922 • Seq. ID 

Gene No. 119080 Strand 

Start 21298 " y ' End 

Name OJ000113_07 . 0426 . C5 . o2 . tc Method 

Start 15406 End 



OJ000113_07.0426.C5 
22688 

TBLASTX: Cress 
21289 



57371 




GI 


none 






Score 


217 




Exons 


15406. 


.15573, 15406, 


. . 15570, 


15408 . . 155 


78, 15645 . . 15695, 






15696. 


.15890, 15698, 


. . 15886, 


21178. .212 


55, 21182 . .21250, 






21242^. 


.21289 










Seq. No. 


56922 






Seq. ID 


OJ000113_07 .0426 


.C5 


Gene No. 


119080 






Strand 






Start 


21298 






End ' - 


22688 




Name 


OJ0001 


13_07.0426.C5, 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


15406 






End 


15887 




GI 


none 






Score 


258 




Exons 


15406. 


.15573, 15408, 


. . 15569, 


15645 . . 157 


13, 15646. . 15702, 






15696. 


.15887, 15704, 


. . 15886 








Seq. No. 


56922 






Seq. ID 


OJ000113_07.0426 


.C5 


Gene No. 


119080 






Strand 






Start 


21298 






End 


22688 




Name 


OJ0001 


13_07.0426.C5, 


.08. tm 


Method 


TBLASTX: Maize 




Start 


16751 






End 


17044 




GI 


none 






Score 


213 ' 




Exons 


16751 . 


.17044, 16927, 


. . 17025 








Seq. No. 


56922 






Seq. ID- 


OJ000113 07.0426 


.C5 


Gene No. 


119080 






Strand 






Start 


21298 






End 


2 2*6 8 8 




Name 


0 JO 001 


13_07.0426.C5, 


,o7.tm 


Method 


TBLASTX: Maize 




Start 


17497 






End 


17902 




GI 


none 






Score 


254 




Exons 


17497 . 


.17673, 17498, 


, . 17797, 


17507 . . 177 


13, 17804 . . 17902 




Seq. No. 


56922 






Seq. ID 


OJ000113_07 .0426 


.C5 


Gene No. 


119080 






Strand 






Start 


21298 






End 


22688 




Name 


OJ0001 


13_07 .0426.C5, 


. o4 . tw 


Method 


TBLASTX: Wheat- 




Start 


17518 






End 


17968 




GI 


none 






Score 


227 




Exons 


17518. 


.17727, 17519, 


. . 17797, 


17798 . .178 


81,: 1780.0... 17883,. 






17888 . 


.17968, 17890, 


. . 17967 








Seq. No. 


56922 






Seq. ID 


OJ000113_07 .0426 


.C5 


Gene No. 


119080 






Strand 






Start 


21298 






End 


22688 




Name • 


• OJ0001 


13_07.0426.C5. 


,p2.. tw • 


Method 


. TBLASTX: Wheat - 




Start 


•18059 






End 


18601 




GI 


none 






Score 


328 • 




Exons 


18059. 


.18505, 18104, 


. . 18382, 


18253. . 184 


89, 18512. .18601, 






18538 . 


. 18591 










Seq. No. 


56922 






Seq. ID 


OJ000113_07.0426 


.C5 


Gene No. 


li9080 






Strand 






Of -i -v~4- 

ot art 


z iz yy 






End 


22688 




Name 


OJ0001 


13_07.0426.C5. 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


18248 






End 


18673 




GI 


none 






Score 


397 




Exons 


18248. 


.18598', 18262. 


. .18597, 


18605. .18673, 18613 ... 18657 




Seq. No. 


56922 






Seq. ID 


OJ000113_07.0426 


;C5 



57372 



Gene No. 


119080 




Strand 






Start 


21298 




End 


22688 




Name 


OJ000113 07. 0426. C5. 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


18275 




End- 


18754 . 




GI 


none 




Score 


421 




Exons 


18275. .18754, 18280. 


. .18570, 


18613. .18753 






56922 




Seq. ID 


.OJ000113 07.0426, 


,C5 


Gene No. 


119080 




Strand 






Start 


21298 




End 


22688 




Name 


OJ000113 07. 0426. C5. 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


18290 




End 


18736 




GI 


none 




Score 


251 




Exons 


18290. .18736 










Seq. No. 


56922 




Seq. ID 


OJ000113 07.0426, 


,C5 


r^pnp No 


119080 




Strand 






Start 


21298 




End 


22688 




Name 


OJ000113 07. 0426. C5 . 


,o4 . ts 


""Method 


TBLASTX : Soybean 




Start 


19082 




End 


19609 




GI 


5509260 




Score 


420 




Exons 


19082. .19609, 19234. 


. . 19578 








GI Descrip. 


- 










Seq. No. 


56922 




Seq. ID. 


OJ.000113_07.0426, 


,C5 


Gene No. 


119080 




Strand 






Start 


21298 




End 


22688 




Name 


OJ000113 07. 0426. C5. 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


19139 




End 


19456 




GI 


none 




Score 


411 




Exons 


19139. .19456, 19147. 


. . 19455 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56922 

119080 

21298 

OJ000113JD7 .0426.C5.o3.tc 

19231 . 

none 



Seq. ID OJ000113_07.0426.C5 
Strand 
End 

Method 
End 
Score 



22688 

TBLASTX :Cre.ss 
19495 , 
264. ' 



19231.^19407, 19232. .19495, 19247. .19495 



56922 
119080 

21298 * * . . 
OJ000113_07.0426.C5.o3.tw 
19276 
none 
19276 
19613 



Seq. ID OJ000113_07.0426.C5 

Strand - . 

End 22688 •' 

Method TBLASTX : Wheat 

End 19942. . 

Score 308 

19575, 



19407, 19277. .19621, 19406. . 19573, 19432 
19828, 19820.. 19942 



Seq. No. 56922 

Gene No. 119080 

Start 21298 

Name OJ000113_07 .0426.C5.o3. tm 

Start 19709 

GI none 
Exons 



Seq. ID OJ000113_07.0426.C5 
Strand 
End 

Method 
End 
Score 



22688 

TBLASTX :<Maize 

20098 

454 



19709. .19834, 19711 20094 , 19712. .20098 



57373 



Seq. No. 56922 

Gene No. 119080 

Start 21298 

Name OJ000 113^07'. 0426 . C5 . o5 . tc 

Start 19957 

GI none 
Exons 



Seq. ID OJ000113_07.0426.C5 
Strand 

End 22688 
Method 'TBLASTX: Cress 
End 20629 
Score 167 



19957. .20100, .19958. .20149, 19964 .. 20113, 20174 .. 202 60 , 
20238. .20363, 20378 20629, 20419. .20589 



Seq. No. 56922 

Gene No. 119080 

Start 21298 

Name OJ000113_07 . 0426 . C5 . o5 . ts 

Start 19985 

GI none 

Exons 19985. .20146, 20153.. 20665 

Seq. No. 56922 

Gene No. 119080 

Start 21298 • 

Name OJ000113_07 . 0426 . C5 . o5 . tw 

Start 20180 

GI none 

Exons •"• 20180. .20383, 20381.. 20599 



Seq. ID OJ000113_07.0426.C5 
Strand 

End 22688 

Method TBLASTX : Soybean 

End 20665 

Score 130 



Seq. ID OJ000113_07.0426.C5 
Strand 



End 

Method 

End 

Score 



22688 

TBLASTX: Wheat 

20599 

105 



Seq. No. 56922 

Gene No. 119080 

Start 21298 

Name . OJ000113_0*7 . 042 6 . C5 . 06 . tm 

Start 20242 

GI none 

Exons 20242. .20625, 20243.. 20626 



Seq. ID OJ000'113_07.0426.C5 
Strand 

End 22688 

Method TBLASTX : Mai ze 

End 20626 

Score 308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000113_07.0426.C5 
Strand 

22688 
AAT/NAP 
22688 
44 



56922 
119080 
21298 

OJ000113_07.0426.C5.o3.np- 
21298 
4008006 
21298. .21444, 22618.. 22688 

(AF084034 ) receptor-like protein kinase [Arabidopsis thaliana] 



End 

Method 

End 

Score 



•56923 • • 
119081 
697 

OJ000113_07.042 6.C6.ol.gp 
697 

2428943 

697. .972, 1107. .1300 



Seq. No. 56923 

Gene No. 119082 

Start 3812 

Name OJ000113_07 . 0426 . C6 . o2 . gp 

Start 3812 

GI 2310235 

Exons 3812.. 3849, 4300.. 4438 



Seq. ID' OJ000113_0 7, .042 6.06 

Strand + 

End .1300 . 

Method AAT/GAP 

End 1300 

Score 705 



Seq. ID OJ000113_07.0426.C6 

Strand + 

End 10468 

Method AAT/GAP 

End 4 4 38 

Score 292 



57374 



GI Descrip. 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852182/emb|CAB55420.1| 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



56923 Seq. ID 

119082 Strand 

3812 " End 

OJ000113_07.0426.C6.o2.np Method 

4300 End 

4680203 Score 
4300. .5364, 8521. .9128, 9282. .9512, 9790. .10468 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ000113__07.0426.C6 
+ 

10468 
AAT/NAP - 
10468 
2912 



56923 Seq. ID 

119082 Strand 
3812 End 
OJ000113_07 .0426.C6.o3.gp Method 
7430 End 
uC-osflcyp033a04bl Score 
7430.. 7811 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ000113_07.0426.C6 

+ 

10468. 
AAT/GAP 
7811 
659 



OJ000113_07.0426.C6 

4288 
AAT/NAP 
4288 
120 



Madagascar periwinkle 
(D86853) extensin [Catharanthus 



OJ000113_07.0426.C6 
10468 

TBLASTX: Wheat ■ 
5002 .... 
92 



56923 Seq. ID- 

119083- Strand 

1 End 

OJ000113_07.0426.C6.ol.np Method 

1 End 

7442094 Score 
1..446, 4247. .4288 
extensin CYC15 precursor - 
gi| 14 8 6263 | dbj |BAA13175.1| 
roseus] 

56923 Seq. ID 

119084 Strand 

8516 End 

OJ000113_07.0426.C6..o4 .tw Method 
878 . End 

none Score 
878. .928, 4606. .4758, 4625. .4744, 4741. .4992, 4749. .4991, 
4752. .4994, 4760. .5002 



56923 • . Seq. ID 

119084' Strand 

8516 ■ . * End 

OJ000113_07 . 042 6 . C6 . ol . tm Method 

1965 End 

none Score 
1965. .2336 



OJ000113_07.042 6.C6- 

10468 • 
TBLASTX: Maize 
2336 
295 



Seq. No. 56923 Seq. ID 

Gene No. 119084 Strand 

Start 8516 End 

Name OJ000113_07.. 0426 . C6 . o5 . tw Method 

Start 2163 End 

GI none Score 

Exons 2163.. 2354, 2276.. 2530, 2427.. 2.528 



OJ000113_07.0426.C6 
10468 

TBLASTX: Wheat 

2530 

150 



57375 



Seq. No. 


56923 








Seq. ID 


OJ000113_07.0426. 


C6 


Gene No. 


119084 








Strand 






Start 


8516 








End 


10468 




Name 


OJ000113 07 


.0426 


C6.o4 . 


tm 


Method 


TBLASTX": Maize 




Start 


• 2606 








End 


2900 




GI 


none 








Score 


228 




Exons 


2606. .2713, 


2607 


.2900, 


2607. 


.2795, 2738.. 2899 




Seq. No. 


56923 








Seq. ID 


OJ000113_07.0426. 


C6 


Gene No. 


119084 








Strand 






Start 


8516 








End 


10468 




Name 


OJ000113 07 


.0426 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4924 








End 


5360 




GI 


none 








Score 


98 




Exons 


4924 . .4998, 


4999 


.5061, 


5056. 


.5352, 5088.. 5360 




Seq. No. 


56923 








Seq. ID 


OJ000113_07.0426. 


C6 


Gene No. 


119084 








Strand 






Start 


8516 








End 


10468 




Name 


OJ000113 07 


.0426 


C6.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


5085 








End 


5364 




GI 


none 








Score 


227 




Exons 


5085. .5237, 


5092 


.5364, 


5286. 


.5363 






Seq. No.. 


56923 








Seq. ID 


OJ000113_07.0426. 


C6 


Gene No. 


119084 








Strand 






Start 


8516 








End 


10468 




Name 


OJ000113 07 


.0426 


C6.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


5194 








End 


5370 




GI 


none 








Score 


183 




Exons 


5194. .5364, 


5200 


.5370 










Qprr Mf) 


56923 








Seq. ID 


OJ000113_07.0426. 


C6 


Gene No .. 


119084 








Strand 






Start 


8516 








End 


10468 




Name 


OJ000113 07 


.0426 


C6.o3. 


tw . 


Method 


TBLASTX: Wheat 




Start .'• • 


'5221 








End - 


8845 - 




GI 


none 








Score 


66 




Exons 


5221. .5277, 


5229 


.5273, 


5274. 


.5366, 5275. .5364, 8518. .8535 




8549. .8635, 


8550 


.8636, 


8556. 


.8636, 8637. .8840, 8639. .8845 


Seq. No. 


• 56923 ; : 








. Seq... ID. 


pJ0001-l.3_07.0426. 


C6 


Gene No. 


119084 








Strand . 






Start 


8516 








End 


10.4 68 




Name 


OJ000113 07 


.0426, 


C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8515 








End 


8879 




GI 


none 








Score 


52 




Exons 


8515. .8556, 


8550. 


.8675, 


8685. 


.8879 






Seq. No. 


56923 








Seq. ID 


OJ000113_07.0426. 


C6 


Gene No. 


119084 








Strand 






Start 


8516 








End 


10468 




Name 


OJ000113 07 


.0426, 


C6.o4 . 


gp 


Method 


AAT/GAP 




Start 


8516 








End 


10468 




GI 


342 1.R1084 








Score 


3306 




Exons 


8516. .10468 















57376 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI . * 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



56923 

119084 

8516 

OJ000113_07 .0426.C6.o2. ts 

8709 

none 

8709. .8951, 8714. .8893 

56923 
119084 

8516 

OJ000113_07.0426.C6.o2.tw 

8984 

none 



Seq. ID 

Strand 

End , ■ 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_07.0426.C6 
10468 

TBLASTX: Soybean 

8951 

210 



OJ000113_07.0426.C6 
10468 

TBLASTX: Wheat 

9394 

77 



8984.. 9034, 8985-. . 9047*. .. 9059 .. 9235 , 9060.. 9275, 9308.. 9394, 
,9309.. 9392 



56923 Seq. ID 

119084 Strand 

8516 End 

OJ000113_07 .04-26. C6.ol.tw Method 

9395 End 

none Score 



OJ000113_07.0426.C6 
10468 

TBLASTX: Wheat. 

10467" 

435 



9395. .9751, 9396. .9752, 9403. .9753, 9756. .10025, 9757. .10314, 
9982.. 10299, 10307 .. 10348 , 10309 .. 10353, 10312 .. 10353, 
10356. .10451, 10360. .10419, 10398 .. 104 66, 10399.. 10467 



56923 

119084 

8516 

OJ000113_07.0426.C6.o2.tm 

9438 • 

none 

9438. .9755, 9449. .9751 

56923 

119084 

8516 

OJ000113_07.0426,C6.ol.tc 

9683: 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



'Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ000113_07.0426.C6 
10468 

TBLASTX: Maize 

9755 

291 



OJ000113_07.0426.C6 
10468 

TBLASTX: Cress 

10131 

69 



9683.. 9751, 9687.. 9752, 9756.. 10025, 9757.. 10131, 9982.. 10131 



56924 Seq. ID 

119085 Strand 

1 End 

0 JO 0011 3_0 7.0426.C7.o5.np Method 

1 End 

6815062 Score 



OJ000113_07.0426.C7 
+ 

22006 
AAT/NAP 
20370 
304 



1..113, 18852. .18964, 19030 .. 19127 , 19198 194 92 , 20081. .20370 
' (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ; mudr A like protein (AC004561) [Oryza 
sativa] 



57377 




Seq. No. 


56924 








Seq. ID 


OJ000113_ 


_07 


.0426. C7 


Gene No. 


119085 








Strand 


+ 






Start 


1 








End 


22006 






Name 


OJ000113 07 


.0426, 


,C7.ol. 




Method 


GENSCAN 






Start 


126 








End 


445 






GI 


none 








Score 


.74 






Exons 


126. .192, 435.-445 












Seq. No. 


56924 








Seq. ID 


OJ000113_ 


_07 


.0426.C7 


Gene No. 


119085 








Strand 


+ 






Start 


1 








End 


22006 






Name 


OJ000113 07 


.0426. 


,C7.o2. 


gs 


Method 


GENSCAN 






Start 


1367 








End 


2041 






GI 


none 








Score 


.82 






Exons 


1367 . . 2041 . 
















Seq. No. 


56924 








Seq. ID 


OJ000113_ 


_07 


. 0426 . C7 


Gene No. 


119085 








Strand 


+ 






Start 


1 








End 


22006 






Name 


OJ000113 07 


.0426. 


.C7.ol. 


np 


Method 


AAT/NAP 






Start 


1391 








End 


5089 






GI 


4 680.204 








Score 


940 






Exons 


1391. .2827, 


2923. 


. .4002, 


4107. 


.4286, 4377. .4505, 


48 


62 . . 5089 


GI Descrip. 


(AF114171) : 


hypothetical 


. protein [Sorghum bicolor] 




Seq,. No. 


56924 








Seq. ID 


OJ000113_ 


_07 


.0426.C7 


Gene No. 


119085 








Strand 


+ 






Start 


1 








End 


22006 






Name ■ 


OJ000113 07 


.0426, 


,C7.o3. 


gs 


Method 


GENSCAN 






Start 


2162 ~ 








End 


3416 






GI 


none 








Score 


.75 






Exons 


2162. .2827, 


2923. 


. .3064, 


3211. 


.3416 








Seq. No. 


56924 








-Seq. ID 


OJ000113_ 


_07 


.0426.C7 


Gene No. 


119085 








Strand 








Start 


l' 








End 


22006 






Name 


OJ000113 07 


.0426. 


.C7.o4 . 


gs . • 


Method 


. GENSCAN . 






■Start 


3605 








End 


4003 






GI 


none 








Score 


.94 






Exons 


3605. .4003 
















Seq. No. 


56924 








Seq. ID 


OJ000113 


_07 


.0426.C7 


Gene No. 


119085 








Strand 


+ . ■ 






Start 


1 








End 


22006 






Name 


OJ000113 07 


.0426. 


.C7.o5. 


gs 


Method ■ 


GENSCAN 






Start 


4114 








End 


8797 • 






GI 


none 








Score 


.44 






Exons 


4114. .4425, 


4739, 


. .4841, 


7004 . 


.7152, 7200. .7306, 


7550. .7684 




7986. .8170, 


8247, 


. .8797 












Seq. No. 


56924 








Seq. ID 


OJ000113_ 


_07 


.0426.C7 


Gene No. 


119085 








Strand 


+ 






Start 


1 








End 


22006 






Name 


OJ000113 07 


.0426, 


.C7.o3. 


np 


Method 


AAT/NAP 






Start 


7024 








End 


7358* 






GI 


6630699 








Score 


95 






Exons 


7024. .7358 

















57378 



GI Descrip. 



Seq. No. 

Gene * No. 

Start 

Name 

Start 

GI 

Exons 



(AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



56924 

119085 

1 

OJ000113_07 . 0426.C7 ,o6.gs 

12163 

none 



Seq. ID .OJ000113_07.0426.C7 



Strand 
End 

Method 

End 

Score 



+ 

22006 
GENSCAN 
22006 
.64 



12163. .12497, 13068 13383, 15818 15850 , 19198 .. 19475, 
20209. .20275, 21203 .. 21236, 21298 21383, 21887. .22006 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



56924 Seq. ID OJ000113_07 . 042 6 . C7 

119086 Strand 

7497 - End 9267 

OJ000113_07 .0426.C7.o4 . np Method AAT/NAP 

7497 End 9267 

5922620 Score 104. 

7497. .7628, 9140. .9267 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



56924 

119087 

22727 

OJ000113_07. 0426.C7.o7.gs 

22727 
none 

22727. .22837, 
24166. .24404, 
25464. .25768 



22923. .23211, 
24610. .24961, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23294 

25040 



OJ000113 07.0426. C7 



25768 
GENSCAN 
25768 
.74 

23464, 23543. 
25213, 25219. 



.24054, 
.25264, 



Seq. No.- - 56924 

Gene No/ 119088 

Start 26121 

Name OJ000113_07 . 0426 . C7 . ol . tw 

Start 2034 

GI none 

Exons ^ 2034. .2144, 2036 . .2269, 2096 . 

2332. .2436, 24854. .24910 



Seq. ID OJ000113_07 . 0.426. C7 
Strand 

End 26598 

Method TBLASTX : Wheat 

End 24910 

Score 179 

.2185, 2137. .2277-,; 2267. .2437, 



Seq. No. 56924 

Gene No. 119088 

Start . 26121 

Name OJ000113_07 . 0426 . C7 . o2 . tw 

Start 2438 

GI none 

Exons 2438.. 2518, 2759.-2833, 2917. 

Seq. No. 56924 

Gene No. 119088 

Start 26121 

Name OJ000113_07 . 042 6 .C7 .08 . gs 



Seq. ID OJ000113_07.0426.C7 
Strand 

End 26598 

Method TBLASTX : Wheat 

End 24384 

Score 65 
.3135, 24172. .24384 

Seq. ID OJ000113_07.0426.C7 : 
Strand 

End 26598 

Method GENSCAN 



57379 




Start 


26121 


End 


26598 


GI 


none 


Score 


1 


Exons 


26121. .26598 






Seq. No. 


56925 , • 


Seq. ' ID 


.ojoooii: 


Gene No. 


lr908 9 


Strand 




Start 


754 


End 


4534 


Name 


OJ000113 07 .0426. C8 .ol.np 


Method 


AAT/NAP 


Start 


598 


End 


4534 


GI 


4680203 


Score 


1936 


Exons 


598. .1533, 1810. .2053, 2213.. 


,3873, 4513. .4534 


GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 



Seq. No. ■ 


56925 




Seq. ID 


OJ000113_07.0426.C8 


Gene No. 


119089 




Strand 




Start 


754 




End 


4534 


Name 


OJ000113 07.0426.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


' 67 6 




End 


1914 


(IT 


none 




Score 


68 


Exons 


676.. 795, 796.. 900, 797 


. .901, 


919. .972, 


973. .1023, 1039. .1! 




1040. .1165, 1177. .1377, 


1301 . 


.1351, 1382. .1882, 1384. .1914 


Seq. No. 


56925 




Seq. ID 


OJ000113_07.0426\C8 


Gene No. 


119089 




Strand 




Start 


754 




End 


4 534 


Name 


OJ000113 07.0426.C8.o2. 


ts ' 


Method 


TBLASTX : Soybean 


Start 


739 




End' 


987 


GI 


none 




Score 


88 


Exons 


739. . 987, 749. . 985 








Seq. No: 


56925 




Seq. ID 


OJ000113_07.0426.C8 


Gene No. 


119089 




Strand 




Start 


754 




End 


4534 


Name 


OJ000113 07 . 0426 .C8 . ol . 


gs 


. Method 


GENSCAN 


O Lai. L 


754 




End 


3978 


GI 


none 




Score 


. 62 


Exons 


754. .1212, 1330,-2349, 


2449. . 


2708, 2943.. 3150, 3227.. 3568, 




'3635. .3864, 3966.-. 3978 








Seq. No. 


56925 




Seq. ID 


OJ000113_07.0426.C8 


Gene No. 


119089 




Strand 




Start 


754 




End 


4534 


Name 


OJ000113 07.0426.C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1213 




End 


1639 


GI 


none' 




Score 


182 


Exons 


1213.. 1377, 1382.. 1639, 


1384. 


.1635 




Seq. No. 


56925 




Seq. ID 


OJ000113_07. 042.6. C8 


Gene No. 


119089 




Strand 




Start 


754 




End 


4534 


Name 


OJ000113 07.0426.C8.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


1570 




End 


1885 


GI 


none 




Score 


152 


Exons 


1570. . 1884, 1589. . 1885 








Seq. No. 


56925 




Seq. ID 


OJ000113_07.0426.C8 


Gene No. 


119089 




Strand 





57380 



Start 


754 








End 


4534 


Name 


OJ000113 07 


.0426. 


C8.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


1582 








End 


1969 


GJ 


none 








Score 


66 


Exons 


1582. .1719", 


1585. 


.1827, 


1837 . 


.1965, 1856.. 1969 


Seq. No. 


56925 








Seq. ID 


OJ000113_07.0426.C8 


Gene No. 


119089 








Strand 




Start 


754 








End 


4534 


Name 


OJ000113 07 


.0426. 


C8.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2053 








End 


2257 


GI 


none 








Score 


41 


Exons 


2053. ,2136, 


2084 . 


.2125, 


2137 . 


.2256, 2140. .2256, 2141. .2257 


Seq. No. 


56925 








Seq. ID 


OJ000113_07.0426.C8 


Gene No. 


119089 








Strand 




Start 


754 








End 


4534 


Name 


OJ000113 07 


.0426. 


C8.o3. 


tm ... 


Method 


TBLASTX: Maize 


Start . 


2062 








End 


2277 


GI 


none 








Score 


82 


Exons 


2062. .2253, 


2063. 


.2251, 


2077 . 


.2277 




Seq. No. 


56925 








Seq. ID 


OJ000113_07.0426.C8 


Gene No. 


119089 








Strand 




Start 


754 








End- 


4534 


Name 


OJ000113. 07 


.0426. 


C8.01. 


tm 


Method 


TBLASTX: Maize 


Start 


2437 








End 


2886 


GI 


none 








Score 


86 


Exons 


2437. .2631, 


2453. 


.2632, 


2638. 


.2880, 2654. .2827, 2755. .2886 



Seq. No. 56925 

Gene No. 119089 

Start 754 

Name OJ000113_07 . 0426 . C8 . o3 . tw 

Start 2476 

GI none 
Exons ■ 



Seq. ID OJ000113_07.0426.C8 
Strand 
End 

Method 
End 
Score 



4534 

TBLASTX: Wheat 

2817 

75 



2476. .2631, 2477 .. 2725, .2675 .. 2770, 2677 2772, . 2785 ... 2817 



Seq. No. 56925 Seq. ID 

Gene No. 119089 Strand 

Start 754 End 

Name OJ000113_07 . 0426 . C8 . ol . tc Method 

Start ■ 2725 ". End 

GI none Score 

Exons, 2725.. 3075, 2726.. 2881, 2918.. 3067 . 



OJ000113_07.0426.C8 
4534 

TBLASTX: Cress 

3075. 

110 ~ . 



Seq. No. 56925 Seq. ID 

Gene No. 119089 Strand 

Start 754 End 

Name OJ000113_07 . 0426 . C8 . ol . ts Method 

Start 2797 End 

GI none Score 

Exons .2797.. 3075, 2825.. 3061, 3094.. 3204 



OJ000113_07.0426.C8 
4534 

TBLASTX: Soybean 

3204 

120 



Seq. No. 
Gene No, 
Start 



56925 

119089 

754 



Seq. ID 

Strand 

End 



OJ000113_07.0426.C8 
4534 



57381 





Name 


OJ000113 07 


.0426. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2821 








End 


3505 




GI 


none 








Score 


40 




Exons 


2821. .2946, 


2864 . 


.2950, 


2953. 


.3072, 2966.. 3055, 3091... 3192, 






3206. .3505, 


3216. 


.3416 










an NT n 
OcCj* IN (J • 


56925 








Seq. ID 


OJ000113_07.0426.C8 




Gene No. 


119089 








Strand 






Start 


754 








End 


4534 




Name 


OJ000113 07 


.0426. 


C8.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


3206 








End 


3433 




GI 


none 








Score 


126 




Exons 


3206. .3379, 


3210. 


.3380, 


3211. 


.3417, 3378. .3428, 3386.-3433 




Con Ma 


56926 








Seq. ID 


OJ000113_07.0426.C9 




Gene No. 


119090 








Strand 


+ 




Start 


1764 








End 


2057 




Name 


OJ000113 07 


.0426. 


C9.ol. 


gs 


Method 


GEN SCAN 




Start 


1764 








■ End 


2057 




GI 


none 








Score 


.79 




Exons 


1764. .2057 












JJ. I— 


O C q • IN (J • 










Seq. ID 


OJ000113_07.0426.C9 




Gene No. 


119091 








Strand 






Start 


3170 








End 


5504 


r.r= 


■ Name 


OJ000113 07 


.0426. 


C9.o2. 


gs 


Method 


- GENSCAN 


p|| 


Start 


3170 








End 


5504 




GI 


none 








Score 


.61 


^ 


Exons 


3170. .3495, 


3531. 


.3687, 


3704 . 


.3921, 4055.. 4107, '5203.. 5504 




Oclj. IN (J . 


*J \J Zt C \J 








Seq. ID 


OJ000113_07.0426.C9 




Gene No. 


119092 








Strand 


+ 




Start 


5908 








End 


6313 




Name 


OJ000113 07 


.0426. 


C9.o3. 


gs 


Method 


GENSCAN 




Start 


5908 








End 


6313 




GI 


none 








Score 


.87 




Exons 


5908. .6009, 


6186. 


. 6313. 










Seq. No. 


56926 








Seq. ID 


OJ000113_07.0426.C9 


' 

r ^ 




119093 








Strand 






Start 


4590 








End 


6710 




Name 


OJ000113 07 


.0426. 


C9.ol. 


np 


Method 


AAT/NAP 




Start 


4590 








End 


6710.. 




GI 


7523517 








Score 


271 




Exons 


4590. .4632, 


■6200. 


.6249, 


6400. 


.6710- 






GI Descrip. 


(AP001633) 


hypothetical 


, protein [Oryza 


sativa] 




Ocsrr Kin 


56927 








Seq. ID 


OJ000113_07. 0426. C10 




Gene No. 


119094 








Strand 


+ 




Start 


42 








End 


293 




Name 


OJ000113 07 


.0426. 


ClO.ol 


.gs 


Method 


GENSCAN 




Start 


42 








End 


293 




GI 


none 








Score 


.98 




Exons 


42. .293 














Seq. No. 


56927 








Seq. ID 


OJ000113JD7 .04 2 6. C10 




Gene No. 


119095 








Strand 


+ 



57382 





Start 


1038 


End 


1 1 fil 

11UX 




Name 


OJ000113 07 . 0426. CIO. ol.gp 


Method 


AAT/GAP 




Start 


1038 


End 


1161 




GI 


LIB3431-028-P1-N1-A10 - 


Score 


156 




Exons 


1038. .1108, 1136. .1161 








GI Descrip. 


' 4 680203/gb|AAD27566. 1 |AF114171_7 3. Oe- 


-33 (AF114171) TNP2-like 






protein [Sorghum bicolor] 1 • 








Seq. No. 


56928 


Seq. ID 






Gene No. 


119096 


Strand 






Start 


340 


End 


522 




Name 


OJ000103 06.0426.Cl.ol.gs 


Method 


GENSCAN 




Start 


340 


End 


522 




GI 


none 


Score 


.59 • 




Exons 


340. .522 








Seq. No. 


56929 


Seq. ID 


VUUUU1U J \J O ■ \J 1 U * 




Gene No. 


119097 


Strand 


+ ~~ 




Start ' 


3300 


End 


3700 




Name 


OJ000103 06. 0426. C4 . ol.gp 


Method 


AAT/GAP 




Start 


3300 


End 


3700 




GI 


3106733 


Score 


646 




Exons 


3300. .3700 






v3 


Seq. No. 


56929 


Seq. ID 


OJ000103_06. 0426.C4 


i.\ 


Gene No. 


119098 


Strand 






Start 


1 


End 




IS 


Name 


OJ000103 06.0426.C4.ol.np 


Method 


AAT/NAP 


~ ~ 


Start 


1 


End 


2366 




GI 


6056374 


Score 


153 




Exons 


1..121, 2137. .2366 








GI Descrip. 


(AC009894) Similar to serine/threonine 


kinases [Arabidopsis 


_ 




thaliana] 








Seq. . No. 


56929 


Seq. ID 


OJ000103_06 > .„0426.C4 




Gene No. 


119098 


Strand 






Start 


1 . ... •. •. 


End ■ ■ 


2555 ■ , • 


Vt? 


Name 


' OJ000103 06.0426.C4-o2.gs 


Method 


. GENSCAN 




Start 


2089 


End 


2555 


«^ 


GI 


none 


Score 


.69 




Exons 


2089. .2092, 2137. .2323, 2435. 


.2555 





Seq. No.' 


56929 








Seq. ID 


• OJ000103_06.0426.C4 


Gene No. 


119099 








Strand 




Start 


3549' 








End 


6137 .. 


Name 


OJ000103 06. 


04,26. 


C4.o3. 


gs 


Method 


GENSCAN 


Start 


3549 








End 


6137 


GI 


none 








Score 


.89 


Exons 


3549. .3992, 


4339. 


.6137 








Seq. No. 


56929 








Seq. ID 


OJ000103__06.0426.C4 


Gene No. 


119099 








Strand 




Start 


3549 








End 


6137 


Name 


OJ000103 06. 


0426. 


C4.ol. 


tc 


Method _ 


TBLASTX: Cress 


Start 


3894 








End 


5580 


GI 


none 








Score 


355 


Exons 


3894. .3992, 


4107. 


.4226, 


4495. 


.4674, 4871. .4948, 4939. .5580 



57383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56929 
119099 
354 9-- 

OJ000103_06. 
3906 - 
none 

3906. .3998, 
4110. .4232 



0426.C4.ol.ts 



3914. .4024, 3924, 



Seq. ID OJ000103_06.0426.C4 
Strand 

End 6137 

Method TBLASTX : Soybean 

End 4233 

Score 4 4 

.3995, 4107. .4232, 4108. .4233, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56929 
119099 
3549 

OJ000103_06.0426.C4.o2.np 
4708 
4538624 
4708. .6071 

(AJ133502) hypothetical protein [Nicotiana tabacum] 



Seq. ID OJ000103_06.0426.C4 
Strand 

End 6137 

Method AAT/NAP 

End 6071 

Score 555 



56929 

119099 

3549 

OJ000103_06.0426.C4.o2.ts, 

5058 

none 



Seq. ID OJ000103_06.0426.C4 
Strand 

End 6137 

Method TBLASTX : Soybean 

End 5313 

Score 75 



5058. .5207, 5059. .5313, 5119. .5283 



56930 

119100 

740 

OJ000103_06. 04 26.C5.ol.gs 

740 

none 



Seq. ID OJ000103_06.0426.C5 

Strand + 

End 7 97 0 

Method GENSCAN 

End 7 970 

Score .85 



740. .1505, 1544. .1572, 1799. .6281, 7009. .7301, 7484. .7606, 
7863. .7970 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56930 , ■ 
119100 
740 

OJ000103_06.0426.C5.ol.gp 
1015 

95437_1.R1084 
1015. .1469 . • 

M512226/dbj | AB014738 . 1 1 AB014 738 1.0e-134 Oryza sativa 
gypsy't-YPe retrotransposon RIRE3 DNAf^'internal region, complete 
sequence 1 



Seq. ID OJ000103_06.0426.C5 

Strand - + 

End 7 97 0 

Method AAT/GAP 

End 1469 

Score 774 



56930 
119100 
740 

OJ000103_06.0426.C5.ol.np " 
1796 
4680179 
1796. .2860, 2894. .6295 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000103_06.0426.C5 

Strand + 

End 7 97 0 

Method AAT/NAP 

End 6295 

Score 5453 



Seq. No. 



56930 



Seq. ID OJ000103_06.0426.C5 



57384 



Gene No. 119101 Strand + 

Start 8388 End 8773 

Name - OJ000103_06 . 0426 . C5 . o2 . gp Method * AAT/GAP 

Start 8388 ; End. '8773 \v* 

GI uG-psf Icyp033a04bl \ Score 637 

Exons 8388. . 8773 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56930 Seq. ID 

119102 Strand 

20083 End 

OJ000103_06.0426.C5.o3.gs Method 

20083 End 

none Score 



OJ000103_06.0426.C5 
+ 

26172 
GENSCAN 
26172 
.42 



20083. .21855, 22000 .. 22994 , 23091. .26172 



Seq. No. 56930, 

Gene No. 119102 

Start . 20083 

Name OJ000103_06 . 0426 . C5 . o5 . np 

Start 20083 

GI 5922631 

Exons * 20083. .20207, 
21802. .21952, 

GI Descrip. 



20466. 
22079. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
20939 
23609 



OJ000103_ 
+ 

26172 
AAT/NAP 
26136 
6680 

21187. 



06. 0426. C5 



,21758, 



20704, 20939.. 21141 
23002,. 23609. .26136 
(AP000492) ESTs G26347 (C12145) ,AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 |dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12L4-5) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) '[Oryza sativ 



Seq. No. 


56930 


Seq. ID 


OJ000103_06.0426.C5 


Gene No. 


119103 


Strand 


+ 


Start 


30744 


End 


30892 


Name- 


OJ000103. 06.0426,.C5.©5.gp . 


Method 


AAT/GAP . - 


Start' 


30744 - 


End : 


30892 ■ . ■ 


GI 


uC-osf Icypl77g01al 


Score 


236 


Exons 


30744. .3.0892 






GI Descrip. 


1 4 8848 64/gb|AAD3184 6.1 IAF133530JL 4 . Oe- 


-12 (AF133530) water 




channel protein MipH [Mesembryanthemum 


crystallinum] 1 


Seq. No. 


56930 


Seq. ID 


OJ000103_06.0426.C5 


Gene ' No . 


119104.. 


Strand 




Start 


1918 


End 


14898 


Name 


OJ000103 06.0426.C5.o2.np 


Method 


AAT/NAP 


Start 


1918 


End 


12278 


GI 


5852180 


Score 


610 


Exons 


1918. .1957, 7044. .7459, 7511. 


..7627, 8622. .8674, 12254. .12278 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


56930 


Seq. ID 


OJ000103_06.0426.C5 


Gene No. 


119104 


Strand 




Start 


1918 


End 


14898 


Name 


OJ000103 06.0426.C5.o3.np 


Method 


AAT/NAP 


Start 


6489 


End 


12126 



57385 




GI 


6907104 


Score 


242 




Exons 


6489. .6516, 6591.. 6789, 6854. 


.7384, 8632. .8740, 9813.. 9917, 




11738. .1178 6, 11968. .12126 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sat i va ] 




O C ^ • INU • 


56930 


Seq. ID 


OJ000103_06.0426. 


C5 


Gene No. 


119104 


Strand 


— 




Start 


1 918 


End 


14898 




Name 


OJ000103 06.0426.C5.o2.gs 


Method 


GENSCAN . 




Start 


9193 


End 


13994 




GI 


none 


Score 


.46 




Exons 


9193. .9406, 9632.. 9868, 12153 


. .12366, 


13988. .13994 




Seq.' No. 


56930 


Seq. ID 


OJ000103_06.0426. 


C5 


Gene No . 


119104 


Strand 






Start 


1918 


End 


14898 




Name 


OJ000103 06.0426.C5.o4 . np 


Method 


AAT/NAP 




Start 


13019 


End 


148 98 




GI _ 


7523502 


Score 


162 




Exoh's 


13019. .13043, 13766. .13804, 14352 14513, 14805. .14898 




GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




i_J C ^ • . 






OJ00.0103_06.0426. 


C5 


Gene No. 


i i qi OR 


J LI dllU 


- 




Start 


26489 


End 


29733 




Name 


OJ000103 06.0426.C5.olO. tw 


Method 


TBLASTX: Wheat 




Start 




End 


2374 




GI 


none 


Score 


295 




Exons 


^Ul^ . . i J / 4 , ZU14 . .ZJ / J 








Sea No 


56930 


Seq. ID 


OJ000103_06.0426. 


C5 


Gene No. 


119105 


Strand 






Start 


26489 


End 


29733 




Name 


OJ000103 06.0426.C5.o8.tm 


Method 


TBLASTX: Maize 




Start 


2255 


End 


2560 




GI 


none 


Score 


232 




Exons. 


2255. .2560, 2269... 2385 








Sea No 


56930 


Seq. ID 


OJ000103_06.0426. 


C5 


Gene No. 


119105 


Strand 






Start 


26489 


End 


29733 




Name 


OJ000103 06.0426.C5.ol0.tm 


Method 


TBLASTX: Maize 




Start/ 


2885 % • • 


End' ' 


3238 




GI 


none 


Score 


190 




Exons 


2885. .3238 








Sea No 


56930 


Seq. ID 


OJ000103_06.0426. 


C5 


Gene No. 


119105 


Strand 






Start 


26489 


End 


29733 




Name 


OJ000103 06.0426.C5.ol3.tw 


Method 


TBLASTX: Wheat 




Start 


2921 


End 


3343 




GI 


none 


Score 


162 




Exons 


2921. .3130, 2977. .3129, 3175. 


.3288, 3176. .3343 




Seq. No. 


56930 


Seq. ID 


OJ000103_06.0426. 


C5' 


Gene No. 


119105 


Strand 






Start 


26489 


End 


29733 





57386 



Name 


OJ000103 06. 


0426.C5.o4.tw 


Method 


TBLASTX: Wheat 


Start 


3590 




End 


23475 


GI 


none 




Score 


133 


Exons 


3590. .38.08, 


23019. .23474, 


23020. .23475 




O /t KT/^i 

beq . wo . 








OJ000103 0 6 042 6 


Gene No. 


119105 




Strand 




Start 


26489 




End 


29733 


Name 


OJ000103 06. 


0426.C5.o6.tm 


Method 


TBLASTX: Maize 


Start 


3590 




End 


23478 


GI 


none 




Score 


155 


Exons 


3590. .3820, 


23149. .23478, 


23190. .23477 




Seq. No. 


56930 ■ 




Seq. ID 


OJ000103_06. 0426 


Gene No. 


119105 




Strand 




Start 


26489 




End 


29733 


Name 


OJ000103 06. 


0426.C5.o4 . ts 


Method 


TBLASTX : Soybean 


Start 


3635 




End 


23424 


GI 


none 




Score 


107 


Exons 


3635. .3769, 


23059. .23283, 


23290. .23424 





Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56930 

119105 

26489 

OJ000103_06.0426.C5.ol5. tw 

3818 

none 

3818.. 3937, 3826.. 3936 

56930 

119105 

26489 

OJ000103_06.0426.C5.o4.tm 

3827 
none 

3827. .4006, 3835. .3981, 4013. 
23482. .23586,. 23635.^23982 , 

56930 

119105 

26489 

OJ000103_06.0426.C5.ol.ts 

3881 

none 

3881.. 3913, 3883.. 3912, 3917, 
23647. .23931 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_06.0426.C5 
29733 

TBLASTX: Wheat 

3937 

187 



Seq. ID OJ000103_06.0426.C5 
Strand 

End 29733 

Method TBLASTX : Mai ze 

End 23982 

Score 167 

.4327, 4153. .4206, 4234. .4284, 



Seq. ID OJ000103_06.0426.C5 
Strand 

End 29733 

Method TBLASTX : Soybean 

End . -23931 

Score - 57 

.42.76, 3919.. 3957, 3985.. 4275, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



56930 

119105 Strand 

26489 End 

OJ000103_06.042 6.C5.o5.tw Method 

3938 End 

none Score 

39.38. .4291, 23590. .24009, 23634. .24014 



Seq. ID OJ000103_06.0426.C5 



56930 
119105 



Seq. ID 
Strand 



29733 

TBLASTX: Wheat 

24014 

160 



OJ000103 06. 0426. C5 



57387 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI* 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



26489 

OJ000103J)6. 

4292 

none 

4292. .4714, 

56930 
119105 ' 
26489 

OJ000103J36. 

4298 

none 

4298. .4543 

56930 

119105 

26489 

OJ000103_06. 

4363 

none 

4363. .4713, 

56930 

119105 

2649,9.. : 

OJ000103_06. 

4717 

none 

4717. .5280, 

56930 

119105 

26489 

OJ000103_06. 
4991 ' 
none 

4991. 15164, 

56930 

119105 

26489 

OJ000103_06. 
5072 , 
none 

5072. .5332, 

56930 

119105 

26489 

OJ000103_06. 

5130 

none 

.5130. .5282, 

56930 

119105 

26489 



0426.C5.o3. tw 



4324 . .4713 



0426.C5.o5. ts 



0426.C5.o2.tm 



4364. .4717, 4364, 



0426.C5.o2.tw 



4748. .5284 



0426.C5.ol.tc 



.5165. .5308, 5167- 



0426.C5.o2.ts 



5077. .5331 



0426.C5.o5.tm 



5131. .5418, 5132. 



End 

Method 
End • 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4726 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5307 

Seq. ID 

Strand 

End 

Method 

End 

Score 



29733 

TBLASTX: Wheat 

4714 

598 



OJ000103_06.0426.C5 
29733 

TBLASTX : Soybean 

4543 

207 



OJ000103_06.0426.C5 
29733 

TBLASTX: Maize 

4726 

478 



OJ000103_06.0426.C5 
29733 

TBLASTX: Wheat 

5284 

650 



OJ000103_06.0426.C5 
29733 

TBLASTX: Cress 

5308 

90 - 



OJ000103_06.0426.C5 
29733 

TBLASTX: Soybean 

5332 ■ 

297 



Seq. ID OJ000103_06.0426.C5 
Strand 

29733 

TBLASTX: Maize 
5422 
87 



End 

Method 
End 
Score 
. 5422 



Seq. ID OJ000103_06.0426.C5 
Strand 

End 29733 



57388 



Name 


OJ000103 06.0426.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5291 


End 


25803 




GI 


none 


Score 


708 




Exons 


5291. .5917, 5347. .5805, 5792 


..5914, 25474. .25665, 25693 


. .258,03 




J \J J *J u 


• Seq. "ID 


OJ000103_06.0426 


.C5 [. 


Gene No. 


119105 


Strand 






Start 


26489 


End 


29733 




Name 


OJ000103 06.0426.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


5471 


End 


6070 




GI 


none 


Score 


231 




Exons 


5471. .5632, 5479. .5625, 5630 


..6070, 5632. .6054, 5792. .6055 




56930 


Seq. ID 


OJ000103 06 0426 


. C5 


Gene No. 


119105 


Strand 






Start 


26489 


End 


29733 




Name 


OJ000103 06.0426.C5.o9.tw 


Method 


TBLASTX: Wheat 




Start 


5917 


End 


6250 




GI 


none 


Score 


328 




Exons 


5917.. 6186, 5918.. 6250, 5921 


6229 








J U Z> ~J \J 


Seq. ID 


OJ000103 06 0426 


. C5 


Gene No. 


119105 


Sr rand 






Start 


- 26489 


End 


29733 




Name ■ 


OJ000103 06.0426.C5.ol4.tw 


• Method 


TBLASTX: Wheat 




Start 


12101 


End 


29308 




GI 


none 


Score 


57 




Exons 


12101. .12172, 29018. .29308 










*J U Zf O \J 


Seq. ID 


OJ000103_06.0426 




Gene No. 


119105 


Strand 






Start 


26489 


End 


29733 


- 


Name 


OJ000103 06.0426.C5.oll.tw 


Method 


TBLASTX: Wheat 




Start 


21363 


End 


21765 




GI 


none 


Score 


293 




Exons 


21363. .21632, 21364. .21765 








O tS V»J • IN KJ . 


56930 


Seq. ID 


OJ000103_06.0426 


.C5 


Gene No. 


119105 


Strand 






Start 


26489 


End 


29733 




Name 


OJ000103 06.0426.C5.o8.tw 


Method 


TBLASTX: Wheat 




Start 


22342 


End 


22799 




GI 


none 


Score 


149" • 




Exons 


22342. .22518, 22563 .. 227 99, 


22567.. 22797 




Cpn Mo 
OCL[ , IN v_J . 


J U -/ JU 


Seq. ID 


OJ000103_06.0426 


.C5 


Gene No. 


119105 


Strand 






Start 


26489 


End 


29733 




Name 


OJ000103 06.0426.C5.ol2.tw 


Method 


TBLASTX: Wheat 




Start 


24018 


End 


24303 




GI 


none 


Score 


277 




Exons 


24018. .24095, 24 01 9 24300, 


24052. .24303 




Seq. No. 


5693.0 


Seq. ID 


OJ000103_06.0426 


.C5 


Gene No. 


119105 


Strand 






Start 


26489 


End 


29733 




Name 


OJ000103 06.0426.C5.o3. ts 


Method 


TBLASTX : Soybean 





57389' 




Start 


24295 




End 


24683 




GI 


none 




Score 


86 




Exons 


■ 24295. .24399, 24303 


. .24389, 


24435. ".24512, 24439 ... 24 681, 






24564. .24683. ' . 










Qpri No 


56930 




* Seq. ID 


OJ000103_06. 0426, 


,C5 


Gene No. 


119105 




Strand 


- 




Start 


26489 




End 


29733 




Name 


OJ000103 06. 0426. C5. 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


24304 




End . 


24726 




GI 


none 




Score 


410 




Exons 


24304 . .24726, 24312, 


. .24716 








Seq. No. ■ 


56930 




Seq. ID 


OJ000103_06. 0426. 


■ C5 


Gene No. 


119105 




Strand 


~~ 




Start 


26489 




End 


29733 




Name 


OJ000103 06. 0426. C5, 


,o9. tm 


Method 


TBLASTX: Maize 




Start 


24556 




End 


24810 




GI 


none 




Score 


193 




Exons 


24556. .24810 










Qprr No 


56930 




Seq. ID 


OJ000103_06.0426. 


,C5 


Gene No. 


119105 




Strand 


— 




Start 


26489 




End 


29733 




Name 


OJ000103 06. 0426. C5. 


.ol7 . tw . 


Method 


TBLASTX: Wheat 




Start 


24742 




End 


25041 




GI 


none 




Score 


130 




Exons 


24742. .24876, 24901. 


. .25041 








Seq. No. 


56930 




Seq. ID 


OJ000103_06.0426. 


.C5 


Honp No 


119105 




Strand 






Start 


26489 




End 


29733 




Name 


OJ000103 06. 0426. C5. 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


25038 




End 


25401 




GI 


none 




Score 


449 




Exons 


25038. .25349, 25039, 


. .25362, 


25059. .25382, 25353 .. 25400, 






25354. .254.01 . 










Sea No. 


56930 




Seq. ID 


OJ000103_06.0426. 


>C5 


Gene No. 


119105 




Strand 






Start 


26489 




End 


29733 




Name 


OJ000103 06. 0426. C5 , 


, 06 . tw 


Method 


TBLASTX: Wheat 




Start 


25044 •• 




End 


•25431 




GI - 


none 




Score 


417 




Exons 


25044. .'25355, 25045. 


. .25431, 


25246. .254 


31 




Sea No 


56930 




Seq. ID 


OJ000103_06.0426. 


,C5 


Gene No. 


119105 




Strand 






Start 


26489 




End 


29733 




Name 


OJ000103 06. 0426. C5. 


, o7 . tm 


Method 


TBLASTX: Maize 




Start 


25888 




End 


26121 




GI 


none 




Score 


152 




Exons 


25888. .26040, 25915. 


, .26013, 


26019. .26105, 26020.. 26121 




Seq. No. 


56930 




Seq. ID 


OJ000103JD6. 0426. 


,C5 


Gene No.' 


119105 




Strand 






Start 


26489 




End 


29733 





57390 



Name 

Start 

GI 

Exons 



OJ000103_06. 0426.C5.ol6. tw Method 

25924 End 

none • Score 
25924. .26103, 26137.. 26175 



TBLASTX: Wheat 

26175 

172 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56930 
119105 
26489 

OJ000103_06.0426.C5.o4 . gs 
26489 



OJ000103 06. 0426. C5 



none 
26489. 
27713. 
29702. 



Seq. ID 
Strand 

End • 29733 
Method GENSCAN 
End 29733 
Score . 9 

.26937, 27010. .27114, 27186 .. 27375 , 274 51 .. 27638 , 
.28123, 28157. .28325, 28544 .. 294 67 , 29555 2 957 9, 
.29733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56930 Seq. ID 

119105 Strand 

26489 . End 

OJ000103_06. 04 2 6.C5.o6.np Method 

26492 End 

6691716 Score 



OJ000103_06.0426.C5 

29733 
AAT/NAP 
29428 
2373 



26492. .26937, 27010 .. 27126, 27276 .. 27375, 274 51 .. 27638 , 
27713. .27889, 27984 .. 2808 9, 28171 .. 28360, 28558.. 29428 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj [BAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56931 
11910 
1146 
OJ000 
654 
none 
654. . 
795. . 
830. . 
938. . 
956. . 
964. . 
1104 . 
1116. 
1207. 



103 06.0426.C7 .o2. tm 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

758, 654.. 752, 660.. 752, 669.. 776 
878, 816. .917, 816. .905, 817. .885 
907, 830. .913, 830. .898, 831. .908 
1060, 942.-. -1094, 942.. 1061, -948.. 
1060, 959.. 1060, 960.. 1094, 961... 
1062, 970.. 1062, 1086.. 1226, 1093 
.1256, 1104. .1259, 1105. .1263, 11 
.1277, 1118. .1270, 1119. .1271, 11 
.1299 



OJ000103_06.0426.C7 
2423 

TBLASTX: Maize 

1299 

62 

, 725. .760, 781. .894, 
, 824. .919, 827. .916, 
, 836.. 916, 938.. 1063, 
1109, 949. .1056, .-. 
1056, 963. .1085, 
..1227, 1103.. 1222, 
11.. 1257, 1115.. 1225, 
35.. 1299, 1206.. 1298, 



Seq. -No. 56931 Seq. ID 

Gene No. 119106 Strand 

Start 1146 End 

Name OJ000103_06 . 0426 . C7 . ol . gs Method 

Start 1146 End 

GI none Score 

Exons 1146.. 1283, 1936.. 2112 



OJ000103_06.0426.C7 

2423 
GENSCAN 
2112 
.84 



Seq. No. 56931 Seq. ID 

Gene No. . 119106 Strand 

Start 1146 End 

Name OJ0'00103_06 . 0426 . C7 . ol . np Method 

Start 1374 End 

GI 6056374 Score 



OJ000103_06.0426.C7 

2423 
AAT/NAP 
2423 
151 



57391 




Exons 


1374 . .1469, 


1838. 


, .2112 


, 2403 


. .2423 




GI Descrip. 


(AC009894) 


Similar to 


serine/ threonine 


kinases [Arabidopsis 




thaliana] 












Seq. No. 


56931 








Seq. ID 


OJ000103 06. 0426. C7 


Gene No. 


119106 








Strand 




Start 


1146 • 








End 


2423 


Name , 


OJ000103 06 


.0426. 


C7.ol 


• gp 


Method 


AAT/GAP 


Start 


1526 








End 


1602 


GI 


none 








Score 


115 


Exons 


1526. . 1602 












Seq. No. 


56931 








Seq. ID 


OJ000103 06. 0426. C7 


Gene No: 


119106 








Strand 




Start 


1146 








End 


2423 


Name 


OJ000103 06 


.0426. 


C7.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1876 








End 


2101 


GI 


none i 








Score 


187 


Exons 


1876/. 2100, 


1880 . 


.2101 








Seq. No. 


56931 








Seq. ID 


OJ000103 06 . 0426 . C7 


Gene No. 


119106 








Strand 




Start 


1146 








End 


2423 


Name 


OJ000103 06 


.0426. 


C7.ol 


.tc . 


Method 


TBLASTX: Cress 


Start 


1882 








- End ■.. . 


2112 


GI 


none 








Score 


91 


Exons 


1882. .2112, 


1898 . 


. 2053 








Seq. No. 


56931 








Seq. ID 


OJ000103 06. 0426. C7 


Gene No. 


119106 








. Strand 




Start 


1146 








End 


2423 


Name 


OJ000103 06 


.0426. 


C7.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1912 








End 


2125 


GI 


none 








Score 


131 


Exons 


1912. .2124, 


1913. 


.2125 








Seq. No. 


56932 








Seq. ID 


. OJQ00103_0-6.-0426.-C8' ■ 


Gene No. 


119107 ' 








Strand 




Start 


1 








End 


6416 


Name 


OJ000103 06 


.0426. 


C8.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


3790 


GI 


6056372 








Score 


1002 


Exons 


1..260, 361 


. .479, 


562. 


.720, 


793. .-991, ■ 


1074. .1453, .1580. .1641, 




1734 ... 1778, 


1850. 


. 1915 


, '2014 


..2079, 2.174.. 2269, 2465.. 2580, 




2677. .2748, 


3024. 


.3095 


, 3178 


..3249, 3705.. 3790 


GI Descrip. 


(AC009894) Very similar to receptor-like serine/threonine kin 




[Arabidopsis thaliana] 








Seq. No. 


56932 








Seq. ID 


OJ000103_06.0426.C8 


Gene No. 


119107 








Strand 




Start 


1 








End 


6416 


Name 


OJ000103 06 


.0426. 


C8 . ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


8 








End 


480 


GI - - 


none 








Score 


231 


Exons 


8. .205, 10. 


.246, 


45. -.269, 49 


..261, 361 


. .480 


Seq. No. 


56932 








Seq. ID 


OJ000103_06.0426.C8 



57392 




Gene No. 


119107 








Strand 






Start 


1 








End 


6416 




Name 


OJ000103 


06. 


0426.C8.o2. tc • 




Method 


TBLASTX: Cress 




Start 


39 " 








End 


3439 




GI 


none 








Score 


114 




Exons 


39. .263, 


67. 


.261, 75. .263, 


355. .507, 356. .511, 3347. .3439 


Sea No . 


56932 








Seq. ID 


OJ000103_06.0426. 


C8 


Gene No. 


119107 








Strand 






Start 


1 








End 


6416 




Name 


OJ000103 


06. 


0426.C8.ol.tm 




Method 


TBLASTX: Maize . 




Start 


48 








End 


721 




GI 


none 








Score 


218 




Exons 


48 . .269, 


49. 


.261, 361. .492, 


368; .481, 


563. .688, 677. .721 


Seq. No. 


56932 








Seq. ID 


OJ000103_06.0426. 


C8 


Gene No. 


119107 








Strand 






Start 


1 








End 


6416 




Name 


OJ000103 


06. 


0426.C8.ol.gs 




Method 


GENSCAN 




Start 


50 








End 


6416 




GI 


none 








Score 


.77 




Exons 


50. .260, 


361 


..479, 562. .720, 


745. .991, 


1074.. 1453, 2271. 


.2- 




3024 . .3095, 


4735.. 4806, 6370. 


. 6416 






Seq. No. 


56932 ' 








Seq. ID 


OJ000103_06.0426. 


C8 


Gene No. 


119107 








Strand 






Start 


1 








End 


6416 




Name 


OJ000103 


06. 


0426.C8.ol.tw 




Method 


TBLASTX: Wheat 




Start 


66 








End 


435 




GI 


none 








Score 


88 




Exons 


66. .269, 


67. 


.189, 361. .435 










Seq. No. 


56932 ' 








Seq. ID 


OJ000103_06i0426. 


C8 


Gene No.. 


119107 








Strand 






Start 


1 








End 


6416 




Name 


OJ000103 


06. 


0426.C8.ol.tc 




Method 


TBLASTX :.Cress 




Start • 


794 








End 


1280 




GI 


none 








Score ■ 


122 




Exons 


794. .991, 


795. .1013, 1074.. 


1280, 1075. 


.1164 




Seq. No. 


56932 








Seq. ID 


OJ000103_06.0426. 


C8 


Gene No. 


119107 








Strand 






Start 


• 1 








End 


6416 




Name 


OJ000103 


06. 


0426.C8.o2. ts 




Method 


TBLASTX: Soybean 




Start 


794 








End 


1235 




GI 


none 








Score 


58 




Exons 


794. . 931, 


795. .980, 944. .991, 


1074 . . 1235 




Seq. No. 


56932 








Seq. ID 


OJ000103_06.0426. 


C8 


Gene No. 


119107 








Strand 






Start 


1 








End 


6416 




Name 


OJ000103 


06. 


0426.C8.o2.tm 




Method ■ 


TBLASTX: Maize 




Start 


827 








End 


1335 




GI 


none 








Score 


160 




Exons 


827. . 991, 


828.. 1013, 1072.. 


1281, 1073. 


.1288, 1074. .1331, 





1086.. 1331, 1195.. 1335 



57393 



Seq. No. 56933 Seq. ID OJ000103JD6 . 0426 . C9 

Gene No. 119108 Strand 

Start 1 End 4 95 

Name . OJ000i03_06 . 0426 . C9 . ol . np ■ Method . AAT/NAP 

Start 1 End 4 95 

GI 6056374 Score 127 

Exons 1. .43, 230. .495 

GI Descrip. (AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 



Seq. No. 56933 

Gene No. 119108 

Start - 1 

Name OJ000103_06 . 0426 . C9 . ol . gs 

Start 269 

GI none 

Exons 269.. 432 



Seq. ID OJ000103_06. 0426.C9 

Strand 

End 4 95 

Method GENSCAN 

End 4 32 

Score .88 





Seq. No. 


56934 




Seq. ID 


OJ000103_06. 


0426 


.Cll 




Gene No. 


119i09 




Strand 


+ 








Start 


192 




End 


1550 








Name 


OJ000103 06.0426.Cll.ol. 


.gs 


Method 


GENSCAN 








Start 


192 




End 


1550 








GI 


none 




Score 


.93 • 








Exons 


192. .219, 919. .1550 














Seq. No. 


56934 




Seq. ID 


OJ000103_06. 


0426 


.Cll 




Gene No. 


119110 




Strand 


+ 






: ; s 


Start 


8556 




End 


11105 








Name 


OJ000103 06.0426.Cll.o3, 


.gs 


Method 


GENSCAN 






S'-f 


Start 


8556 




End 


11105 






s \ s 


GI 


none 




Score 


.46 








Exons 


8556. .8591, 8622. .8687, 


9732. 


.9803, 10845.. 11105 







Seq. No. '56934 Seq. ID 

Gene No. 119110 Strand 

Start . 8556. ... . . End 

Name OJ000103_06 . 0426 .Cll . o2 . np ■ Method 

Start 9780 End 

GI 1575556 Score 

Exons 9780.. 10178 

GI Descrip. (U66299) acyl-CoA oxidase homolog [ Phalaenopsis sp. 'True Lady 1 ] 



OJ000103_06. 0426. Cll 
+ 

11105 ■ 
AAT/NAP . 
10178 
144 



Seq. No. 56934 
Gene No. . 119111 

Start 11643 

Name OJ000103_06 . 042 6 . Cll . o4 . gs 

Start 11643 

GI none 
Exons 



Seq. ID OJ000103_06. 0426. Cll 

Strand + 

End 12807 

Method GENSCAN • 

End 12807 

Score .74 



11643. . 11683, 11745. . 11939, 12678.. 12807 



Seq. No. 


56934 


Seq. ID 


OJ000103 


Gene No. 


119112 


Strand 


+ 


Start • 


16963 


End 


17947 


Name 


OJ000103 06.0426.Cll.o6.gs 


Method 


GENSCAN 


Start 


16963 


End 


17947 


GI 


none 


Score 


.66 



57394 



Exons 



16963. .17019, 17702. .17947 



Seq. No. .56934 
Gene No. 119113 
Start 1921 

Name OJ000103_06 . 042 6 . Cll . o2 . gs 

Start 1921 
GI none 

Exons - 1921.. 2138, 2221.. 2326, 2520 

5*127.. 5213, 5856.. 5945, 6050 
7461. .7860 



Seq. ID OJ000103JD6. 0426. Cll 
Strand 

End 7860- 
Method GENSCAN 
End 78 60 

Score .8 

.2595, 3549.. 3668, 4930.. 5009, 
.6169, 6732. .6878, 7019. .7065, 



Seq. No. 56934 
Gene No. 119113 ■ 

Start 1921 

Name OJ000103_06 . 0426 . Cll . ol . np 

Start 3504 
GI 3702-321 

Exons . 3504 . . 3576, 
6732.^.6859, 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_06. 0426. Cll 

7860 
AAT/NAP 
7860 
1174 



5127. .5213, 5856. .5945, 6050. .6169, 



4930. .5009, 
7461. .7860 

(AC005397) eukaryotic translation initiation factor 3 delta 
subunit [Arabidopsis thaliana] 



Seq. No. 56934 - Seq. ID 

Gene No. 119113 Strand- 

Start 1921 End . 

Name OJ000103_06 . 04 2 6 . Cll . ol . gp Method 

Start 4740 End 

GI 11827_1.R1084 Score 

Exons 4740.. 5009, 5127.. 5213, 5856.. 5945, 
GI Descrip. 



OJ000103_06. 0426. Cll 

7860 
AAT/GAP 
6133 
974 
6050. . 6133 



'3702321 7.0e-26 (AC005397) putative TGF-beta receptor 
interacting protein [Arabidopsis thaliana] 1 



Seq. No. 56934 Seq. ID OJ000103_0 6 . 042 6 . Cll 

Gene No. . 119113 Strand 

Start 1921 End 7860 

Name OJ000103_06 . 0.426 . Cll . o2 :.gp. . Method AAT/GAP .... 

Start 7461 " End • - '7550' - 

GI 2311023 Score 147 

Exons 7461.. 7550 

GI Descrip. 3702321 7.0e-26 (AC005397) putative TGF-beta receptor 
interacting protein [Arabidopsis thaliana] 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



56934 

119114 

13323 

OJ000103_06. 

3485 

none 

3485. .3574, 
4938. .5021, 
6732. .6824, 
7726. .7788 



0426. Cll. ol. tc 



3499. .3579, 
5124. .5225, 
6733. .6819, 



3501. 
5134, 
7459. 



Seq. ID OJ000103_06. 0426. Cll 
Strand 

End 16479 
Method TBLASTX : Cress 
End 7864 
Score 100 

.3578, 4930. .4992, 4932. .5021, 
.5214, 5853. .5945, 6047. .6196, 
.7863, 7478. .7864, 7555. .7713, 



Seq. No. 
Gene No. 
Start 



56934 

119114 

13323 



Seq. ID 

Strand 

End 



OJ000103 06. 0426. Cll 



16479 



57395 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene- No . 

Start 

Name 

Start 

GI 

Exons 



OJ000103_06. 0426. Cll. o2.ts 

34 98 

none 

3498. .3569, 3501. .3578, 3505. 
4932.. 5021, 4935.. 5012, 4937. 

56934 

119114 

13323 

OJ000103JD6. 0426. Cll. o3.tm 

3528 

none 

3528. .3569, 3528. .3575, 3529. 
4932.. 5021, 5124. .5213, 5124. 
5853. .5945, 5863. .5946, 5869. 
6048. .6188 



Method TBLASTX : Soybean 
End 5226 
Score 7 8 

.3579, 4892.. 5611, 4930.. 4992, 
.5038, 5124.". 5225, 5134.. 5226 

Seq. ID OJ000103_06.0426.C11 
Strand 

End 16479 
Method TBLASTX : Maize 
End 6188 
Score 67 

.3576, 4931. .5017, 4932. .5024, 
.5213, 5126.. 5218, 5137.. 5214, 
.5955, 5894..59S3, 6047. .6184, 



Seq. No. 56934 

Gene No. 119114 

Start 13323' ' 

Name OJ000103_06 . 0426 . Cll . ol . ts 

Start 5887 

GI none 
Exons 



Seq. ID OJ000103_06. 0426. Cll 



Strand 
.End 
Method 
End 
Score 



16479 

TBLASTX: Soybean 

7864 

71 



5887. .5955, 5889. .5945, 6047. .6184, 6048. .6188, 6732. .6836, 
6733.S 6822,. 7459.. 7863, 7478 . . 78 64 7576.. 7716 



fU Seq. No. 

?3 Gene No. 

Ifl Start 

Name 

M Start 

iy gi 

s ' Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. Np. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.5.6934 
119114 
13323 

OJ000103_06. 0426. Cll. o2.tw 

6047 

none 

6047. .6184, 6048. .6188, 6731. 
6781. .6837, 6903. .6965, 7458. 

56934 

119114 

13323 

OJ000103_06. 0426. Cll. ol.tm 

6726 

none 

6726. .6866, 6732. .6836, 6890. 
7461. .7532, 7478. .7861 

56934 

119114 

13323 

OJ000103J)6. 0426. Cll. ol.tw 

7504 

none 

7504. .7863, 7511. .7861, 7822. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6781, 



OJ000103 06. 0426. Cll 



16479 

TBLASTX: Wheat 
7503 
148 

6732. .6836, 6734 . . 6856, 



,7502, 7459.. 7503 



Seq. ID OJ000103_06. 0426. Cll 

'Strand r 

End 16479 • ^ 

Method TBLASTX : Maize 

End 7861 

Score 152 

. 6964,. 6903. .6965, 7459. .7860, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7863, 7900. .7920 



OJ000103_06. 0426. Cll 
16479 

TBLASTX: Wheat 
7920 - 
491 ' 



Seq. No. 56934 Seq. ID 

Gene No. 119114 Strand 

Start 13323 End 

Name OJ000103_06 . 0426 . Cll . o5 . gs Method 

Start 13323 End 



OJ000103_06. 0426. Cll 

16479 

GENSCAN 

16479 



57396 



GI 

Exons 



none Score .64 

13323... 13686, 14400 14 623, 15036 .. 15277 , 15336 154 16, 

15523. .15980, 16070. .16479 



Seq. . ID 

Strand 

End 

Method 

End 

Score 



OJ000103 06.0426.C11 



16479 
AAT/NAP 
16461 
1054 



Seq. No. 56934 
Gene No. 119114 
Start 13323 

Name OJ000103_06 . 0426 . Cll . o3 . np 

Start 13347 
GI 7487214 

Exons 13347. .13516, 13601 14010, 

154 90. .15882, 16003. .164 61 
GI Descrip. hypothetical protein T19P19.180 - Arabidopsis thaliana 

gi | 3080448 | emb | CAA187 65 . 1| (AL022605) putative protein 

[Arabidopsis thaliana] gi | 7270963 | emb | CAB80642 . 1 | (AL161595) 

putative protein [Arabidopsis thaliana] 



14 4 00. .14 623, 15036> .152 68, 



Seq. No. 56934 - Seq. ID 

Gene No. 119114 • Strand 

Start 13323 End 

Name OJ000103_06 . 0426.Cll.o4.ts Method 

Start 13713 End 

GI none Score 

Exons 13713. .14000, 13777.. 14001 



OJ000103JD6. 0426. Cll 
16479 

TBLASTX : Soybean 

14001 

109 



Seq. No. ' 56934 ■ Seq. ID 

Gene No. 119114' Strand 

Start 13323 End 

Name OJ000103_06 . 042 6 . Cll . o3 . ts Method 

Start 14399 * End 

GI none Score 

Exons 14399. .14611 



OJ000103_06. 0426. Cll 
16479 

TBLASTX : Soybean 

14611 

207 



Seq. No. 56934 
Gene No. 119114 
Start 13323 

Name ■ OJ000103_06 . 042 6 . Cll .q2 . tm 

Start 14 4 02 

GI none 

Exons 14402. .14626, 14 402 .. 14 623, 

15029. .15154, 15034. .15252, 
15327. .15428, 15333 .. 15425, 
15521. .15712 ■ 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 06. 0426. Cll 



" 16479 

.TBLASTX: Maize 
■ 15712 
244 

14406. .14624, 14999 .. 15253, 
15036. .15254, 15037. .15255, 
15337. .15441, 15521. .15709, 



Seq. No. 56934 

Gene No. ■ 119114 

Start 13323 

Name OJ000103_06 . 04 26 . Cll . o4 . tm 

Start 16001 

GI none 

Exons 16001. . 16102, 16004 .. 16102, 
16106. .16174, 16165. .16266, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16005. .16106, 
16166. .16279, 



OJ000103 06.0426. Cll 



16479 

TBLASTX: Maize 
16279 
129 

16105. .16176, 
16187. .16279 



Seq. No. 56935 Seq. ID 

Gene No. 119115 Strand 

Start 23 End 

Name OJ000103_06 . 04 26 . C12 . ol . gs Method 



,OJ000103_06.0426'.C12 
+ 

885 

GENSCAN 



57397 




Start 


23 




End 


885 




GI 


none 




Score 


.48 




Exons 


23. .123, 792. .885 










oeq . INO . 






Opn T n 
OcQJ . 1U 


UJUUU1U J U D . U fi c. D 


PI 9 
.LIZ 


Gene. No. 


" 119116 




Strand 


+ — 




Start 


1064 




End 


1517 




Name 


OJ000103 06.0426.C12 


.ol.gp 


Method 


AAT/GAP 




Start 


1064 




End 


1517 




GI 


5002947 




Score 


869 




Exons 


1064. .1517 










Seq. No. 


56935 




Seq. ID 


OJ000103_06.0426, 


.C12 


Gene No. 


119117 ■ • 




Strand 


+ 




OLalt 


6385 




End 


18239 




Name 


OJ000103 06.0426.C12 


. o3 . gs 


Method 


GENS CAN 




Start 


6385 




End 


17478 




GI 


none 




Score 


.52 • 




Exons 


6385.. 6445, 6715.. 7119, 7228 


..7391, 11040. .11267, 11699, 


. .11751 


- 


12045. .12252, 12380. 


.12471, 


12514. .112631, 14433. .15254, 






15263. .16567, 16888. 


.17478 








Seq. No. 


56935 




Seq. ID 


OJ000103_06.0426. 


.C12 


Gene No. 


119117 




Strand 


+ 




Of ar f 

o rare 






End 


18239 




Name 


OJ000103 06.0426.C12 


.o3.gp 


Method 


AAT/GAP 




Start 


10553 




End 


11179 




GI 


2310235 




Score 


293 




Exons 


10553. .10590, 11040. 


.11179 








GI Descrip. 


5852182/emb|CAB55420 


.11 9.0e 


-13 (AL117 


265) zhb0012.1 [Oryza 




sativa] 










Seq. No. 


56935 




Seq. ID 


OJ000103_06.0426. 


.C12 




119117 




Strand 


+ 




Start 


6385 




End 


18239 




Name 


OJ000103 06.0426.C12 


,o2 .np 


Method 


AAT/NAP . 




Start 


11041 




. . End . 


. 17457 . 




GI . 


4680203 - 




Score 


3184 




Exons 


11041, .11324, 14422. 


.15820, 


15974 . .161 


98, 16475.. 17457 




GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 




Seq. No. 


56935 




Seq. ID 


OJ000103_06.0426. 


.C12 


Gene No. ■ 


119117 




Strand 


+ 




Cf 3 y~ 4- 


6385 




End 


18239 




Name 


OJ000103 06.0426.C12 


. o4 . gp ■ 


Method 


AAT/GAP 




Start 


14429 




End 


18239 




GI 


342' 1.R1084 




Score 


6407 




Exons 


14429. .17550, 17586. 


.17605, 


17684 . . 18239 




GI Descrip. 


M574406/gb| AAD24042 


.11 0.0e+00 (AF121139) RIM2 protein 


[Oryza 




sativa] 1 










Seq. No. 


56935 




Seq. ID 


OJ000103_06.0426. 


,C12 


Gene No. 


119118 




Strand 






Start 


1445 




End 


4803 




Name 


OJ000103 06.0426. C12 


'. o2 . gs 


Method 


GENSCAN 




Start 


1445 




End 


4555 




GI 


none 




Score 


.88 





57398 




Exons 


1445. . 1554, 


1629. .1726, 


2180. 


.2322, 2549.. 2623, 4472.. 4555 


Seq. No. 


56935 






Seq. ID 


OJ000103_06.0426.C12 


Gene No. 


119118 






Strand 




Start ' 


1445 






End 


4803 


Name 


OJ000103 06. 


0426.C12.ol, 


.np 


Method 


AAT/NAP 


Start 


1448 






End 


4501 


GI 


7485705 






Score 


609 


Exons 


1448. .1593, 


1629. .1726, 


1869. 


.1930, 2014. .2086, 2180. .2322, 




2398. .2445, 


2549. .2623, 


4472. 


.4501 




GI Descrip. 


hypothetical 


. protein F18B3.240 - Arabidopsis thaliana 




gii 4 835247 |emb| CAB4 2 925, 


.11 (AL049862) 


putative tRNA synthet< 




[Arabidopsis 


thaliana] 








Seq. No. 


56935 






Seq. ID 


OJ000103_06.0426.C12 


Gene No. 


119118 






Strand 




Start 


1445 






End 


4803 


Name 


OJ000103 06. 


0426.C12.o2, 




Method 


AAT/GAP 


Start 


2180 - - 






End 


4803 


GI ■ 


19004 1.R108 


4 




Score 


1122' 


Exons 


2180. .2322, 


2398. .2445, 


2549. 


.2623, 44 


72. .4803 


GI Descrip. 


, 5852182/emb|CAB55420. 1 | 


1 9.0e- 


-13 (ALII 


7265) zhb0012.1 [Oryz, 




sativa] ' 










Seq. No. 


56935 






Seq. ID 


OJ000103_06.0426.Ci2 


Gene No. 


119119 






Strand 




Start 


17097 






End ■ 


17541' ' 


Name 


OJ000103 06. 


0426.C12.o2. 


, ts 


Method 


.TBLASTX : Soybean 


Start 


770 






End 


15200 


GI 


none 






Score 


62 


Exons 


770. .856, 14771. .14854, 


14772 


. .14846, 


14904. .15200, 14936.. 



Seq. No. 


56935 








Seq. ID OJ000103 


_06.0426.C12 


Gene No. 


119119 








Strand 




Start 


17097 








End 17541 




Name 


OJ000103 06, 


.0426, 


,C12.ol 


. tm 


Method TBLASTX: 


Maize 


Start 


. 1446 








End ■ - 4559 




GI 


• none 








Score 7.2 




Exons 


1446. .1496, 


1624 , 


. .1725, 


1625. 


.1735, 1627. .1740, 


1845. .1946, 




1868. .1933, 


2008, 


. .2085, 


2010. 


.2084, 2014. .2088, 


2015. .2089, 




2168. .2332, 


2179, 


. .2364, 


2381. 


.2446, 2383. .2448, 


2398. .2445, 




2548. .2586, 


2549, 


. .2626, 


2579. 


.2623, 4467. .4559, 


4472. .4555 


Seq. No. 


56935 








Seq. ID OJ000103 


_06.0426.C12 


Gene No. 


119119 








Strand 




Start 


17097 








End 17541 




Name 


OJ000103 06. 


.0426, 


X12.ol, 


. tc 


Method TBLASTX: 


Cress 


Start 


1619 








End 4 5 62 




GI 


none 








Score 88 




Exons 


1619. .1729, 


1627, 


. . 1740, 


1869. 


.1970, 1871. .1933, 


2014 . .2088, 




2015. .2089, 


2179. 


. .2364, 


2180. 


.2332, 2384. .2446, 


2398. .2445, 




2548. .2571, 


2548. 


. .2574, 


2558. 


.2626, 4470. .4562, 


4472. .4555 


Seq. No. 


56935 








._Seq. ID OJ000103 


_06^0426.C12 


Gene No. 


119119 








Strand 




Start 


17097 








End 17541 




Name 


OJ000103 06. 


,0426, 


,C12.ol. 


. ts 


Method TBLASTX: 


Soybean 



57399 




Start 


1625 




End 


2296 




GI 


none 




Score 


98 




Exons 


1625. .1738, 1627. .1740, 1868 


! - .1933, IE 


369.. 1952, 2014.. 2088, 




'2015.. 2089, 2179. .2295, 2180 


I. .2296 






Seq. No. 


56935 




Seq. ID 


OJ000103_06.0426. 


C12 




119119 




Strand 


— 




Start 


17097 




End 


17541 




Name 


OJ000103 06.0426.C12, 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14454 




End 


14850 




GI 


none 




Score 


95 




Exons 


14454 . . 14606, 14530. , 


. 14592, 


14597. . 14E 


139, 14598. .14840, 






14 600.. 14842, 14 608., 


.14850 








Qprr No 


56935 




Seq. ID 


OJ000103_06.0426. 


C12 


Gene No. 


119119 




Strand 






Start 


17097 




End 


17541 




Name 


OJ000103 06.0426.C12, 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


.. 14933 




End 


15248 




GI 


none 




Score 


282 




Exons 


14933. .15085, 14940. , 


. 15248, 


15125. .15220 




Seq. No. 


56935 




Seq. ID 


OJO00103_06.0426. 


C12 


fipnp Mo 


119119 




Strand 






Start 


17097 : 




End 


17541 




Name 


OJ000103 06.0426 C12 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


15069 




End 


15537 




GI 


none 




Score 


72 




Exons 


15069 15122, 15077 


. 15121, 


15123. .15227, 15134 .. 15223, 






15241. .15327, 15242. . 


. 15328, 


15308. .15532, 15331. .15537 




Seq. No. 


56935 




Seq. ID 


OJ000103_06.0426. 


C12 


Gene No. 


119119 




Strand 






Start 


17097 




. End 


17541 




Name 


OJ000103 06.0426.C12, 


,o2.tm **' 


Method 


TBLASTX: Maize ' 




Start 


15126 




End 


• 15571 




GI. 


none 




Score 


107 




Exons • 


15126 15248. 15242 


.15367, 


15377. .15571 ■■ 




Sea No 


56935 




Seq. ID 


OJ000103_06.0426. 


C12 


Gene No. 


119119 




Strand 






Start 


17097 




End 


17541 




Name 


OJ000103 06 0426 C12 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


15401 




End 


15643 




GI 


none 




Score 


209 




Exons 


15401. .15643 










Seq. No. 


56935 




Seq. ID 


OJ000103_06.0426. 


C12 


Gpnp No 


119119 




Strand . 






Start 


17097 




End 


17541 




Name 


OJ000103 06.0426.C12. 


, o3 . tw 


Method 


TBLASTX: Wheat 




Start 


15676 




End 


16086 




GI 


none 




. Score 


87 




Exons 


15676.. 15726, 15677., 


,15739, 


15725. .15967, 15745 15921, 






" 15995. .16084, 16000., 


,16086, 


16001. .16084 




Seq. No. 


56935 




Seq. ID 


OJ000103_06.0426. 


C12 



57400 



Gene No. 
Start 
Name 
Start ' 
GI 

Exons 



119119 Strand 

17097 End 

OJ000103_06.0426.C12.o3.tm Method 

16001 / End 

none Score 



17541 

.TBLASTX: Maize 

f6477 

283 



16001. .16477, 16139. .16216, 16270. .16407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56935 
119119 
17097 
OJ000103 
16087 
none 
16087 
16692 
17046 



06.0426.C12.ol.tw 



16692, 
16988, 
17141, 



17242. .17322, 



16088. 
16979. 
17050. 
17287. 



16684, 
17038, 
17109, 
17403 



Seq. ID OJ000103_06.0426.C12 
Strand 

End 17541 

Method TBLASTX : Wheat 

End 17403 

Score 568 
16681. .16971, 16684. .17004, 
16999. .17043, 17002 .. 1704 3, 
17088. .17228, 1708 9 17229, 



Seq. No. 

Gene No. 

Start 

Name 
A Start 
% GI , 
~-'z Exons 



[3 



56935 ..Seq. ID 

119119 Strand 
17097 End 
OJ000103_06.0426.C12 ,o2.tc Method 
16371 End 
none Score 

16,371. .16526, 16375 .. 16683, 

16681. .16821, 16684. .16821 



OJ000103_06.0426.C12 
17541 

TBLASTX: Cress 
16821 
125 

16375. .16692, 1637 9 . . 16684 , 



Seq. No. 56935 ^ Seq. ID 

Gene No. 119119 ^ « Strand 

Start 17097 End • 

Name OJ000103_06 . 0426 . C12 . o5 . gp Method 

Start 17097 End 

GI LIB3431-028-P1-N1-A10 Score 

Exons 17097. .17443, 17471.. 17541 

GI Descrip. ' 4680203/gb | AAD27566 . 1 | AF114171_7 
protein [Sorghum bicolor] ' 



OJ000103_06.0426.C12 

17541 
AAT/GAP 
17541 
754 



3.0e-33 (AF114171) TNP2-like 





Seq.' No. 


56936 •■ 








Seq. ID 


OJ000103_06.0426 


.C13 




Gene No. 


119120 








Strand 


+ 




~ % 


Start 


1003 








End 


3408 






Name 


OJ000103 06, 


,0426, 


,C13.ol 


.gs 


Method 


GENSCAN 






Start 


1003 








End 


3408 






GI 


none 








Score 


.52 






Exons 


1003. .1122, 


1405, 


. . 1542, 


2081. 


.2140, 2812.. 3408 






Seq. No. 


56936 








Seq. ID 


OJ000103_06.0426 


.C13 




Gene No. 


119121 








Strand 








Start 


4383 








End 


8960 






Name 


OJ000103 06. 


.0426, 


.C13.o2 


.gs 


Method 


GENSCAN 






Start 


4383 








End 


8960 






GI 


none 








Score 


.8 






Exons 


4383. . 6257, 


6354 , 


. .8960 












Seq. No. 


56936 * 








Seq. ID 


OJ000103_06.0426 


-C13 




Gene No. 


119121 








Strand • 








Start 


4383 








End 


8960 






Name 


OJ000103 06. 


,0426, 


.C13.o8 


. tm 


Method 


TBLASTX: Maize 





57401 






Start 


4410 








End 


4622 






GI 


none 








Score 


187 






Exons 


4410. .4622 
















Seq~. No . 


-56936 








Seq. ID 


ojonmo^ 0 6 n4?6 


. J. J 




Gene No. 


119121 








Strand 








Start 


4383 








End 


8960 






Name 


OJ000103 06 


.0426, 


.C13.o6. 


tw 


Method 


TBLASTX: Wheat 






Start 


4431 








End 


4764 






GI 


none 








Score 


98 






Exons 


4431. .4763, 


4495. 


. .4764 












Seq. No. 


56936 








Seq. ID 


OJ000103_06.0426, 


.C13 




Gfanp No 


119121 








Strand 








Start 


4383 








End 


8960 






Name 


OJ000103 06, 


.0426, 


.C13.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


4623 








End 


5210 






GI ■ 


none 








Score 


131 






Exons 


4623. .5051, 


4624, 


. .4884, 


4954 . 


,.5049, 4983. .5051, 5049. .5210, 






5056. .5202, 


5058. 


. .5204 












Qprf No 
*j \z ^ « i> \j . 


56936 








Seq. ID 


OJ000103_06.0426. 


.C13 




Gene No. 


119121 








Strand 








Start 


4383 








End- 


8960 






Name 


OJ000103 06, 


.0426. 


.C13.ol. 


tw . 


Method 


TBLASTX: Wheat 




L : i 


Start 


4764 








End 


5390- 




f y 


GI 


none 








Score 


341 




■ s 


Exons 


4764 . .5390, 


4765, 


. .5334 












Sea No 


56936 








Seq. ID 


OJ000103_06.0426. 


.C13 




Gene No. 


119121 








Strand 








Start 


4383 








End 


8960 






Name 


OJ000103 06. 


.0426. 


>C13.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


5259 








End 


5551 




V = 


GI 


none 








Score 


158 




3 


Exons 


5259. .5549, 


5263. 


,.54^8, 


5268. 


.5480, 5360.. 5551 




v3 


■ Sea No 


56936 








Seq. ID 


OJ000103_06.0426.. 


.C13 




Gene No. 


' 119121 








Strand 








Start 


4383 








End 


8960 






Name 


OJ000103 06. 


.0426, 


,C13.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


5349 








End 


5609 






GI 


none 








■Score 


299 -. ';• 






Exons 


534 9.^5609 
















Qprr No 


56936 








Seq. ID 


OJ000103JD6.0426. 


.C13 




Gene No. 


119121 








Strand 








Start 


4383 








End 


8960 






Name 


OJ000103 06, 


,0426. 


,C13.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


5373 








End 


5699 






GI 


none 








Score 


64 






Exons 


5373. .5516, 


5374. 


, .5451, 


5517. 


.5699 








Seq. No. 


56936 ■ 








Seq. ID 


OJ000103_06.0426. 


,.C13 




Gene No. 


119121 








Strand 








Start 


4383 








End 


8960 






Name 


OJ000103 06. 


,0426. 


C13.o3. 


tw 


Method 


TBLASTX: Wheat 





57402 



Start 
GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
•Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



5397 
none 
' 5397. .5876, 

56936 

119121 

4383 

OJ000103_06, 

5880 

none 

5880. .6389, 

56936 
■119121 
4383 

OJ000103_06. 

5964 

none 

5964. .6317, 

56936 

119121 

4383 

OJ000103_06. 

6138 

none 

6138. .6380 

56936 

119121 

4383 

OJ000103_06, 

6354 

none 

6354. .6689, 

56936 

119121 

4383 

OJ000103_06. 

6390 

none 

6390. .6692, 

56936 

119121 

4383 

OJ000103_06. 

6405 

none 

6405. . 6764, 
6768. . 6800 

56936 

119121 

4383 

OJ000103 06. 



5398. .5781, 5403, 

0426.C13.o2.tw 
5971. .6357 

0426.C13.o2.tm 
5979.-6275, 6139. 

0426.C13.o3. ts 



End 
Score 
.5858 



5876 
219 



Seq. ID OJ000103_06.0426.C13 
Strand 

End 8960 

Method TBLASTX : Wheat 

End 6389 

Score 294 



Seq. ID OJ000103_06.0426.C13 
Strand 

End 8960 
Method TBLASTX : Mai ze 
6317 
135 



End 
Score 
.6315 



0426.C13.o4 . tm 



6675. .6854 



0426.C13.o5.tw 



6391'; .6654 



0426.C13.ol.ts 



6406.. 6648, 6623. 



0426.C13.o4 .tw 



Seq. ID OJ000103_06.0426.C13 
Strand 

End 8960 

Method TBLASTX : Soybean 

End 6380 

Score 191 



Seq. ID OJ000103_06.0426.C13 
Strand 

End * 8960 

Method TBLASTX : Mai ze 

End 6854 

Score 157 



Seq.. ID OJ000103_06.0426.C13. 
Strand 

End 8960 

Method TBLASTX : Wheat 

End 6692 

Score 197 



Seq. ID OJ000103_06.0426.C13 
Strand 

End 8960 

Method TBLASTX : Soybean 

End 6800 

Score 122 

.6757, 6687. .6761, 6768. .6800, 



Seq. ID OJ000103_06.0426.C13 
Strand 

End 8960 

Method TBLASTX : Wheat 



57403 




Start 


6741 








End 


7227 




GI 


none 








Score 


207 




Exons 


6741. .7223, 


6783, 


. .7223, 


6784. 


.7227 






Seq. No. 


56936 








Seq. ID 


OJ0001 0? 06 04 9 6 


C13 


Gene No. 


119121 








Strand 






Start 


4383 








End 


8960 




Name 


OJ000103 06 


.0426. 


,C13.o4 


. ts 


Method 


TBLASTX : Soybean 




Start 


6873 








End 


7154 




GI 


none 








Score 


65 




Exons 


6873. .7154, 


6883. 


. .7071 












56936 








Seq. ID 


O.TOOmO^ 06 04 9 6 


PI 1 


Gene No. 


119121 








Strand 






Start 


4383 








End 


8960 




Name 


OJ000103 06, 


.0426. 


,C13.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


6922 








End 


7214 




GI 


none , 








Score 


156 




Exons 


6922. .7113, 


6924. 


.7214, 


7141. 


.7212 






Q orr Mn 


56936 








Seq. ID 




PI 3 


Gene No. 


119121 








Strand 






Start 


4383 








End 


8 960 




Name 


OJ000103 06. 


.0426. 


C13.o8. 


.tw 


Method 


TBLASTX: Wheat 




Start 


7398 








End ' 


7752 




GI 


none 








Score 


79 




Exons 


7398. .7751, 


7434. 


.7568, 


7657. 


.7752 






Ccifr Mo 
JCLJ . Vi \J • 










o • X u 




PI ? 


Gene No. 


119121 








Strand 






Start 


4383 








End 


8960 




Name 


OJ000103 06, 


.0426. 


C13.o7, 


.tm 


Method 


TBLASTX: Maize 




Start 


7485 








End 


7805 




GI 


none 








Score 


199 




Exons 


7485. .7805 














Seq. No.. 


56936 










\JKJ \J \J \J X \J U vJi. Ut U • 


PI ^ 


Gene No. 


.119121 








Strand 


— " > " 




Start" 


4383 








End 


8960 




Name 


OJ000103 06, 


.0426. 


C13.o6. 


.tm 


Method 


TBLASTX: Maize 




Start 


8151 








End 


8447 




GI 


none 








Score 


112 




Exons 


. 8151. .8447, 


•8260. 


.8430 










o c; . LA \J . 


56936 








OCLj[ • X LJ 




PT ^ 


Gene No. 


119121 








Strand 






Start 


4383 








End 


8960 




Name 


OJ000103 06. 


.0426. 


C13.o7. 


.tw 


Method 


TBLASTX: Wheat 




Start 


8328 








End 


8691 




GI 


none 








Score 


53 




Exons 


8328. .8474, 


8328. 


.8687, 


8338. 


.8562, 85( 


37. .8691 




Seq. No. 


56937 








Seq. ID 


OJ000103_06.0426. 


C14 


Gene No. 


119122 








Strand 


+ 




Start 


241 








End 


2539 




Name 


OJ000103 06. 


,0426. 


C14 ,ol. 


,np 


Method 


AAT/NAP 




Start 


241 








End 


2539 





57404 



GI 4680204 Score 865 

Exons 241.. 1474, 1571.. 2177, 2391.. 2539 

' GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq.. No. 


56937 




Seq. ID 


OJ000103_06.0426.C14 


Gene No. 


119122 




Strand 


+ 


Start 


241 




End 


2539 


Name 


OJ000103 06.0426.C14.ol. 


gs 


Method 


GENSCAN 


Start 


277 




End 


2528 


GI 


none 




Score 


.56 


Exons 


277. .568, 605. .1309, 1315. .1474, 1571.. 


1712, 1838. .1980, 




1982. .2528 








Seq.. No. - 


56937 




Seq. ID 


OJ000103_06.0426.C14 


Gene No. 


119123 




Strand 




Start 


21 




End 


505 


Name 


OJ000103 06.0426.C14.ol. 


gp 


Method 


AAT/GAP 


Start 


21 




End 


505 


GI'' 


2310235 




Score 


385 


Exons 


21. .66, 242. .505 










5852182/emb|CAB55420. 1 | 


9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 








Seq. No. 


56937 




Seq. ID 


OJ000103_06.0426.C14 


Gene No. 


119124 




Strand 




Start 


429 




End 


1783 


Name 


OJ000103 06.0426.C14.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


429 




End 


1783 


GI 


none 




Score 


48 




429.-554, 1086. .1166, 1086. .1142, 1406. 


.1480, 1564. .1638, 




1565. .1783 








Seq. No. 


56937 




Seq. ID 


OJ000103_06.0426.C14 


Gene No. 


119124 




Strand 




Start . 


429 




End 


1783 


Name 


OJ000103 06.0426.C14.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


.658- ...... 




End 


1085 , • 


UJ. • 


• none 




Score • 


64. ■ 


Exons 


658. .792, 682. .822, 684. 


.920, 


684 . .878, 


785. .952, 980. .1084 




990. .1085, 990. .1085 








Seq. No. 


56938 




Seq. ID 


OJ000103_06. 0426.C15 


Gene No.. 


119125. 




Strand 


+ ■ 


Start 


164 




End 


1148 


Name 


OJ000103 06.0426.C15.ol. 


gs 


Method 


GENSCAN 


Start 


164 


End 


1148 


GI 


none 




Score 


.87 


Exons 


164. .337, 627. .699, 794. 


.892, 


972. .1146 




Seq. No. 


56938 




Seq. ID 


OJ000103_06.0426.C15 


Gene No. 


119126 




Strand 




Start 


1737 




End 


3369 


Name 


OJ000103 06.0426.C15.o2. 


gs 


Method 


GENSCAN 


Start 


1737 




End 


3369 


GI' 


none 




Score 


.51 


Exons 


1737. .1800, 1841. .2032, 


2080. 


.2161, 2575. .2684, 3347. .3369 



57405 



Seq. No. 56939 Seq. ID OJ000103_06 . 0426 . C16 

Gene No. 119127 Strand + 

Start 442 Ertd 542 

Name 0 J000103_06 . 0426 . C16. ol . np Method AAT/NAP - 

Start 442 End 542 

GI 5922619 Score 115 

Exons 442. . 542 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6016852 | dbj IBAA85195.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 56939 

Gene No. 119128 

Start 4789 

Name OJ000103_06 . 042 6 . C16 . o2 . gs 

Start 4789 

GI none 

Exons 4789.. 5279, 
7161. .7682 



Seq. ID OJ000103_06.0426.C16 

Strand + 

End 7711 

Method GENSCAN 

End 7682 

Score .55 
5294. .6173, 6287. .6838, 6867. .6928, 6955. .7143, 



Seq. No. 56939 
Gene No. 119128 
Start 4789 

Name OJ000103_06 . 042 6 . C16 . o3 . np 

Start 4894 " v 

GI 7228446 
Exons 4894.. 6826, 6905.. 7711 

GI Descrip. (AP001366) Similar to Arabidopsis thaliana chromosome II BAC 

F9013 genomic sequence, putative retroelement pol polyprotein. 
(AC006248) [Oryza sativa] 



Seq. ID OJ000103_06.0426.C16 

Strand + 

End 7711 

Method AAT/NAP 

End ' '7711*" 

Score 1240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56939 

119129 

96 

OJ000103_06.0426.C16.ol . gs 
96 

none 



Seq. ID OJ000103_06.0426.C16 
Strand 

End 3842 

Method GENSCAN 

End 3842 

Score . 52 . 

96.. 116,' 420... 512, 628.. 700, 1031 .-. 1238, ' 1240 .. 1367, 1560.. 1635, 
1649. .2007, 3627. .3842 ■ 



Seq. No. 56939 

Gene No. 119129 

Start 96 

Name OJ000103_06 . 0426 . C16 . o2 . ts 

Start 359 

GI none 
Exons 



End ' ' 
Method 
End 
Score 

359..436, 437. .484, 1010. .1237, 1125. .1256, 1260. .1370, 
1266. .1373, 1568. .1606, 1571. .1606, 1618. .1689, 1708. .1734, 
1753. .2049, 1754. .2047, 1858. .2058, 1888. .2040 



Seq. ID OJ000103_06.0426.C16 
Strand 

3842 

TBLASTX: Soybean 
2058 
58 



Seq. No. 56939 

Gene No. 119129 

Start 96 

Name OJ000103_06 . 0426. C16. o4 . tc 

Start 1010 

GI none 
Exons 



Seq. ID OJ000103_06.0426.C16 
Strand 

End 3842 

Method TBLASTX : Cress 

End 1325 

Score 100 



1010. .1237, 1032. .1235, 1266. .1325, 1267. .1317 



57406 



Seq. No. 56939 
Gene No. " " 119129 
Start «. 96 

Name OJ000103_06.0426.C16.o2.np 
Start 1090 
GI 7445817 
Exons 1090.. 1367, 1568.. 2081 

GI Descrip. ABC-type transport protein slr0864 - Synechocystis sp. (strafln 
PCC 6803) gi| 1652892|dbj IBAA17810.il (D90909) ABC transporter 
[Synechocystis sp.] 



Seq. ID OJ000103_06.0426.C16 
Strand 

End 3842 

Method AAT/NAP 

End 2081 

Score 388 ■ 



Seq. No. 56939 

Gene No. 119129- 

Start 96 

Name ' OJ000103_06 . 042 6 . C16 . ol . tc 

Start 1747 

GI none 

Exons 1747. .2049, 1757. .2047 



Seq. ID OJ000103_06.0426.C16 
Strand 

End 3842 

Method TBLASTX : Cress 

End 2049 

Score 150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56939 

119130 

4.604 

OJ000103_06. 04 2 6.C16.o4 . tm 

4604 
none 



Seq. ID OJ000103_06. 0426.C16 
Strand 

End 5063 

Method TBLASTX : Mai ze 

End 5063 

Score 38 



4604. .4645, 4711. .4752, 4790. .4804, 4798. .4842, 4825. .5061, 
4851. .5063 



Seq. No. 56939 

Gene No. 119131 

Start 5077 

Name OJ000103_06 . 042 6 . CI 6 . o3 . tm 
Start . 5077 

GI none 
Exons 



Seq. ID OJ000103_06.0426.C16 
Strand 

End 54 67 

Method TBLASTX : Mai ze 

End 54 67 

Score 165 



5077. .5280, 5080. .5286, 5223. .5402, 5327 .. 5380, . 5382 .. 54 65 , 
5399. .5467, 5399. .5464 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56939 

119132 

5879 

OJ000103_06. 0426.C16.o5. tm 

5879 • • 

none 



Seq. ID OJ000103_06.0426.C16 
Strand 

End 6098 

Method TBLASTX : Maize 

End • • 6098 

Score 186 



5879. .6019, 5880. .6098, 5889. .6086 



Seq. No. 56939 

Gene No. 119133 

Start 6233 

Name OJ000103_06 . 0426 . C16 . o2 . tw 

Start 6233 

GI none 
Exons 



Seq. ID OJ000103_06.0426.C16 
Strand 

End 6769 

Method TBLASTX : Wheat 

End 6595 

Score 202 

6233. .6496, 6238. .6492, 6416. .6559, 64 99 .. 6573, . 6500 .. 6595 



Seq. No. 
Gene No. 
Start 



56939 

119133 

6233 



Seq. ID OJ000103_06.0426-.C16 
Strand 

End 6769 



57407 






Name 


OJ000103 06, 


. 0426. 


C16.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


6242 








End 


6667 






GI, 


none 








Score * 


346 






Exons 


6242 . . 6583, 


6256. 


. 6585, 


6596. 


. 6667 








Seq. No. 


56939 








Seq. ID 


OJ000103 06.0426, 


.C16 




.Gene No. 


119133 








Strand 








Start 


6233 








End 


6769 






Name 


OJ000103 06, 


. 0426. 


C16.ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


6269 








End 


6769 






GI 


none 








Score 


399 






Exons 


6269. . 6769, 


6277 . 


. 6570 












Seq. No. 


56939 








Seq. ID 


OJ000103JD6.0426, 


.C16 




Gene No. 


119133 








Strand 








Start 


6233 








End 


6769 






Name 


OJ000103 06, 


.0426. 


C16.o2 


.tc 


Method 


TBLASTX: Cress 






Start 


6284 








End 


6730 






GI 


none 








Score 


277 






Exons 


6284 . . 6730, 


6286. 


.6366, 


6394 . 


. 6717 








Seq. No. 


56939 








Seq. ID 


OJ000103 06.0426, 


.C16 


,■='•3. i 


... Gene No. 


119134 








Strand 








Start 


7159 








End 


7617 






Name 


OJ000103 06. 


,0426. 


C16.o2 




Method 


TBLASTX: Maize 






Start 


7159: 








End 


7479 






GI 


none 








Score 


370 




f5 


Exons 


7159. .7479, 


7161. 


.7478 










L U 


Seq. No. 


56939 








Seq. ID 


OJ000103_06.0426. 


.C16 




Gene No. 


119134 








Strand 






ru 


Start 


7159 








End 


7617 




5 


Name 


OJ000103 06, 


.0426. 


CI6.0I 


.tw 


Method 


TBLASTX: Wheat 






Start 


7162 








End 


7617 






GI 


none 








Score 


66 




: .5 
? — 


Exons 


7162. .7242, 


7213. 


.7587, 


7299. 


.7421, 74 


58. .7571, 7567. .7617 


^ U: 


Seq-. -No. • 


56939 








• Seq. ID 


•OJ000103_06.0426, 


.C16 




Gene No. 


119134 








Strand 








Start 


7159 








End 


7617 






Name 


OJ000103 06. 


, 0426. 


C16.o3 


. ts 


Method 


TBLASTX : Soybean 






Start 


7171 








End 


7587 






GI. 


■ 5509260 








Score • 


• 332 






Exons 


7171. .7587, 


7179. 


.7421, 


7458 . 


.7532 








GI Descrip. 


— 
















Seq. No. 


56939 








Seq. ID 


OJ000103_06.0426. 


.C16 




Gene No. 


119134 








Strand 








Start 


7159 








End 


7617 






Name 


OJ000103 06. 


, 0426. 


C16.o3 


. tc 


Method 


TBLASTX: Cress 






Start 


7255 








End 


7509 






GI 


none 








Score 


242 






Exons 


7255. .7509 ' 
















Seq. No. 


56940 








Seq. ID 


OJ000103_06.0426, 


.C17 




Gene No. 


119135 








Strand 


+ 






Start 


1 








End 


35488 





57408 





Name 


OJ000103 06.0426.C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1984 




GI 


6539558 


Score 


582 




Exons 


1..735, 1948. .1984 ' 








GI Descrip. 


(AP000836) Similar to putative polyprotein (AC006248) [Oryza 






sativa] 








Seq. No. 


56940 


Seq. ID 


OJ000103_06.0426.C17 




Gene No. 


119135 


Strand ■■ 


+ 




Start 


1 


End 


35488 




Name 


OJ000103 06.0426.C17.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


35488 




GI 


7444451 


Score 


373 




Exons 


1..-745, 35272.. 35488 








GI Descrip. 


probable gag/pol polyprotein - long-staminate rice 






retrotransposon retrofit gi 


1258 6082 |gb|AAB82754. 1 | (U72725) 






retrofit [Oryza longistaminata] 






Seq. No. 


56940 


Seq. ID 


OJ000103_06.0426.C17 




Gene No. 


' 119135 


Strand 


+ 




Start 


1 


End 


35488 




Name 


OJ000103 06.0426.C17.o4.gs 


Method 


GENSCAN 




Start 


32146 


End 


34081 




GI 


none- 


Score ;r 


.57 




Exons 


32146. .33634, 34023.. 34081 






i\s 


Seq. No. 


56940 


Seq. ID 


OJ000103_06.0426.C17 




Gene No. 


119136 


Strand 






Start 


22220 


End 


31679 




Name 


OJ000103 06.0426.C17.o3.np 


Method • 


AAT/NAP 


H 


Start 


22171 


End 


31626 


~; : 


GI 


6691191 


Score 


1033 


5 ' 


Exons 


22171. .23177, 31590. .31626 








GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] 




Seq. No. 


56940 


Seq. ID 


OJ000103_06.0426.C17 




Gene No. 


119136 


Strand 




W 


■ Start 


22220 . 


End 


31679 




Name 


OJ000103 06.0426.C17.o2.gs 


Method 


GENSCAN 


f .1 


Start 


22220 


End 


25478 




GI 


none 


Score 


.76 




Exons 


22220. .22581, 22628.-228 96, 


23191. .23346, 24 975 .. 25069, 






'25305. .25478 








Seq. No. 


56940 


Seq. ID 


OJ000103_06.0426.C17 




Gene No. 


119136 


Strand 






Start 


22220 


End 


31679 




Name 


OJ000103 06.0426.C17.o4 .np 


Method 


AAT/NAP 




Start 


23835 


End 


30964 




GI 


7228438 


Score 


4815 




Exons 


23835. .23853, 25587 .. 25699, 


25986. .26082, 26175 .. 26433, 






26510. .26808, 26901 .. 27311, 


27397. .27495, 29002.. 30964 




GI Descrip. 


(AP001366) EST C28 952 (C62945 )/ corresponds to a region of the 






predicted gene.; Similar to 


maize transposon MuDR mudrA- protein 






isolog (AC003981) [Oryza sativa] 






Seq. No. 


56940 


Seq. ID 


OJ000103_06.0426.C17 



57409 






Gene No. 


119136 


Strand 








Start 


22220 


End 


31679 






Name 


OJ000103 06.0426.C17.o3.gs 


Method 


.GENSCAN 






Start 


25676 


End 


"50636 






GI 


none 


. Score 


.66- 






Exons 


25676. .25729, 26038. .26082, 


26175. .26433, 26510 .. 26721 , 








26788. .26808, 26901. .27311, 


27418. .27610, 27831 27954 , 








28407.. 28576, 28919.. 29147, 


29592. .29693, 297 63 .. 29931, 








30400 . . 30636 










Seq. No. 


56940 


Seq. ID 


OJ000103_06-. 0426 


.C17 




Gene No. 


119136 


Strand 








Start 


22220 


End 


31679 






Name 


OJ000103 06.0426.C17.o5.np 


Method 


AAT/NAP 






Start 


30611 


End 


31679 






GI 


6721543 


Score 


157 






Exons 


30611. .30727, 31551. .31679 










GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






Seq. No. 


56940 


Seq. ID 


OJ000103 06.0426, 


.C17 




Gene No. 


119137 


Strand 








Start 


34597 


End 


34911 






Name 


OJ000103 06.0426.C17.ol.tm 


Method 


TBLASTX: Maize 




V? 


Start 


8 


End 


425 






GI- 


none^- 


Score 


262 




V 


• Exons 


8. .298, 43. .153, 312. .425, 314. .421 






ru 


Seq. No. 


56940 


Seq. ID 


OJ000103__06.0426, 


.C17 




Gene No. 


119137 


Strand 






==. 


Start 


34597 


End 


34911 






Name 


OJ000103 06.0426.C17.o3.ts 


Method 


TBLASTX: Soybean 




Fy 


Start 


98 


End 


476 




s 


GI 


none 


Score 


134 




r ^ 
x_ ^ 


Exons 


98. .277, 312. .476, 314. .475 








^ : £ 


Seq. No. 


.56940 


Seq. ID 


OJ000103 06.0426. 


.C17 


[lis 


Gene No.- 


- 119137, 


. Strand 








Start 


-34597 - 


End 


34911 






Name 


OJ000103 06.0426.C17.o4 . tw 


Method 


TBLASTX: Wheat 




f ?1 


Start 


122 


End 


551 






GI 


none 


Score 


87 






Exons 


122. .268, 312. .467,, 498... 551 










Seq. No. 


56940' 


Seq. ID 


OJ0001O3_06.0426. 


C17 




Gene No.. 


119137 


Strand 








Start 


34597 


End 


34911 






Name 


OJ000103 06.0426.C17.ol.tc 


Method 


TBLASTX: Cress 






Start 


312 


End 


638 






GI 


none 


Score 


222 






Exons 


312. .584, 314. .559, 588. .638 










Seq. No. 


56940 


Seq. ID 


OJ000103_06.0426. 


C17 




Gene No. 


119137 


Strand 








Start 


34597 


End 


34911 






Name 


OJ000103 06.0426.C17.o3.tm' 


Method 


TBLASTX: Maize 






Start 


426 


End 


704 






GI 


none 


Score 


202 





57410 




Exons 


4 Z b . . b O O , 4 Z y . . 7 U 4 










Seq. No.-, 


56940 




Seq. ID. 


OJ000103_06. 0*426 


.C17 


Gene No. 


• 119137 




Strand 






o tar t 


o^Dy / 




End 


34911 




Name 


(JJUUUlUo Ub.U4zb.bl/ 


. ol . tw 


Method 


TBLASTX : Wheat 




Start 


zz i y j 




End 


22560 




bl 


none 




Score 


220 




Exons 


zziyj. . zzjui/ zziy4. 


. ZZ014 , 


22495. .22560 




Seq. No. 


56940 




Seq. ID 


OJ000103 06.0426 


.C17 


Gene No. 


119137 




Strand 


- 




Cf a v-+- 


J4 o y / 




End 


34911 




Name 


UJUUUIUJ Ub.U4zo.bl/ 


. oz . ts 


Method 


TBLASTX: Soybean- 




btart 


0 001 1 

ZZZ 1 1 




End 


22462 




bi 


none 




Score 


46 




Exons 


ZZZ 1 1 . . ZZ 4 1 / , ZZZlo . 


. ZZZo U , 


22305. .224 


24, 22403. .22462 




Seq. No. 


56940 




Seq.' ID 


OJ000103_06.0426, 


.C17 


Gene No. 


"■■■119137 




Strand 






btart 


j 4 o y / 




End 


34911 




Name 


0JUUU1UJ Ub.U4ZD.Cl/ 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


ZZD /b 




End 


22829 




bl 


none 




Score 


186 




Exons 


zzo / o . . zzoz y 










Seq. No. 


56940 




Seq. ID 


OJ000103_06.0426. 


.C17 


Gene No. 


119137 




Strand 






btart 


J4 oy / 




End 


34911 




Name 


OJUUU1UJ Ub.U4Zb.bl/ 


. ol . ts 


Method 


TBLASTX: Soybean 




otart 


zz bo y 




End 


23084 




bl 


none 




Score 


123 




Exons 


OO^RQ OTAQ/ 

zz bo y .. z ju o 4 , zzb/i. 


. zzyoo , 


22708. .23082 




Seq. No. 


56940 




Seq. ID 


OJ000103_06.0426. 


.C17 


Gene No. 


119137 




Strand 






btart 


o4oy / 




- End 


34911. 




Name • 


OJUUUlUo Ub..U4zb.bl/ 


. o2 . tw ■ 


Method 


TBLASTX: Wheat 




otart 


ZZboU 




End 


23084 




bl 


none 




Score 


179 




Exons 


OOCQO OIHQA OOIQQ 

zzbou . . zoUo4 , zz/yy. 


. Z JUU / 








beq. no.-; 


oby4 U 




Seq. • ID ' 


OJ000103_06.0426. 


•CI 7 


Gene No. 


119137 




Strand 






Start 


34597 . 




End 


34911 




Name 


UJUUU1UJ Ub.U4Zb.bl/ 


. oo . tw 


Method 


TBLASTX: Wheat 




Start 


zyooz 




End 


29742 




bl 


none 




Score 


84 




Exons 


OQQtrO OQCOQ OQTCO 

zyobz. .zyoJo, zyjbz. 


. z yo Jo , 


29363. .29542, 2 9536 .. 29733, 






z yo4 o . . z y / 4 z 










Seq. No. 


56940 




Seq. ID 


OJ000103_06.0426. 


C17 


Gene No. 


119137 




Strand 






Start 


34597 




End- 


34911 




Name 


OJ000103 06.0426.C17 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


29440 




End 


29874 




GI 


none 




Score 


81 





,v..,. .57411 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
■ Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons," 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



29440. .29508, 29575 .. 29874 , 29584 .. 29817 , 29636. .29857 

OJ000103 06.0426.C17 



56940 - ... 4 Seq. ID 

119137 strand 
34 5 97 ' : * - End 
OJ000103_06.0426.C17.o5.gs Method 
34597 End 
none Score 
34597. .34616, 34799. .34911 

56941 Seq. ID 

119138 Strand 
12 6 End 
OJ000103_06.042 6.C18.ol.gs Method 
126 End 
none Score 
126. .218 



34911 
GENSCAN 
34911 
.73 



OJ000103_06.0426.C18 
218 

GENSCAN 

218 

.56 



OJ000103 06.0426.C1.8 



56941 Seq. ID 

119139 Strand - - 

320 End 368 

OJ000103_06.0426.C18.ol.gp Method AAT/GAP 
320 End 368 . 

557_1.R1084 . Score 59 " 

320. .368 . • 

f 576771/gb|U16256|OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 1 1 -end sequence' 



56942 Seq. ID 

119140 Strand 

1 End 

OJ000113_06.0426.C2.ol.np Method 

1 End 

7488349 Score 

1..138, 1395. .1520, 1618. .1693, 1774. 



OJ000113_06.0426.C2 
+ 

3528 
AAT/NAP 
3528 
956 

1958, 2101. .2292, 



2378. .2446, 3008.. 3220, 3497.. 3528 

starch synthase homolog T9A21.90 - Arabidopsis thaliana 
gi I 2832698 | emb | CAA16796.il (AL021713) starch synthase -like 
protein [Arabidopsis thaliana] gi | 7268617 | emb | CAB78826 . 1 | 
(AL161548) starch synthase-like protein [Arabidopsis thaliana] 



56942 
119140 
1 

OJ000113_06.0426.C2.ol.gs 

1386 
none 

1386. .1520, 
3011. .3220 



Seq. ID OJ000113_06.0426.C2 

Strand . + 

End 3528 

Method GENSCAN 

End 3220 

Score . 61 
1618. .1693, 1774. .1958, 2000. .2185, 2378. .2446, 



56942 

119140 

1 

OJ000113_06.0426.C2.ol.tm 

1395 
none 



Seq. ID OJ000113_06.0426.C2 

Strand + 

End 3528 

Method TBLASTX : Mai ze 

End 2169 

Score 117 



1395. .1523, 1396. .1524, 1439. .1528, 1443. .1523, 1608. .1694, 

57412 








1612. .1698, 


1617 . 


,.1694, 1636 


..1695, 1772. .1957, 1773. .1958, 






2094 . .2165, 


2095. 


. .2169 










Seq. No. 


56942 






Seq. ID 


OJ000113_06.0426. 


C2 




Gene No. 


119140 






Strand 


t 






Start 


1 






End 


352f8 






Name 


OJ000113 06 


. 0426. 


,C2.ol. tc 


Method 


TBLASTX: Cress 






Start 


1769 






End 


1973 






GI 


none 






Score 


325 






Exons 


1769. .1960, 


1770. 


.1973, 1770 


. . 1961 








Seq. No. 


56942 






Seq. ID 


OJ000113_06.0426. 


C2 




Gene No. 


119140 






Strand 


+ 






Start 


1 






End 


352-8 






Name 


OJ000113 06 


.0426. 


C2 .ol .ts 


Method 


TBLASTX : Soybean 






Start 


1772 






End 


2166 






GI 


none 






Score 


296 






Exons 


1772. . 1,954, 


1773. 


.1958, 2094 


..2162, 2095. .2166 






Seq. No. 


56942 






Seq. ID 


OJ000113JD6.0426. 


C2 




Gene No. 


119140 






Strand 


+ 






Start 


1 






End 


3528 






Name 


OJ000113 06 


. 0426. 


C2.o2.tc 


Method 


TBLASTX: Cress 




: H 


Start 


2095 






End 


2253 




V<=? 


GI * 


' none 






Score 


218 




«" 2 


Exons 


2095. .2253, 


2100. 


.2252 








ru 


Seq. No. 


56942 






Seq. ID 


OJ000113_06.0426. 


C2 


, : : a 


Gene No. 


119140 






Strand 


+ 






Start 


1 






End 


3528 






Name 


OJ000113 06 


.0426. 


C2.o2.ts 


Method 


TBLASTX: Soybean 




i y 


Start 


2396 






End 


3223 




c 


GI 


none 






Score 


68 






Exons 


2396. .2443, 


3003. 


.3161, 3008 


..3223, 3010.. 3222 




' 


Seq. No. 


56942 






Seq. ID 


OJ.000113_06.0426. 


C2 




Gene No. . 


.119140 






Strand 


+ 






Start 


1 






" End • " 


• 3528 • 






Name 


OJ000113 06 


.0426. 


C2.o2.tm 


Method 


TBLASTX: Maize . 






Start 


3008 






End 


3239 






GI 


none 






Score 


290 






Exons 


3008.. 3223, 


3009. 


.3230, 3010 


. .3225, 3012. .3239 






Seq. No. 


56943 " 






Seq. ID 


OJ000113_06.0426. 


C3 




Gene No . 


119141 






Strand 


+ 






Start 


1 






End 


1670 






Name 


OJ000113 06 


.0426. 


C3 . ol . np 


Method 


AAT/NAP 






Start ' 


1 






End 


1408 






GI 


4582783 






Score 


586 






Exons 


1. . 64, 174 . 


.299, 


481. .630, 942. .1003, 


1074. .1149, 1235.. 


1408 




GI Descrip. 


(AJ006752) ; 


starch synthase, . 


isoform V 


[Vigna unguiculata] 




Seq. No. 


56943 






Seq. ID 


OJ000113_06.0426. 


C3 




Gene No. 


,119141 






Strand- ■ 


+ 






Start 


1 






End 


1670 






Name 


OJ000113 06 


.0426. 


C3 . ol . gs 


Method 


GENSCAN 






Start 


481 






End 


1585 





57413 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



none Score . 68 

481. .630, 942. .1003, 1074. .1149, 1529. .1585 



56943 



Seq. ID OJ000113 06. 0426. C3 



119141 Strand + 

1 " End 1670 

OJ000113_06.0426.C3.ol.gp Method AAT/GAP 

1076 - End 1670 

34735_1.R1084 Score 941 
1076. .1149, 1235. .1670 

'1661160 9.0e-12 (U74295) chlorophyll a/b binding protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gen'e No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56943 
119142 
4262 

OJ000113_06.04 26.C3.o3.np 
4262 
6815099 

4262.'. 4315, 5434.. 5567 
(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ000113_06.0426.C3 

Strand + 

End 5567 

Method AAT/NAP 

End 5567 

Score 80 



56943 Seq. ID 

119143 Strand 

7808 *' End 

OJ000113_06. 0'426.C3.o'3.gp Method 

7808 .= End 

28017_1.R1084 Score 
7808. .8714 

'5123547/emb|CAB45313.1| 6.0e-48 (AL079344) putative protein 
[Arabidopsis thaliana] ' 



OJ000113_06.0'426.C3 

~+ 

8714 
AAT/GAP 
8714 
1724 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



56943 
119143 
7808 

OJ000113_06.042 6.C3.o4 . np 
7873- • -, 
7487104 
7873. .8610 

hypothetical protein T16L4.40 
gi I 5123547 | embl CAB45313.il 

[Arabidopsis. thaliana] gi | 72 69852 | emb | CAB7 97 11 . 1 
putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score- 



OJ000113_06.0426.C3 
+ 

8714 
AAT/NAP 
8610 - : 
627 



Arabidopsis thaliana 
AL079344) putative protein 

(AL161575) 



56943 

119144 

2377 

OJ000113_06.0426.C3.o4. ts 

173 

none 

173. .295, 174. .299, 195. .299, 
501. .641, 933. .989, 941. .991 

56943 

119144 

2377 

OJ000113 06.0426.C3.o3.tm 



Seq. ID OJ000113_06.0426.C3 
Strand 
End 

Method 
End 
Score 
196. .30.0, 



3232 

TBLASTX: Soybean 
991 
193 

478. .636, 483. .626, 



Seq. ID 

Strand 

End 

Method 



OJ000113_06.0426.C3 
3232 

TBLASTX: Maize 



57414' 






Start 


480 








End 


1350 




GI 


none 








Score 


225 




Exons 


48.0. . 629, 487.. 636, 487 


. .633, 


919. .999 


, 923.-985, 933.. 1010 






939. . 1049, 


1064 . 


.1153, 


1093. . 


1149, 1113.. 1166, 1232.. 1339, 






1235. . 1342, 


1279 


. . 1350, 


1282. 


.1350 






Seq. No. 


56943 








Seq. ID 


OJ000113_06.0426.C3 






119144 








Strand 






Start 


2377 








End 


3232 




Name 


OJ000113 06 


.0426 


-C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2345 








End 


3232 




GI 


none 








Score 


306 




Exons 


2345 2413. 


2357 


. . 2578, 


2377. 


.3030, 2626.. 3009, 2762.. 3028, 






2809. .3009, 


3057 


. .3092, 


3077. 


.3232 






o c \^ . ^/ • 


56943 








Seq. ID 


OJ000113_06.0426.C3 




Gene No. 


119144 








Strand 






Start 


2377 








End 


3232 




' Name 


OJ000113 06 


.0426 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2372 








End 


3030 




GI 


none 








Score 


254 




Exons 


2372. .2581, 


2377 


. .3030, 


2647. 


.3006, 2762.. 3028 




Seq. No. 


56943 








Seq. ID 


OJ000113_06.0426.C3 




Gene No. 


119144 








Strand 






Start • 


2377 








End 


3232 


r : s 
i :~ 


Name 


OJ000113 06 


.0426 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 


"=-. 


Start 


2377 








End 


3102 


; . : 


GI 


none 








Score 


269 


LU 


Exons 


2377. .2640, 


2378 


. .2581, 


2641. 


.3030, 2647.. 3006, 2762. .3031, 






3076. .3102 













~. - : 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56943 

119144 

2377 

OJ000113_06.04 26.C3.o2.gs 
2377 ... , 



none 
2377. 



Seq. ID 
Strand • 
End 

Method 
End . ; 
Score 



OJ000113_06.0426.C3 

3232 
GENSCAN 
3159 ... 
.5 



,3159 



Seq. No. 56943 Seq. ID OJ000113_06 . 0426 . C3 

Gene No.. 119144 . Strand 

■Start 2377- 'End- • 3.232 

Name OJ000113_06 . 0426 . C3 . o2 . np Method AAT/NAP 

Start 2380 ■ End 3174 

GI 7443224 Score 1370 
Exons 2380.. 3174 

GI Descrip. chlorophyll a/b-binding protein precursor kcdl895 - rice 

gi|1661160|gb| AAB 184 04.1 | (U74295) chlorophyll a/b binding 
protein [Oryza sativa] 



Seq. No. 56943 . Seq. ID OJ000113_06 . 0426 . C3 

Gene No. 119144 Strand 

Start 2377 End 3232 

Name OJ000113_06 . 0426 . C3 . ol . tw Method TBLASTX : Wheat 

Start 2386 End 2829 

GI none Score 274 



57415 




Exons 


2386. .2688, 


2387 


. .2581, 


2626. 


.2694, 2690. .2767, 2692. .2829, 




2692. .2829 












Seq. No. 


56943 








Seq. ID 


OJ000113_06.0426-.-C3 


Gene No. 


119144 








Strand 


— 


Start 


2377 








End 


3232 


Name 


OJ000113 06. 


.0426 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2845 








End 


3031 


GI 


none 








Score 


234 


Exons 


2845. . 3030, 


2849 


. . 3031 








Seq. No. 


56943 








Seq. ID 


OJ000113_06 . 0426 . C3 


Gene No. 


119144 








Strand 




Start 


2377 








End 


3232 


Name 


OJ000113 06, 


,0426 


-C3.o2. 


gp 


Method 


AAT/GAP 


Start 


2950 








End 


3229 


GI 


700509 








Score 


523 


Exons 


2950. .3229 












GI Descrip. 


1661160 9.0e-12 


(U74295 


0 .chlorophyll . 


a/b binding protein [Oryza 




sat i va 1 












Seq. No. 


56943 








Seq. ID 


OJ000113_06.0426.C3 


Gene No. 


119145 








Strand 




Start 


7846 t . 








End 


8343 


Name 


OJ000113 06. 


0426 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


78*46- 








" End 


8342 


GI 


none 








Score 


518 


Exons 


7846 " 8250 


7863 


. .8267, 


8251 . 


.8292, 8 


301. .8342, 8302. .8340 


Seq. No. 


56943 








Seq. ID 


OJ000113_06.0426.C3 


Gene No. 


119145 








Strand 




Start 


7846 








End 


8343 


Name 


OJ000113 06. 


0426 


,C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start . 


7873 








End 


8343 


GI 


none 








Score 


440 


Exons 


7873. .8247, 


7878 


. .7913, 


7969. 


.8130, 7983.. 8234, 8257.. 8316, 




8311. -. 83.43 • 












Seq. No. 


56943 








Seq. ID 


OJ000113_06.0426.C3 


Gene No. 


119145 








Strand 




Start 


7846 








End 


8343 


Name 


OJ000113 06. 


0426 


,C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


7881 








End. ■ 


8246 .-' 


GI 


none 








Score 


421 


Exons 


7881. .7916, 


7882, 


...8244, 


7969. 


.8112, 7983.-8246 


Seq. No. 


56943 








Seq. ID 


OJ000113_06.0426.C3 


Gene No. 


119146 








Strand 




Start 


8263 








End 


8574 


Name 


OJ000113 06. 


0426, 


.C3.o3. 


tw ■ 


Method 


TBLASTX: Wheat 


Start 


8263 








End 


8547 


GI 


none 








Score 


46 


Exons 


8263. .8298, 


8302. 


. .8385, 


8304 . 


.8384, 8347. .8547, 8388. .8540 


Seq. No. 


56943 








Seq. ID 


OJ000113_06.0426.C3 


Gene No. 


119146 








Strand 




Start 


8263 








End 


8574 



57416 



Name 

Start 

GI 

Exons 



OJ000113_06 . 0426 . C3 . o3 . ts Method 
8388 End 
none . . Score 

8388*-.8528, 8389.-8559, 8461.. 8574 



TBLASTX: Soybean 

8574 

235 



Seq-. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56944 ■ Seq. ID OJ000113_06 . 0426 . C4 

119147 Strand 
1728 End 
OJ000113_06.0426.C4 .ol.np Method 
1728 End 
2499327 Score 
1728. .2148, 4026. .4257 

NADH-UBIQUINONE OXIDOREDUCTASE 20 KD SUBUNIT PRECURSOR (COMPLEX 
I-20KD) (CI-20KD) gi | 1084 345 | pir || S5228 6 NADH dehydrogenase (EC 
1.6.99.3) - Arabidopsis thaliana gi | 643090 | emb | CAA58887 . 1 1 
(X84078) NADH dehydrogenase [Arabidopsis thaliana] 



OJ000113_ 
+ 

5120 
AAT/NAP 
4257 
813 





Seq. No. 


56944 






Seq. ID 


OJ000113_06. 


0426 


.C4 




Gene No. 


119147 






Strand 


+ 








Start 


1728 






End 


5120 








Name 


OJ000113 06.0426 


.C4.ol. 


gs 


Method 


GENSCAN 








Start 


1784 






End 


5120 








GI 


none 






Score 


.44 








Exons 


1784. .2148, -4026 


. .4256, 


4982 


. .5120 








JS SSL. 

v i 


Seq. No. 


56944 






Seq. ID 


OJ000113_06. 


0426 


.C4 




Gene No. 


119148 






Strand 


+ 








Start 


5521 






End 


9564 






i ; i 


Name 


OJ000113 06.0426 


.C4.o2. 


gs 


Method 


GENSCAN 








Start 


5521 






End 


7717 








GI 


none 






Score 


.7 






ry 


Exons 


5521.. 5798, 7525 


. .7717 














Seq. No. 


56944 






Seq. ID 


OJ000113_06. 


0426 


,C4 




Gene No. 


119148 






Strand 


+ 








Start 


5521" 






End 


9564' 






Li 
r 


Name 


OJ000113 06, .0426 


.C4^o2. 


■np. 


Method 


■AAT/NAP . 








Start 


7583 






End 


9555 








GI 


6850873 






Score 


764 








Exons 


7583. .7750, 8246 


. .9555' 












•S "ST 


GI Descrip. 


(AL132959) putative protein 


[Arabidopsis thaliana] 








Seq. No. • 


56944 • 






Seq'; ■■■ID . 


OJ000113_06. 


04 2 6 


.G4 




Gene No . 


119148 






Strand ■ 


+ 








Start 


5521 






End 


9564' 








Name 


OJ000113 06.0426 


.C4 .o3. 


gs 


Method 


GENSCAN 








Start 


8224 






End 


9564 








GI 


none 






Score 


1 








Exons 


8224. .9564 
















Seq. No. 


56944 






Seq. ID 


OJ000113_06. 


0426 


.C4 




Gene No. 


119149 






Strand 










Start 


1 






End 


139 








Name 


OJ000113 06.0426 


.C4 .ol. 


gp 


Method 


AAT/GAP 








Start 


1 






End 


139 








GI 


28017 1.R1084 






Score 


258 








Exons 


1. . 139 















57417 



GI Descrip. • 5123547/emb | CAB45313 . 1 1 6.0e-48 (AL079344) putative protein 
[Arabidopsis thaliana] ' 

Seq. No. 56944 Seq. ID OJ000113_06 . 042 6 . C4 .' 

Gene No. 119150 Strand 

Start 4098 End 4514 

Name OJ000113_06. 0426.C4 .o2 . gp Method AAT/GAP 

Start 4098 End 4514 

GI 18742_1.R1084 Score 752 

Exons 4098.. 4514 

GI Descrip. ' 24 99327/sp | Q42577 | NUKM_ARATH 1.0e-18 NADH-UBIQUINONE 

CDXIDOREDUCTASE 20 KD SUBUNIT PRECURSOR (COMPLEX I-20KD) 

(CI-20KD) >gi_1084345_pir S52286 NADH dehydrogenase (EC 

1.6.99.3) - Arabidopsis thaliana >gi_64 3090__emb_CAA58887 . 1_ 
(X84078) NADH dehydrogenase [Arabidopsis thaliana] ' 





Seq. No. 


56944 




Seq. ID 


OJ000113_ 


06.0426, 


.C4 




Gene No.. 


119151 




Strand 










Start 


10358 




End 


11695 








Name 


OJ000113 06. 0426. C4 


. o3 . np 


Method 


" AAT/NAP 








Start 


10358 




End • 


11695 








GI . 


4755196 




Score 


651 








Exons 


10358. . 11342, 11634 


. .11695 












GI Descrip. 


(ACO07O18) unknown 


protein 


[Arabidopsis thaliana 


] 




•= : ~- 


Seq. No. 


56944 • 




Seq. ID 


OJ000113_ 


06.0426, 


.C4 




Gene No. 


119151 




Strand 








C3 


Start 


10358 




End 


11695 






\ i I 


Name 


OJ000113_06.0426.C4 


. o4 . gs 


Method 


GENSCAN 








Start 


10358 




End 


11314 








GI 


none 




Score 


.68 






p : : 

i 


Exons 


10358. .11314 












5 . : 


..Seq. No. 


56944 




Seq. ID 


OJ000113_ 


06.0426, 


,C4 




Gene No. 


119152 




Strand 










Start 


13727 




End 


17525 








Name 


OJ0.00113 06. 0426. C4 


. o5.gs 


Method .■ 


GENSCAN . 








Start 


13727 




End. 


17091- 








GI 


none 




Score 


.81 








Exons 


13727. .13807, 13913 


. . 14034, 


14205. .14333, 14598. 


. 14721, 








14795. .14848, 15118 


. .15171, 


15308. .15377, 15529. 


. 15671, 








15746. .15889, 16383 


. .16433, 


16524 . . 16654, 16754 . 


. 16870, 








17001. .17091 














Seq. No. 


56944 




Seq. ID 


OJ000113_ 


06.0426. 


,C4 




Gene No. 


119152 




Strand 










Start 


13727 




End 


17525 








Name 


OJ000113 06. 0426. C4 


. o4 . np 


Method 


AAT/NAP 








Start 


14560 




End 


17525 








GI 


95995 




Score 


245 








Exons 


14560. .14776, 15023 


. .15213, 


15308. .15377, 15529. 


. 15671, 








15749. .15889, 15959 


. .15991, 


17480. .17525 







GI Descrip. mrp protein - Escherichia coli?. gi I 42017 | emb | CAA39316 | 
put. ATPase [Escherichia coli] 



(X55791) 



Seq. No. 
Gene No. 



56944 
119153 



■Seq. ID 
Strand 



OJ000113 06. 0426. C4 



57418 



Start 
Name 
Start 
GI 

Exons 



18200 

OJ000113_06. 

1909 

none 

1909. .2148, 



0426.C4.o2.tc 



End 

Method 

End 

Score 



20264 

TBLASTX: Cress 

4266 

405 



1910. .2149, 4000. .4266, 4023. .4259, 4027. .4263 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56944 
119153 • - 
18200 

OJ0'00113_06. 

1909 

none 

1909. .2148, 



0426.C4.o4 .ts 



1910. .2149 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_06.0426.C4 
20264 

TBLASTX: Soybean 

2149 

411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56944 

119153 

18200 

OJ000113_06, 
1909 • 
none 

1909. .2148, 
4023. .4271, 
4357. .4386 



0426.C4 .o2.tm 



1910.. 2149, 4000. 
4265..4348, 4325. 



Seq. ID 
Strand 
End 

Method 
End 
'Score 



OJ000113 06. 0426. C4 



20264 

TBLASTX: Maize 
4400 
417 

4260, 4018. .4263, 4019. .4264, 
4393, 4356. .4385, 4356. .4400, 



Seq. No. 

Sene No. 

Start 

Name 

Start 

GI 

Exons 



156944 
119153 ' 
18200 

OJ000113_06. 

1928 

none 

1928. .2143, 
4129. .4227 



Seq. ID OJ000113_06.042 : 6..C4 
Strand 

End 20264 

Method TBLASTX : Wheat 

End 4232 

Score 207 
1993. .2136, 4024. .4077, 4038. .4091, 4104. .4232, 



0426.C4 .ol.tw 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56944 

119153 

18200 

OJOOOl-13^06. 

3182 

none 

3182. .3274, 
9432. .9551, 

56944 

119153 

18200 

OJ000113_06. 

4101 

none 

4101. .4262, 



0426.C4.o7.ts 



9270.. 9362, 9271, 
9436.. 9555, 9454. 



0426.C4.o6.ts 



4102. .4299, 4126. 



Seq. ID OJ000113_06.0426.C4 
Strand 

End 20264 

Method . TBLASTX: Soybean. 

End - - 9559 • ^ ■ 

Score 84 

.9354, 9354. .9401, 9355. .9402, 
.9558, 9476.-9559 

Seq. ID OJ000113_06. 0-426. C4 
Strand 

End 20264 

Method TBLASTX : Soybean 

End 4299 

Score 253 
.4299 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56944 

119153 

18200 

OJ000113_06. 

5631 

none 

5631. .5804, 



Seq. ID OJ000113_06.0426.C4 
Strand 

End 20264 

" Method TBLASTX : Cress 

End 7711 

Score 185 
5635. .5796, 7505. .7570, 7513. .7581, 7612. .7707, 



0426.C4.o4.tc 



57419 





7613. .7711, 


7622 


. .7711 








Seq. No. 


56944 






Seq. -ID 


OJ000113 


_06.0426.C4 


Gene No . 


119153 






• Strand 






Start 


18200 






End 


20264 




Name 


OJ000113 06 


.0426 


■C4.ol0.tm 


Method 


TBLASTX : 


Maize 


Start 


5634 






End 


7729 




GI 


none 






Score 


191 




Exons 


•5634. .5804, 


5635 


..5796, 5670 


..5798, 7513.. 7581, 


7514. .7567, 




7612. .7716, 


7613 


.'.7729 








Seq. No. 


56944 






Seq. ID 


OJ000113 


_06.0426.C4 


Gene No. 


119153 






Strand 






Start 


18200 






End 


20264 ■ 




Name 


OJ000113 06. 


.0426, 


.C4.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


8424 






End 


9555 




GI 


none 






Score 


239 




Exons 


8424 . .8660, 


8425, 


..8691, 8713 


..8907, 8724. .8825, 


9066. . 9146, 




9067. .9102, 


9129, 


..9179, 9139 


..9186, 9276. .9401, 


9277. . 9402, 




9435.. '9548, 


9436. 


. . 9555 








Seq. No. 


56944 






Seq. ID 


OJ000113 


_Q6.0426.C4 


Gene No;*' 


119153 






Strand 






Start 


18200 ■ 






End 


20264 ' 




Name 


OJ000113 06, 


,0426, 


.C4.ol.tm 


Method 


TBLASTX: 


Maize • 


Start 


8440 






End 


9138 




GI 


none 






Score 


282 




Exons 


8440. .8688, 


8442, 


..8669, 8713 


..8958, 8718. .8957, 


9010. .9135, 




9055. .9138 












Seq. No. 


56944 






Seq. ID 


OJ000113 


_06.0426.C4 


Gene No . 


119153 






Strand 






Start 


18200 






End 


20264 




Name 


OJ000113 06. 


,0426, 


.C4.o2.ts * 


Method 


TBLASTX: 


Soybean 


Start 


8440 






End 


9186 


GI 


none 






Score 


261 




Exons . * 


■ 8440. .8685,' 


8445, 


,.8678, 8713 


. .8784, .8718. ..8783,\ 


-8830. .897 6, 




8962.. 9162, 


8982 . 


, .9134, 9115 


. .9186, 9132.-. 9176 




Seq. No. 


56944 






Seq. ID 


OJ000113 


06. 0426. C4 


Gene No. 


119153 






Strand 






Start . 


18200 






End 


20264 




Name 


OJ000113 06. 


0426. 


C4 . o5.tm 


Method 


TBLASTX: 


Maize 


Start 


9276 






End 


9555 




GI 


none 






Score 


147 




Exons 


9276. .9401, 


9277 . 


.9402, 9432 


. .9554, 9436. .9555 




Seq. No. 


56944 






Seq. ID 


OJ000113 


_06.0426.C4 


Gene No . 


119153 






Strand 






Start 


18200 






End 


20264 




Name 


OJ000113 06. 


0426. 


C4.o4.tm 


Method 


TBLASTX: 


Maize 


Start 


10338 






End 


10604 




GI 


none 






Score 


212 




Exons 


10338. . 104-99, 10350 .. 104 96, : 


10361. . 10498, 10448 


. .10525', ' 




10493. . 10576, 10508 .. 10600, : 


10509. . 10604 




Seq. No. 


56944 






Seq. ID 


OJ000113 


_06.0426.C4 



57420 




Gene No. 


119153 






*•■ Strand 


- 




Start 


18200 






End 


20264 




Name 


OJ0001 


13_06.0426.C4 


.o5 . ts 


Method 


TBLASTX: 


Soybean 


Start 


10341 






End 


10660 


GI 


none 






Score 


207 




Exons 


10341. 


.10658, 10349 


. .10660 








Seq. No. 


56944 






Seq. ID 


OJ000113 


06 0426 


Gene No. 


119153 






Strand 






Start 


18200 






End 


20264 




Name 


OJ0001 


13_06.0426.C4, 


.oil. tm 


Method 


TBLASTX: 


Maize 


Start 


10733 






End 


10916 




GI 


none 






Score 


139 




Exons 


10733. 


.10915, 10734, 


. . 10916 








Seq. No. 


56944 






Seq. ID 


OJ000113 


_06.0426 


Gene No . 


119153 






Strand 






Start 


18200 






• End 


20264 




Name 


OJ000113 06. 0426. C4, 


. o3 . ts . 


Method 


TBLASTX: 


Soybean 


Start 


10733 






End 


11695 


GI 


none 






Score 


134 




Exons 


10733. 


.10915, 10734. 


, . 10916, 


10967. .11059, 10971 


. .11045, 




11048 . 


.11095, 11138, 


. .11332, 


11139. .11321, 11633 


. .11695 


Seq. No. 


56944 






Seq. ID 


OJ000^113 


06 0426 


Gene No. 


119153 






Strand 






Start 


18200 






End 


20264 




Name 


OJ000113 06. 0426. C4; 


;o8 . tm 


Method 


TBLASTX: 


Maize 


Start 


11141 






End 


11695 




GI 


none 






Score 


119 




Exons 


11141. 


.11341, 11142, 


. .11342, 


11633. .11695 




Seq. No. 


56944 






Seq. ID 


OJ000113 


_06.0426 


Gene No. 


119153 






Strand 






Start 


18200 






End 


20264 




Name 


- OJ000113 06. 0426. C4. 


, 06 . tm 


. Method 


TBLASTX: 


Maize 


Start ,. . 


-.13689 






.End . ,. 


14044.. 




GI 


none 






Score 


52 




Exons 


13689. 


.13760, 13696. 


, .13752, 


13739. .1381 


0, 13741 


. .13815, 




13745. 


.13816, 13901. 


, .14044, 


13910. .1402 


9, 13923 


. .14030, 




13924 . 


.14031 










Seq. No. 


56944' 






Seq. ID 


OJ000113 


_06.0426 


Gene No. 


119153 






Strand 






Start 


18200 






End 


20264 




Name 


ojoooi: 


L3_06.0426.C4. 


ol.ts 


Method 


TBLASTX: 


Soybean . 


Start 


13760 






End 


16126 


GI 


none 






Score 


87 




Exons 


13760. 


.13810, 13901. 


. 13933, 


13934. .1404 


1, 13937 


. . 14029, 




14207. 


.14332, 14208. 


. 14318, 


14209. . 1433 


1, 14587 


. . 14721, 




14597. 


.14719, 14786. 


. 14851, 


14795. .1485 


4, 14925 


. . 15017, 




14926. 


.15018, 14927. 


. 15022, 


14934. .1502 


3, 15115 


. . 15216, 




15116. 


.15214, 15296. 


.15376, 


15300. . 1537 


7, 15498 


. .15671, 




15498. , 


.15671, 15529. 


.15672, 


15532. . 1567 


2, 15746 


. .15892, 




15747. , 


.15890, 15957. 


.16118, 


15959. . 1611 


7, 15959 


. .16126, 




15969. , 


.16118 











57421 




Seq. No. 


56944 




Seq. ID 


OJ000113_06.0426. 


C4 


Gene No . 


119153 




Strand 






Start 


18200 




End 


20264 




Name 


OJ000113' 06. 0426. C4 . 


o7.tm 


Method 


TBLASTX: Maize 




Start 


14208 




End 


1472.5 




GI 


none . 




Score 


177 




Exons 


14208. . 14318, 14209. 


.14334, 


14209. . 14334, 14584 14724 , 






14585. . 14725 

'• 










Seq. No. 


56944 




.... Seq. ID 


OJ000113_06.0426. 


C4 


Gene No . 


119153 




Strand 






Start 


18200 




End 


20264 




Name 


OJ000113 06. 0426. C4. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


14786 




■ End 


15216 




GI 


none 




Score 


108 




Exons 


14786. . 14851, 14913. 


.15020, 


14926. . 15021, 14927. .15019, 






15115. . 15216, 15116. 


.15214 








Seq. No . ■ 


56944 




Seq. ID 


OJ000113_06.0426. 


C4 


Gene No . 


119153 




Strand 






Start 


18200 




End 


20264 




Name 


OJ000113 06. 0426. C4 . 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


15732 ^ 




End 


16057 




GI 


npne 




Score 


215 




Exons 


15732. . 15890, 15746. 


.15892-, 


15747. . 15E 


i90, 15954. .16055, 






15959. . 16057, 15969. 


.16055 








Seq. No. 


* 5694 4 




Seq. ID 


OJ000113_06.0426. 


C4. 


Gene No . 


119153 




Strand 






Start 


18200 




End 


20264 




Name 


OJ000113 06. 0.426. C4. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


16073 




End 


16661 




GI 


none 




Score 


67 




Exons 


16073. . 16114, 16383. 


.16442, 


16384 .. 164 34, 16512. . 16661, 






16516. . 16605 










Seq. No. 


. 56944 ...... 




■ Seq. ID 


. OJ000113__06.0426. 


C4 


Gene No. 


• 119153 




Strand 






Start 


18200 




End 


20264 




Name 


OJ000113 06. 0426. C4. 


o8.ts 


Method 


TBLASTX: Soybean 




Start 


16377 




End 


16649 




GI 


none . 




Score 


54 




Exons 


16377. .16442, 16381. 


.16434/ 


.16512. . 16649, • 16522 .. 16605 




Seq. No. 


5694 4 




Seq. ID 


OJ000113_06.0426. 


C4 


Gene No. 


119153 




Strand 






Start 


18200 




End 


20264 




Name 


OJ000113 06. 0426. C4 . 


06 . gs 


Method 


GEN SCAN 




Start 


18200 


End 


19949 




GI 


none 




Score 


. 7 




Exons 


18200. . 18355, 19858. 


.19949 








Seq. No. 


56944 




Seq. ID 


OJ000113_06.0426. 


C4 


Gene No. 


119153 




Strand 






Start 


18200 




End 


20264 




Name 


OJ000113 06. 0426. C4. 


o5 . np 


Method 


AAT/NAP 




Start 


19816 


End 


20264 





57422 



GI 


7413649 


Score 


69 


Exons 


19816. .19949, 20207. .20264 






GI Descrip. 


(AL162971) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


56945 


Seq. ID 


OJ000ll3_06.0426.C5 


Gene No. 


119154 


Strand 




Start 


1 


End 


7322 


Name 


OJ00011:3_06. 0426.C5. ol .np 


Method 


AAT/NAP 


Start 


1 


End 


7322 


GI 


7413649 


Score 


53 


Exons 


1..32, 756. .846, 3234. .3314, 


7222. .7322 


GI Descrip. 


(AL162971) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


56945- 


Seq. ID 


OJ000113__06.0426.C5 


Gene No. 


119154 


Strand 




Start 


1 


End 


7322 


Name 


OJ000113_06. 0426.C5 . ol . tm 


Method 


TBLASTX: Maize 


Start 


766 


End 


1169 


GI 


none 


Score 


119 


Exons 


766... 849, 770. .847, 771. .848 


, 772. .849, 938. .991, 960.. 992, 




1010. .1057, 1010. .1045, 1082 


..1168, 1086. .1169, 1089. .1169 


Seq. No. 


• 56945 


Seq. ID 


OJ000113_06.0426.C5 


Gene No. 


119154 


Strand 




Start •■ 


1 


End 


7322 


Name 


OJ000113 06.0426.C5.ol.gs 


Method 


GENSCAN 


Start 


771 


End 


7220 


GI 


none 


Score 


.42 


Exons 


771. .846, 959. .1168, 1599..>1622, 2038. 


, .2127, 3396. .3538, 




3928. .4222, 4660. .4762, 5166 


..5279, 6211. .6331, 6768. .6768, 




6819.. 6973, 7016.. 7220 






Seq. No. 


56946 


Seq. ID 


OJ000113_06.0426.C6 


Gene No. 


119155 


Strand 




Start 


1 


End 


1769 


Name 


OJ000113 06.0426.C6.ol.np 


Method 


AAT/NAP 


Start 


1 . 


• End. 


1742 • • 


GI 


- 5103826 


Score 


113' 


Exons 


1..28, 545. .613, 1188. .1328, 


1467. .1742 


GI Descrip. 


(AC007591) ESTs gb|R90323, gb|R90338. 


gb|Z25504 and gb|AA65; 




come from this gene. [Arabidopsis thaliana] 


Seq. No-. 


56946 


Seq. ID- 


OJ000113_06.0426.C6 


Gene No. 


119155 


Strand 




Start 


1 


End 


1769 


Name 


OJ000113 06. 0426.C6.ol.gs 


Method 


GENSCAN 


Start 


7 


End 


1769 


GI 


none 


Score 


. 6 


Exons 


7. .376, 491. .623, 1189. .1769 






Seq. No. 


56946 


Seq. ID 


OJ000113_06.0426.C6 


Gene No. 


119156 


Strand 




Start 


■3486 


End 


10279 


Name 


.OJ000113-06.0426.C6.o2". np 


Method 


AAT/NAP 


Start 


3471 


End 


8796 


GI 


2285885 


Score 


1506 


Exons 


3471. .3653, 4131. .4207, 4319 


..4401, 4491. .4681, 4779. .5065, 



57423 



5159. .5285, 5386. .5502, 5611. .5724, 5849. .5914, 7838. .8009, 
8151. .8358, 8455. .8796 
GI Descrip. (D89631) sulfate transporter [Arabidopsis thaliana] 



Seq..No. 56946 Seq. ID 

Gene No. 119156 Strand 

Start 3486 End 

Name 0 J000 1 1 3_0 6.0426.C6.o2.gs Method 

Start 3486 End 

GI none Score 

Exons 3486.. 3653, 4131.. 4207, 4319.. 4401, 

4951. .5065, 5159. .5285, 5415. .5502, 

7805. .8009, 8151. .8358, 8455. .8605, 
10102. . 10279 



OJ000113 06. 0426. C6 



10279 
GENSCAN 
10279' 
.45 

4491. .4681, 



5611. .5724, 
8652. .8911, 



4779. 
5849. 
8943. 



,4949, 
,5914, 
. 9062, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56946 

119157 

13277 

OJ000113_06.04 2 6.C6.ol.tc 

3522 

none 

3522. .3662, 4314. .4385, 4470. 
4777. .5067, 5157. .5291, 5158. 
5599.. 5712, 5608.. 5718, 5852. 
7895.. 8023, 8150. .8356, 8151. 

56946 

119157 

13277 

OJ000113_06. 04 26.C6-.ol. ts 

4359 

none 

4359. .4403, 4490. .4687, 4762. 
5157. .5228, 5158. .5229 



Seq. ID OJ000113_06.0426.C6 
Strand 

End 13593 
Method TBLASTX: Cress 
End 8719 
Score 116 

.4682, 4490. .4681, 4767. .5075, 
.5298, 5378. .5500, 5386. .5502, 
.5932, 7826.. 8026, 7860.. 8021/ 
.8357, 8456.. 8719, 8457., 8609 



OJ000113_06.0426.C6 
13593 

TBLASTX: Soybean 

5229 

55 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4863, 4767. .5075, 4900. .5067, 



Seq. No. 56946 

Gene No. 119157 

Start ■ 13277 . 

Name OJ000113_0 6 . 042 6 . C6 . ol . 

Start 4374 

GI none 

Exons 4374. .4403, 4470. .4682, 
4900. .5067, : 5157. .5279, 

Seq. No. "56946 

Gene No. 119157 

Start 13277 

Name OJ000113_0 6 . 0426 . C6 . ol . 

Start 4998 

GI none 

Exons 4998.. 5075, 5005.. 5067, 
5608. .5721 



Seq. ID- OJ000113_06.0426.C6 

Strand - 

. End 13593 

tm Method TBLASTX : Maize 

End 5280 

Score 90 
4490. .4687, 4767. .5075, 4789. .4863, 
■5158. .5280. 

Seq. ID OJ000113_06.0426.C6 
Strand 

End 13593 

tw Method TBLASTX : Wheat 

End 5721 

Score 61 
5157. .5291, 5158. .5298, 5386. .5487, 



Seq. No. 56946.., Seq. ID OJ000113 _06. 0426 . C6 

Gene No. 119157 ' Strand 

Start 13277 End 13593 

Name OJ000113_06 . 0426 . C6 . o2 . ts Method TBLASTX : Soybean 



57424 



Start 
GI 

Exons 



7841 End 8596 

none Score 126 

7841.. 8035, 7869.. 8021, 8150.. 8356, 8450.. 8596 



Seq. No. 56946 Seq. ID 

Gene No. 119157 Strand 

Start 13277 End 

Name OJ000113_06 . 0426 . C6 . o2 . tm Method 

Start 7865 End 

GI none Score 

Exons 7865.. 8035, 7866.. 8030 



OJ000113_06.0426.C6 
13593 

TBLASTX: Maize 
'8035 
145 



OJ000113 06. 0426. C6 



Seq. No. 56946 Seq. ID _ 

Gene No. 119157 Strand - ■■ 

Start 13277 End 13593 

Name OJ000113JD6 . 0426 . C6 . ol . gp Method AAT/GAP 

Start 12456 End 12535 

GI 5867_1.R1084 Score 129 

Exons ' 12456. .12535* 

GI Descrip. 1 4 64 98 6/sp I P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 ( UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_42 1857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_2 97884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog fArabidopsis thaliana] >gi_34 9211 (L00639) 
1 ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 


56946 


Seq. ID 


OJ000113_06, 


,0426. C6 


Gene No. 


119157 


Strand 






Start 


13277 


End 


13593 




Name 


OJ000113 06.0426.C6.o3.gs 


Method 


GENSCAN 




Start 


13277 


End 


13593 




GI 


none 


Score 


.6 




Exons 


13277. .13453, 13534. .13593 








Seq. No. ■ 


56947 


Seq. ID 


OJ000113_06. 


,0426. C7 


Gene No. 


119158- 


--. Strand 






Start 


636 


End 


3916 




Name 


OJ000113 06.0426.C7.ol.gs 


Method 


GENSCAN 




Start 


636 


End 


3916 




GI 


none 


Score 


.65 




Exons 


636.-757, 1524. .1632, 1664. 


.1707, 3835, 


..3916 




Seq. No. 


56948 


Seq. ID 


OJ000113_06, 


■0426.C8 


Gene No .- . 


119159. 


Strand 


+ 




Start 


711 


End 


4695 




Name 


OJ000113' 06.0426.C8.ol.gs 


Method 


GENSCAN 




Start 


711 


End 


4695 




GI 


none 


Score 


.53 




Exons 


711. .749, 2107. .2244, 2319. 


.2477, 2976, 


..3195, 4565. 


. .4695 


Seq. No. 


56948 


Seq. ID 


OJ000113_06. 


.0426. C8 


Gene No. 


119160 


Strand 


+ 




Start 


8229 


End 


8825 




Name 


OJ000113 06.0426.C8.ol.gp 


Method 


AAT/GAP 




Start 


8229 


End 


8825 




GI 


2799807 


Score 


1089 





57425 




Exons 8229.. 8825 



Seq. No. 


56948 


Seq. ID 


OJ000113 


06. 0426, 


>C8 


Gene No: 


119161 


Strand 


+ 






Start 


8970 


End . 


9945 






Name 


OJ000113_06. 042 6.C8 . o2 .gp 


Method 


AAT/GAP 






Start 


8970 


End 


9945 






GI 


none 


Score 


1553 






Exons 


8970.. 9299, 9460.. 9945 










Seq. No. 


56948 


Seq. ID 


OJ000113 


06. 0426. 


, C8 


Gene No. 


119162 


Strand 


' + 






Start 


9859 


End 


11975 






Name 


OJ000113_06. 042 6.C8 .o4 .gs 


Method 


• GENSCAN 






Start 


9859 


End 


11929 






GI 


none 


Score 


. 75 






Exons 


9859. .10028, 10116. .10203, 


11066. . 1114 


7, 11847. 


. 11929 




Seq. No. 


56948 


Seq. ID 


OJ000113 


_06.0426. 


,C8 


Gene No. 


119162 


Strand 


+ 






Start 


9859 


End 


11975 






Name 


OJ000113 06.0426.C8.ol.np 


Method 


AAT/NAP 






Start 


9913 


End 


11975 






GI 


4105798 • 


Score 


460 






Exons . 


9913.'-. 9978, 10108 .. 10203 , 10883.. 10975 


, 11066.. 


11143, 






11234. .11277, 11349. .11389, 


11847. .11975 






GI Descrip. 


(AF049930) PGP237-11 [Petunia x hybrida] 






Seq. No. 


56948 


Seq. ID 


OJ000113 


_06.0426. 


C8 


Gene No. 


119162 


Strand 


+ 






Start 


9859 


End 


11975 






Name 


OJ000113 06.0426.C8.o3.gp 


Method 


AAT/GAP 






Start 


9937 


End 


11975 






GI 


25531 2.R1084 


Score 


820 






Exons 


9937.. 10028, 10116 .. 10203, 


10883. .10975, 11066. 


. 11143, 






11234. .11277, 1134 9. .1138 9, 


11847. .11975 






GI Descrip. 


- '4105798 3.0e-90 (AF049930) 


PGP237-11 ■ 


[Petunia : 


x hybrida] 1 


Seq. No. 


56948 


Seq. ID 


OJ000113_ 


_06.0426. 


C8 


Gene. No. 


119163 


Strand 








Start 


5641 


End 


6958 






Name 


OJ000113 06.0426.C8.o2.gs 


Method. 


GENSCAN 






Start 


■ 5641 


: End 


• 6958 ' 






GI 


none 


Score 


.76 






Exons 


5641. .5822, 6757. .6958 










Seq. No. 


56948 


Seq. ID 


OJ000113_ 


J)6.0426. 


C8 


Gene No. 


119164 


Strand 








Start 


7642 


End 


8988 






Name 


OJ000113 06.0426.C8.o3.gs 


Method 


GENSCAN 






Start 


7642 


End 


8988 






GI 


none 


Score 


. 6 






Exons 


7642. .7681, 8291. .8532, 8986. .8988 








Seq. No. 


56948 


Seq. ID 


OJ000113_ 


_06.0426. 


C8 


Gene No. 


119165 


Strand 








Start 


9465 


End 


11941 







57426 



Name 

Start 

GI 

Exons 



OJ000113_06.0426.C8 .ol. tm Method TBLASTX : Maize 

9465 End 11941 

none Score 4 4 

9465.. 9512, 9466.. 9507, 9551.. 9589, 9578..968'2> 9591.. 9680, 
9650. .9745, 9743. .9811, 9747. .9812, 9747. /9809, 9797. .9910, 
9801.. 9914, 9803.. 9901, 9898.. 10029, 9913.. 10029, 9917.. 10033 
10115. .10198, 10116. .10199, 10116 .. 10199, 10162 .. 10203, 
10880. . 10981, 10881. .10976, 10882 .. 10977 , 11063 .. 11155 , 
11064. . 11144, 11233. .11277, 11234 .. 11278 , 1134 1 11391 , 
11346. .11390, 11845. .11928, 11846 11929, 11867. .11941 



Seq. No. 


56948 








Seq. ID 


OJ000113 


_06. 0426 


.C8 


Gene No. 


119165 








Strand 








Start 


9465 








End 


11941 






Name 


OJ0001 


13 06. 0426. C8. 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


10111 








End 


11929 






GI- 


none 








Score 


77 






Exons 


10111. 


.10194, 


10116. 


.10217, 


10162. . 10200, '10910 


. .10972, 






10915. 


.10971, 


11064. 


.11171, 


11065. .11142, 11072 


. .11170, 






11219. 


.11278, 


11239. 


.1128'9,' 


11249. .11275, 11341 


. .11394, 






11343. 


.11390, 


11846. 


.11929 










Seq. No. 


56948 








Seq. ID 


OJ000113 


_06.0426 


.C8 


Gene No. 


119165 








Strand 








Start 


9465 








' End 


11941 






Name 


OJ000113- 06.0 


426. C8. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


10116 








End 


11391 




GI 


none 








Score 


76 






Exons 


10116. 


.10196, 


10162,. 


.10203, 


10880. .10981, 10882 


. .10977, 






10896. 


.10988, 


11065. 


.11115, 


11066. . 11170, 11070 


. . 11171, 






11219. 


.11278, 


11249. 


.11275, 


11341. . 11373, 11368 


. .11391 





Seq. No. 


56948 




Seq. ID 


OJ000113_06.0426 


.C8 


Gene No. 


119165 




Strand 






Start 


9465 




End 


11941 




Name - 


OJ000113 06. 0426. C8. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


- 10116 ... 




End' . . 


11394 . 




GI 


none 




Score 


60 ' 




Exons 


10116. .10196, 10165. 


.10197, 


10910. . 1097 


'8, 10912. . 10977, 






11065. .11115, 11066. 


.11152, 


11219. . 1127 


'8, 11239-. .11277, 






11341. .11394, 11346. 


.11390 








Seq. No. 


56949 




Seq. ID 


OJ000113_06.0426 


.C9 


Gene No . 


119166 




Strand 


+ 




Start 


1 . . . 




End 


1252 




Name 


OJ000113 06. 0426. C9. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1252 




GI 


4105798 




Score 


97 




Exons 


1..222, 1217. .1252 











GI Descrip. (AF049930) PGP237-11 [Petunia x hybrida] 



Seq. No. 56949 Seq. ID OJ000113_06 . 0426 . C9 

Gene No. 119167 ;Strarid 

Start 1 End 827 

Name OJ000113J36". 0426 . C9 . ol . gp Method AAT/GAP 

Start 1 End 827 

GI 25531 1.R1084 Score 1385 



57427 




Exons 


1. .26, 108. .827 






GI Descrip. 


•4105798 3.0e-99 (AF049930) 


PGP237-11 


[Petunia x hybrida] ' 


Seq. No. - 


56949 " * 


Seq. ID 


OJ000113 06. 0426. C9 


Gene No. 


119167 


Strand 




Start 


1 


End 


827 


Name 


OJ000113 06.0426.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


94 


End 


217 


GI 


none 


Score 


180 . : 


Exons 


94. .216, 107. .169, 108. .215, 


113. .217 




Seq. No. 


56950 


Seq. ID 


OJ000113 06. 0426. C10 


Gene No. 


119168 


Strand 


+ 


Start 


■11358 


End 


12413 ■ ■ 


Name 


OJ000113 06.0426.C10.o3.gs 


Method 


GENSCAN 


Start 


11358 


End 


12413 


GI 


none 


Score 


. 85 


Exons 


11358 . . 12413 






Seq. No. 


56950 


Seq. ID 


0 JO 0 01 1 3_0 6. 0426. C10 


Gene No. 


liyi o9 


Strand 


+ 


Start 


32673 


End 


36044 


Name 


OJ000113 06.0426.C10.o2.np 


Method 


■ AAT/NAP 


Starts 


32529 


End 


36044 - 


GI - ' 


7434421 ... " * 


Score 


2779 


Exons 


32529. .32648, 32769 36044 






GI Descrip. 


brassinosteroid-insensitive 


protein BRI1 - Arabidopsis thaliana 



gi|2392895|gb|AAC49810.1| (AF017056) brassinosteroid insensitive 
1 [Arabidopsis thaliana] gi | 5042156 | emb | CAB4 4 675 . 1 | (AL078620) 
brassinosteroid insensitive 1 gene (BRI1) [Arabidopsis thaliana] 
gi | 727 0924 | emb | CAB80603 . 1 | (AL161595) brassinosteroid 







insensitive 


1 gene (BRI1) [Arabidopsis 


thaliana] 




Seq. No. 


56950 




Seq. ID 


OJ000113_06. 0426. C10 


\. \ 


Gene No. 


119169 




Strand 


+ 




Start 


32673 




End 


36044 


r ™ 


Name 


OJ000113 06. 


0426-.C10.o7-.gs 


Method- 


GENSCAN 




Start ■ 


32673 * 




End 


36038 • - 


i- 


GI 


none 




Score 


.97 


T3 

1 . ; 


Exons 


32673. .36038 










Seq. No. 


56950 




Seq. ID 


OJ000113_06. 0426. C10 




Gene No. 


■ 119170 




Strand • * 






Start 


810 




End 


4377 




Name 


OJ000113 06. 


0426. C10. ol.gs . 


Method 


GENSCAN 




Start 


■810 




End 


4377 




GI 


none 




Score 


.67 




Exons 


810. .957, 12 


82.. 1398, 1505. 


.2203, 2599, 


. .2626, 3072. .3137, ' 






4083. .4377 










Seq. No. 


56950 




Seq. ID 


OJ000113_06. 0426. C10 




Gene No. 


119171 




Strand 






Start 


14372 




End 


20212 




Name 


OJ000113 06. 


0426. C10. o4.gs 


Method 


GENSCAN 




Start 


14372 




End ■ 


20095 




GI 


none 




Score 


.55 




Exons 


14372. .14812 


, 15444. .15496, 


15592. .15859, 15933. .16118, 



57428 






16590 . .16625, 16714 . 


.16812, 


17177 . . 174 


94, 17591 


. .17648, 






19169. .19324, 19685. 


. 19900, 


19998 . . 200 


95 






Seq. No. 


56950 




Seq. ID 


OJ000113 


_06. 04 26 


.C10 


Gene No. 


119171 




Strand 








Start 


14372 




- End 


20212 






Name 


OJ000113 06. 0426. CIO 


. ol . np 


Method 


AAT/NAP 






Start 


15396 




End 


20212 






GI 


6562375 




Score 


937 






Exons 


15396. .15496, 15592. 


. 15812, 


15878 . . 161 


51, 16714 


. . 17042, 






17177 . . 17494 , 17591 . 


. 17648, 


19169 . . 193 


14, 19679 


. . 19900, 






199 98.. 20074, 20111. 


.20212 










GI Descrip. 


(AJ24 9962) potassium 


channel 


. [Daucus c 


arota] 






Seq. No. 


56950 




Seq. ID 


OJ000113 


_06 . 0426 


. C10 


Gene No. 


119172 




Strand 








Start 


26130 




End 


28679 






Name 


OJ000113_06. 0426. C10 


.o3. tc 


Method 


TBLASTX: 


Cress 




Start 


1-54 02 




End 


19903 






GI 


none 




Score 


75 






Exons 


15402. .15509, 16002. 


.16136, 


16009. .161 


04, 16714 


. . 16812, 






16714 . . 16812, 17177 . 


. 17494, 


17202, .175 


13, 17586 


. . 17660, 






17588. .17650, 19246. 


. 19326, 


19681. .19902, 19826 


. . 19903 




Seq. No. 


56950 




Seq. ID 


OJ000113 


_06.0426 


.C10 


Gene No. 


119172 




Strand 








Start 


26130 




End 


28679 






Name 


OJ000113_06. 0426 .C10 


.o4 . tm 


Method 


TBLASTX : 1 


Maize 




Start 


15907 




End 


16116 






GI 


none 




Score 


179 






Exons 


15907 . . 16092, 15934 . 


.16116, 


15936. .161 


15 






Seq. No. 


56950 




Seq. ID 


OJ000113 


JD6.0426 


.C10 


Gene No. 


119172 




Strand 








Start 


26130 




End 


28679 






Name 


OJ000113 06. 0426. C10 


. o3 . ts 


Method 


TBLASTX : 


Soybean 




Start 


17213 




End 


17500 






GI 


none 




Score 


133 






Exons 


17213. .17365, 17217. 


. 17363, 


17375. . 175 


00 






Seq. No. 


56950 




Seq. ID 


OJ000113 


06 . 0426 


.C10 


Gene No. 


119172 




Strand 








Start 


26130 




End. 


28679 






Name 


OJ000113 06. 0426. C10 


,o6.gs 


Method 


GEN SCAN 






Start 


26130 




End ' 


28679 






GI * 


none 




Score 


.72 






Exons 


26130. .26203, 26337. 


.26508, 


27220. .27325, 27592 


. .27683, 






28318 . .28377, 28545 . 


.28679 










Seq. No. 


56950 




Seq. ID 


OJ000113 


_06. 0426 


.C10 


Gene No . 


119173 




Strand 








Start 


33324 




End 


34679 






Name 


OJ000113 06. 0426. C10 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


33324 




End 


34610 






GI 


none 




Score 


55 






Exons 


33324. .33383, 33393. 


.33467, 


33546. .33686, 33555 


. .33686, 






33702. .33836, 33767. 


.33985, 


33768. .33986, 33867 


. .34064, 





57429 



Seq. No. 
Gene, No. 
Start ' 
Name 
Start 
GI . 
Exons 



33924. .34124, 33947 .. 34 123, 33983 .. 34216, 33986 . .34237 , 
33987. .34241, 34425.. 34610 



56950 
119173 
33324 

OJ000113_06. 0426. CIO. o2.tc 
33393 



Seq. ID OJ000113_06. 0426. CIO 
Strand 

34679 

TBLASTX: Cress 
34610 
75 



End 

Method 
End 

none Score 
33393.-33536, 33558 3368 6, 33659 .. 34039, 33660 
33708. .33818, 33777 . . 34 1 12 , 33852 33962 , 33924 
33924. .34199, 33927 34031 , 33947 34 186, 34077 
34404 . .34610 



.34040, 
,34034, 
,34208, 



Seq. No. 56950 
Gene No. 119173 
Start 33324 

Name O JO 0011 3_0 6. 0426. C10. 

Start 33408 

GI none 

Exons 33408 . . 33530, 

33555. .33686, 
33717. .34244, 33717. 
33987. .34208, 34019. 
34383. .34628, 
34431. .34589, 
34575. .34679, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



33537. 
33582. 



34416. 
34443. 
34611. 



o3 . tm 



33656, 
33686, 
34199, 
34126, 
34631, 
34625, 
34679 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 06. 0426. C10 



34679 

TBLASTX: Maize 
34679 
49 

33546. .33686, 3354 6 .. 3368 6, 
33642. .33686, 33702 .. 34166, 
33771. .34202, 33933 .. 3422 9, 
34031. .34207, 34 151 .. 34210 , 
34428. .34631, 34431 .. 34478 , 
34443. .34628, 34500 .. 34 640 , 



56950 Seq. ID 

119173 Strand 

33324 End 

OJ000113_06 . 042 6. C10 . o3 . tw Method 

33534 End 

none Score 



OJ000113_06. 0426. C10 
34679 

TBLASTX: Wheat 

34241 

68 



33534. .33656, 33693 .. 34028 , 33780 .. 34 094 , 338 15 .. 34 105 , 
33861. .34172, 33875 .. 3394 6, 33933 .. 34202 , 34 005 .. 34208 , 
34077. .34241 - ... 



Seq. No. 56950 

Gene No. 119174 

Start 34679 

Name OJ000113_06 . 042 6 . C10 . o2 . tm 

Start 34 67-9 

GI none 

Exons. 34679. .34795, 34680 .. 34808, 
34750. .34863, 34775.-34 8 67, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 06. 0426. C10 



35960 

TBLASTX: Maize 
35183 
136 . 

34749.-34862, 3474 9 .. 34862, 
34866. .34985, 34869. .34988, 



34874 . .34987, 34875 .. 35183, 34982. .35176 



Seq. No. 56950 

Gene No. 119174 

Start 34679 

Name OJ000113_06 . 042 6. C10 . ol . ts 

Start 35021 

GI * none ' 

Exons 35021. .35428, 35022 .. 35729, 
35723. .35944, 35724.. 35960 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113JD6. 0426. C10 
35960 

TBLASTX: Soybean 
35960 
.267 



35024. .35632, 35086 .. 35742 , 



57430 



Seq. No. 


56950 




Seq. ID 


OJ000113 06.0426, 


.C10 


Gene No. 


119174 




Strand 






Start 


34 67 9 




End 


35960 




Name 


OJ000113_06. 04 2 6. CIO 


. o2.tw 


--Method 


TBLASTX: Wheat 




Start 


35054 




End 


35279 




GI 


none 




Score 


200 




Exons 


35054. .35275, 35055. 


. 35279 








Seq. No. 


56950 




■ Seq. ID 


OJ000113_06.0426< 


,C10 


Gene No. 


119174 




Strand 






Start 


34 679 




End 


35960 




Name 


OJ000113 06. 0426. C10 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


35079 




End • 


35536 




GI 


none 




Score 


651 




Exons 


35079 .. 35534/ 35087., 


. 35536, 


35110.. 35535 




Seq. No. 


56950 




Seq. ID 


OJ000113_06.0426. 


.C10 


Gene No. 


119174 




Strand 






Start 


34 67 9' - ..■ 




End 


35960 




Name 


OJ000113_06 . 0426. C10 , 


. ol . tm 


Method 


TBLASTX : Maize 




Start 


35194 




End 


35957 




GI 


none 




Score 


575 




Exons 


35194V. 35868, 35194 . , 


. 35430, 


35201. .35632, 35202 .. 35957, 






35202. .35924, 35690. . 


. 35953 








Seq. No. 


56950 




Seq. ID 


OJ000113_06.0426. 


C10 


Gene No. 


119174 




. Strand 






Start 


34679 




End 


35960 




Name 


OJ000113_06 . 0426. C10 , 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


35328 




End 


35699 




GI 


none 




Score 


37 




Exons 


35328. .35357, 35375. . 


, 35545, 


35376. .35570, 35580 .. 35699, 






35586 . . 35684 










Seq. No. 


56950 




Seq. ID 


OJ000113_06.0426. 


C10 


Gene No. 


119174 




Strand 






.Start 


34 67 9 




, End . " 


-35960 ; 




Name 


OJ000113_06. 0426.C1O. 


"o4 . tc 


Method 


TBLASTX: Cress- 




Start 


35580 




End 


35924 




GI 


none 




Score 


209 




Exons 


35580. .35729, 35583. . 


35729, 


35823. .35924 




Seq. No. 


56951 ■ 




■Seq. ID 


OJ000113_06.0426. 


Cll 


Gene No. 


119175 




Strand 






Start 


4534 




End 


6525 




Name 


OJ000113 06.0426.C11. 


o2 . gs 


Method 


GENSCAN 




Start 


4534 




End 


6525 




GI 


none 




Score 


.48 




Exons 


4534. .4670, 4973. .5094, 5849 


..5909, 6380.. 6525' 




Seq. No. 


56952 




Seq. ID 


OJ000113_06.0426. 


C12 


Gene No. 


119176 




Strand 


+ 




Start 


146 




End 


3559 




Name 


OJ000113 06.0426.C12. 


ol . gs 


Method 


GENSCAN 




Start 


146 




End 


2100 




GI 


none 




Score 


.47 




Exons 


146. .260, 645. .772, 1996. .2100 







57431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56952 Seq. ID 

119176 Strand 
14 6 End 
OJ000113_06 . 04 26 . C12 . ol . np Method 

1687 .. ....->.;,.,. ....... , End . . 

5852093 Score 
1687. .1812, 3537. .3559 
(AL117264) zwhl6.1 [Oryza sativa] 

56952 Seq. ID 

119176 Strand 
146 End 
OJ0001 13_06 . 0426 . C12 . o2 . np Method 
1706 End 
5852093 Score 
1706. . 1835 

(AL117264) zwhl6.1 [Oryza sativa] 



OJ000113_06.0426.C12 
+ 

3559 
AAT/NAP 
3559 
54 



OJ000113_06.0426.C12 
+ 

3559 
AAT/NAP 
1835 
59 



Seq. No. 56953 Seq. ID 

Gene No. 119177 Strand 

Start 1 End 

Name OJ000113_01 . 04 26 . CI . ol . np Method 

Start 1 End 

GI 4185311 Score 

Exons 1. .738 

GI Descrip. (AF090446) polyprotein [Zea mays] 



OJ000113_01.0426.C1 
+ 

738 

AAT/NAP 

738 

919 



Seq. No. 56953 Seq. ID 

Gene No. 119177 Strand 

Start 1 End 

Name 0 J00 0 1 1 3_0 1.0426. CI . o2 . tm Method 

Start 6 End 

GI none Score 

Exons 6.. 38, 34.. 192, 36.. 218, 44.. 208 



OJ000113_01.0426.C1 
+ 

738 

TBLASTX: Maize 

218 

41 



Seq. No. . ■ 56953 
Gene No. 119177 
Start 1 

Name OJ000113_01 . 0426 . CI . ol . tw 

Start 78 
GI none 

•Exons . ' 78. .326, 80 . . 307 , 93 . . 308 
362. .424, 366. .650, 375 



Seq. ID .-OJ000113_01.0426.C1 
Strand + 
End 738 
Method TBLASTX : Wheat 
End 650 
Score 229 
, 338. .364, 338. .364, 340. .372, 
434, 465. .647 



Seq. No. 


56953 








Seq. ID 


OJ000113_01.0426 


.CI 


Gene No. 


119177 








Strand 


+ 




Start 


1 








End 


738 




Name 


OJ000113 


01. 0426. CI, 


.ol. 


.tm . 


Method 


TBLASTX: Maize 




Start 


218 








End 


737 " 




GI 


none 








Score 


673 




Exons 


218. .736, 


219. .737 












Seq. No. 


56953 








Seq. ID 


OJ000113_01.0426 


.CI 


Gene No. 


119177 








Strand 


+ 




Start 


1 








End 


738 




Name 


OJ000113 


01. 0426. CI, 


.ol. 


.gs 


Method 


GENSCAN 





57432 




Start 


258 




End 


674 


GI 


none 




Score 


. 62 


Exons 


258 . . 674 








Seq. No. 


56953 




Seq. ID 


OJ000113 01. 0426. CI 


Gene No. 


119177 




Strand 


+ 


Start 


1 




End 


738 


Name 


OJ000113_01 . 04 2 6. CI ,ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


495 




End 


734 


GI 


none 




Score 


183 


Exons 


495. .734, 578. .685 








Seq. No. 


56954 




Seq. ID 


OJ000113_01.0426.C2 


Gene No. 


119178 




Strand 


+ • ■ 


Start 


1 




End 


4102 


Name 


OJ000113 01.0426.C2.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1660 


GI 


6630685 




Score 


2388 


Exons 


1..1660 








GI Descrip. 


(AP000969) Similar to copia- 


type pol polyprotein. . (AF10571i 




[Oryza sativa] 








Seq. -No. 


56954 




Seq. ID 


OJ000113_01.0426.C2 


Gene No. 


119178 




Strand 


+ 


Start 


1- 




End 


4102 


Name 


OJ000113 01.0426.C2.ol. 


gs 


Method 


GENSCAN 


Start 


176 




End 


4102 


GI 


none 




Score 


.72 


Exons 


176. .1342, 1373. .1625, 


2594. 


.2728, 2742. .2883, 2961. .3188, 




3199. .4102 








Seq. No. 


56954 




Seq. ID 


OJ000113_01.0426.C2 


Gene No. 


119179 




Strand 


+ 


Start 


8655 




End 


9969 


Name 


OJ000113 01.0426.C2.o3. 


gs 


Method 


GENSCAN 


Start 


8655 




End 


9969 


GI 


none 




.. Score • . , 


- 59 .... 


Exons ■ ■ 


8655. .8794, 9484. .-9630, 


9858 


. . 9969. • • 




Seq. No. 


56*954 




Seq. ID 


OJ000113_01.0426.C2 


Gene No. 


119180 




Strand 




Start 


5426 




End 


6707 


Name 


OJ000113 01.0426.C2;62. 


gs ■ . 


Method 


GENSCAN 


Start 


542 6 




End 


6707 


GI 


none 




Score 


.56 


Exons 


5426. .5523, 6089. .6707 








Seq. No. 


56954 




Seq. ID 


OJ000113JU.0426.C2 


Gene No. 


119181 




Strand 




Start 


10809 




End 


16645 


Name 


OJ000113 01.0426.C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


292 


GI 


none 




Score 


399 


Exons 


2. .292, 2. .289, 22. .291 








Seq. No. 


56954 




Seq. ID 


OJ000113_01.0426.C2 


Gene No. 


119181 




Strand 





57433 




Start 


10809 






End 


16645 




Name 


OJ000113 


01. 0426. C2 


.ol.ts 


Method 


. TBLASTX : Soybean 




Start 


26 






End 


633 - 




GI 


5509260 






Score 


214 




Exons 


26. . 244, 


26. .256, 250, .633, 


251. . 631, 


412. . 633 




GI Descrip. 


— 












Seq. No. 


56954 






Seq. ID 


OJ000113- 01.0426. 


, C2 


Gene No. 


119181 






Strand 






Start 


10809 






End 


16645 




Name 


OJ000113_ 


01. 0426. C2 


. ol . tw 


Method 


TBLASTX: Wheat 




Start ~ 


152 






End 


619 




GI 


none 






Score 


80 




Exons 


152. .244, 


173. .244, 


272 . . 619 


274 . . 606 






Seq. No. 


56954 






Seq. ID 


OJ000113 01.0426. 


C2 


Gene No. 


119181 






Strand 






Start 


10809 






End 


16645 




Name »- 


OJ000113 


01. 0-426. C2. 


.ol.tc 


• 'Method 


TBLASTX: Cress 




Start 


233 






End 


514 




GI 


none 






Score 


203 




Exons 


233. .514, 


238. .387 










Seq. No. 


56954 






Seq. ID 


OJ000113 01.0426. 


C2 


Gene No. 


119181 






Strand 






Start 


•1080.9 






End 


16645 




Name 


OJ000.113_ 


01. 0426. C2, 


,o2. tm 


Method 


TBLASTX: Maize 




Start 


293 






End 


760 




GI 


none 






Score 


579 




Exons 


293. .760, 


295. .741, 


341. .757, 702. .758 






Seq. No. 


56954 






Seq. ID 


OJ000113 01.0426. 


C2 


Gene No. 


119181 






Strand 






Start 


10809 






End 


16645 




Name 


OJ000113_ 


01. 0426. C2. 


, o4 . tm - 


Method 


TBLASTX: Maize 




Start 


782 






End 


990 




GI . 


none . 






. Score. 


243 




Exons 


782 . . 988, 


802. . 990 










Seq. No. 


56954 






Seq. ID 


OJ000113 01.0426. 


C2 


Gene No. 


119181 






Strand 






Start 


10809 






End 


16645 




Name 


OJ000113 


_01.0426.C2. 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


803 






End 


1219 




GI 


none 






Score 


78 




Exons 


803. . 955, 


983. .1219 










Seq. No. 


56954 






Seq. ID 


OJ000113 01.0426. 


C2 


Gene No. 


119181 






Strand 






Start 


10809 






End 


16645 




Name . 


OJ000113 


_01.0426.C2. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


993 






End 


1669 




GI 


none 






Score 


965 




Exons < • 


993. .1439, 995. .1669, 1222. . 


1653, 1334- 


. .1663 




Seq. No. 


56954 






Seq. ID 


OJ000113_01.0426. 


C2 


Gene No. 


119181 






Strand 







57434 




Start 


10809 




End 


16645 




Name 


OJ000113_01. 


0426.C2.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


1004 




End 


1645 




GI 


none 




Score 


272 




Exons 


1004 . . 1393, 


1228.. 1335, 1412 


. . 1645 






Seq. No. 


56954 




Seq. ID 


OJ000113 


_01 . 0426 


Gene No. 


119181 




Strand 






Start 


- 10809 




End' 


16645 




Name 


OJ000113 01. 


04.26. C2.o4.gs 


Method 


GENSCAN 




Start 


10809 


End 


16637 




GI 


none 




Score 


.59 




Exons 


10809. .11057 


, 11642. .11836, 


12023. .12307, 13013 


. .13207, 



13593. .13640, 13997 .. 14 197 , 16494.. 16637 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56954 
119181 
10809 

OJ000113__01.0426.C2.o2 
10815 
7489383 

10815. .11057, 11642. .11836, 



OJ000113 01. 0426. C2 



.np 



Seq. ID 
Strand 

End 16645 
Method AAT/NAP 
End 13951 
Score 323 
13866. . 13951 

jacalin homolog -'barley gi | 1167955 | gb | AAA87042 . 1 | (U43497) 
putative 32.7 kDa .jasmonate-induced protein [Hordeum vulgare] 
gi|2465428|gb|AAB72097.1| (Al , 021257) 32 kDa protein [Hordeum 
vulgare] 



56954 

119181 

10809"* 

OJ000113_01.042 6.C2.o3.np 
12068 
7489383 



OJ000113 01. 0426. C2 



Seq. ID _ 
'Strand 

End 16645 
Method AAT/NAP 
End 16645 
Score 283 
12068. .12307, 13997 .. 14 197, 16623. .16645 

jacalin homolog - barley gi | 1167955 | gb IAAA87042 . 1 | (U43497) 
putative 32.7 kDa jasmonate-induced protein [Hordeum vulgare] 
gi 1.24 65428 | gb I AAB72Q97.il (AF0212-57) 32 kDa protein [Hordeum, 
vulgare] 



Seq. No. 56955 

Gene No. 119182 

Start 1606 

Name ' OJ000113_01 . 0426 . C3 . ol . gs 

Start 1606 

GI none 
Exons 



Seq. ID OJ000113_01.0426.C3 

Strand + 

End 3198 

Method GENSCAN 

End 3198 

Score' .51 



1606. .1663, 1760. .1790, 2113. .2338, 3163. .3198 



Seq. No. 

Gene .No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



56955 

119183 

6337 

OJ000113_01.042 6.C3.ol.tw 

422 

none 



Seq. ID OJ000113_01.0426.C3 
Strand 

End 6520 

Method TBLASTX : Wheat 

End 1686 

Score 69 



422. .571,. 422. .574, 429. .668, 432. .674, 1582. .1686,' 1594. .1671 



56955 
119183 



Seq. ID OJ000113_01.0426.C3 
Strand 



57435 



Start 6337 End 6520 

Name OJ0001 13_01 . 0426 . C3 . o2 . np Method AAT/NAP 

Start 6337 End 6520 

GI 6498436 Score 49 

Exons 6337. .6520 

GI Descrip. (AP000815) hypothetical protein [Oryza sativa] 



Seq. No. 56956 Seq. ID 

Gene No. 119184 Strand 

Start 7306 End 

Name O JO 0011 3_01. 0426. C4.ol.gp Method 

Start 7306 End 

GI uC-osroM202039dl0bl Score 

Exons 7306. .7805 

GI Descrip. * 4 680207/gb | AAD27570 . 1 1 AF114 17 1_11 1.0e-14 (AF114171) disease 
resistance protein RPM1 homolog [Sorghum bicolor] ? 



OJ000113_01.0426.C4 
+ 

17228 
AAT/GAP 
7805 
942- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56956 

119184 

7306 

OJ000113_01 

• 7369 

.6721549 

"7369. .7804, 
(AP001073) 
(AF105140) 



0426.C4 .ol.np 



7833..8246, 9741, 



Seq. ID OJ000113_01.0426.C4 

Strand + 

End 17228 

Method AAT/NAP 

End 15287 

Score 716 

.10987, 11091. .11485, 15211. .15287 



Similar to Disease resistance gene homolog 9N. 
[Oryza sativa] 



Seq. No. 


56956 




Seq. ID 


OJ000113_01. 


0426. 


.C4 


Gene No. ' 


119184 




Strand 


+ 






Start 


7306 




End 


17228 






Name 


OJ000113 01. 0426. C4, 


. o2 . np 


Method 


AAT/NAP 






Start 


12299 




End 


17207 






GI 


5738362 




Score 


1571 






Exons 


12299. .12469, 15356. 


. .17207 










GI Descrip. 


(AL021637) putative 


protein 


[Arabidopsis thaliana] 






Seq. No.. 


■56956. 




Seq. ID 


OJ00011*3_01.. 


0426. 


..C4 


Gene No. 


119184 




. Strand 


+ 






Start 


7306 




End 


17228 






Name 


OJ000113 01. 0426. C4. 


, o5 . gs 


Method 


GENSCAN 






Start 


15213 




End 


17228 






GI 


none 




Score 


1 






Exons 


15213.. 17228 













Seq. No. 


56956 






Seq. ID 


OJ000113_ 


01. 


.0426. 


,C4 


Gene No. 


119185 






Strand 










Start 


2378 






End 


6569 








Name 


OJ000113 01. 


0426, C4 .o2. 


gs 


Method 


GENSCAN 








Start 


2378 






End 


6569 








GI 


none 






Score 


.83 








Exons 


2378. .2508, 


3579. .5623, 


5755. 


.6569 










Seq. No. 


56956 






Seq. ID 


OJ000113_ 


01. 


,0426. 


.C4 


Gene No. 


119186 






Strand 










Start 


11682 






End 


12105 








Name 


OJ000113 01. 


0426. C4 .o2. 


gp 


Method 


AAT/GAP 








Start 


11682 






End 


12105 









57436 



GI 

Exons 



none 

11682. .12105 



Score 



840 



r.T 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



56956„ 
119187 
12481 

OJ000113_01.0426.C4.o4.tm 

3736 
none 



Seq. ID OJ000113_01.0426.C4 
Strand 

End 14649 

Method TBLASTX : Mai ze 

End 3997 

Score 123 



3736. .3993, 3736. .3996, 3833.-3997 

56956 Seq. ID 

119187 Strand 
124 81 End 
OJ000113_01.0426.C4.o2.ts Method 
4429 End 
none Score 
4429. .4611, 5296. .5403, 5404. .5592, 9781. .9873, 9994. .10065, 

10111. .10305, 10297. .10470, 10615.. 10896 



OJ000113_01.0426.C4 
14649 

TBLASTX : Soybean 

10896 

72 



56956 

119187 

12481 

OJ0001-13_01.0426.C4.ol.tw 

4502 

none 



Seq. ID OJ000113_01.0426.C4 
Strand 

End 14649 

Method TBLASTX : Wheat 

End 10884 

Score 137 



4502. .4681, 4504. .4677, 4504. .4707, 4515. .4682, 4666. .4812, 
4682. .4807, 10588 .. 10680 , '10726 .. 10884 



56956 

119187 

12481 

OJ000113_01.0426.C4.ol.tm 

4582 
none 



Seq. ID OJ000113JD1.0426.C4 
Strand 

End 14649 

Method TBLASTX: Maize 

End 10824 

Score 305 



4582. .4704, 4696. .4893, 10360 .. 104 94 , 10366 .. 1068 6, 
10422. .1069.1, 1.0717. .,10824 . , • 



56956 

119187 

12481 

OJ000113_01.0426.C4.o2.tw 

5098 '. 

none 



Seq. ID OJ000113_01.0426.C4 
Strand 

End 14649 
Method TBLASTX : Wheat 
End ■ ■. 10482;: - 
Score 121 



5098.. 5193, 10201. .10296, 10206 .. 10295 , 10324 10482 



56956 

119187 

12481 

OJ000113_01.0426.C4.o2.tc 

5943 

none 



Seq. ID OJ000113_01.0426.C4 
Strand 

End 14 64 9 

Method TBLASTX : Cress 

End 10482 

Score 63 

5943.. 6032, 9739. .9810, 9993.. 10058, 10006 .. 10059, 10156 .. 10290 , 
10165. .10287, 10309.. 10482 



56956 
119187 



Seq. ID OJ000113_01.0426.C4 
Strand 



57437 



Start 


12481 








End 


14649 






Name 


OJ000113 01. 0426. C4 


. o2 . tm 


Method 


TBLASTX : 


Maize 




Start 


7423 








End 


7809 - 






'GI 


none 








' Score 


324 ' 






Exons 


7423. . 


7791, 7434.. 7520, 7572.. T664, 7717.. 7809, 


7719. .7805 


Seq. No. 


56956 








Seq. ID 


OJ000113 


01 0426 


. C4 


Gene No. 


119187 








Strand 








Start 


12481 








End 


14649 






Name 


OJ000113 01. 0426. C4 


. o4 . gs 


Method 


GENSCAN 






Start 


12481 








End 


14649 






GI 


none 








Score 


.61 






Exons 


12481. 


.12930, 


14199 


. .14331, 


14453. .14649 






Seq. No. 


56956 








Seq. ID 


OJ000113 


01 . 0426 


. C4 


Gene No. 


119188 








Strand 








Start 


15540 








End 


17000 






Name 


OJ000113 01. 0426. C4 


. o3 . tm 


Method 


TBLASTX : 


Mai ze 




Start . 


15540 








End 


16991 






GI 


none 








Score 


73 






Exons 


15540. 


.15857, 


15930 


. . 16175, 


15948. .16157, 15957 


. . 16052, 






16140. 


.16373, 


16143 


. . 16673, 


16158. .16583, 16164 


16805 






16169. 


.16273, 


16266 


16865. 


•16371. .16919, 16473 


1664 6, 






16476. 


.16991 














Seq. NoV 


56956 








Seq. ID 


OJ000113 


01 . 0426 . 


. C4 


Gene No. 


119188 








Strand 








Start 


15540 








End 


17000 






Name 


OJ000113 01. 0426. C4 


. ol . ts 


Method 


TBLASTX: 


o> y X_/ Q 1 X 




Start 


15561 








End 


16991 




GI 


none 








Score 


136 






Exons 


15561. 


.16154, 


15621 


. . 16076, 


15726. .16097, 15737 


16096, 






15810. 


.16148, 


15855 


. . 16148, 


15978. . 16514, 16140 


16598 




- 


16155. 


.16907, 


16167 


. . 16406, • 


16167. .16814, 16179 


16370, 






. 16260. 


.16628, 


16362 


. . 16733, 


16461. .16835, 16590 


168 65 






16695. 


.16991 














Seq. No. 


- 56956 








Seq. ID-' 


OJ0001-13 


__01.0426. 


.C4 


Gene No. 


119188 








Strand 








Start 


15540 








End 


17000 






Name 


OJ000113 01. 0426. C4 


. ol . tc 


Method 


TBLASTX : i 


Cr e s s 




Start 


15747 








End , 


17000 






GI 


none 








Score 


159 






Exons 


15747. 


.16097, 


15864 


16148, 


15864. .16031, 15873 


..16202, 






. 15927. 


.16136, 


16029 


. .16160, 


16131. .16349, 16143 


. . 16310, 






16170. 


.16514, 


16170 


. .16418, 


16233. .16454, 16254 


. .16376, 






16257. 


.16619, 


16332 


. .16529, 


16367. .16513, 16380 


. . 16733, 






16416. 


.16652, 


16494 


. .16835, 


16572. .16931, 16626 


. .16862, 






16671. 


.16958, 


16695, 


. .17000, 


16746. .16958 






Seq. No. 


56957 








Seq. ID 


OJ000113_ 


_01.0426. 


C5 


Gene No. 


119189 








Strand 








Start 


1 








End 


2631 






Name 


OJ000113 01. 042-6. C5, 


.ol.gp 


Method 


AAT/GAP 






Start 


1 








End 


1405 






GI 


11173 


1.R1084 






Score 


1475 






Exons 


1. .387 


, 683.. 


1077, 1362.. 1405 









57438 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 5596996/emb | CAB51480 . 1 | 1.0e-105 (Y14600) putative protein 
serine /threonine kinase [Sorghum bicolor] 1 



56957 ■ 
119189 
1 

OJ000113_01.0426.C5.ol.gs 
64 

none 



Seq. ID OJ000113_01.0426.C5 
Strand 

End 2631 

Method GENSCAN 

End 24 37 

Score . 68 



64. .425, 706. .1077, 1362. .1709, 1849. .1983, 2124. .2269, 
2370. .2437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56957 

119189 - • 
1 

OJ000113_01.042 6.C5.ol.np 
67 

5596996 



Seq. ID OJ000113_01.0426.C5 
Strand 

End 2631 

Method AAT/NAP 

End 2631 

Score 1758 



67. .387, 683. .1077, 1362. .1709, 1849. .1983, 2064. .2131, 
2204. .2269, 2370. .2441, 2543. .2631 

(Y14600) putative protein serine /threonine kinase [Sorghum 
bicolor] 



Seq. No. . 56957.- 

Gene No. 119189 

Start 1 

Name • OJ0001 13_01 . 0426 . C5 . ol . tm 

Start 93 - 

GI none 
Exons 



Seq. ID OJ000113_01. 0426. C5 
Strand 

End 2631 

Method TBLASTX : Mai ze 

End 1080 

Score 204 

93. .311, 94. .294, 94. .390, 731. .1078, 731. .1078, 733. .1080, 
735. .1079 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56957 

119189 

1 

OJ000113_01.0426.C5.o2.tw 

154 . 
■ none 



Seq. ID OJ000113_01.0426.C5 
Strand 

End 2631 

Method TBLASTX : Wheat 

End. 730 

Score 157 



154.;-300, 154.. 390, 206.. 388, 677.. 730 



56957 
119189 

1 ' • ■•• : 

OJ000113_01. 0426.C5.ol. ts" 

160 .." 
none 



Seq. ID OJ000113_01.0426.C5 
Strand 

End. 2631 

Method TBLASTX : Soybean 

End 1054 

Score 74 



160. .204, 214. .387, 218. .349, 677. .1054, 681. .1052 



56957 

119189 

1 

OJ000113_01. 0426.C5.ol. tw 

731 
none 

731. .1054, 819. .1055 



Seq. ID OJ000113_01.0426.C5 
Strand 

End 2 631 

Method TBLASTX : Wheat 

End 1055 

Score' 148 



Seq. No. 



56957 



Seq. ID OJ000113_01.0426.C5 



57439 






CZ&T\& No 


119189 


Strand 






Start 


1 


End 


2631 




Name 


OJG00113 01. 042.6. C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


755 ' 


End 


1710 




Qi ■ 


none 


Score 


81 .; 




Exons 


755. .1063, 777. .866, 815 . . 1027 , 8 94 . .1061 , 1363. .1551, 






1370. .1552, 1618. .1710, 1619.. 


.1687 






Seq. No. 


56957 


Seq. ID 


OJ000113_01.0426.C5 






119189 


Strand 






Start 


1 


End 


2631 




Name 


OJ000113 01.0426.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


1361 


End 


2631 




GI- 


none 


Score 


153 




Exons 


1361. .1471, 1363. .1566, 1367.. 


156T, 1569.. 1712, 1573.. 1713, 






1618. .1716, 1619. .1714, 2542.. 


,2631 






Qprr No 


56957 


Seq. ID 


OJ000113_01.0426.C5 




Gene No. " 


119189 


Strand 






Start 


1 


End 


2631 




Name 


OJ000113 01.0426.C5.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1363 


End 


1716 




GI 


none 


Score 


130 


^- : =? 


Exons 


1363.. 1560, 1367.. 15$i, 1573.. 


1707, 1578. .1664, 1618. .1716 


ii 


C^z-f No 

iJC^i IN W . 


56958. 


Seq. ID 




?li 


Gene No. 


119190 


Strand 


+ ~~ 




Start 


1227 


End 


1963 


•z '-~ 


Name 


OJ000113 01.0426.C6.ol.gs 


Method 


GENSCAN 




Start 


1227 


End 


1963 




GI 


none 


Score 


.93 




Exons 


1227. .1382, 1801. .1963 








Seq. No. 


56958 


Seq. ID 


OJ000113_01.0426.C6 




Gene No. 


119191 


Strand 






Start 


484 


End 


1765 




Name 


. QJ0.00113 01.0426. .C6.ol.gp 


Method 


AAT./GAP 




Start 


484 . 


End. ■ • 


17 65. 




GI 


48260 1.R1084 


Score 


591 


i. '-z 


Exons 


484. .676, 1634. .1765 








GI Descrip. 


, 4895238/gb|AAD32823.1|AC007659 5 6.0e 


-09 (AC007659) unknown 






protein [Arabidopsis thaliana] 








Qprr No 


56959 


Seq. ID 


OJ000113_01.0426.C7 




Gene No. 


119192 


Strand 


+ 




Start 


5101 


End 


5613 




Name 


OJ000113 01.0426.C7.ol.gs 


Method 


GENSCAN 




Start 


5101 


End 


5613 




GI 


none 


Score 


.89 




Exons 


5101. .5613 








Seq. No. 


56959 


Seq. ID 


OJ000113_01.0426.C7 




Gene No. 


119193 


Strand 


+ 




Start 


15191 


End 


15335 




Name 


OJ000113 01.0426.C7.ol.gp 


Method 


AAT/GAP 




Start 


15191 


End 


15335 




GI 


1427 1.R1084 


Score 


229 



57440 



Exons 15191. .15335 

GI Descrip. ' 4504379/ref I NP_003658 . 1 | pHG38 | 2.0e-13 G protein-coupled 

receptor 49 >gi_3366802 (AF062006) orphan G protein-coupled 
receptor HG38 [Homo sapiens]-' 



Seq. No. 


56959 


Seq. ID 


OJ000113_01.0426 


. C / 


Gene No. 


119194 


Strand 


+ 




Start 


17737 ■ 


End 


21530 




Name 


OJ000113 01. 04-26. C7.ol.np 


Method 


AAT/NAP 




Start 


17737 


End 


21530 




GI 


4416302 


Score 


199 




Exons 


17737. .17827, 20356 .. 20753, 


21392.. 21530 




GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


56959 


Seq. ID 


OJ000113_01.0426 


. C7 


Gene No. 


119195 


Strand 






Start 


6065 


End 


6559 




Name 


OJ000113 01.0426.C7.o2.gs 


Method 


GENSCAN 




Start 


6065 


End . 


6559. 




GI 


none 


Score 


. 93 ' * 




Exons 


6065. . 6559 








Seq. No. 


56959 


Seq. ID 


OJ000113_01.0426 


.C7 


Gene No. 


' 119196. 


Strand 






Start 


21630 


End 


23193 




Name 


OJ000113 01.0426.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


20396 


End 


20731 




GI 


none 


• Score 


197 




Exons 


20396. .20590, 20400 .. 20591, 


20687. .20731, 20688. .20726 





Seq. No. 56959 

Gene No. 119196 

Start 21630 

Name OJ000113_01 . 0426 . C7 . ol . tm 

Start 21627 

GI none 
Exons 



Seq. ID OJ000113_01.0426.C7 



Strand 
End 

Method 

End 

Score 



23193 

TBLASTX: Maize 

22160 

74 



21627. .21680, 21804 21851, 21960 .. 22160, • 21994 ■.. 22158 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56959 

119196 

21630 

OJ000113_01.0426.C7.o2.np 

21630 ' 
7489385 



OJ000113 01. 0426. C7 



Seq. ID _ 
Strand 

End 23193 
Method AAT/NAP 
■ End 23193 
Score 328 
21630. .21869, 21963 .. 22151, 23143. .23193 

jakalin homolog - barley gi I 1167953 | gb | AAA8704 1 . l'| (U43496) 
putative 32.6 kDa j asmonate-induced protein [Hordeum vulgare] 
gi|2465426|gb|AAB72096.1| (AF021256) 32 kDa protein [Hordeum 
vulgare] 



Seq. No. 56959 Seq. ID 

Gene^No. 119196 Strand 

Start ■ 21630 End 

Name OJ000113 ; _01 . 042 6 . C7 . o3 .up Method 

Start 22972 End 

GI 7489383 Score 

Exons 22972.. 23193 



OJ000113_01.0426.C7 

23193 
AAT/NAP 
23193 
197 



57441 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ^ 
Start 
GI 

Exons 



jacalin homolog - barley gi I 1167955 | gb | AAA87042 . 1 1 (U43497) 
putative 32.7 kDa jasmonate-induced protein [Hordeum vulgare] 
gi | 2465428 | gb | AAB72097 . 1| (AF021257) 32 kDa protein [Hordeum 
vulgare] 



56960 

119197 

7365 

OJ000113_01.042 6.C8.o2.gs 

7365 

none 



Seq. ID OJ000113_01.0426.C8 



Strand 
End 

Method 

End 

Score 



+ 

19131 
GEN SCAN 
9636 
.7 



7365. .7388, 7740'.. 7867, 7892. .8070, 8088. .8775, 9453. .9636 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56960 Seq. ID 

119197 Strand 

7365 End 

OJ000113_01. 0426.C8 .o4 .np Method 

9022 End 

4539658 Score 



OJ000113_01.0426.C8 
+ 

19131 
AAT/NAP 
18711 
214 



9022.. 9228, 18020 .. 18135 , 18357 184 96, 18538 ." .'18711 
(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor]. 



Seq. No. 56960 
Gene No. . .<-l 191 97 
Start 7365 

Name OJ000113_01 . 0426 . C8 . o3 . gs 

Start . 11300 
GI none 
■.Exons 11300. 

16653. 

19024. 



Seq. ID 
. Strand 
. End 
Method 
End 
Score 

11390, 12513. . 12623, 14396 
16923, 17696. . 17898, 18028 
19131 



OJ0p0113_01.0426.C8 
+ 

19131 • 
GENSCAN 
19131 
.54 ' 

14513, 16136. .16203, 
18071, 18742. .18891, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56960 Seq. ID OJ000113_01 . 04 26 . C8 

119197 Strand + 

7365 End 19131 

OJ000113_01.0426.C8.o5.np Method. AAT/NAP 

18364 . . End ■ 18711 • . • • 

4539658 Score 209 
18364. .18496, 18538. .18711 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



56960 

119198 

156 

OJ0Q0113_01.042 6.C8.ol.gs 

156 

none 



Seq. ID OJ000113_01.0426.C8 



Strand 

End' 

Method 

End 

Score 



4265 
GENSCAN 
4265 
.89 



156. .338, 449. .709, 1188. .1394, 2215. .2418, 2666. .2816, 
2932. .3052, 3130. .3262, 3459. .3578, 4164. .4265 



Seq. No. 56960 Seq. ID 

Gene No. 119198 - Strand 

Start 156 End 

Name 0 JO 0011 3_0 1 . 0 4 2 6 . C8 . o2 . np Method 

Start 4 64 End 



OJ000113_01.0426.C8 

4265 

AAT/NAP 

1389 



57442 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7489661 Score 241 

464. .709, 1194. .1389 

benzothiadiazole-induced protein (clone WCI-1) - wheat 

gil 1323742|gb|AAC4928*4.1| (U32427) unknown [Triticum aestivum] 



56960 Seq: ID 

119198 Strand 
156 End 
OJ000113_01.0426.C8.ol.np Method 
473 End 
7489383 Score 
473. .709, 1197. .1389, 1738. .1819 

jacalin homolog - barley gi 1 11 67 955 | gb | AAA87042 . 1 1 (U43497) 
putative 32.7 kDa j asmonate-induced protein [Hordeum vulgare] 
gi|2465428|gb|AAB72097.1| (AF021257) 32 kDa protein [Hordeum 
vulgare] 



OJ000113__01.0426.C8 

4265 
AAT/NAP 
1819 
295 



2600, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,2816, 2932 



OJ000113 01. 0426. C8 



56960 
119198 
156 

OJ000113_01.0426.C8.o3.np 
771 

7446366 

771.. 796, 2259..2358-, 
4164. .4231 

probable serine/threonine-specif ic protein kinase (EC 2.7.1. 
F25E4.90 - Arabidopsis thaliana gi | 726784 7 | emb | CAB78190 . 1 1 ** 



4265 
AAT/NAP 
4231 
289 

.3231, 3432. 



.3578, 



-) 





(AL161532) 


serine /threonine 


kinase-like protein [Arabidopsis 




thaliana] gi | 7321044 | emb | CAB82152 . 1 1 


(AL050399) serine/threonine 




kinase-like 


protein [Arabidopsis thaliana] 


Seq. No. 


56960 




Seq. ID 


OJ000113_01.0426.C8 


Gene No. 


119199 




Strand 




Start 


10662 




End 


10757 


Name 


OJ000113 01 


.0426.C8.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2651 




End 


3563 


GI 


none - 




Score 


82 


Exons 


■ 2651. .2812, 


2934 . .3146, . 2935 


..3147, 3324. .3374,. 3438. .3563 . 


Seq. No. 


56960 




Seq. ID 


OJ000113_01.0426.C8 


Gene No. 


119199 




Strand 




Start 


10662 




End 


10757 


Name 


OJ000113 OL 


.0426.C8.bl.tc 


■ Method 


TBLASTX: Cress 


Start 


2720 




End 


3581 


GI 


none 




Score 


92 


Exons 


2720. .2812, 


2934. .3146, 3432 


. .3581 




Seq. No. 


56960 




Seq. ID 


OJ000113_01.0426.C8 


Gene No. 


119199 




Strand 




Start 


10662 




End 


10757 


Name 


OJ000113 01 


.0426.C8.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2720 




End 


3147 


GI 


none 




Score 


.69 


Exons 


2720. .2812, 


2934.. 3146, 2935 


. .3147 




Seq. No. 


56960 




Seq. ID 


OJ000113_01.0426.C8 


Gene No. 


119199 




Strand 





57443 




Start 10662 

Name OJ000113_01 . 0426 . C8 . ol . 

Start 2976 

GI none 

ExonV 2976.. 3161, 2977.. 3144, 
3316. .3381 

Seq.. No. 56960 

Gene No. 119199 

Start 10662 

Name OJ000113_01 . 0426 . C8 . ol . 

Start 3324 

GI none 

Exons 3324.. 3563, 3327.. 3563, 




End 10757 
tm Method TBLASTX : Maize 

End 3381 
Score -14 5 
2978.. 3175, 2994.. 3179, 3312.. 3377, 



Seq. ID OJ000113_01.0426.C8 
Strand 

End 10757 

tw Method TBLASTX: Wheat 

' End 4253 

Score 141 
3328.. 3567, 3337.. 3564, 4176.. 4253 



Seq. No. 56960 Seq. ID 

Gene No. 119199 Strand 

Start 10662 End 

Name OJ000113_01 . 0426 . C8 . oi . gp . Method 

Start 10662 ... .End 

GI 5867_1.R1084 Score 

Exons 10662.. 10757 

GI Descrip. f .4 64986/sp | P35132'| UBC9_ARATH 5.0e-58 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN 
CARRIER PROTEIN 9). (UBCAT4B) >gi_421857 
ubiquitin — protein ligase (EC 6.3.2.19) 



OJ000113_01.0426.C8 

10757 
AAT/GAP 
10757 
138 



UBIQUITIN-CONJUGATING 
LIGASE 9) (UBIQUITIN 

pir S3267 4 

UBC9 - Arabidopsis 



thaliana >gi_2 97884_emb_CAA7 8714__ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No^. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



56960 

119200 

18266 

OJ000113_01.0426.C8.o2.tm 

18266" 

none 

JL826.6, .18388-,. 1.8267- .18386, 
18380.. 18484," 18381 .. 18500, 
18394. .18510, 18753. .18980, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 01. 0426. C8 



18980 

TBLASTX: Maize 
18980 
94 

18267. .18395, . 18280. ..18396, 
18384 . .18470, 18388 .. 18483, 
18753. .18956, 18754. .18969 



Seq. No. 56961 Seq. ID OJ000113_01 . 042 6 . C9 

Gene No. 119201 Strand + 

Start 1 • End 4102- 

Name OJ000113_01 . 0426 .C9 . o2 . np Method AAT/NAP 

Start 1 End 4102 

GI 6539553 Score 1137 

Exons 1..44, 780.. 824, 3371.. 4102 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) . [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 56961 

Gene No, 119201 

Start 1 

Name OJ000113_01 . 0426 . C9 . ol . gs 

Start 1880 



Seq. ID OJ000113_ 

Strand + 

End 4102 

Method GENSCAN 

End 4012 



01. 0426. C9 



57444 




GI 


none 




Score 


.53 




Exons 


1880. .1963, 3371. .4012 










Seq. No. 


56961 




Seq. ID 


OJ000113_01.0426 


.C9 


Gene • No. 


119202 




Strand 






Start 


1 




End 


2149 




Name 


OJ000113 01.0426.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


2149 




GI 


5545339 




Score 


72 




Exons 


1. .155, 2054. .2149 






"*-* 




GI Descrip. 


(AB030083) lectin-like 


protein kinase 


[Populus nigra] 




Seq. No. 


56961 




Seq. ID 


OJ000113 01.0426 


.C9 


Gene No. 


119203 




Strand 






Start 


3374 




End 


3966 




Name 


OJ000113 01.0426.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3374 




End 


3634 




GI 


none 




Score 


262. 




Exons 


3374. .3619, 3382. .3633, 


3383. 


.3634 






Seq. No. 


56961 




Seq. ID 


OJ000113_01.0426 


.C9 


Gene No. 


119203 




Strand 






Start 


3374 




End 


3966 




Name 


OJ000113 01.0426.C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3479 




End 


3856 




GI 


none 




Score 


114 




Exons 


3479. .3610, 3479. .3610, 


3629. 


.3856, 3637. .3759 




Seq. No. 


56961 




Seq. ID 


OJ000113_01.0426 


.C9 


Gene No. 


119203 




Strand 






Start 


3374 




End 


3966 




Name 


OJ000113 01.0426.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3490 




End 


3966 




GI 


none 




Score 


101 




Exons 


3490. .3561, 3491. .3565, 


3492. 


.3563, 3580. .3966, 3581. .3928 


Seq. No. 


56962 




Seq.. ID 


OJ000U3_01..042 6 


.Cl< 


Gene No. 


119204 - 




• Strand 






Start 


21 




End 


590 




Name 


OJ000113 01. 0426. C10. ol 


.gs 


Method 


GENSCAN 




Start 


21 




End 


590 




GI 


none 




Score 


.46 




Exons 


21. .122, 532. .590 










Seq. No. 


56963 




Seq. ID 


OJ000113_01.0426 


.ci: 


Gene No. 


119205 




Strand 


+ 




Start 


254 




End 


9901 




Name 


OJ000113 01.0426.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


254 




End 


4274 




GI 


7488289 




Score 


263 




Exons 


254. .403,' 452. .518, 596 


. .806, 


2124.. 2283, 2401. .2601, 4182 



GI Descrip. receptor kinase homolog AJTM018A10 . 18 - Arabidopsis thaliana 

gi I 2252862 |gb| AAB6286.0. 1 1 (AF013294) Similar to receptor kinase 
-[Arabidopsis thaliana] gi I 7267594 | emb | CAB80906 . 1 1 (AL161491) 
Similar to receptor kinase; strong similarity to; Contains Myb 
DNA-binding domain repeat signatures AA313-321 ; Protein kinases 
signatures and profile AA123-145; Protein kinases signatures and 



57445 




Seq. No. 


56963 




Seq. ID 


OJ000113JU. 


0426. Cll 


Gene No . 


119205 




• Strand 


+ 




Start 


254 




. End 


9901 




Name 


OJ000113 01 


.0426. Cll. ol.gs 


Method 


GENSCAN 




Start 


260 




End 


9901 




GI 


none 




Score 


.56 




Exons 


260. .512, 1 


889. .1991, 2124. 


.2274, 2392 


..2592, 3407. 


.3752, 




4156. .4230, 


4633. .4848, 5851. .5977, 6717. .7272, 7376. .7622, 




7818. .7945, 


8720. . 9901 








Seq. No. 


56963 




Seq. ID 


OJ000113_01. 


0426. Cll 


Gene No. 


119205 




Strand 


+ 




Start 


254 




End 


9901 




Name 


OJ000113 01 


.0426.Cll.o2.np 


Method 


AAT/NAP 




Start 


3404 




End 


3817 




GI 


6688926 




Score 


183 




Exons 


3404 . . 3817 










GI Descrip^. - 


(AJ2-51365) ' 


VAP27 [Nicotiana 


plumbagini folia] 




Seq. No. 


56963 




Seq. ID 


OJ000113_01. 


0426. Cll 


Gene No. 


119205 




Strand 


+ 




Start 


254 




End 


9901 




Name 


OJ000113 01 


.0426. Cll. ol.gp 


h Method 


AAT/GAP 




Start 


31502 




End 


3885 




GI ' 


428706 




Score 


768 




Exons 


3502. .3885 










GI Descrip. 


48 95238/gb|AAD32823.1 |AC007 659_5 6.0e- 


09 (AC007659) 


unknown 



protein [Arabidopsis thaliana] 



Seq. No. 


56963 






Seq. ID 


OJ000113 


Gene No. 


119205 






Strand 


+ 


Start 


254 






End 


9901 


Name 


OJ000113 01 


.0426. Cll. o3 


. np 


Method 


AAT/NAP 


Start 


4574 






End 


5974 


GI 


6539588 






Score 


194 


Exons . 


4574. .4907/ 


,5851. .5.97 4 ; 








GI Descrip. 


■ .(AP000837.) 


hypothetical 


protein [Oryza- 


sativa] 


Seq. No. 


56963 






Seq. ID 


OJ000113 


Gene No. 


119205 






Strand 


+ 


Start 


254 






End 


9901 


Name • 


■. OJ000113* 01 


,0426. Cll. o5 


.np 


Method. 


AAT/NAP 


Start 


5460 






End 


8014 


GI 


6815109 






Score 


1407 


Exons 


5460. .5492, 


6746. .8014 








GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56963 
119205 
254 

OJ000113_01. 0426. Cll. o4 .np 
5930 

4680183 ■ 
5930. .6021 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ000113_01 . 0426. Cll 

Strand + 

End 9901 

Method AAT/NAP 

End 6021 

Score 132 



57446 




Seq. No. 


56963 


Seq. ID 


OJ000113_01.0426.C11 


Gene No . 


119206 


Strand 


+ 


Start 


10426 


End 


14264 


Name 


OJ000113 01.0426.Cll.o2.gs 


Method 


GEN SCAN 


Start . 


10426 


End 


13718 


GI 


none 


Score 


.7.7 


Exons 


10426. .10482, 10506 .. 10588, 


11394. .11566, 12269. . 12343, 




12745. .12936, 13153. .131;<?4, 


13540. .13718 


- 

Seq. No. 


56963 


Seq. ID 


OJ000113__01.0426.C11 


Gene No. 


119206 


Strand 


+ 


Start 


10426 


End 


14264 


Name 


OJ000113 01.0426.*Cll.o6.np 


Method 


AAT/NAP 


Start 


• 12380 


End 


14264 


GI 


7523502 


Score 


147 


Exons 


12380. .12477, 12790. .12986, 


14231. . 14264 


GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


56963 


Seq. ID 


OJ000113_01.0426.C11 


Gene No. 


119207 


Strand 


■f 


Start 


15800 


End 


16229 


Name 


OJ000113 01.0426.Cll.o3.gp 


Method 


AAT/GAP 


Start 


15800 


End 


16229 


GI 


38782 1.R1084 


.Score 


633 


Exons 


15800.. 16229 






GI "Descrip. 


•6069633/dbj IAP000616.il AP000616 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 1 




Seq. No. 


56963 


Seq. ID 


OJ000113_01.0426.C11 


Gene No. 


119208 


Strand 




Start 


5194 


End 


5302 


Name 


OJ000113 01.0426.Cll.o2.gp 


Method 


AAT/GAP 


Start 


5194 


End 


5302 


GI 


uC-osflcyp088bl2bl 


Score 


145 


Exons 


5194. .5302 






GI Descrip. 


'5257255/dbj | AP000364.il AP000364 3.0e- 


36 Oryza sativa genomic 




' DNA, chromosome 8, clone : P0026F07V 




Seq. No. 


56963 


Seq. ID 


OJ000113_01.0426.C11 


Gene No. 


119209 


Strand 




Start 


14663 


End 


17330 


Name 


OJ000113 01.0426.Cll.ol.tw 


. Method 


TBLASTX: Wheat 


Start 


232 


End 


2220 " • •. ■• - 


GI 


none 


Score 


174 


Exons 


232, .294, 304. .504, 317 508, . 326. . 511 


, 345.. 512, 610., '675, 




613.. 657, 661.. 810, 681.. 779 


, 2124. .2219, 2125. .2220 



Seq. ID OJ000113_01.0426.C11 
Strand 

End ' 17330 

Method TBLASTX : Soybean 

End 2271 

Score 93 

251. .394, 610. .822, .613. .801, 633. .821, 2122. .2271 



Seq. No. 56963 

Gene No. 119209 

Start 14663 

Name OJ000113_01 . 0426 . Cll . o2 . ts 

Start 251 

GI . \ _ . none 
Exons 



Seq. No. 
Gene No. 



56963 
119209 



Seq. ID OJ000113_01. 0426. Cll 
Strand 



57447 




Start 


14663 






End 


17330 


Name 


OJ000113 01. 


0426.Cll.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


323 






End . 


2220 


.*GI 


none 






Score 


57 


Exons 


323. .409, 445.. 510, 610 


. . 825, 


624 . . 680, 


717 . .824, 2124 . .221 




2125. .222CT 










Seq. No. 


56963 






Seq. ID 


OJ000113_01 . 04 2 6. CI 1 


Gene No. 


119209 






Strand 




Start 


14663 






End 


17330 


Name 


OJ000113 01. 


0426.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


452 






End 


785 


GI 


none 






Score 


67 


Exons 


452. .526, 457. -.534, 461 


. .532, 


592. .780, 


593. .772, 595. .780, 




621. .785 










Seq. No. 


56963 






Seq. ID 


OJ000113_01.0426.C11 


Gene No. 


119209 






^Strand 




Start 


14663 






End • 


17330 


Name 


OJ000113 01. 


0426.Cll.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2124 






End 


2565 


GI 


none 






Score 


115 


Exons 


'212'4 . .2219, 


2125. .2277, 


2170. 


.2280, 2391.. 2528, 2392.. 2565 


Seq. No. 


56963 






Seq. ID 


OJ000113_01.0426.C11 


Gene No .* 


119209 






Strand 




Start 


14663 






End 


17330 


Name 


OJ000113 01. 


0426.Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3378 






End 


3688 


'GI 


none 






Score 


143 


Exons 


3378/. 3527, 


3406. .3558, 


3413. 


.3553, 3525. .3557, 3539. .3688, 




3547. .3687 










Seq. No. 


56963 






Seq. ID 


OJ000113_01.0426.C11 


Gene No. 


119209 






Strand 




Start 


14663 






End 


17330 


Name 


OJ000113 01. 


p426.-Cll.ql_. 


.ts 


. Method • 


TBLASTX: Soybean : 


Start 


3398 • 






•End 


3759 


GI 


none 






Score 


123 


Exons 


3398. .3553, 


3539. .3685, 


3547. 


.3759 




Seq. No. 


56963 






Seq. ID 


OJ000113_01.0426.C11 


Gene No. . 


■ 119209 






Strand ' 




Start 


14663 






' End 


17330 


Name 


OJ000113 01. 


0426.Cll.o2, 


.tc 


Method- 


TBLASTX: Cress 


Start 


3418 






End 


3768 


GI 


none 






Score 


112 


Exons 


3418. .3558, 


3422. .3553, 


3538. 


.3768, 3539. .3676 


Seq. No. 


56963 






Seq. ID 


OJ000113_01.0426.C11 


Gene No. 


119209 






Strand 




Start • 


- 14663 






End 


17330 ■ 


Name 


OJ000113 01. 


0426.Cll.o3, 


.gs 


Method 


GENSCAN 


Start 


14663 






.End 


17298' 


GI 


none 






Score 


.88 


Exons 


14663. .14908 


, 15016. . 15216, 15320. . 15573, 15772 .. 1604 9, 



16455. .16654, 16778 16981, 17148. .17298 



57448 



Seq. No. 56963 Seq. ID OJ000113_01 . 0426 . Cll 

Gene No. 119209 • Strand 

Start 14663 ■ End ' 17330 

Name OJ000113_01 . 0426 . Cll . o7 . np Method AAT/NAP " \ 

Start 14-666 End 15245 

GI 7489383 Score 302 

Exons 14666. .14901, 15012.. 15245 

GI Descrip. jacalin homolog - barley gi | 1167 955 I gb | AAA87 04 2 . 1 1 (U43497) 

putative 32.7 kDa jasmonate-induced protein [Hordeum vulgare] 
gi | 2465428 |gb| AAB72097. 1 1 (AF021257) 32 kDa protein [Hordeum 
vulgare] 



Seq. Np. 56963 
Gene No. 119209 
Start 14663 

Name OJ000113_01 . 0426 . Cll . o4 . tm 

Start 14677 
GI none 
Exons 14677, 

14811. 

15411. 

16785. 

17182. 



.14736, 14678. 

.14861, 15082. 

.15539, 16427. 

.16901, 16790. 
.17328 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 01. 0426. Cll 



.14740, ' 14807. 
.15210, 15089. 
.16606, 16429. 
.16924, 16925. 



17330 

TBLASTX: Maize 
17330 
59 

14860, 14810. .14890, 
15205, 15410. .15535, 
16590, 16550. .16651, 
16972, 17166. .17330, 



(f\ Seq. No. " 56963 Seq. ID OJ000113_01 . 0426 . Cll ' 

fjj Gene No. 119209 :: Strand 

U- Start 14663 End -17330 

M Name 4 OJ000113_01 . 0426 . Cll . 08 . np Method AAT/NAP 

^ Start 16415 End 16976 

%3 GI 7489383 Score 333 

fU Exons 16415. .16654, 16778.. 16976 

_ GI Descrip. jacalin homolog - barley gi | 1167 955 | gb | AAA87042 . 1 | (U43497) 

putative 32.7 kDa jasmonate-induced protein [Hordeum vulgare] 
H gi I 2465428 |gb| AAB72097.1 1 (AF021257) 32 kDa protein [Hordeum 





vulgare] 










Seq. No. 


56964 . 


Seq.- ID 


OJ000113_ 


01. 


.0426. C12 


Gene No. 


119210 


Strand 








Start 


23 


End 


802 






Name 


OJ000113 01.0426.C12.ol.gs 


Method 


GENSCAN 






Start 


23 


End 


802 






GI 


none 


Score 


.95 






Exons 


23. .331, 434.. 640, 758.. 802 










Seq. No. 


56964 


Seq. ID 


OJ000113_ 


01. 


.0426. C12 


Gene No. 


119210 


Strand 








Start 


23 


End 


802 






Name 


OJ000113 01.0426.C12.ol.np 


Method 


AAT/NAP 






Start 


89 


End 


659 






GI 


7489385 


Score 


308 






Exons 


89. .325, 431. .659 










GI Descrip. 


jakalin homolog - barley gi I 1167 953 | gb I AAA8704 1 . 


11. 


(U43496) 



putative 32.6 kDa jasmonate-induced protein [Hordeum vulgare] 
gi|2465426|gb|AAB72096.1| (AF021256) 32 kDa protein [Hordeum 
vulgare] 



57449 








56964 


Seq. ID 


OJ000113 01 0426 C12 




Gene No. 


119210 


Strand 






Start 


23 


End 


802 




Name 


OJ000113 01.0426.C12.ol.tm 


Method 


TBLASTX: Maize 




Start, 


92 


End 


622 




GI 


none 


Score 


64 




Exons 


92. .217, 99. .215, 281. .331, 


282. .341, 


449. .622, 507. .617 






56965 " r 


Seq. ID 


OJ000113 01 0426 C13 




Gene No. 


119211 


Strand 


+ ~~ 




Start 


6009 


End 


7830 




Name 


OJ000113 01.0426.C13.o3.gs 


Method 


GENSCAN 




Start 


6009 


End 


7830 




GI 


none 


Score 


.97 




Exons 


6009. .6081, 7409.. 7830 








Seq. No. 


56965 


Seq. ID 


OJ000113_01.0426.C13 




Gene No. 


119212 


Strand 


- 




Start 


1 


End 


11086 






OJ000113 01.0426.C13.ol.np 


: Method 


AAT/NAP 




Start 


1 


End 


11086 




GI 


7434412 


Score 


303 


Ed! 


Exons 


1..157, 233. .478, 747. .978, 


1103. .1166 


, 1215. .1364, 1438. .1! 






11002. .11086 






w 

=. hi. 


GI Descrip. 


probable S-receptor kinase ( 


EC- 2 . 7 . 1 . - 


) srk29 - wild cabbag< 






gim59245|emb|CAA82930.1 | (Z30211) srk29 [Brassica oleracea 






56965 


Seq. ID 


OJ000113_01.0426.C13 




Gene No. 


119212 


Strand 






Start 


1 


End 


11086 




Name 


OJ000113 01.0426.C13.ol.gs 


Method 


GENSCAN 


: *cf 


Start 


29 


End 


1569 


~ ' 


GI 


none 


Score 


.88 




■ Exons 


29. .225, 328. .478, 747. .978, 


1214. .1364, 1438. .1569 


Sii 


Seq. No. 


56965.. 


Seq. ID 


OJ000113_01.0426.C13 


r ~ 




119212 


■ Strand 




1 ^ 


Start 


1 . .. 


End 


11086 ' " . .. 




Name 


OJ000113 01.0426.C13.ol.ts 


Method 


TBLASTX: Soybean 




Start 


331 


End 


1563 




GI 


none 


Score 


74 




Exons 


331. .477, 758. .961, 761. .994 


, 1113. .1166, 1203. .1298, 






■ 1323. .1370, 1438. .1563 - ; . 








O C M . IN \J . 


56965 •* 


Seq. ID 


OJ000113_01.0426.C1'3 




Gene No. 


119212 


Strand 






Start 


1 


End 


11086 




Name 


OJ000113 01.0426.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


7 ^9. 


End 


1298 




GI 


none 


Score 


70 




Exons 


749. .991, 1113. .1169, 1203.. 


1298 






Seq. No. 


56965 


Seq. ID 


OJ000113_01.0426.C13 




Gene No. 


119212 


Strand " 






Start 


1 


End 


11086 




Name 


OJ000113 01.0426.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


783 


End 


1164 



57450 



GI 

Exons 



none Score 127 

783. .1025, 788. .982, 793. .1044, 803. .1027, 1102. .1164, 

1105. .1155 



Seq. No. 56965 Seq. ID 

Gene No. 119212 Strand 

Start 1 End 

Name OJ000113_01 . 04 26 . C13 . ol . tw Method 

Start 1113 End 

GI none Score 
Exons 



OJ000113_01.0426.C13 
11086 

TBLASTX: Wheat 

1542 

88 



1113. .1370, 1116. .1310, 1123. .1311, 1323. .1349, 1324. .1350, 
1438. .1542 



Seq. No. ■ 56965 

Gene No. 119212 

Start 1 

Name OJ000113_01 . 04 26 . C13 . o2 . 

Start 2584 

GI none 
Exons 



gs 



Seq. ID- 
Strand 
End 

Method 

End 

Score 



OJ000113_01.0426.C13 

11086 
GENSCAN 
3451 
■".8'5 



2584. .2928, 3002. .3247, 3326. .3451 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56965 Seq. ID 

119212 , Strand 

1 > End * • 
0 JO 0 0 1 1 3_0 1 . 0 4 2 6-. C 1 3 . o 4 . gs ' Me t hod . 

8556 End 

none Score 

8556. .8570, 8752. .8842, 9144. .9418 



Seq. No. 56966 

Gene No. 119213 

Start 61 

Name OJ000103_03 . 042 6 . CI . ol . np 

Start 61 

GI 4850399 
Exons 



OJ000113_01.0426.C13 

11086 
GENSCAN 
9418 
.43 



OJ000103 03. 0426. CI 



Seq. ID _ 
Strand 

End 4553 
Method AAT/NAP 
End 4534 
Score 1322 

61. .375, 409. .447, 544... 956, 1026. .1230, 1285. .1410, 1904. .1957, 
2041.. 2115, 2211. .2270, 2604.. 2708, 2978.. 3031, 3121.. 3270, 
3375.. 3507, 3575.. 3699, 3828 .. 4004 ,. 4136 .. 4534 



GI Descrip. (AC007357) F3F19.18 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56966 
119213 
61 ■. 
OJ0001 
331 
none 
331. .4 
843. .9 
1027. . 
1332. . 
2040. . 
2605. . 
3121. . 



03 03.0426.Cl.ol.tm 



Seq. ID OJ000103_03.0426.C1 
Strand 

End' . • .4 553 
Method TBLASTX : Mai ze 
End ■ 3192 ■ 

Score 1.00 



17, 332. .424, 341. .448, 351. .473, 540. .773, 543. 
11, 924. .1028, 940. .1023, 950.'. 1027, 1018. .1230, 



1233, 1029. .1232, 1297. .1407, 1298 1408, . 1307 . 

1412, 1869. .1958, 1901. .1960, 1905. .1958, 2038. 

2111, 2041. .2115, 2208. .2276, 2211. .2276, 2604, 

2700, 2878. .2928, 2975. .3034, 2976. .3032, 2977, 

3192, 3128.. 3190 



773, 

. 1408, 
.2136, 
.2702, 
,3033, 



Seq. No. 
Gene No. 
Start 



56966 

119213 

61 



Seq. ID 

Strand 

End 



OJ000103 03. 0426. CI 



4553 



57451 



Name 

Start 

GI 

Exons 



OJ000103_03.0426.Cl.ol.gs Method GENSCAN 

466 End 4546 

none Score .88 ^ 

466.. 1257, 1309.. 1410, 2978.. 3031, 3121.. 3270, 3375.". 3507, 

3575. .3699, 3828. .4004, 4136. .4546 



Seq. No. 56966 

Gene No.' 119213 

Start 61 

Name OJ000103_03 . 0426 . CI . ol . gp 

Start 962 

GI 427365 

Exons 962.. 1230, 1309.. 1398 

GI Descrip. 4 850399/gb | AAD31069 . 1 1 AC007357_18 1.0e-13 (AC007357) F3F19.18 
[Arabidopsis thaliana] 



Seq. ID OJ000103_03. 0426. CI 
Strand 

End 4553 

Method AAT/GAP 

End 1398 

Score 681 



Seq. No. 
Gene No. 
Start 
"Name 
Start 
GI 

Exons 



56966 

119213 

61 

OJ000103_03 . 04 26 . CI . o2 . ts 

1306 

none 



Seq. ID OJ000103_03. 0426. CI 
Strand 

End 4553 

Method TBLASTX: Soybean 

End 2243 

Score 117 



1306. .1407, 1307. .1411, 1904. .1960, 1907. .1957, 2038. .2136, 
2040. .2111, 2041. .2115, 2208. .2243 



Seq. No. . 56966 

Gene No. 119213 

Start 61 

Name O JO 0010 3_0 3.0426.Cl.o2.tm 

Start 3411 

GI none 
Exons 



Seq. ID OJ000103_03. 0426. CI 

Strand - 

End 4553 

Method TBLASTX : Mai ze 

End 3702 

Score 101 



3411. .3506, 3419. .3505, 3465. .3509, 3472. .3510, 3544. .3702, 
3548.-3697, 3573. .3701, 3574. .3702 



^ Seq. No. 

v 4 Gene No. 

Start ■ 

£ j Name 

l'i Start 

\i gi 

^ Exons 



56966 
119213 

61 . . . - . . , 
OJ000103_03. 042 6.Cl.ol. ts 
3565 
none 



Seq. ID OJ000103_03. 0426. CI 
Strand 

End 4553 * ■ . ■ . .. 

Method TBLASTX : Soybean 

End 3945 

Score 93 



3565. .3714, 3575. .3697, 3828. .3944, 3844. .3945 



Seq. No. 56966 ■ • 

Gene No. 119213 

Start 61 

Name OJ000103_03 . 0426 . CI . ol . tc 

Start 4145 ■ 

GI none 

Exons 4145.. 4315, 4346.. 4477 



Seq.' ID, ■ OJ000103_03.0426.C1 
Strand 

End 4553 

Method TBLASTX: Cress 

End 4477 

Score 114 



Seq. No. 56966 

Gene No. 119213 

Start 61 

Name OJ000103_03 . 0426 . CI . o3 . tm 

Start 4388 

GI none 

Exons 4388.. 4552, 4440.. 4553 



Seq. ID OJ000103_03.0426.C1 
Strand 

End 4553 

Method TBLASTX: Maize 

End 4553 

Score 93 



57452 



• 



Seq. No.> 


56967 




Seq. ID 


OJ000103_ 


_03.042 6-.C2 


Gene No. 


119214 




Strand . 


+ 




Start 


165 




End - 


1314- 




Name 


OJ000103 03.0426.C2.ol. 


gs 


Method 


GENSCAN 




Start 


165 




End 


1314 




GI 


none 




Score 


. 63 




Exons 


165. .315, 413. .603, 1101. .1314. 






Seq. No. 


56967 




Seq. ID 


OJ000103_ 


_03.0426.C2 


Gene No. 


119215 




Strand 


+ 




Start 


3199 




End 


8021 




Name 


OJ000103 03.0426.C2.ol. 


gp 


Method 


AAT/GAP 




Start 


2717 




End 


3079 




GI 


63359 1.R1084 




Score 


645 




Exons 


2717. .3079 










GI Descrip. 


■ 52 627 63/emb | CAB45911 . 1 1 9 . Oe- 


-09 (AL080283) putative protein 




[Arabidopsis thaliana] ' 










Seq. No. 


56967 




Seq. ID 


OJ000103_ 


_03.042 6.C2 


Gene No. 


119215 




Strand 


+ 




Start 


3199 




End 


8021 




Name 


OJ000103 03.0426.C2.ol. 


np 


Method 


AAT/NAP 




Start 


■ 3157 




End 


7495 




GI 


7267279-"~" 




Score ■ 


1582 




Exons 


■ 3157. .3393, 3488. .3632, 


3813. . 


3922, 4032.. 4151, 


4239. .4442, 




4533. .4742, 4818. .4892, 


4975. . 


5121, 5260. .5401, 


5511. .5620, 




5973.. '6131, 6209.. 6411, 


6699. . 


6780, 6936.. 7040, 


7122. .7226, 




' 7319. .7495 










GI Descrip. 


(AL1 61503) kinesin-like 


protein [Arabidopsis thaliana] 


Seq. No. 


56967 




Seq. ID 


OJ000103_ 


03. 0426. C2 


Gene No. 


119215 




Strand 


+ 




Start 


3199 




End 


8021 




Name 


.OJ000103 03.0426.C2.o2. 


gs 


Method 


GENSCAN 




Start 


3199 


End 


8021 




GI ' 


none 




Score 


..95 




Exons 


3199.. 3399, 3488.. 3632, 


3813. . 


3922, -4032. .4151,. 


4239... 4442, 




4533. .4742, 4818.. 4892, 


4975. . 


5121, 5260.. 5401, 


5511. .5620, 




5973.. 6131, 6209.16411, 


6699. . 


6780, 693 


16. .7040, 


7122. .7226, 




7319. .7420, 7878. .8021 











Seq. No.- .' 56967- . ' • •/ .Seq.. ID . OJ000103_0;3 .0426 . C2 

Gene No. 119215 Strand + 

Start 3199 • End * 8021 

Name OJ000103_03 . 0426 . C2 . o2 . gp Method AAT/GAP 

Start 3205 End 4070 

GI uC-osflM202097d05bl Score 874 

Exons 3205.. 3399, 3488.. 3632, 3813.. 3922, 4032.. 4070 

GI Descrip. 1 1170620/ sp| P4 6864 | KATB__ARATH 4.0e-19 KINESlN-LIKE PROTEIN B 

>gi_1084341_pir S48019 kinesin-related protein katB - 

Arabidopsis thaliana >gi__14 38842_dbj_BAA04 673_ (D21137) heavy 
chain polypeptide of kinesin-like protein [Arabidopsis 
thaliana] ? ' 



Seq. No. 
Gene No. 



56967 
119215 



Seq. ID OJ000103JD3.0426.C2 
Strand + 



57453 




Start 


3199 


End 


8021 




Name 


OJ000103 03.0426.C2.o3.gp 


Method 


AAT/GAP 




Start 


6998 


End - 


7817 




GI 


25545 1.R1084 


Score 


1247 ' 




Exons 


6998. .7040, 7122. .7226, 7319. .7817 






GI Descrip. 


'1170619/sp|Q07970|KATA ARATH 5.0e-47 


KINESIN-LIKE PROTEIN A 




>gi 479594 pir S34830 kinesin-related 


protein katA - 






Arabidopsis thaliana. >gi 303502 dbj BAA01972 (D11371) 






kinesin-like motor protein 


heavy chain 


[Arabidopsis thaliana] 




>gi 2911084 emb CAA1754 6.1- 


(AL021960) 


kinesin-related protein 




katA [Arabidopsis thaliana] ' 






Seq. No. 


56967 


Seq. ID 


OJ000103 03.0426. 


C2 


Gene No. 


119216 


Strand 


+ 




Start 


18974 


End 


23986 




Name 


OJ000103 03. 0426.C2 .o4 ,gs 


Method 


GENSCAN 




Start 


18974 


End 


23986 




GI 


none 


Score 


.61 




Exons 


18974. .19204, 20752 .. 20979, 


21396. .21518, 21887 2204 8 , 






22446. .22561, 23467. .23986 








Seq. No. 


56967. 


Seq. ID 


OJ000103_03.0426. 


C2 


Gene No. 


119216 


Strand 


'+ 




Start 


18974 


. End 


23986 




Name 


OJ000103 03.0426.C2.o4.gp 


Method 


AAT/GAP 




Start 


19285 


End 


19751 




GI 


none 


Score 


875 




Exons 


19285. .19751 * 








Seq. No. 


*56967 


Seq. ID 


OJ000103_03.0426. 


C2 


Gene No. 


119216 


Strand 


+ 




Start 


18974 


End 


23986 




Name 


OJ000103 03.0426.C2.o5.gp 


Method 


AAT/GAP 




Start 


20748 


End 


22316 




GI 


21070 1.R1084 


Score 


1452 




Exons 


20748. .20979, 21396 .. 21518 , 


21887. .22316 




GI Descrip. 


M928460/gb|AAD33596.1|AF133127 1 .6, (te- 


-28 (AF133127). - thioredoxin 


^ ...*-•-. 


ll ■ [Hevea brasiliensis] 1 








Seq. No. 


56967 


Seq. ID 


OJ000103_03.0426. 


C2' 


Gene No. 


119216 


Strand 


+ 




Start 


18974 


End 


23986 




Name 


OJ000103 03,0426.C2.o3.np 


Method ; 


AAT/NAP - ■ 




Start 


20878 


End 


22036 




GI 


'4928460 


Score 


28 9 




Exons 


20878. .20979, 21396 .. 21518, 


21887. .22036 




GI Descrip. 


(AF133127) thioredoxin h [Hevea brasiliensis] 




Seq. No. 


56967 


Seq. ID 


OJ000103_03.0426. 


C2 


Gene No. 


119217 


Strand 


+ 




Start 


26431 


End 


33292 




Name 


OJ000103 03.0426.C2.o6.gs 


Method 


GENSCAN 




Start 


26431 


End~ 


33292 




GI 


none 


Score 


; Y72 




Exons 


26431. .26926, 27019 27171, 


27337. .27512, 27599 27670, 






27761. .27835, 27920 28928, 


29481. .29611, 30082 .. 30303, 






30564. .31070, 31 1 60 . . 31428 , 


32575. .33292 





57454 



Seq. No. 56967 
Gene No. 119217 
.Start 26431 
Name OJ000103 
Start 27594 
GI 2443887 
Exons 27594 . .27670, 27761 

29481. .29611, 30082 
GI Descrip. (AC002294) Similar to transcription 

others [Arabidopsis thaliana] 



3_03.0426.C2.o4 .np 



,27835, 
.30264, 



Seq. ID OJ000103_03.0426.C2 
Strand + 
, End 33292 
Method AAT/NAP 
End 31422 
Score 1459 
27920. .28110, 28237 .. 28928, 
30555. .31070, 31160.. 31422 

factor gb| Z46606I 1658307 



and 



Seq. No. 56967 

Gene No. 119218 

Start 34334 

Name OJ000103_03 . 04 2 6 . C2 . o7 . gs 

Start 34334 

GI none 

Exons 34334. .34663, 35240 .. 35315, 
36176. .36288, 36452. .36483 



Seq. ID OJ000103_03.0426.C2 

Strand ■ + 

End 36492 

Method GENSCAN 

End 36483 

Score .76 
35432. .35517, 35620. .35924, 



Seq. No. 56967 

Gene No. 119218 

Start . 34 334 

Name ... "* OJ000103 J)3.. 0426 . C2 . 06 . gp 

Start * 35733 

GI none 
Exons 



Seq. ID OJ000103_03.0426.C2 

Strand + 

■End 36492 

Method AAT/GAP - 

End 364 92 

Score 580 



35733. .35924, 36176 .. 36288, 36452.. 36492 



Seq. No. 56967 

Gene No. 119219 

Start 9779 

Name O J000103_03 . 04 2 6 . C2 . o3 . gs 
Start " 9779 

GI none 
Exons 



Seq. ID OJ000103_03.0426.C2 
Strand 

End 18258 

Method GENSCAN 

End 18258 

Score .76 



9779. .9978, 104 08 .. 14568 , 15148 .. 15394 , 15795 .. 15931 , 
1724 4. .17275, 174 92. .17651,- 17968. .18093, 18174. .18258 



Seq. No. 56967 
Gene No. 119219 
Start 9779 

Name OJ 00010 3_0 3. 0426. C2.o2.np 

Start 10391 • 

GI 7489738 

Exons 10391. .14357, 14400.. 14560 

GI Descrip. gag-pol polyprotein 

gi | 4 2 34 852 | gb i AAD12 997 . 1 

mays] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_03.0426:C2 

18258 
AAT/NAP 
14560 
4435 



maize copia-like retrotransposon Sto-4 
(AF082133) gag-pol polyprotein [Zea 



Seq. No. 56967 

Gene No. 119220 

Start 25411 

Name OJ000103_03 . 0426 . C2 . o3 . tm 

Start * 3262 

GI none 

Exons 3262.. 3399, 3270.. 3392, 3485. 

3812.. 3925, 3812.. 3907, 4030. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 03. 0426. C2 



25794 

TBLASTX : Maize 
5630 
129 

3631, 3487. .3633, 3487. .3612, 
4149, 4032. .4160, 4085. .4153, 



57455 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



4233. .4439, 4238. .4444, 4239. 

4538. .4744, 4539.-4796, 4807. 

4817. .4921, 4969. .5076, 4974. 

5259.. 5318, 5260.. 5403, 5355. 

5565. .5582, 5580. .5630 

56967 

119220 

25411 

OJ000103_03.0 426.C2.ol. tc 
3485 
none 
3485 
4972 
5501 
6203 



3622, 4248. 

5121, 4977; 

5638, 5534. 

6283, 6205. 

6929.. 7036, 6933. 
7309. .7458 



4445, 4253. 

5123, 5260. 

5644, 5970. 

6252, 6284. 

7040, 7119. 



56967 

119220 

25411 

OJ000103_03. 0426. C2. oil its 

4274 

none 

4274. .4384, 4275. .4448, 4539. 

56967 

119220 

25411 

OJ000103_03.0426.C2 .o4 . ts 

5314 

none 

5314. .5406, 5510. .5638, 5517. 
5952.. 6029, 5970.. 6050, 6030. 
6205. .6249, 6293. .6418, 6295. 

56967. 

119220 

25411 

OJ000103_03 . 0426 . C2 . o5 . tm 

5944 

none ■ 

5944. .6129, 5970. .6140, 5970, 
6205.. 6279 

56967 

119220 

25411 

OJ000103_03. 0426.C2 .o7 . tm 

6933 

none 

6933. .7037, 6947. 
7122. .7226, 7125. 

56967 
119220 



,7036, 6980. 
,7232,, 7295. 



.4448, 4495. .4713, 4512. .4742, 

.4848, 4813. .4875, 4817. .4879, 

.5075, 5068-.. 5124, 5077. .5121, 

.5408, 5501. .5545, 5509. .5544, 



Seq. ID OJ000103_03. 0426.C2 
Strand 

End 25794 
Method T BLAST X : Cress 
End 7504 
Score 88 

.4381, 4539. .4742, 4817. .4891, 
.5316, 5305. .5403, 5485. .5628, 
.6035, 6030. .6140, 6041. .6133, 
.6412, 6693. .6779, 6694. .6780, 
.7226, 7121. .7219, 7295. .7504, 



Seq. ID OJ000103_03. 0426.C2 
Strand 

End 25794 

Method TBLASTX: Soybean 

End 4 655 

Score 120 
.4655, 4544.-4654 

Seq. ID OJ000103_03. 0426. C2 
Strand 

End 25794 

Method TBLASTX : Soybean 

End 6418 

Score 65 
.5621, 5521.. .5628, 5525.. 5644, 
.6140, 6047. .6133, 6203. .6256, 
.6414 

Seq. ID OJ000103_03. 0426.C2 
Strand 

End 25794 
Method TBLASTX: Maize 
End 6279 
Score 261 ■' 
.6131, 6204.. 6278, 6204.. 6278, 



Seq. ID OJ000103_03. 0426.C2 
Strand 

End 25794 
Method TBLASTX : Mai ze 
End 7368 
Score 146 

.7042, 7118. .7216, 7121. .7219, 
.7366,. 7309. .7368 

Seq. ID OJ000103_03.0426.C2 
Strand 



57456 



Start 
Name 
Start 
GI . 
Exons 



25411 End 

OJ000103_03.0426.C2.ol.ts Method 

7005 End 

none Score 



25794 

TBLASTX : Soybean 

7501 

55 



7005. .7037, 7007. .7036, .7121. .7219, 7122. .7226, 7295. .7501 
7309. .7470 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56967 

119220 

25411 

OJ000103_03.0426.C2.ol4.tm 

10430 

none 



Seq. ID OJ000103_03. 0426.C2 
Strand 

End 25794 

Method TBLASTX : Mai ze 

End 10888 

Score 55 



10430. .10621, 10670. .10846, 10829. .10888 

OJ000103 03. 0426. C2 



56967 
119220 
25411 

0 JO 0 0 1 0 3_0 3 . 0 4 2 6 . C2 . o3 . tw 

10442 

none 

10442. .10837, 10608. .10841 

56967 

119220 

25411 

OJ000103_03.0426.C2.o7.ts 

10445 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



25794 

TBLASTX: Wheat 

10841 ■ 

118 



OJ000103_p3.0426.C2 

25794 • - 
TBLASTX : Soybean 
11011 
131 



10445. .10636, 10625 .. 108 16, 10829.. 11011 

OJ000103 03. 0426. C2 



56967 Seq. ID 

119220 Strand 

25411 - End 

OJ000103_0310426.C2.o8.tm Method 

10901 , . ' End 

none . . Score - 



25794 

TBLASTX: Maize 
11332 

.126- ■ . 



• 10901. .11197, 10902. .11057, 11171. V11332 ■ 

OJ000103 03. 0426. C2 



56967 
119220 
25411 

OJ000103_03.0426.C2.ol.tw' 

10997 

none 



Seq. ID _ 
Strand 

End 25794 

Method- TBLASTX: Wheat 

End 11777 

Score. ' 154 



10997. .11446, 11001. .11447, 11423 .. 1177 6, 1 1430 .. 1 1777 , 
11432. .11776 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56967 Seq. ID 

119220 Strand 

25411 End 

OJ000103_03. 042 6.C2.o9. tm Method 

11333 End 

none Score 



OJ000103_03.0426.C2 
25794 

TBLASTX: Maize 

11776 

139 



11333. .11434, 11468. .11776, 11469. .11759 



Seq. No, 



56967 



Seq. ID OJ0001"03_03.0426.C2 



57457 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



119220 Strand 
25411 End 

OJ000103_03.0426.C2.o2.ts " Method 
11468 End 
5509260 " : Score 



25794 

TBLASTX : Soybean 
11905 ' • 
4 4 



11468. . 11905, 11469. .11501, 1154 4 .. 11816, 11872. .11898 



56967 

119220 

25411 

OJ000103_03.0426.C2.o4 ,tc 
^11558 
none 

11558. . 11818, 11580. .11816 



Seq. ID OJ000103_03.0426.C2 
Strand 

End 25794 

Method TBLASTX: Cress 

End 11818 

Score 116 



Seq. No. 56967 

Gene No. 119220 

Start 25411 

Name OJ000103_03 . 0426 . C2 . 06 . ts 

Start 12416 

GI none 

Exons 12416. .12589, 12593 12802, 12621.. 12800 



Seq. ID OJ000103_03. 0426.C2 
Strand 

End 25794 

Method TBLASTX : Soybean 

End 12802 

Score 81 



Seq. No. 56967 

Gene No. 119220 

Start 25411 

Name OJ000103_03 . 042 6 . C2 . o2 . tw 

Start 12419 

GI none 

Exons 12419. .12517, 12444 .. 12518, 
12842. . 13081, 12843. .13067 



Seq. ID OJ000103_03. 0426.C2 
Strand 

End 25794 

Method TBLASTX : Wheat 

End 13081 

Score 35 
12497. .12802, 12519. .12779, 



Seq. No. 56967 

Gene No. 119220 

Start. 25411 

Name . . OJ000103_03 . 042 6 . G2 . o5 . tc 

Start . . 12422- - ^ 

GI none 

Exons 12422. .12589, 12602.. 12802 



Seq. ID OJ000103_03. 0426.C2 
Strand 

End 25794 

Method - TBLASTX :■ Cress 

End 12802 

Score 127 



Seq. No. 56967 

Gene No. 119220 

Start "25411 

Name OJ000103_03 . 0426 . C2 . olO . tm 

Start 12608 

GI none 

Exons 12608. .12793, 12630 .. 12791, 12842.. 13066 



Seq. ID OJ000103_03.0426.C2 

Strand - 

End 25794 

Method TBLASTX : Maize 

End 13066 

Score 84 



Seq. No. 56967 

Gene No. 119220 

Start 25411 

Name OJ000103_03 . 0426 . C2 . o3 . ts 

Start 12857 

GI none 

Exons 12857. .13243, 13026.. 13232 



Seq. ID OJ000103_03.0426.C2 
Strand 

End 25794 

Method TBLASTX : Soybean 

End 13243 

Score 122 



57458 




Seq. No. 


56967 






Seq. ID 


OJ000103_03.0426. 


,C2 


Gene No. 


119220 






Strand 






Start 


25411 






End 


25794 




Name 


OJ000103 03.0426..C2. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13100 






End 


135.37 




GI 


none 






Score 


110 




Exons 


13100. . 


,13270, 13340. 


. 13537 








Seq. No. 


56967 






Seq. ID 


OJ000103_03.0_426, 


, C2 


Gene No. 


119220 






Strand 






Start 


25411 






End 


25794 




Name 


OJ000103 03. 0426. C2. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


13457 






End 


14468 




GI 


none 






Score 


50 ■ 




Exons 


13457. , 


.13522, 13563. 


. 13613, 


13718. .13849, 13737. .13778, 






13859. . 


.14467, 13890. 


.14468 








Seq. No. 


56967 






Seq. ID 


OJ000103_03.0426. 


, C2 


Gene No . 


1 19220 






Strand 






Start 


25411 






End 


25794 ' 




Name 


OJ000103 03. 0426. C2 . 


ol3 . tm 


Method 


TBLASTX: Maize 




Start 


20859 






End 


22124 




GI 


none 






Score 


152 




Exons 


20859. . 


.20981, 20866\ 


..20982, 


21729. .21761, 21873 .. 2192 9, 






21881. . 


,22015, 21886. 


. 22020, 


22091. .22120, 22098/. 22124 




Seq. No. 


56967 






Seq. ID 


OJ000103_03.0426. 


,C2 


Gene No. 


119220 






Strand 






Start 


25411 






End 


25794 




Name 


OJ000103 03. 0426. C2 . 


oil . tm 


Method 


TBLASTX: Maize 




Start 


21384 






End 


21522 




GI 


none 






Score 


116 




Exons 


21384. . 


,21521,. 21388. 


.21501, 


21388. .21522, 21396.. 21521 




Seq. No. 


56967 






Seq. ID 


OJ000103_03.0426. 


,C2 


Gene No. 


119220 






Strand 






Start 


25411 . 






-.. End 


-25794 .- 




Name 


OJ000103 0.3'. 0426. C2. 


o5 . gs 


. Method 


GENSCAN 




Start 


25411 






End 


25794 




GI 


none 






Score 


.99 




Exons 


25411. . 


.25794 










Seq. No. 


56967 ■ 






Seq. ID 


OJ00010.3_03.04 26, 


. C2 


Gene No . 


119221 






Strand 






Start 


27754 






End 


28380 




Name 


OJ000103 03. 0426. C2. 


ol2 . tm 


Method 


TBLASTX: Maize 




Start 


27754 






End 


28380 




GI 


none 






Score 


124 




Exons 


27754. . 


.27834, 27758. 


.27835, 


27916. .28014, 27917 .. 28042, 






27919. . 


.28020, 28022. 


.28042, 


28180. .28380, 28205.. 28378 




Seq. No. 


56967 






Seq. ID 


OJ000103_03.0426, 


,C2 


Gene No. 


119222 






Strand. 






Start 


28391 






End 


31890 




Name 


OJ000103 03. 0426. C2. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


28391 






End 


28822 




GI 


none 






Score 


127 





57459 




Exons 


28391. 


.28498, 


28393. 


.28476, 


28484. .28543, 28604 


rt rt rt rt rt 

. .28822, 




28605. 


.288^0, 


28606. 


.28821 








Seq. No. 


56967 








Seq.. ID 


OJ000103 


_03.0426 


Gene No. 


119222 








Strand 






Start 


. 28391 








End 


31890 




Name 


OJ000103 03. 0426. C2. 


o4 . tm 


Method- 


TBLASTX : 


Maize 


Start 


28412 








End 


rt O O rt 1 

28831 




GI 


none 








Score 






Exons 


28412. 


.28480, 


28414. 




i n a t o rt rt rt 

28472 . . 288 


rt "1 rt O /"* rt 1 

31, 28621 




Seq. No. 


56967 








Seq. ID 


OJ000103 


_03.0426 


Gene No. 


119222 








Strand 






Start 


28391 








End • 


31890 ■ 




Name 


OJ0001 


03 03. 0426. C2. 


o5 . ts 


Method 


TBLASTX: 


Soybean 


Start 


28708 








End 


29622 




GI 


none 








Score 


306 




Exons 


28708. 


.28938, 


28709. 


. 28936, 


29464. .29622, 29483 


. . 2 9617 


Seq. No. 


56967 








Seq. ID 


OJ000103 


rt rt A rt 

03.0426 


Gene No. 


119222 








Strand 






Start 


28391 








End 


31890 




Name 


OJ000103 03. 0426. C2 . 


ol . tm 


Method 


TBLASTX : 


Maize 


Start' 


.29460 








End 


31890 




GI 


none 








Score. 


68 




Exons 


29460. 


.29615, 


29480. 


.29617, 


29480. .29611, 30081 


. .30302, 




30085. 


.30303, 


30088. 


.30291, 


'30221. .30304, 30546 


. .30665, 




30547. 


.30738, 


30563. 


.30739, 


30564. .30767, 30812 


. .31072, 




30820 : 


.31071, 


30825. 


.31073, 


30828. .31121, 31157 


. .31369, 




31158. 


.31301, 


31159. 


.31371, 


31159. .31371, 31727 


. .31888, 




31770. 


.31889, 


31777. 


.31890 









OJ000103 03. 0426. C2 



Seq. No. 56967 Seq. ID 

Gene No. 119222 Strand 

Start 28391 End 

Name OJ000103_03 . 0426 . C2 . o9 . ts Method 

Start 30065 ... ( End . 

GI none Score 

Exons 30065. .30169, 30078 .. 30173, 30079 .. 30303, 30079 .. 3024 3 , 
30081. .30251 



31890 

TBLASTX: Soybean 

30303 /• 

66 



Seq. No. 56967 

Gene No. • . 119222 

Start 28391 

Name OJ000103_03 . 042 6 . C2 . 

Start 30556 

GI ' none 

Exons 30556. .30645, 30560. 

30921. .31073, 30923. 



08. ts 



.30610, 
.31072, 



Seq. ID OJ000103_03.0426.C2 

Strand \ / ■ 

End 31890 

Method TBLASTX : Soybean 

End 31273 

Score 79 
30560. .30703, 30561 .. 30737 , 
31145. .31273, 31155 .. 31250 , 



31159. .31266, 31196. .31270 



Seq. No. 56967 ■ Seq. ID 

Gene No. 119222 Strand 

Start 28391 End 

Name OJ000103_03 . 0426 . C2 . o3 . tc Method 

Start 31157 End 

GI none Score 



OJ000103_03.0426.C2 
31890 

TBLASTX: Cress 

31889 

322 



574 



60 



Exons 



31157. .31369, 31159. . 31365, 31193 .. 31372 , 317 69 31879, 
31770. .31889 



Seq. No. 56967 Seq. ID 

Gene No. 119223 • Strand 

Start 32783 End 

Name OJ000103_03 . 0426 . C2 . olO . ts Method 

Start 32783 End 

GI none Score 

Exons 32783. .32977, 33068.. 33133 



OJ000103_03.0426.C2 
33133- 

TBLASTX : Soybean 

33133 

57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56967 Seq. ID 

119224 Strand 

34563 End 

OJ000103_03. 0426.C2.o6.tm Method 

34563 End 

none Score 



OJ000103_03.0426.C2 
•35816 

TBLASTX : Maize 

35816 

115 



34563. .34670, 34 58 9 .. 34 663, 35237 .. 35317 , 35238 .. 35330 , 
35429. .35521, 35430 .. 35516, 354 31 .. 35520 , 35611. . 35745, 
35617. .35811, 35619 .. 357 95 , 35619.. 35816 



56968 



119225 Strand 

97~ : End 

OJ000103_03.0426.C3.ol.gs Method 

97 End 

none Score 

97. .227, 1228.. 143*3, 1537.. 1613, 1671. 
1959.. 2011 



Seq. ID OJ000103_03.0426.C3 



+ 

2011 
GENSCAN 
2011 
.7 

. 1760, 1870. . 1945, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56968 

119226 

2265 

OJ000103_03.0426.C3.o2 . tm 
96 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_03.0426.C3 
7127 

TBLASTX: Maize 
2009 
59 

96. ..152, 96... 140,- 97. .153, -.145. .225, 15.L. .228, 165 ...230,- - ■ 
■165. .230,- 573. .'662, 573.-. 662, 574. . 723, 577.'.663, 840. ,932, 
867. .911, 868. .915, 1016... 1093, 1024. .1089, 1038. .1094, 
1047. .1097, 1231. .1308, 1232. .1297, 1361..'l435, 1361. .1435, 
1363. .1437, 1529. .1618, 1536. .1613, 1701. .1763, 1703. .1759, 
1867. .1968, 1869. .2009, 1870. .1977 



56968 

119226 

2265 

OJ000103_03.042 6.C3.ol.tw 

861 

none 



OJ000103 03. 0426. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

861. .926, 861. .926, 863. .928, 865. .927, 1015 .. 1089, ' 1018 1101 
1019. .1102, 1020. .1103, 1023. .1151, 1133. .1186, 1133. .1189, 
1205.. 1330, 1216.. 1326 



7127 

TBLASTX: Wheat 

1330 

72 



Seq. No. - 56968 ". ; Seq. ID 

Gene No. . 119226 Strand 

Start 2265 End 

Name OJ000103_03 . 042 6 . C3 . ol . gp Method 



OJ000103_03.0426.C3 

7127 
AAT/GAP 



57461 



Start 
GI 

Exons 

-GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI " 
Exons 



2265 End 3207 

13803JL.R1084 Score 953 

2265. .2516, 2716. .2838, 2911. .3012, 3131. .3207 

'3935138 9.0e-30 (AC005106) T25N20.2 [Arabidopsis thaliana] ' 



56968 

119226 

2265 

OJ000103_03.0426.'C3.ol.tm 

2320 

none 

2320. .2352, 2409. .2435, 2411. 
2715. .2837, 2721. .2837, 2725. 
2912. .3013, 3114. .3194, 3128. 
3531. .3632, 3536. .3634, 3571. 
3716. .3766, 3854. .3925, 3873. 
4009. .4077, 4009. .4059, 4058. 
5259.. 5360, 5271.. 5357 

56968 

119226 

2265 

.OJ000103_03.042 6.C3.o2.gs 
2725 
none - 

27-25.. 2838, 2911.. 3012, 3131. 
38:72. .3919, .4008. .4241, 5157. 
6823. .7075 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 03. 0426. C3 



7127 

TBLASTX: Maize 
5360 
34 

.2434, 2417. .2497, 2418. .2498, 

.2844, 2726. .2839, 2911. .3021, 

.3193, -3131, .3199, 3138.. 3197, 

.3642, 3712. .3765, 3712. .3765, 

.3917, 3999. .4061, 4005. .4049, 

.4243, 4064. .4243, 5222. .5356, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 03. 0426. C3 



7127 
GENSCAN 
7075 
.54 

3196, 3528. .3629, 3712. 
5183, 5271.. 5436, 6710. 



,3768, 
,6776, 



Seq. No. 56968 

Gene No. 119226 

Start 2265 

Name OJ000103_03 . 0426 . C3 . ol . tc 

Start 2737 

GI none 

Exons 2737.. 2844, 274'4..2839, 2911. 

. 3128. ,3199, 3530..3619-, 3530. 

'■• . 3670.. '3768, 3713 .. 37 69, 3854 . 



Seq. ID OJ000103_03.0426.C3 
Strand 

End 7127 

Method TBLASTX : Cress 

End 3916 

Score 53 

.3024, 2911.. 3021, 2927.. 3028, 
.3619, 3531.. 3635, 3531.. 3632, 
.3916, 3870. .3914 ■ ^ - 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



56968 

119226 

2265 

OJ000103_03.0426.C3'.ol;ts : 
2737 ' - 

none 

2737. .2844, 2744. .2839, 2744. 

3125. .3199, 3522. .3587, 3531. 

3716. .3769, 3854. .3916, 3864. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 03. 0426. C3 



7127 

TBLASTX : Soybean " 
4077 
71 

.2848, 2911. .3021, 2912. .3028, 
.3632, 3571.. 3630, 3670.. 3768, 
.3917, 4011. .4049, 4012. .4077 



Seq. No. 56968 

Gene No. 119226 

Start 2265 

Name OJ000103_03 . 042 6 . C3 . o2 . tw 

Start 2914 

GI none 

Exons 2914.. 3021, 2927.. 3013, 3108. 
3712. .3768 



OJ000103_03.0426.C3 
7127 

TBLASTX: Wheat 

3768 

87 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3197, 3531. .3632, 3571. .3642, 



57462 



Seq. No. 


56968 


Seq. ID 


OJ000103 


03.0426. 


C3 


Gene No. 


119226 


Strand 








Start 


2265 


End 


7127 






Name 


OJ000103 03-0426. C3.ol.np 


Method 


AAT/NAP 






Start 


6601 


End 


7127 






GI 


2982283 


Score 


87 






Exons 


6601. .6792, 6974. .7127 










GI Descrip. 


(AF051226) PREG-like protein [Picea mariana] 






Seq. No. 


56969 


Seq. ID 


OJ000103 


_03.0426. 


C4 


Gene No. 


119227 


Strand 


+ 






Start 


4260 


End 


18372 






Name 


OJ000103 03.0426.C4.o2.gs 


Method 


GENSCAN 






Start 


4260 


End 


18372 






GI 


none 


Score 


.47 






Exons 


4260. .4371, 5315. .5366, 5914. .5980, 6292. .6462, 


6953. .7025, 




8064.. 8214, 10170. .10218, 10382 .. 104 47 , 


10534. . 


10697, 






10923. .11839, 11998. .12284, 


12379. .12597, 15430 


. . 15612, 






15834. .16110, 16266. .16381, 


16702.. 18372 






Seq. No. 


56969 


Seq. ID 


OJ000103 


03.0426. 


C4 


Gene No. 


119227 


Strand 


+ 






Start ' " : 


4260 


End 


18372 






Name 


OJ000103 03.0426.C4.o2.np 


Method 


AAT/NAP 






Start " 


6565 


End 


8513 






GI 


4.68018 6 


Score 


165 






Exons 


6565.. 6585, 8312.. 8513 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 






Seq. No. 


56969 


Seq. ID 


OJ000103 


_03.0426. 


C4 


Gene No. 


119227 


Strand 


+ 






Start 


4260 


End 


18372 






Name 


OJ000103 03.0426.C4.ol.gp 


Method 


AAT/GAP 






Start 


10815 


JEnd 


11423 






GI . 


none 


' Score 


1007 






Exons 


10815. .11423 . ..• .' . > 










Seq. No. 


56969 


Seq. ID 


OJ000103 


_03.0426. 


C4 


Gene No. 


119227 


Strand 


+ 






Start 


4260 


End 


18372 






Name 


OJ000103 03.0426.C4.o2.gp 


Method 


AAT/GAP 






Start 


12677 ■ • 


End 


13918 ■ 






GI 


969005 


Score 


642 






Exons 


12677. .12840, 13611.. 13918 










Seq. No. 


56969 


Seq. ID 


OJ000103_ 


_03.0426. 


C4 


Gene No. 


119228 


Strand 


+ 






Start 


34197 


. End 


38652 






Name 


OJ000103 03.0426.C4.o4.np 


Method 


AAT/NAP 






Start 


34077 


End 


36234 






GI 


5042416 


Score 


431 






Exons 


34 077. .34138, 34 974. .35140, 


35493. .36234 






GI Descrip. 


(AC006193) Unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


56969 


Seq. ID 


OJ000103_ 


_03.0426. 


C4 


Gene No. 


119228 


Strand 


+ 







57463 



Start 


34197 




End 


38652 






Name 


OJ000103_03 . 04 26.C4 . 


o7 . gs 


Method 


GENS CAN 






Start 


34197 




End 


38652 






GI 


none 




Score 


.47 






Exons 


34197 . . 34239, 34580 . 


. 34690, 


34852. .35140, 35493'. 


. 35836, 






35951. . 36147, 37900. 


. 38652 










Seq. No. 


56969 




Seq. ID 


OJ000103_ 


_03. 0426, 


. C4 


Gene No. 


119228 




Strand 


+ 






Start 


34197 




End 


38652 






Name 


OJ000103 03. 0426. C4 . 


o5 . np 


Method 


AAT/NAP 






Start 


38300 




End 


38649 






GI 


4585973 




Score 


354 






Exons 


38300.. 38649 












GI Descrip. 


(AC005287) translation initiation factor [Arabidopsis thaliana] 


Seq. No. 


56969 




Seq. ID 


OJ000103_ 


03.0426, 


. C4 


Gene No. 


119229 




Strand 








Start 


1 




End 


1260 






Name 


OJ000103 03. 0426. C4. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


1260 






GI 


2982283 




Score 


160 






Exons 


1.-24, 681. .924, 967 


. .1260 










GI Descrip. 


(AF05122 6) PREG-like 


i protein 


[Picea mariana] 






Seq. No. 


56969 '\ 




Seq. ID 


OJ000l03_ 


03.0426, 


. C4 


Gene No. 


119229 




Strand 








Start 


- 1 




End 


1260 






Name 


OJ000103 03. 0426. C4. 


ol . gs 


Method 


GENS ^ AN 






Start ■ 


7 01 




End 


1111 






GI 


none 




Score 


.77 






Exons 


701. . 1111 












Seq. No. 


56969 




Seq. ID 


OJ000103_ 


03.0426. 


.C4 


Gene No. 


119230 




Strand 








Start 


20159 




End 


20827 






Name . 


OJ000103- 03-.0426-.C4. 


o3.gs. - • 


.Method . 


GENSCAN ■ 






Start . 


20159 * 




/End 


20827 






GI 


none 




Scor*e 


1 






Exons 


20159. .20827 












Seq. No. 


56969 




Seq. ID 


OJ000103_ 


03.0426. 


,C4 


Gene No.- 


119231 




Strand 








Start 


23728 




•End 


25948 






Name 


OJ000103 03. 0426. C4. 


o4 . gs . 


Method 


GENSCAN 






Start 


23728 




End 


25948 






GI 


none 




Score 


.87 






Exons 


23728. .24140, 24762. 


.24930, 


25153. .25341, 25430. 


.25597, 






25934 . .25948 












Seq. No. 


56969 




Seq. ID 


OJ000103_ 


03.0426. 


.C4 


Gene No. 


119232 




Strand 








Start 


28247 




End 


30085 






Name ' 


* OJ000103 03. 0426. C4. 


o5 . gs 


Method 


GENSCAN 






Start 


28247 




End 


30085 






GI 


none 




Score 


. 92 






Exons 


28247. .29301, 29461. 


.30085 











57464 



Seq. No. 56969 
Gene No. 119233 
Start 31652 

Name OJ00010'3_03 . 0426 . C4 . olO . tm 

Start 4245 

GI none 

Exons 4245. .4370,, 4248. .4379, 4253. .4372, 

5104. .5217, 5111. .5218, 5113. .5217, 
5313. .5369, 5341. .5385, 5651. .5752, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 03. 0426. C4 



32847 

TBLASTX: Maize 
5752 
189 

4446. .4550, 4457, 
5114. .5218, 5312. 
5662. .5748 



.4546, 
.5365, 



Seq. No. 56969 

Gene No. 119233 

Start 31652 

Name OJ000103J33 . 0426 . C4 . 06 . ts 

Start 4259 

GI none 

Exons 4259.. 4372, 4259.. 4390, 4260. 

5104. .5217, 5119. .5205, 5276. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 03. 0426. C4 



32847 ■■■ 
TBLASTX: Soybean 
5369 
124 

4379, 4446. .4550, 4457. .4549, 
5353, ,5310. .5369 



Seq. No. 56969 
Gene No. 119233 
Start 31652 

Name OJ000103_03 . 0426 . C4 . o4 . tc 

Start 6388 
GI none 

Exons 6388. .6468, 6414. .6458, 6575. 

6763. .6837, 6800. .6844, 6956. 
7102. .7146 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 03. 0426. C4 



32847 

TBLASTX: Cress 
7146 ■ 
117 

6667, 6576. .6695, 6761. .6835, 
7024, 6967. .7023, 7089. .7145, 



Seq. No. 56969 

Gene No. 119233 

Start 31652 

Name OJ000103_03 . 042 6 . C4 ..o7. tc 

Start 11167 

GI none 

Exons. . 11167',. 11442,. 11169 .. 1127 6, 11322 . . 114 4 1 . 



Seq. ID OJ000103_03.0426.C4 
Strand 

End 32847 

Method TBLASTX : Cress 

End 114 4 2 

Score 206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56969 

119233 

31652 

OJ000103_03.0426.C4.o3. tm 
12176 ' 



OJ000103 03. 0426. C4 



Seq. ID 
Strand 
End 

Method 
- End 

none Score 
12176. .12226, 12177 12227 , 12231 .. 12284 , 12366 12596, 
12372. .12596, 12379 12600, 12683 .. 1284 4 , 12684 .. 12842, 
13602. .13694, 13606 .. 13695, 13609 .. 137 1 6, 13610 .. 137 17 , 
13610. . 13717, 13721. .13894, 13724 .. 13903, 13725 .. 138 98 , 
13726. .13908 



32847 

TBLASTX: Maize 

13908- . •• • ■ 
82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56969 

119233 

31652 

OJ000103_03.04 26.C4 .o5.tw 

12519 

none 



Seq. ID OJ000103_03.0426.C4 
Strand 
End 

Method 
End 
Score 



32847 

TBLASTX: Wheat 

13698 

91 



12519. .12596, 12520. .12600, 12520. .12597, 12 682. .1284 0, 



57465 






12683. .12844, 12684 


. .12854, 


13605. .13691, 13606. .13692, 






13609. . 13698, 13610 


. . 13696 








Seq. No. 


56969 




Seq. ID 


OJ000103_03.0426 


.C4 


Gene No.~ 


119233 * 




Strand 


— 




Start 


31652 




' End 


32847 




Name 


OJ000103 03. 0426. C4 


.06 . tc 


Method 


TBLASTX: Cress 




Start 


12559 




End 


12844 




GI 


none 


— 


Score 


51 




Exons 


12559. . 12600, 12684 


. . 12842, 


12686. . 128 


44 




Seq. No. 


56969 




Seq. ID 


OJ000103_03.0426 


.C4 


Gene No. 


119233 




Strand 






Start 


31652 




End 


32847 • 




Name 


OJ000103 03. 0426. C4 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


17022 




End 


17306 




GI 


none 




Score 


196 




Exons 


17022. . 17276, 17022 


. .17306, 


17023.. 17301 




Seq. No. 


56969 




Seq. ID 


OJ000103_03.0426 


.C4 


Gene No . 


119233 




Strand 






Start 


31652 




End 


32847 




Name 


OJ000103 03. 0426. C4 


. o2. tm 


Method 


TBLASTX: Maize 




Start 


17308 




End 


17998 




GI 


none 




Score 


163 ■ 




Exons 


17308. .17478, 17310 


. .17465, 


174 64. .17 994, 17473. .17823, 




- .. 


17480. . 17998, 17586 


. .17993, 


17860. .17994 




Seq. No. 


56969 




Seq. ID 


OJ000103_03.0426 


,C4 


Gene No. 


119233 




' Strand 






Start 


31652 




End 


32847 




Name 


OJ000103 03. 0426. C4 


.08 .ts 


Method 


TBLASTX: Soybean 




Start 


17617 




End 


17994 




GI 


none 




Score 


221 




Exons 


17617. .17994 










Seq. No. . 


. 56969 .... 




• Seq. -ID 


OJ00.0103_03.0426 


..C4 


Gene No.. 


. 119233 . 




' Strand 






Start 


31652' 




End 


32847 




Name 


OJ000103 03. 0426. C4 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


17883 




End 


18285 




GI 


none 




Score 


163 




Exons 


17883. . 17993, 17884 


. .17997,, 


17884,-. 18015, 17891. . 18022, 






17894. .18016, 18025 


. .18285, 


18052. .18285 




Seq. No. 


56969 




Seq. ID 


OJ000103_03.0426 


.C4 


Gene No. 


119233 




Strand 






Start 


31652 




End 


32847 




Name 


OJ000103 03. 0426. C4 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


18055 




End 


18369 




GI 


none 




Score 


268 




Exons 


18055. .18369 










Seq. No. 


56969 ' 




Seq. ID 


OJ000103_03.0426 


.C4 


Gene No. 


119233 




Strand 






Start 


31652 




End 


32847 




Name 


OJ000103 03. 0426. C4 


.o8.tc 


Method 


TBLASTX: Cress 





57466 




Start 


18058 




End 


18345 




GI 


none 




Score 


203 




Exons 


18058 . . 18345, 18144 . 


, . 18257 


• 






Seq. No. 


5696.9 




Seq. ID 


OJ000103 03.0426. 


C4 


Gene No. 


119233 




Strand 






Start 


31652 




End 


32847 




Name 


OJ000103_03. 0426.C4 . 


, oil . tm 


Method 


TBLASTX : Maize 




Start 


18067 




End 


18366 




GI 


none 




Score 


240 




Exons 


18067 . . 18366, 18087 . 


, . 18362 








Seq. No. 


56969 




Seq. ID 


OJ000103_03.0426. 


C4 


Gene No. • 


119233 




Strand 






Start 


31652 




End 


32847 




Name 


OJ000103_03.0426.C4. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


23716 




End 


25576 




GI 


none 




Score 


78 




Exons 


23716. .24168, 23728. 


.24093, 


23954. .24169, 24736 .. 2484 6, 






24832. .24924, 25150. 


.25296, 


25312. .25353, 25424 .. 2557 6, 






25425. .25544 










Seq. No. 


56969 




Seq. ID 


OJ000103_03.0426. 


C4 


Gene No. 


119233 




Strand 






Start 


31652 




End 


32847 




Name 


OJ000103_03.0426.C4'. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


23728 




End 


24924 




GI 


none 




Score 


71 




Exons 


23728. .23805, 23731. 


.23838, 


23735. .238 


39, 23860. .24006, 






23863. .24006, 24013. 


.24063, 


24013. .240 


66, 24053. .24175, 






24076. .24168, 24808. 


.24924 








Seq. No. 


56969 




Seq. ID 


OJ0 : 00103_03.0426. 


C4 


Gene No. 


119233 




Strand 






Start 


31652 




End 


32847 




Name 


OJ000103 03. 0426. C4. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


.23731 




End 


'25567 




GI 


none 




Score 


103 : 




Exons 


23731. .23844, 23732. 


.23851, 


23860. .24000, 23942 .. 24 007 , 






24022 . . 24168, 24048 . 


.24140, 


24827. .24931, 2484 1 . . 24 930 , 






25159. . 25293, 25159. 


.25296, 


25178. .252 


94, 25424. .25567, 






25425 . . 25457 










Seq. No. 


56969 




Seq. ID 


OJ000103_03.0426. 


C4 


Gene No. 


119233 




.Strand 






Start 


31652 




■ End 


32847 




Name ■ 


OJ000103 03. 0426. C4 . 


06 . tm 


Method 


TBLASTX: Maize 




Start 


25141 




End 


25567 




GI 


none 




Score 


133 




Exons 


25141. .25353, 25181. 


.25342, 


25424 . .255 


67, 25434. .25559 




Seq. No. 


56969 




Seq. ID 


OJ000103_03.0426. 


C4 


Gene No. 


119233 




Strand 






Start 


31652 




End 


32847 




Name 


OJ000103 03. 0426. C4. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


25159 




End 


25568 




GI 


none 




Score 


62 





57467 



Exons 



25159. .25275, 25159 .. 25353, 25181 25294 , 25424 .. 25567 , 
25434. .25568 



Seq. No. ,56969 Seq. ID 

Gene No. 119233 ^- Strand 

Start 31652 End 

Name OJ000103JD3 . 0426 . C4 . o3 . ts Method- 

Start 28245 End 

GI none Score 

Exons 28245. .28676, 28250.. 28699 



OJ000JL03_03.0426.C4 
32847 

TBLASTX : Soybean 

28699 • 

148 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56969 Seq. ID 

119233 Strand' 

31652 End 

OJ000103_03. 042 6.C4 ,o4.tm Method 

28292 End 

none Score 



OJ000103__03.0426.C4 
32847 

TBLASTX: Maize 

29947 

210 



28292. .28924, 28386.-28955, 284 93 28960, 28 667 .. 28924 , 

28691. .28930, 29051 .. 29293, 29051 29290, 29459 .. 29794 , 

29460. .29684, 294 68 .. 29638 , 29663 .. 29851, 29738 .. 29947, 

29739. .29930, 29750. .29941 



Seq. No. 56969 Seq. ID 

Gene No. 119233 -~ ■■ / Strand 

Start 31652 End 

Name OJ000103_03 . 0426 . C4 . o5 . tc Method 

Start 28427 End 

GI . . none Score 
Exons 28427. .28819, 284 4 9 28820, 29456 .. 29587, 29738 .. 29890, 
29751.. 29879 



;OJ000103_03.0426.C4 
32847 

TBLASTX: Cress 
29890 
136 



Seq. No. 56969 
Gene No. 119233 
.Start 31652 

Name OJ000103_03 . 0426 . C4 . 06 . tw 

Start 28559 

GI •. none 

Exons 28559. .28924, 28560 .. 28964 ,. 

29207. .29305, 2947 1 .. 29803, 



Seq. ID 
Strand 
End 

Method 
End 

Score, ■ 



OJ000103 03. 0426. C4 



32847 

TBLASTX: Wheat 
29962 

■112... 

28619, .'28735, '29060. .29167, 
29472. .2968.4, 29738.. 29962 



Seq. No. 56969 

Gene No. 119233 

Start 31652 ' •. 

Name OJ000103_03 . 042 6 . C4 . o9 . ts 

Start 28700 

GI none 

Exons 28700. .28840, 28760 
29774. .29902, 29831 



Seq. ID 
Strand 
End * * 
Method . 
.End 
Score 



OJ000103_03.0426.C4 
32847 

TBLASTX : Soybean 

29950 

67 



28930, 29465, 
29950 



.29608, 29528. .29905, 



Seq. No. 56969 Seq. ID 

Gene No. 119233 Strand 

Start 31652 End 

Name OJ000103__03 . 0426 . C4 . o3 . gp Method 

Start . 31438 End 

GI - 294_6."R1084 Score 

Exons 31438. .32808 

GI Descrip. 1 54154 6/pir || S40611 2.0e-55 ubiquitin precursor - Volvox carteri 



OJ000103_03.0426.C4 

32847 
AAT/GAP 
32808 
2395 



57468 



>gi_395295_emb_CAA52290_ (X74214) polyubiquitin [Volvox 
carteri] 1 



Seq. No. 56969 Seq. ID 

Gene No. 119233 "'\ Strand 

Start 31652 End 

Name OJ000103_03 . 0426 . C4 . ol . tm Method 

Start 31644 End 

GI none Score 



OJ000103_03.0426.C4 
32847 

TBLASTX: Maize 

32810 

713 



Exons 


31644. 


.32420, 


31658. 


.32419, 


31688. 


.32431, 


31773. 


.31871, 




31775. 


.32659, 


31781. 


.32443, 


31923. 


.32204, 


32001. 


.32327, 




32003. 


.32797, 


32011. 


.32679, 


32379. 


.32798, 


32379. 


.32798, 




32379. 


.32660, 


32457. 


.32798, 


32685. 


.32810 







Seq. No. 56969 
Gene No. 119233 
Start 31652 

Name OJ000103_03 . 0426. C4 . 61'. ts 

Start 31644 
GI none 
Exons 31644. 

31661. 

31886. 

32108. 

32338. 



,32567, 
,32125, 
,32797, 
,32443, 
,32580; 
32373. .32798, 
32571. .32798 



31651. 
31688. 
31891. 
32236. 
32353. 
32373. 



.31701, 
.32806, 
.32175, 
.32502, 
.32679, 
.32798, 



Seq. ID OJ000103_03.0426.C4 
Strand 

End 32847 

Method TBLASTX : Soybean 

End 32815 

Score 56 
31653. .32342, 31 658 .. 324 4 6, 
31689. .31871, 31769 .. 32443, 
31917. .32324, 31917 .. 32327 , 
,32336. .32671, 32338.-32568, 
32368. .32667, 32373 .. 327 98 , 
32373. .32810, 32492 .. 32815, 



Seq. No. 


56969 








Seq. ID 


OJ000103_ 


03.0426 


.C4 


Gene No. 


119233 








Strand 








Start 


31652 








End 


32847 






Name 


OJ0001 


03_03.0 


426. C4 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


31644 








End 


32818 






GI 


none 








Score 


52 






Exons 


31644. 


.31883, 


31655 


. .31714, 


31659. .32111, 31660. 


.31719, 






31660. 


.31719, 


31661 


. .31906, 


31665. .32339, 31666. 


.31719, 






31688, 


.32341, 


31689 


. .31868, 


. 31689. .32114,. . 317.69. 


.32341, 






31883. 


.32569, 


31889 


.^32446, 


31917. .32570, 32111. 


.32800, 






32112. 


.32324, 


32350 


. .32679, 


32353.-32679, 32373. 


.327 98, 






32373. 


.32798, 


32568 


. .32816, 


32570. .32E 


518 






Seq. No. 


56969 








Seq. ID 


OJ000103_ 


03.0426 


.C4 


Gene No. 


119233 








Strand' ■ 








Start 


' 31652 








End 


32847 






Name 


OJ000103 03. 0.426. C4 


. o3 . np 


Method 


AAT/NAP 






Start 


31652 






End 


32847 






GI 


' 418854 








Score 


1864 






Exons 


31652. 


.32847 















GI Descrip. ubiquitin precursor - parsley gi | 288 112 | emb | CAA4 5621 | (X64344) 
polyubiquitin [Petroselinum crispum] gi | 288 114 | emb | CAA4 5622 | 
(X64345) polyubiquitin [Petroselinum crispum] 



Seq. No. 56969 Seq. ID OJ000103_03 . 042 6 . C4 

Gene- No. ' 119233 Strand 

Start 31652 V - ' * End 32847 

Name OJ000103_03 . 0426 . C4 . 06 . gs Method GENSCAN 

Start 31652 End 32797 



57469 




GI 


none 




Score 


.96 




Exons 


31652.. 32797 










Seq. No. 


56969 




Seq. ID 


OJ000103_03.0426, 


.C4 


Gene No. 


119233 




Strand 


— 




Start 


31652 




End 


32847 




Name 


OJ000103 03. 0426. C4 


,ol . tc 


Method 


TBLASTX: Cress 




Start 


31655 




End 


32836 




GI 


none 




Score 


818 




Exons 


31655. .32818, 31658, 


. .32569, 


31659. . 321 


11, 31662. .32552, 






31662. .32339, 31688 


. .32836, 


31688. .327 


97, 31877. .32797, 






31886. .32797, 31917, 


. .32114, 


32105. . 328 


18, 32330. .32818, 






32338. .32679, 32373 


. . 32819 








Seq. No. 


56969 




Seq. ID 


OJ000103_03.0426, 


■ C4 


Gene No. 


119234 




Strand 






Start 


34876 




End 


36207 




Name 


OJ000103 03. 0426. C4, 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


34876 




End 


36165 




GI 


none 




Score 


82 




Exons 


34876. . 34962, 34876. 


. .34935, 


34887. .34961, 34899 .. 34967, 






34950. . 35141, 34964 . 


. .35143, 


34965. .35141, 35425 .. 3574 2 , 






35458. .35742, 35923. 


. . 35982, 


36004. .36066, 36109.. 36165 




Seq. No. 


569,69 ' ■ 




Seq. ID 


OJ000103_03.0426. 


■ C4 


Gene No . 


119234 




Strand 






Start 


34876 




End 


36207 




Name 


OJ000103 03. 0426. C4, 


,o7.ts 


Method 


TBLASTX : Soybean 




Start 


35494 




End 


36189 




GI 


none t 




Score 


103 




Exons 


35494 . . 35637, 35659. 


. .35745, 


35860. .36060, 35907. .36059, 






36100 . . 36189 










Seq. No. 


56969,- 




Seq. ID 


OJ000103_03.0426. 


, C4 


Gene No. 


. 119234 




Strand ' 






Start 


34876 




End' 


36207 




Name 


OJ000103 03. 0.426. C4\ 


,o9. tc . ■ 


Method • .*. 


TBLASTX: Cress 




Start 


35524 




End 


• 36207 '• • 




GI 


none 




Score 


95 " , 




Exons 


35524 . . 35739, 35949. 


, .36059, 


35950. .362 


07, 35977. .36186 




Seq. No. 


56969 




Seq. ID 


OJ000103_03.0426. 


, C4 


Gene No. - 


119235 . • 




. Strand' 






Start 


38398 




End 


38673 




Name 


OJ000103 03. 0426. C4 . 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


38398 




End 


38652 




GI 


none 




Score 


337 




Exons 


38398 . .38652, 38433. 


. 38456, 


38553. .38645 




Seq. No. 


56969 




Seq. ID 


OJ000103_03.0426. 


C4 


Gene No. 


119235 




Strand 






Start 


38398 




End 


38673 




Name 


OJ000103 03. 0426. C4. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


38398 




End 


38652 




GI 


none 




Score 


340 




Exons 


38398. .38652 











57470 



Seq. No. 56969 Seq. ID 

Gene No. 119235 Strand 

Start " 38398 - End 

Name OJ000103_03 . 0426 . C4 . o3 . tw Method 

-Start 38398 End 

GI none Score 

Exons 38398 . .38673 



OJ000103_03.0426.C4 
38673 . 

TBLASTX: Wheat 

38673 

332 



Seq. No.' 56969 Seq. ID 

Gene No. 119235 Strand 

Start 38398 End 

Name OJ000103_03 . 0426 . C4 . o7 . tm Method 

Start 38398 End 

GI none Score 

Exons 38398 . . 38673 



OJ000103_03.0426.C4 
38673 

TBLASTX: Maize 

38673 

331 



Seq. No. 56970 Seq. ID 

Gene No. 119236 Strand 

Start 184 End. 

Name < OJ000113_03 . 04 2 6 . C2 . ol . gp Method 

Start 184 End 

GI none Score 

Exons 184 . .440 



OJ000113_03.0426.C2 
440 

AAT/GAP 

440 

449 



Seq. No. 56970 

Gene No. 119237 

Start 850 

Name OJ000113_03 . 0426 . C2 . ol . gs 

Start 850 

GI none 
Exons 



Seq. ID OJ000113__03.0426.C2 
Strand 

End 3742 

Method GEN SCAN 

End 3709 

Score .8 



850. .960, 1297. .1392, 1527. .1602, 2109. .2231, 2334. .2475, 
2560.. 2671, 2841.. 2993, 3509.. 3579, 3652.. 3709 



Seq. No. 56970 

Gene No. 119237 

Start 850 

Name OJ000113_03 . 0426 . C2 . o2 . tm - 

Start 1065 

GI none 

Exons 1065.. 1193, 1066.. 1194, 1069. 

1298.. 1393, 1524.. 1592, 1527. 



OJ000113 03. 0426. C2 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

.1194, 1294. .1392, 1297, 
.1592, 1528. .1593, 1528, 



3742 

TBLASTX: Maize 

1593 

168 



1389, 
1593 



Seq. No. • • 56970 ' , . 

Gene No. 119237 
Start 850 ' 

Name OJ000113_03 . 0426 . C2 . ol . tm 

Start 2335 
GI none 

Exons 2335.-2475, 2336.. 2476, 2548. 

2571. .2681, 2832. .2993, 2841. 
3510.. 3566, 3511.. 3567, 3650. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 03. 0426. C2 



3742 

TBLASTX: Maize 
3742 
188 

,2673, 2548.. 2667, 2558, 
.2993, 2842. .2994, 3509, 



.2671, 
.3565, 



3739, 3651. .3710, 3653. .3742 



Seq. No. 56971 Seq. ID 

Gene No. 119238 Strand 

Start 205 End 

Name OJ000113_03 . 0426 . C3 . ol . gs Method 

Start 205 End 



OJ000113_03.0426.C3 

2282 

GENSCAN 

2282 



57471 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

205.. 269, 404.. 48&,. 580.. 683, 

56971 

119238 

205 

OJ000113_03.0426.C3.ol.tm 

206 

hone 

206. .27.1, 209. .271, 216. .284, 
402. .497, 404. .496, 563. .631, 

56971 

119238 

205 

OJ000113_03.042 6.C3-ol.ts 

229 

none 

229. .249, 241. .276, 245. .277, 
"424.. 489, 563.. 688, 583.. 681 



Score .98 

1127. .1193, 1441. .1636, 2179. .2282 

Seq. ID OJ000113_03.-0426.-C3 
Strand 

End 2282 

Method TBLASTX : Mai ze 

End 631 

Score 101 

216. .272, 229. .288, 402. .491, 
580. .630 

Seq. ID OJ000113_03. 0426.C3 • 

Strand • - 

End 2282 

Method TBLASTX : Soybean 

End 688 

Score 70 

403. .486, 405. .488, 423. .485, 



Seq. No. 56972 

Gene" No. 119239 

Start 2142 

Name OJ000113_03. 0426.C4 .ol-*fes 

Start 387 

GI none- 

Exons 387.. 572, 406.. 459 

Seq. No. 56972 

Gene No. 119239 

Start 2142 

Name OJ000113_03 . 0426.C4 . ol . tc 

Start 390 

GI none 

Exons 390.. 572, 406.. 459 



Seq. ID OJ000113_03.0426.C4 
Strand 

End 3594 

Method TBLASTX : Soybean 

End 572 

Score 75 



Seq. ID OJ000113_03.0426.C4 
Strand 

End 3594 

Method TBLASTX: Cress 

End 572 

Score 66 



Seq. No..' 56972 

Gene No. 119239 

Start 2142 

Name OJ000113_03 . 0426 . C4 . o2 . tm 

Start .438 

GI • , none . .. • - • 

Exons 438.. 563 



Seq. ID OJ000113_03. 04-26. C4 
Strand 

End 3594 

Method TBLASTX : Mai ze 

End 563 

Score' . 22 6 



Seq. No. 56972 

Gene No. 119239 

Start 2142 

Name OJ000113JD3 . 0426 . C4 . ol . tm 

Start 2009 

GI none 

Exons 2009.. 2377 



Seq. ID OJ000113_03.0426.C4 
Strand 

End 3594 

Method TBLASTX : Mai ze 

End 2377 

Score 234 



Seq. No. 56972 

Gene No. 119239 

Start 2142 

Name OJ000113_03 . 0426 . C4 . o2 . gs 



Seq. ID • OJ000113_03 . 0426 . C4 
Strand 

End 3594 
Method GENSCAN 



57472 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2142 End 3594 

none Score .55 

2142. .2195, 2956. .3103, 3379. .3434, 3589. .3594 



56973 Seq. ID 

119240 Strand 

1 End 

OJ000113_03 . 0426 .C5 . ol .np Method 

1 End 

6630699 Score 
1. .210 

(AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ000113_03.0426.C5 
+ 

210 

AAT/NAP 

210 

84 



Seq. No. 


56973 


Seq. ID 


OJ000113_03.0426.C5 


Gene No. 


119241 


Strand 


+ 


Start 


859 


End 


5387 


Name 


OJ000113' 03. 0426. C5 


'.ol.gs Method 


GENSCAN 


Start 


859 * 


End 


5387 


GI 


none 


Score 


.62 


Exons 


859. .931, 2988. .308 


8, 4644. .4794, 498E 


J. .5185, 5263. .5387 


Seq. No. 


56973. 


Seq. ID 


OJ000113 03. 042.6. C5 


Gene No. 


119242" 


Strand • 


+ . 


Start 


607-2 


End 


7910 


Name 


OJ000113 03. 0426. C5 


.ol.gp Method 


AAT/GAP 


Start 


6072 


End 


6288 


GI 


47093 1.R1084 


Score 


385 


Exons 


6072. .6288 






GI Descrip. 


'2493494/spl P55748 | 


CP22_HORVU 9.0e-72 


SERINE CARBOXYPEPTIDASE 



II-2 PRECURSOR (CP-MII.2) >gi_619351 __bbs_153537 CP-MII . 2=serine 
carboxypeptidase [Hordeum vulgare=barley, cv. Alexis, aleurone, 
Peptide, 436 aa] >gi_6102957_emb_CAB59202 . 1_ (X78878) serine 
carboxylase II-2 [Hordeum vulgare] ? 



ll- Seq. No. . 56973 . . _■ ' . - tr Seq. .ID OJ000113_03 . 0426. C5 

[± Gene No.-'". 119242' Strand + 

Iq Start 6072 End 7910 

S3 Name OJ0001 13_03 . 0426 . C5 . o3 . np Method AAT/NAP 

Q Start 6131 End 7910 

GI 2493494 Score 201 

Exons ; • . 6131,. 6292, 7887. .7910 - 

GI Descrip. SERINE CARBOXYPEPTIDASE I 1-2 PRECURSOR (CP-MII.2) 

gi I 619351 1 bbs 1 153537 CP-MII . 2=serine carboxypeptidase [Hordeum 
vulgare=barley, cv. Alexis, aleurone, Peptide, 436 aa] 
gi I 6102957 | emb | CAB59202 . 1| (X78878) serine carboxylase II-2 
[Hordeum vulgare] 

Seq. No. 56973 Seq'. ID OJ000113_03 . 0426 . C5 

Gene No. 119243 Strand 

Start 349 End 456 

Name OJ000113_03 . 042 6 . C5 . o2 . np Method AAT/NAP 

Start . 349 End 456 

GI 5922619 Score 102 

Exons 349.. 456 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 



57473 



gil 6016852|dbj IBAA85195.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq.. No. 


56973 










Seq. ID 


OJ000113_03.0426 J 


.C5 


Gene No. 


119244 










Strand 






Start 


6098 










End 


6301 




Name 


OJ000113 


_03, 


.0426, 


,C5.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6098 










End 


6289 




GI 


none 










Score 


218 




Exons 


6098. .621 


39, 


6142. 


. . 6288 










Seq. No. 


56973 










Seq. ID 


OJ000113_03.0426, 


.C5 


Gene No. 


119244 










Strand 






Start 


6098 










• End 


6301 • 




Name 


OJ000113 


_03. 


.0426, 


,C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6104 










End 


6301 




GI 


none 










Score 


270 




Exons 


6104. .62* 


39, 


6142. 


. . 6288, 


6155. 


.6301 






Seq. No. 


56973 










Seq. ID 


OJ000113_03.0426, 


.C5 


Gene No. 


119244 










Strand 






Start 


6098 










End 


6301 




Name 


OJ000113 


_03, 


.0426. 


,C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6113"' 










End 


6301 




GI 


none 










Score 


231 




Exons 


6113. . 62i 


39, 


6142-. 


. 6288, 


6155. 


.6301 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ; 
Name 
Start 
GI 

Exons 



56974 
119245 ' 
1 

OJ000113 
1 

2493494 
1..173, 463 



Seq. ID O*J000113_03.0426.C6 
Strand + 
End 2408 
Method AAT/NAP 
End 2408 
Score 1043 
849. .934, 1254. .1520, 2203. .2408 
SERINE CARBOX Y PE PT I DASE II-2 PRECURSOR (CP-MII.2) 
gi I 619351 1 bbs | 153537 CP-MII . 2=serine carboxypeptidase [Hordeum 
vulgare=barley, cv. Alexis, - aleurone, . Peptide, - 436 aa] -- 
gil 6102957 | emb | CAB59202.il (-X78878 ) ' serine carboxylase II-2 
[Hordeum vulgare] 



03.0426.C6.ol.np 



,558, 658. .750, 



56974 
119245 

1 • :• 

OJ000113_03.042 6.C6.ol.tm 
64 

none 



Seq. ID 
Strand 
. End . . 
Method 
End 
Score 

64. .168, 64. .168, 65. .172, 460. .561, 461. .556, 461. .562, 
462.. 581, 653.. 751, 654. .752, 657. .755, 658. .756, 665. .754, 
839. .937, 847. .936, 851. .940, 852. .941, 1253. .1519, 1256. .1519, 
1257. .1520, 1260. .1532, 1261. .1521, 2162. .2269, 2198. .2269, 
2202. .2273, 2203. .2286, 2271. .2333, 2276. .2335, 2277. .2333 



OJ000113_03.0426.C6 
+ 

.2408 . 

TBLASTX: Maize 

2335 

93 



Seq. No. 56974 Seq. ID 

Gene No. 119245 Strand 

Start 1 End 

Name OJ0001 13_03 . 04 2 6 . C6 . ol . ts Method 

Start ' 64 End 



OJ000113_03.0426.C6 
+ 

2408 

TBLASTX : Soybean 
2349 



57474 



GI 

Exons 



none Score 159 

64. .168, 65. .172, 101. .169, 461. .574, 462. .581, 653. .751, 

654. .752, 839. .937, 847. .936, 1247. .1375, 1247. .1474, 

1257. .1520, 1415. .1540, 2206. .2268, 2208. .2270, 2228. .2284, 

2277. .2333-.; 2281.. 2349 



Seq. No. 56974 Seq. ID 

Gene No. 119245 Strand 

Start 1 End 

Name OJ000113_03 . 04 2 6 . C6 . ol . gs Method 

Start 66 End 

GI none Score 
Exons 



OJ000113_03.0426.C6 
+ 

2408 
GENSCAN 
2335 
.73 



66. .173, 658. .717, 849. .934, 1254. .1520, 2203. .2335 



Seq. No. 56974 

Gene No. 119245 

Start 1 

Name OJ000113_03 . 0426 . C6 . o2 . tc 

Start 464 

GI none 
Exons 



Seq. ID OJ000113_03.0426.C6 

Strand + 

End 24 08 

Method T BLAST X : Cress 

End 895 

Score 102 



464. .556, 465. .581, 653. .751, 654. .752, 839. .895 



Seq. No. 56974 ^ Seq. ID 

Gene No. 119245 Strand 

Start 1 End 

Name OJ000113_03 . 0426 . C6 . ol . gp Method 

Start 720 End 

GI 32844__1.R1084 Score 

Exons 720.. 750, 849.. 934, 1254.. 1520, 2203., 

GI Descrip. • 24934 94/sp | P55748 | CP22_HORVU 2.0e-64 

II-2 PRECURSOR (CP-MII.2) >gi_619351_bbs_153537 CP-MI I . 2=serine 
carboxypeptidase [Hordeum vulgare=barley, cv. Alexis, aleurone, 
Peptide, 436 aa] >gi_6102 957_emb_CAB59202 . 1_ (X78878) serine 
carboxylase II-2 [Hordeum vulgare] ? •• 



OJ000113_03.0426.C6 
+ 

2408 
AAT/GAP 
2313 
827 
.2313 

SERINE CARBOXYPEPTIDASE 





Seq. No. 


56974 






Seq. ID 


OJ00_0113_03.0426.C6 




"Gene No . , 


11924-5 ■ 






Strand. . 


+ " \: . . ....... 




Start 


1 






End 


2408 




Name 


"'OJ000113 03. 


0426.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1253 






End 


2303 


1 3. 


GI 


none 






Score 


63 




Exons 


1253. .1513, 


1256. .1525, 


1257. , 


.1514, 2212.. .2286, 2277.. 2303 




Seq. No. 


56975 






Seq. ID 


OJ000113_03.0426.C7 




Gene No. 


119246 






Strand 


+ 




Start 


373 






End 


3068 




Name 


OJ000113 03. 


0426.C7.ol. 


gp 


Method 


AAT/GAP 




Start 


373 






End 


842 




GI 


1224 1.R1084 






Score 


891 




Exons 


373. .842 












GI Descrip. 


'2493494/spl 


P55748 ICP22 


_HORVU 


7.0e-56 


SERINE CARBOXYPEPTIDASE 



II-2 PRECURSOR (CP-MII.2) >gi_619351_bbs_153537 CP-MII . 2=serine 
carboxypeptidase [Hordeum vulgare=barley, cv. Alexis, aleurone, 
Peptide, 436 aa] >gi_6102957_emb_CAB59202 . 1_ (X78878) serine 
carboxylase II-2 [Hordeum vulgare] 1 



Seq. No. 



56975 



Seq. ID OJ000113_03.0426.C7 



57475 





Gene No. 


119246 


Strand 


+ 




Start 


373 


End 


3068 




Name 


OJ000113 03- 4 0426.C7.ol.gs 


Method 


' GENSCAN 




Start 


375 


End 


3068 




GI 


none 


Score 


.54 




Exons 


375. .419, 2898. .3068 ' 








Seq. No. 


56975 


Seq. ID 


OJ000113_03. 0426.C7 




Gene No. 


119246 


Strand 


+ 




Start 


373 


End 


3068 




Name 


OJ000113 03.0426.C7.ol.np 


Method 


AAT/NAP 




Start 


375 


End 


536 




GI 


2493494 


Score 


210 




Exons • 


•375. .536 








GI Descrip. 


SERINE CARBOXYPEPTIDASE II-2 


PRECURSOR 


(CP-MII.2) 




gi | 619351 |bbs | 153537 CP-MII.2 


=serine carboxypeptidase [Hordeui 






vulgare=barley, cv. Alexis, aleurone, 


Peptide, 436 aa] 






gi I 6102957 |emb ICAB59202.il (X78878) serine carboxylase II-2 






[Hordeum vulgare] 








Seq. No. 


56975 


Seq. ID 


OJ000113_03.0426.C7 




Gene No. 


119247 


Strand 


+ 




Start 


5202 - 


End 


5875 




Name 


OJ000113 03.0426.C7.o2.np 


Method 


AAT/NAP 


% : =? 


Start 


5202 


End 


5875 




GI 


4115373' 


Score 


'347 


V = 

?\ s 


Exons 


5202. .5357, 5400... 5875 








GI. Descrip. 


(AC005967) putative receptor- 


like protean kinase [Arabidopsis 


1 | I 




thai iana 1 








Seq. No. 


56975 


Seq. ID 


OJ000113_03.0426.C7 


rO 


Gene No. 


119248 


Strand 






Start 


5205 


End 


5830 




Name 


OJ000113 03.0426.C7.ol.tm 


Method 


TBLASTX: Maize 


r. s 


Start 


373 


End 


563 




GI 


none 


Score 


117 


- . 


• Exons 


373. .507, 374.. 508,- 374.. 508., 


378. .563 






Seq. No. 


56975 


Seq. ID 


OJ000113_03.0426.C7 




Gene No. 


119248 


Strand 






Start 


5205 


End 


5830 




Name 


OJ000113 03.0426.C7.ol.tc 


Method 


TBLASTX: Cress 




Start ■ 


' .374 . 


End.. 


530 




GI 


none 


Score 


190 




Exons 


374. .502, 378. .530 








Seq. No. 


56975 


Seq. ID 


OJ000113_03.0426.C7 




Gene No. 


119248 


Strand 






Start 


. 5205 


End 


5830 




Name 


'OJ000113 03.0426.C7.o2.ts 


Method 


TBLASTX : Soybean 




Start 


374 


End 


518 




GI 


none 


Score 


' 180 




Exons 


374. .511, 378. .518 








Seq. No. 


56975 


Seq. ID 


OJ000113_03.0426.C7 




Gene No. 


119248 


Strand 






Start 


5205 


End 


5830 



57476 




Name 


OJUUU11 3_U 3 . 04 . C7 . Ol . 


gs 


Method 


T~> XT f /"» TV XT 

GENSCAN 


start 


c one 




End 


coon 

5830 


GI 


none 




Score 


o c 

. 96 


Exons 


coac coon 
dZud . . DO JU 








Seq. No. 


56975 




Seq. ID 


OJ000113_03.0426.C7 


Gene No. 


119248 




Strand 




btart 






End 


coon 

ba 


Name 


OJUUU11J UJ.U42o.C/.Ol. 


t s 


Method 


TBLASTX : Soybean 


Start 


c o o o 




End 


C T T T 

5771 


GI 


none 




Score 


o o 

38 


Exons 


COOO CO/IC C O O n c >l 1 y| 


C A C 1 

5451 . 


COOT 
. 5 / / 1 




■Seq. No. 


56975' 




Seq. ID 


OJ000113__03.0426.C7 


Gene No. 


119248 




Strand 




Start 


tone; 




End 


coon 

5830 


Name 


/^Tnnniio no n >i o ~ o 

OJ000113 03 . 042 o . C7 . o2 . 


tm 


Method 


TBLASTX : Maize 


Start 


5451 




End 


5717 


GI 


none 




Score 


190 


Exons 


5451 . .5/17 








Seq. No. 


5 by / b 




Seq. ID 


OJ000113 03. 0426. Co 


Gene No . 


119249 




Strand 


+ 


Start 


1 




End 


2741 


Name 

rt!' 


OJ000113 03.0426.C8.ol. 


np" 


Method 


AAT/NAP 


Start 


1 




End 


2687 


GI 


4115373 




Score 


1786 


Exons 


1..1870, 2275. .2687 








GI Descrip. 


(AC005967) putative receptor- 


■like protein kinase [Arabidopsis 




thaliana] 








Seq. No. 


56976 




Seq. ID 


OJ000113_03.0426.C8 


Gene No. 


119249 




Strand 


+ 


Start 


1 




End 


2741 


Name 


OJ000113 03.0426.C8.ol. 


gs 


Method 


GEN SCAN 


Start 


48 




End • 


2741 


GI . 


■ none 




■ Score 


.94 . • . , • - 


Exons 


48.. 1870, 2275.. 2741 








Seq. No. 


56976 




Seq. ID 


OJ000113_03.0426.C8 


Gene No. 


119249 




Strand 


+ 


Start 


1 




End 


2741 


Name 


.OJ000113' 03.0426.C8.o2. 


tw. 


Method. . 


TBLASTX: Wheat . 


■Start 


76 ' 




End 


528 


GI 


none 




Score 


176 


Exons 


76. .399, 253. .498, 358. 


.528 






Seq. No. 


56976 




Seq. ID 


OJ000113_03.0426.C8 


Gene No . 


119249 




Strand 


+ 


Start 


1 




End 


2741 


Name 


OJ000113 03.0426.C8.ol. 


tc- 


Method 


TBLASTX: Cress 


Start 


85 




End 


2369 


GI 


none 




Score 


64 


Exons 


85. .171, 184. .588/ 187. 


.615, 


187. .309, 


190. .642, 190. .588, 




190. .585, 190. .615, 196 


. .384, 


250. .588, 


325. .384, 361. .621, 




361. .642, 406. .639, 465 


. .590, 


466. .591, 


619. .786, 619. .786, 




622.. 786, 622.. 882, 625 


. .732, 


625. .786, 


844. .879, 1402. .1545, 



57477 



1603. .1749, 2274. .2369 



Seq. No. 56976 Seq. . ID 

Gene No. 119249 Strand 

Start 1 End 

Name 0 JO 0 0 1 1 3_0 3 . 0 4 2 6 . C8 . ol . tm ' Method 

Start 85 End 

GI none Score 
Exons 



OJ000113_03.0426.C8 
+ 

2741 

TBLASTX: Maize 

981 

53 



85. .177, 88. .171, 97. .372, 211. .786, 262. .444, 289. .573, 
292. .444, 316. .732, 360. .806, 361. .516, 432. .587, 496. .618, 
589. .735, 639.-845, 643. .786, 645. .881, 723. .890, 856. .981 



Seq. No. 56976 
Gene No. 119249 
Start 1 

Name OJ000113_03 . 0426 . C8 . o2 . ts 

Start 175 
GI none 
Exons 175, 

388. 

886. 



585, 187. .615, 
615, 517.. 588, 
1005 



190. .642, 
619. .786, 



Seq. ID OJ000113_03.0426.C8 

Strand + 

End 27 41 

Method TBLASTX : Soybean 

End 1005 

Score 218 

"190. .615, 253. .642, 360. .587, 
622.. 882, 625,. 786, 625.. 786, 



Seq. No. 56976 

Gene No. 119249 

Start ■ 1 

Name OJ000113_03 . 0426 . C8 . ol . 

Start 1246 

GI none 

Exons 1246.. 1404, 1251.. 1370, 
1825. .1869, '2273. .2392, 

Seq. No. 56976 

Gene No. 119249 

Start 1 

Name OJ000113_03 . 042 6 . C8 . o2 . 

Start 1251 

. • GI none. 

Exons 1251. .1364, 1252.-. 1368, 



Seq. ID OJ000113_03.0426.C8 

Strand + 

End 2741 

ts- Method TBLASTX : Soybean 

End 2411 

Score 114 
1398.. 1463, 1399.. 1485, 1603.. 1749, 
2274. .2411 

Seq. ID OJ000113_03.0426.C8 

Strand + 

End 2741 

tm Method TBLASTX : Maize 

End 2375 

. Score • 115 
14*02. .1539, 1603. .1749,' 2274.. . 2375 



Seq. No. 56976 

Gene No. 119249 

Start 1 

Name OJ000113_03 . 0426 . C8 . "61 . tw 

Start 1381 

GI none 

Exons 1381.. 1545, 1603.. 1746, 1840. 



Seq. ID OJ000113 03. 0426. C8 



Strand 
End 

Method 
End 
Score 
.1869 



+ 

2741 . 

TBLASTX Wheat 
1869 

90 . . 



Seq. No. 


56977 ' 




' Seq. ID 


OJ000113 


_03. 


0426. C9 


Gene No. 


119250 




Strand 


+ 






Start 


1274 




End 


4564 






Name 


OJ000113 03. 


.0426.C9.ol.gs 


Method 


GENSCAN 






Start 


1274 




End 


4564 






GI 


none 




Score 


1 






Exons 


' 1274. .3998, 


4107. .4564 










Seq. No. 


56977 




Seq. ID 


OJ000113 


JD3. 


0426. C9 


Gene No. 


119250 




Strand 


+ 







57478 



Start 
Name 
Start 
61 

Exons 

GI Descrip. 



1274 End 4564 

OJ000113JD3. 0426.C9.ol.np Method AAT/NAP 

1292 End 4478 

4115373 • Score 2075 

1292. .1636, 1778. .3998, 4107. .4478 

(AC005967) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 56977 

Gene No. 119251 

Start 16863 

Name OJ000113_03 . 0426 . C9 . o4 , 

Start . 16863 

GI none 

Exons 16863.-. 19226 



gs 



Seq. ID OJ000113_03.0426.C9 

Strand + 

End 19226 

Method GENSCAN 

End 19226 

Score • .72 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ000113 03. 0426. C9 



56977 
119251 
16863 

OJ000113_03.0426.C9.o2.np 
16864 
5725434 
16864. .19223 

(AL109787) putative protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



19226 
AAT/NAP 
19223 
1982 



56977 , Seq. ID 

119252 Strand 
5919 End 
OJ000113_03.0426.C9.o2.gs Method 
5919 * End 
none ' Score 
5919. .6331, 6748. .9349 

56977 

119253 Strand 
10164 End 
OJ000113_03. 0426.C9.o3.gs ■•■ • Method 
10164 * ' End 
none Score 



OJ000113_03.0426.C9 

— r 

9349 
GENSCAN 
9349 
.58 



Seq. ID OJ000113_03.0426.C9 



14368 
•GENSCAN • 
14368' 
.76 



10164 . .10306, 11219. .11282, 12493 12660, 12763 12881 , 
13062. .13123, 13788. .13806, 14059. .14368 



56977./-. V .', Seq. ID 

11-9253 Strand 

10164 End 

OJ000113_03. 042 6.C9.ol.gp Method 

10839 End 

1780_1.R1084 Score 
10839. .11257, 12493. .12660, 
13233. .13309, 14120.. 14259 
'2982362 1.0e-86 (AF053311) 
aethiopica] ' 

56977. Seq. ID 

119254 Strand 

14354 End 

OJ000113JD3 . 042 6 . C9 . o2 . gp Method 



OJ000113_03. 042.6. C9 

14368 - 
AAT/GAP 
14259 
1755 

12763. .12881, 13062 .. 13123, 
glutathione peroxidase [ Zantedeschia 



OJ000113_03.0426.C9 

14463 
AAT/GAP 



57479 




Start 


14354 


End 


14463 


GI 


none 


Score 


165 


Exons 


14354 . .14463 






Seq. No. 


56977 


• Seq. ID 


OJ000113J33. 042-6. C9 


Gene No. 


119255 


Strand 




Start 


19903 


End 


20389 


Name 


OJ000113_03.042 6.C9.o3.gp 


Method 


AAT/GAP . 


Start 


19903 


End 


20389 


GI 


uC-osf Icypll6a09al 


Score 


898 


Exons 


19903. .20389 






GI Descrip. 


, 417 6420/dbj |BAA37167| 2 . Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 






Seq. No. 


56977 


Seq. ID 


OJ000113_03.0426.C9 


Gene No. 


119256 


Strand 




Start 


20762 


End 


22707 



Name OJ000113_03 . 0426 . C9 . o4 . tc Method TBLASTX : Cress 

Start 1350 End 9176 



GI 


none 










Score 


36 








Exons 


1350 


.1406, 


1436. 


.1900, 


1453. 


.1752, 


1484 . 


.1906, 


1487. 


.1903, 




1496 


. 1906, 


1499. 


. 1807, 


1499. 


.1822, 


1499. 


.1897, 


1499. 


.1897, 




1571 


.1915, 


1631. 


. 1906, 


1676. 


.1822, 


1847. 


.1906, 


1898. 


.2113, 




1898 


.1978, 


1910. 


.1972, 


1919. 


.1972, 


.1940. 


.2047, 


1985. 


.2113, 




1985 


.2122, 


1985. 


.2113, 


1991. 


.2122, 


2186. 


.2284*, 


2186. 


.2284, 




. 2225. 


.2284, 


2321. 


.2434, 


2432. 


.2578, 


2432. 


.2581, 


2432. 


.2578, 




2432. 


.2578, 


2432. 


.2578, 


2438. 


.2578, 


2447. 


.2578, 


2468. 


.2578, 


r 


2555. 


.2731, 


2561. 


.2731, 


2585. 


.2725, 


2588. 


.2728, 


2596. 


.2799, 




2792, 


.2992, 


2792. 


.2992, 


2792. 


.3100, 


2792. 


.2992, 


2792. 


.2992, 


: : 2 


2822. 


.2869, 


2831. 


.2992, 


2831. 


.2992, 


3047. 


.3148, 


3755. 


.3877, 


V=? 


4136. 


.4201, 


4289. 


.4393, 


6237. 


.6341, 


6881. 


.7051, 


7100. 


.7237, 


X ^? 


7598. 


.7732, 


7616. 


.7990, 


7637. 


.7993, 


7658. 


.7918, 


7664 . 


.7990, 




7667. 


.7990, 


7667. 


.7996, 


7667. 


.7990, 


7727. 


7867, 


7734 . 


.7964, 




7871. 


.7993, 


7967. 


.8065, 


7970. 


.8065, 


8009. 


8068, 


8018. 


.8065, 




8075. 


.8269, 


8078. 


.8269, 


8078. 


.8269, 


8081. 


8269, 


8081. 


.8266, 




8081. 


.8266, 


8087. 


.8212, 


8090. 


.8269, 


8090. 


8200, 


8222.- 


.8269, 




- 8324 . 


. 8443, 


•8327. 


..■8425, 


8327,. 


.8416, 


8337. 


84-2 6, 


•8414 . 


.8554, 




8420. 


■--.85i5, 


8618. 


.8755/ 


8618. 


.8770,. 


8618. 


8770, 


8624 . 


.8758, 




8627. 


.8845, 


8627. 


.8755, 


8627. 


.8755, 


8777. 


8836, 


8777. 


.8836, 




8837. 


.9130, 


8843 . 


.9175, 


8846. 


.9106, 


8849. 


9100, 


8852. 


.9100, 



9006. .9176 



Seq. No. 56977 ' Seq. ID OJ0001 13_03 .,0426 .0.9 - • . 

Gene No. 119256 Strand 

Start . .20762 . . . End . 22707 

Name OJ000113_03 . 0426 . C9 . o3 . tw Method TBLASTX : Wheat 

Start 1439 End 9208 

GI none Score 4 7 

Exons 1439. .1492, 1487. .1804, 1571. .1882, 1631. .1897, 1772. .1897, 

1957. .2064, 1985. .2098, 1985. .2110, 2585. .2710, 2641. .2793, 

7658. .7918, 7751. .7993, 7970. .8065, 8090. .8269, 8852. .9124, 
8951. .9130, 9122. .9208 

Seq. No." • 56977 Seq. ID OJ000113_03 . 0426 . C9 

Gene No. 119256 Strand 

Start 20762 End 22707 

Name OJ000113_03 . 0426 . C9 . o3 . ts Method TBLASTX : Soybean 



57480 



Start 
GI 

Exons 



1475 

none 

1475. 

1525.. 

1892. 

2189. 

2432. 

2629. 

2876. 

7658. 

7802. 

8081. 

8327. 

8618. 



.1927, 
.1752, 
.2113, 
.2284, 
.2581, 
.2868, 
.2941, 
.7858, 
.7903, 
.8215, 
.8416, 
.8770, 



1496, 
1525. 
1898. 
2219; 
2450. 
2789. 
3047. 
7658. 
7970. 
8081. 
8327. 
8618. 



.1906, 
.17 52, 
.1978, 
.2302, 
.2578, 
.2866, 
.3133, 
.7990, 
.8065, 
.8269, 
.8425, 
.8779, 



1499. 
1562. 
1985. 
2312. 
2582. 
2789. 
7595. 
7664. 
8021. 
8090. 
8618. 
8843. 



End 

S.core 
.1897, 
.1906, 
.2122, 
.2437, 
.2731, 
.2932, 
.7990, 
.7990, 
.8071, 
.8269, 
.8755, 
.9106, 



9106 

268 
1499. .1897, 
1657. .1752, 
1991. .2119, 
2432. .2581, 
2588. .2731, 
2792. .3091, 
7616. .7732, 
7667. .7993, 
8078. .8269, 
8171. .8269, 
8618. .8770, 
8843. .9106, 



1520. 
1697. 
2186. 
2432. 
2588. 
2792. 
7658. 
7667. 
8081. 
8327. 
8618. 
8852. 



.1897, 
.1906, 
.2287, 
.2578, 
.2731, 
.2959, 
.7990, 
.7936, 
.8269, 
.8437, 
.8755, 
.9100 



Seq. No. 
Gene No. 
Start 
Name * 
Start ' 
GI 

Exons 



56977 

119256 

20762 

OJ000113JD3. 

1487 

none 

1487. .1906, 
1991. .2122, 
2584. .2991, 
2792. .2992, 
7658. .7918, 
7757. .7993, 
8081. .8269, 
8327. .8416, 



0426.C9.o4 .tm 



1496. 
2312. 
2588. 
2792. 
7664. 
7898. 
8081. 
8618. 



1906, 
2434, 
2731, 
2956, 
7993, 
7990, 
8266, 
8755, 



1499. 
2432. 
2588. 
2882. 
7667. 
8009. 
8093. 
8618. 



Seq. ID OJ000113_03.0426.C9 
Strand 

End 22707 
Method TBLASTX : Mai ze 
End 9106 
Score 258 

.1897, 1499. .1879, 1898. .1978, 
.2578, 2432.. 2578, 2432.. 2578, 
.2731, 2588.. 2725, 2792.. 3064, 
.2992, 7595.. 7774, 7652.. 7990, 
.7990, 7685. ;7987, 7727. .7867, 
.8062, 8018.. 8062, 8060. .8269, 
.8257, 8111. .8437, 8327. .8425, 
.8740, 8843. .9106, 8849. .9100 



Seq. No. 56977 

Gene No. 119256 

Start 20762 

Name OJ000113_03 . 0426 . C9 . o3 . tm 

Start 3383 

GI none 

Exons. 3383-... 3.682, 3758.. 3910, 4121, 
7268. .7402, 7296. .7403 



Seq. ID OJ000113_03. 0426.C9 
Strand 

End 22707 

Method TBLASTX : Mai ze 

End 7403 

Score 187 

.4204, 6875. .-7045, -7115. .7237, 



Seq. No. 56977 
Gene No. 119256 
Start 20762 

Name ' O JO 0 0 1 1 3_0 3 . 0 4 2 6 . C 9 . o 2 . t s ■■ 

Start 3398 
GI none 

Exons 3398.. 3550, 3542.. 3631, 3626. 

4105. .4224, 4109. .4276, 6138. 
6869. .7045, 7151. .7240, 7271. 



Seq. ID OJ000113_03.0426.C9 
Strand 

End 22707 

Method ■ TBLASTX: Soybean 

End 7387 

Score " • 107 

.3673, 3761. .3877, 3896.-3997, 
.6341, 6199. .6342, 6749. .6817, 
.7387 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56977 

119256 

20762 

OJ000113_03.0426.C9.ol.tw 

11188 

none 



Seq. ID OJ000113_03.0426.C9 
Strand 

End 22707 

Method TBLASTX : Wheat 

End 12873 

Score 140 



11188. .11217, 11226. .11258, 124 93. .1257 6, 124 94. .12580, 
12580. .12663, 12581 .. 12661 , 12753 .. 128 66, 12760 12873, 



57481, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12761. . 12871 

56977 Seq. ID 
119256 t Strand 

20762 ' End 

OJ000113_03.04 26.C9.ol.ts Method 

12492 End 

none Score 



OJ000113_03.0426.C9 
22707 

TBLASTX : Soybean 

13334 

206 



12492. . 12662, 124 93 .. 12663, 12494 12661, 127 60 .. 12882 , 
12761. . 12883, 12761 .. 128 95 , 13060 13122 , 13073 .. 13123, 
13210. .13317, 13227. .13325, 13235. .13315, 13242. .13334 



Seq. No. 56977 Seq. ID- 
Gene No. 119256 Strand 
Start * 20762 End 
Name OJ000113_03 . 042 6 . C9 . o2 . tc Method 
Start 12493 End 
GI none Score 
Exons 12493. .12663, 124 94 12661 , 
12761. .12883, 127 62 12884 



OJ000113_03.0426.C9 
22707 

TBLASTX: Cress 
12884 
233 

12760. .12882, 127 61 .. 12883 , 



Seq. No. 56977 

Gene No. 119256 

Start 20762 

Name OJ000113_03 . 0'426 . C9*. o2 . tm 

Start -.~12493 

GI none 

Exons ' 12493. . 12663, 124 94 .. 12661 , 
13060. .13122, 13235.. 13315 



Seq. ID 

Strand 

-End- 

Method 

End 

Score 



OJ000113_03.0426.C9 
22707 

TBLASTX: Maize 

13315 

166 



12760. .12882, 12761 12883, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



56977 

11925 

20762 

OJ000 

17310 

none 

17310 

17483 

17867 

18074 

18227 

21003 

21215 

21509 

21770 

22094 

22310 



113 03.0426.C9.ol.tm 



.17441, 
.17737, 
.18079, 
.18328, 
.18580, 
.21281,. 
.21598, 
.21796, 
.22117, 
.22297, 
.22381 



17445. 
.17697. 
17966. 
18087. 
18234. 
21128. 
21438. 
21510. 
21872. 
22127. 



.17786, 

.18080, 

.18181, 

.18539, 

.18365, 

.21208, 

. 21743, ■ 

.21806, 

.22216, 

.22294, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_03.0426.C9 
22707 

TBLASTX: Maize 

22381 

67 



17454. .17807, 17457 .■ .17843, 

17793. .18143, 17865 .. 18170, 

17988. .18383, 18069 .. 18596, 

18090. .18380, 18212. .18328, 

18627. .18935, 20750 .. 21508 , 

21128. .21307, 21173. .21508, 
214 64. .21811, ■ 21488. .218 14/ 

21573. .21701, 21758. .22123, 

21875. .22024, 22016 . : .22288 , 

22179. .22298, 22187 .. 22303, 



Seq. No. 56977 

Gene No. 119256 

Start 20762 

Name OJ000113_03 . 0426 . C9 . 06 . ts 

Start 17355 

GI none 

Exons 17355 
17940 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17429, 17484. .17717, 17637 18020, 17639 
18323, 17948. .18022, 17960 18160, 18224 



OJ000113_03.0426.C9 
22707 

TBLASTX: Soybean 
22309 
66 

17848, 
18322, 



18243. .18383, 21197 .. 21355, 2 1275 .. 21658 , 21435 .. 21659, 



57482 




21578. .21961, 21881 222 64 , 22022 .. 222 64 , 22184. .22309 



Seq. No. 


56977 




Seq. ID 


OJ000113_03.0426 


.C9 


Gene No. 


♦119256 




Strand 






Start 


207 62 




End 


22707 




Name 


OJ000113_03.0426.C9 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


17483 




End 


22285 




GI 


none 




Score 


147 




Exons 


17483 17740, 17484 


. . 17822, 


17751. .18137, 18054. .18521, 






-i /\ o rt irtf~i^rt irtrtrto 

18089. .18520, 18222, 


. . 18521, 


18348. .18464, 21074 .. 2154 4 , 






21075 21380, 21464 


. . 21691, 


21501. .21695, 21725. .21847, 






21732 21800, . 21768 


. . 21896, 


21770. .22147, 22014 .. 22136, 






22040. .22285 










Seq. No. 


56977 




Seq. ID 


OJ000113JD3.0426, 


.C9 


Gene No. 


119256 




Strand 






Start 


207 62 




End 


22707 




Name 


OJ000113_03. 04 2 6. C9, 


,o3. tc 


Method 


TBLASTX: Cress 




Start 


174 90 




End\ 


22294 




GI 


none 




Score 


196 




Exons 


174 90 .. 17846, 17703, 


. . 18164 , 


18003. .18581, 18446. . 18553, 






rt-i/'k'^-i i^-irt'^rt 
20921. .21031, 21029, 


. .21592, 


21045. .21293, 2 1155 .. 21304 , 






21434 . .21895, 21731 , 


. . 22213, 


21756. .21896, 22022. .22294 




Seq. No , 


56977 




Seq. ID 


OJ000113_03.0426. 


.C9 


Gene No. 


119256 




Strand 






Start 


20762 




End 


22707 




Name 


OJ000113_03 . 04 26.C9, 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


18411 




End 


21196 




GI 


none' - 




Score 


130 




Exons 


18411 . . 18596, 18618 , 


. . 18860, 


18767. . 18859, 20771 2 1196, 






20883. .21077 










Seq. No. 


56977 




Seq. ID 


OJ000113_03.0426, 


,C9 


Gene No. 


119256 




Strand 






Start 


20762 




End 


' 22707 




Name 


■V" OJ000113 03.0426.C9. 


,o5.tc - 


Method 


■ TBLASTX: Cress • 




Start 


""18618 




End . 


20914 . 




GI 


none 




. Score 


198 




Exons 


18618. .18842, 20771. 


, .20914 








Seq. No. 


56977 




Seq. ID 


OJ000113_03.0426. 


,C9 


Gene No. 


.119256 • 




• : Strand • 






Start 


20762 




End 


22707 ' 




Name 


OJ000113_03. 0426.C9. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


18847 




End 


19228 




GI 


none 




■ Score 


451 




Exons 


1884 7 .. 19224 , 18848. 


. 19228 , 


18852. .19226 




Seq. No. 


56977 




Seq. ID 


OJ000113_03.0426. 


C9 


Gene No. 


119256 




Strand 






Start 


20762 




End 


22707 




Name 


OJ000113 03. 0426. C9. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


18861 




End 


19226 




GI 


none 




Score 


336 




Exons 


18861. . 19226, 19028. 


. 19225 









57483 





56977 






Gene No. 


119256 


Strand 




Start 


20762 


End 


22707 


Name 


OJ000113 03.0426.C9.o5.tm 


Method 


TBLASTX: Maize . 


Start 


18939 


End 


19228 ' * 


GI 


none 


Score 


250 


Exons 


18939. . 19226, 19028.. 19228 






Seq. No. 


56977 


Seq. ID 


OJ000113_03.0426.C9 




119256 


Strand 




Start 


20762 


End 


22707 


Name 


OJ000113 03.0426.C9.o3.np 


Method 


AAT/NAP 


Start 


20762 


End 


22707 


GI- 


4335760 


Score 


1512 


Exons 


20762. .22707 






GI Descrip. 


(AC006284) unknown protein 


[Arabidopsis thaliana] 


Qorr No 


56978 


Seq. ID 


OJ000113_03.0426.C11 


Gene No,. 


119257 


Strand 


+ 


Start 


171 


End 


277 


Name 


OJ000113 03,0426. Cll.ol.gs 


Method 


GENSCAN 


Start 


171 


End 


277 


GI 


none 


Score 


.76 


Exons 


171. .277 






Seq." No. 


56979 


Seq. ID 


OJ000113_03.0426.C12 


Gene No. 


119258 


Strand 


+ 


Start 


1595 


End 


2286 


Name 


OJ000113 03.0426.C12.o2.gp 


Method 


AAT/GAP 


Start 


1566 


End 


2124 


GI 


3760078 


Score 


1035 


Exons 


1566. .2124 






GI Descrip. 


2239083/emb|CAB06427 | 5.0e- 


-20 (Z84383) 


anthranilate 




N-hydroxycinnamoyl /benzoyl transferase 


[Dianthus caryophyllus ] 




>gi 2239087 emb CAB06429 


(Z84385) anthranilate 




N-hydroxycinnamoyl /benzoyl transferase 


[ Dianthus caryophyllus ] 


Seq. No.-' 


56979. : • 


Seq. "ID 


OJ000113_03.0426.C12 


Gene No. 


119258 


Strand 


+ 


Start 


1595 


End 


2286 


Name 


OJ000113 03.0426.C12.ol.np 


Method 


AAT/NAP 


Start 


1583 


End 


2286 


GI .. 


■6469032 


. Score. 


373. ' ■ 


Exons 


1583. .2286 






GI Descrip. 


(AB035183) N-hydroxycinnamoyl /benzoyl transferase [Ipomoea 




batatas] 








56979 


Seq. ID 


OJ000113_03.0426.C12 


Gene No. 


119258 


Strand 


+ 


Start 


1595 


End 


2286 


Name 


OJ000113 03.0426.C12.o2.gs 


Method 


GENSCAN 


Start 


1595 


End 


2273 


GI 


none 


Score 


1 


Exons 


1595.. 2273 






Seq. No. 


56979 


Seq. ID 


OJ000113_03.0426.C12 


Gene No. 


119259 


Strand 





57484 



Start 
Name 
Start 
GI 

Exons 



491 End 553 

OJ000113_03.04 26.C12.ol.gs Method GENSCAN 

4 91 " End 553 

none ~ Score .56 

491, .553 



Seq. No. 56979 

Gene No. 119260 

Start 1604 

Name OJ000113_03 . 0426 . C12 . ol . tc 

Start 1604 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000113_03.0426.C12 
Strand 

End 2216 

Method TBLASTX: Cress 

End 2154 

Score 245 



1604. .1885, 2005. .2154, 2006. .2134 



56979 

119260 

1604 

OJ000113_03.042 6.C12.ol.ts 

1604- 
none 



Seq. ID OJ000113_03.0426.C12 
Strand 

End 2216 

Method TBLASTX : Soybean 

End 2155 

Score 24 9 



1604. .1894, 2006. .2155, 2008. .2154 



la 



Seq. No. 56979 

Gene No. 119260 

Start 1604 

Name OJ000113_03 . 0426 .C12 .ol . tm 

Start .1648 

GI none 
Exons 



Seq. ID OJ000113_03.0426.C12 
Strand 

End 2216 

Method TBLASTX : Mai ze 

End 2204 

Score :. 232 



1648. .1749, 1649. .1891, 1904. .1960, 1993. .2160, 1994. .2161, 
2166. .2204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56979 

119260 

1604 

OJ000113_03.0426.C12.ol.tw 

2009 

none • 



Seq. ID OJ000113_03.0426.C12 
Strand 

End 2216 

Method TBLASTX : Wheat 

End 2216 

Score • 184 



2009. /2176,-. 2017. .2214, 2157. .2216 



Seq. No. 56980 

Gene No. 119261 

Start 1 

Name ■ OJ000113_03 . 0426 ; Cl : 3 . ol . np 

Start 1 

GI 6469032 

Exons 1 . . 414 

GI Descrip . ( AB035183 ) N-hydroxycinnamoyl /benzoyl transferase [ Ipomoea 
batatas] 



Seq. ID OJ000113_03.0426.C13 
Strand + 

650 

AAT/NAP . 
414' 
241 



End 

Method 

End 

Score 



Seq. No. 56980 

Gene No. 119261 

Start . 1 

Name OJ0001 13_03 . 0426 . C13 . ol . gp 

Start 53 

GI 3760079 

Exons 53 . . 650 



Seq. ID OJ000113_03.0426.C13 

Strand + 

End 650 

Method AAT/GAP 

End 650 

Score 1082 



57485 



Seq. No. 56980 Seq. ID 

Gene No. 11926.2 Strand 

Start 7795 End 

Name OJ000113_03 .0426.C13.o2.np Method 

Start 7795 ^ End 

GI 6*539553 . Score 

Exons 7795.. 11699 

GI Descrip. (AP000836) Similar, to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj I BAA88206 . 1 | (AP000837 ) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ000113_03.0426.C13 
+ 

11699 
AAT/NAP 
11699 
6741 



Seq. No. 56980 Seq. ID 

Gene No. 119263- Strand 

Start 11513 End 

Name OJ000113_03 . 0426 . C13 . o4 . ts Method 

Start 1 End 

GI none Score 
Exons 



OJ000113_03.0426.C13 
20328 

TBLASTX: Soybean 

15396 

97 



1..114-, 91. .162, 208. .411,- 14842. .14991, 14843 . .,14989, 
15091. .15156, 15190. .15231, 15265^.15396, 15266.. 15382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56980 

119263 

11513 

OJ000113_03.042 6.C13.o6.tm 

1 v 

none 



Seq. ID OJ000113_03.0426.C13 
Strand : - 
End 

Method 
End 
Score 



20328 

TBLASTX: Maize 

15396 

76 



1..135, 14578. . 14649, 14842 14 991 , 14861 .. 15049, 15073 .. 15156, 
15101. .15145, 15190. .15231, 15265. .15396, .15266. .15382 





Seq. No. 


56980 








Seq. ID 


OJ000113_03.0426 


.C13 




Gene No. 


119263 








Strand 








Start 


11513 








End 


20328 




3 < 


Name 


OJ000113 03. 


.0426. 


X13.o4 , 


. tw 


Method 


TBLASTX: Wheat 






Start 


7789 








End 


8175 




■t : : 


GI 


none 








Score 


356 




h& 


Exons 


. 778-9. .817-5,, . 


7800, 


. .8174- 












Seq. No. 


56980 








Seq. ID 


OJ000113_03.0426 


.C13 




Gene No. 


119263 








Strand 








Start 


11513 








End 


20328 






Name 


OJ000113 03. 


.0426. 


.C13.o2, 


. tm 


Method 


TBLASTX :.Maize 






Start 


. 7924 '.. 








End. . . 


8237 ' ' 






GI 


none 








Score 


. 366 






Exons 


7924. .8235, 


7932. 


. .8237 












Seq. No. 


56980 








Seq. ID 


OJ000113_03.0426 


.C13 




Gene No. 


119263 








Strand 








Start 


11513 








End 


20328 






Name 


OJ000113 03. 


.0426, 


.C13.ol, 


. tm 


Method 


TBLASTX: Maize 






Start 


8736 








End 


9058 






GI 


none 








Score 


264 






Exons 


8736. .8990, 


8743. 


. .9057, 


8763. 


.9056, 8897.. 9058 






Seq. No. 


56980 








Seq. ID 


OJ000113_03.0426 


.C13 




Gene No. 


119263 








Strand 








Start 


11513 








End 


20328 





57486 



Name OJ000113_03 . 0426 . C13 . 06 . ts 

Start 9085 

GI none 

Exohs. 9085. .9240, 9223-,;.' 94 71 - 

Seq. No. 56980 

Gene No. 119263 

Start 11513 

Name OJ000113_03 . 0426 . C13 . o5 . tm 

Start 9259 

GI none 

Exons 9259.-9693, 9468.. 9668 

Seq. No. 56980 

Gene No. 119263 

Start 11513 

Name OJ000113_03 . 042 6 . C13 . o5 . tw 

Start 9336 

GI none 

Exons 9336.. 9527, 9336^.9407, 9337, 



Method TBLASTX : Soybean 
End 9471 
Score 88 



Seq. ID OJ000113_03.0426.C13 
Strand 

End - 20328 

Method TBLASTX: Maize ' 

End 9693 

Score 303 



Seq. ID OJ000113_03.0426.C13 
Strand 

End 20328 

Method TBLASTX : Wheat 

End 9528 

Score 131 



9528, 9337.. 9528 



Seq. No. 


56980 


Seq. ID 


OJ000113_03.0426.C13 


Gene No. 


119263 


Strand 




Start 


11513 


End 


20328 


Name 


OJ000113 03.0426.C13.o3.ts 


Method • 


TBLASTX: Soybean 


Start 


9481 


End 


9879 


GI 


none 


Score 


197 


Exons 


9481. .9705, 9489. .9659, 9490.. 


9660, 9706.. 9879, 9714.. 9752 


Seq. No. 


56980 


Seq. ID 


OJ000113_03.042 6.C13 


Gene No. 


119263 


Strand 




Start 


11513 


End 


20328 


Name 


OJ000.113 03.0426.C13.o3.tc 


Method 


TBLASTX: Cress 


Start 


9514 


End 


9903 


GI 


none 


Score 


112 


Exons 


9514. .9696, 9709. .9903 






Seq. No. 


• 56980 


Seq. ID 


OJOOOll'3 _03 . 042 6 . C13 


Gene No. 


119263 


Strand 




Start 


11513 


End 


20328 


Name 


OJ000113 03.0426.C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9529 


End 


10284. 


GI 


none 


Score . 


634 


Exons 


9529.. 9993, 9537.. 10016, 10037 .. 102 67 , 


10045. . 10284, 




100 67. .10264, 10125. .10283. . 







Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 
Seq. No. 



OJ000113 03.0426.C13 



56980 Seq. ID 

119263 Strand 

11513 End 
OJ000113_03 .042 6.C13.ol . ts Method 

10204 End 

5509260 Score 

102 04. .10563, 10305. .10373, 104 22. .10565, 10563. .10667, 
10589. .10648 



20328 

TBLASTX: Soybean 

10667 

300 



56980 



'Seq. ID OJ000113_03.0426.C13 



57487 




Gene No. 


119263 






Strand 


- 




Start 


11513 






End 


20328 




Name 


OJ000113 03.0426.C13, 


.ol. tc 


Method 


TBLASTX: Cress 




.Start 


1029-7 . 






End 


10557 




.GI 


none - 






Score 


286 




Exons 


10297. . 


10557 










O C ^ • IN • 


56980 






Seq. ID 


OJ000113_03.0426, 


X13 


Gene No. 


119263 






Strand 






Start 


11513 






End 


20328 




Name 


OJ000113 03.0426.C13, 


,o3.tm 


Method 


TBLASTX: Maize 




Start 


10338 






End 


10802 




GI 


none 






Score 


222 




Exons 


10338. . 


10565, - 10339. , 


,10563, 


1058 9. .10699, 10590. .10802 




kj v3 vj ■ li W . 


56980 






Seq. ID 


OJ000113_03.0426. 


.C13 


Gene No. 


119263 






Strand 






Start 


11513 






End 


20328 




Name 


OJ000113 03.0426.C13, 


.o3.tw 


Method 


TBLASTX : Wheat 




Start 


10339 






End 


10883 




GI 


none 






Score 


222 




Exons 


10339. . 


10563, 10587., 


,10682, 


10677. . 10883 




Qpn Mn 


56980 






Seq. ID 


OJ000113JD3.0426. 


.C13 


Gene No. 


119263 






Strand 






Start 


11513 






End 


20328 




Name 


OJ000113 03.0426.C13, 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


10736 






End 


11081 




GI 


none 






Score 


314 




Exons 


10736. . 


10936, 10737., 


.11081 










56980 






Seq. ID 


OJ000113_03.0426, 


,C13 


Gene No. 


119263 






Strand 






Start 


11513 






End 


20328 




Name 


OJ000113 03.0426.C13, 


, o4 . tm 


Method 


TBLASTX: Maize 




Start 


10892 






End 


.11230 




GI 


none - 






Score-, 


• 317 ... • .; 




Exons 


10892. . 


11230, 10893. , 


. 11219 








Seq. No. 


56980 






Seq. ID 


OJ000113_03.0426, 


.C13 


(Zona Mn 

OdlC LNU • 


119263 






Strand 






Start 


11513 






End 


20328 




Name 


OJ000113 03.0426.C13, 


. 02 . tW .:. 


Method 


TBLASTX: Wheat . • 




Start 


11087 






End 


11562 




GI 


none- 






Score 


101 * . 




Exons 


11087. . 


11158, 11088., 


.11162, 


11089. .11160, 11177. .11530, 






11177. . 


11557, 11178., 


.11561, 


11179. .11562 




i_) C • LN U < 


56980 






Seq. ID 


OJ000113_03.0426. 


. C13 


Gene No. 


119263 






Strand 






Start 


11513 






End 


20328 




Name 


OJ000113 03.0426.C13, 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


11094 






End 


11435 




GI 


none 






Score 


91 




Exons 


11094. . 


11207, 11120., 


.11200, 


11220. .11435, 11220.. 11414 




Seq. No. 


56980 






Seq. ID 


OJ000113__03.0426. 


.C13 



57488 




Gene No. 


119263 


Strand 








Start 


11513 


End 


20328 






Name 


OJ000113 03.0426.C13.o3.np 


Method 


AAT/NAP 






Start 


11513 


End 


14534 






Gi 


3646373 


Score 


64 






Exons 


11513. .11559, 13344. .13445, 


14421. . 14534 






GI Descrip. 


(AJ011078) RGP1 protein [Oryza sativa] 








Seq. No. 


56980 


Seq. ID 


OJ000113_ 


03. 0426. 


.C13 


Gene No. 


119263 


Strand 








Start 


11513 


End 


20328 






Name 


OJ000113 03.0426.C13.o2.gs 


Method 


GENSCAN 






Start 


12802 


End 


20328 






GI 


none 


Score 


.57 






Exons 


12802. .12903, 13284 . .134 30, 


13682. .13892, 13911. 


. 14002, 






14377. .1444 5, 14 623. .15636, 


18863. .18927, 20239. 


.20328 




Seq. No.. 


56980 


Seq. ID 


OJ000113_ 


03.0426. 


■ C13 


Gene No. 


119263 


Strand . 








Start 


11513 


End 


20328 






Name 


OJ000113 03.0426.C13.o4.np 


Method 


AAT/NAP 






Start 


13102 


End 


15402- 






GI 


7484691 


Score 


'254 






Exons 


13102. .13120, 14645. .15402 










GI' Descrip. 


- anthranilate N-benzoyltransf erase (EC 


2.3.1. 144) 


(clone 


pchcbt3) 




- clove pink gi | 2239091 | emb | CAB06538 . 1 


I (Z84571) 


anthranilate 




N-hydroxycinnamoyl/benzoyltransf erase 


[Dianthus 


caryophyllus] 


Seq. No. 


56980 


Seq. ID 


OJ000113_ 


03.0426. 


.C13. 


Gene No . 


119263 


Strand 








Start 


11513 


End 


20328 






Name 


OJ000113 03.0426.C13.o6.tw 


Method 


TBLASTX: Wheat 




Start 


14777 


End 


14997 






GI 


none 


Score 


40 






Exons 


14777. .147 97, 14 7 91 14 84 4, 


14791. . 14853, 14801. 


. 14854, 






14854. .14997, 14855. .14995 










Seq. No. 


56980 


Seq. ID 


! OJ000113_ 


03.0426, 


,C13 


Gene No. 


119263 


Strand 








Start 


11513 


End 


20328 






Name 


OJ000113 03.0426.C13.o2.tc 


Method 


TBLASTX: Cress 




Start 


14843 


End 


15396 






GI 


none 


. Score 


65 






Exons 


14843. .14992, 14863 .. 14991,' 


15100. . 15156, 15101. 


.15139, 






15190. .15231, 15265.. 15396 










Seq. No. 


56981 


Seq. ID 


OJ000113_ 


03.0426. 


■ C14 


Gene No. 


119264 


Strand 








Start 


1992 


End 


2437 






Name 


OJ000113 03.0426.C14.ol.gp 


Method 


AAT/GAP 






Start 


1992 


End 


2437 






GI 


LIB34 32-059-P1-K1-D8 


Score 


679 






Exons 


1992.. 2437 











GI Descrip. '"5734 61 6/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 

Seq. No. 56981 Seq. ID OJ0001 13_03 . 0426 . C14 

57489 



Gene No. 119265 Strand 

Start 2620 End 3471 

Name OJ000113_03 . 0426 . C14 . ol . np Method AAT/NAP 

Start 2620 . End 3408 

GI 7430994 Score 755 

Exons 2620.. 3408 

GI Descrip. short-chain alcohol dehydrogenase homolog F17N18.70 - 

Arabidopsis thaliana gi | 4753652 I emb| CAB41928 . 1 1. (AL049751) 
short-chain alcohol dehydrogenase like protein 
thaliana] gi | 7268020 | emb | CAB78360 . 1 | (AL161535) 
alcohol dehydrogenase like protein [Arabidopsis 



[Arabidopsis 
short-chain 
thaliana] 



Seq. No. 


56981 








Seq. ID 


OJ000113_03.0426 


-C14 


Gene No. 


119265 








Strand 


- 




Start 


2620 








End 


3471 




Name 


OJ000113_03. 


0426. 


C14.o2, 


.gs 


Method 


GENSCAN 




Start 


2620 








End 


3471 




GI 


none 








Score 






Exons 


2620. : .347-1 














Seq. No. 


56981 








Seq. ID 


OJ000113_03.0426 


.C14 


Gene No. 


119265 








Strand 






Start 


2620 








End 


3471 




Name 


. OJ000113 03. 


0426. 


C14 .ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


2621 








End 


3100 




GI 


none 








Score 


301 




Exons 


2621. .3100, 


2629. 


.3099 










Seq. No. 


56981 








"Seq. ID 


OJ000113_03.0426 


.C14 


Gene No. 


119265 








Strand 






Start 


2620 








End 


3471 




Name 


OJ000113 03. 


0426. 


C14 .ol. 


. tc 


Method 


TBLASTX: Cress 




Start 


2704 








End 


3309 




GI 


none 








Score 


228 




Exons 


2704. .3156, 


2708. 


.2938, 


2999. 


.3157, 3226..3309 





Seq. No. 


56981 






Gene No. 


' . 119265 






Start 


2620 






Name 


OJ000113 03 


.0426 


.C14 .ol 


Start 


2770 






GI 


none 






Exons 


. 2770. .2826, 


2827 


. .3156, 


Seq. No. 


56981 






Gene No. 


119265 






Start 


2620 






Name 


OJ000113 03 


.0426 


.C14 .o2 


Start 


3103 






GI 


none 






Exons 


3103. .3159, 


3104 


. .3160, 


Seq. No. 


56982 






Gene. No. 


119266 






Start 


864 






Name 


OJ000113 03 


.0426 


.C15.ol 


Start 


864 







.Seq, ID. OJ0.00113_03.0426.C14 
Strand - . . . , ' . 

End 3471 
.ts Method TBLASTX: Soybean 
End 3402 
Score 104 
2828. .2938, 3002. ,3112> 3226. .3402 

Seq. ID OJ000113_03.0426.C14 
Strand 

End 3471 

.tm Method TBLASTX : Maize 

End 3387 

Score 70 
3226. .3387, 3227. .3265, 3253. .3375 

Seq. ID OJ000113__03.0426.C15 
Strand + 
End ' 4 281 
.gs Method GENSCAN 
End 4281 



57490 



• 



GI 

Exons 



none Score . 5 

864. .938, 3308. .3398, 3897. .3992, 4271. .4281 



Seq. No. 56982 
Gene No. 119266 
Start 864 

Name OJ000113_03 . 0426. C15 . ol . gp 

Start 2912 

GI " LIB3477-003-P1-K1-E9 
Exons 2912.. 3011 

GI Descrip. ' 24 98586/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000113_03.0426.C15 

Strand + 

End. 4281 

Method AAT/GAP 

End 3011 

Score 132 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56982 Seq. ID 

119267 Strand 

6259 . End 
OJ000113_03.0426.C15.o2.np Method 

6259 End 

3860252' ' Score 
6259.-6396, 7579. .8541 

(AC005824) hypothetical protein [Arabidopsis thaliana] 



OJ000113_03.0426.C15 
+ 

8541 
AAT/NAP 
8541 
428 



56982 Seq. ID 

■119267 ' Strand 

6259 - End 
OJ000113_03.0426.C15.o2.gp Method 

7399 End 

none Score 
7399. .7746 



OJ000113_03.0426.C15 
+ 

8541 
AAT/GAP 
774 6 
626 



Seq. No. 56982 Seq. ID 

Gene No. . 119268 Strand 

Start 10368 End 

Name OJ000113_03 . 0426 . C15 . o3 . gp Method . 

Start 10368 t End 

GI 57109_1.R1084 Score. 

• Exons . 10368. .10595, - 10711. .11073 

GI Descrip. '3738331 6.0e-16 (AC005170) unknown protein [Arabidopsis 
thaliana] 1 



OJ000113_03.0426.C15 
+ 

11073 
AAT/GAP 
11073 ' . ' . 
1141 - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56982 Seq. ID 

1192 68 •• • Strand 

10368- End 

OJ000113_03.0426.C15.o3.np Method 

10506 End 

3738331 Score 
10506. .10595, 10711. .10845 

(AC005170) unknown protein [Arabidopsis thaliana] 



OJ000113_03.0426.C15 
+ 

11073 

AAT/NAP * 
10845 
170 



56982 Seq. ID 

119269 Strand 

5056 End 
OJ000113_03.0426.C15.o2.gs Method 

5056 - End 

none Score 
5056. .6393 



OJ000113_03.0426.C15 

6408 
GENSCAN 
6393 
.99 



57491 



Seq. No. 56982 

Gene No. 119269 

Start ' 5056 ^ 

Name OJ000lI'3_03 . 0426 . CI 5 . ol . np 

Start 5068 

GI 6469032 

Exons 5068 . . 6408 

GI Descrip. (AB035183) N-hydroxycirinamoyl/berizoyltransf erase [Ipomoea 
batatas] 



Seq. ID OJ000113_03.0426.C15 
Strand 

6408 
AAT/NAP 
6408 
757 



End 

Method 

End 

Score 



Seq. No. 56982 

Gene No. 119270 

Start 11469 

Name OJ000113_03 . 042 6 . C15 . o4 . tm 

Start 5068 

GI none 
Exons 



Seq. ID OJ000113_03.0426.C15 
Strand 

End 13916 

Method TBLASTX : Mai ze 

End 5559 

Score 94 



5068. .5118, 5140. .5289, 5167. .5289, 5207. .5290, 5347. .5445, 
5440. .5559 



Seq. No. 56982 
Gene No. 119270 . 

Start 11469 

Name - OJ000113J53 . 042 6 . C15 . ol , 

Start 516? 

GI none _ 

Exons 5167.. 5277, 5201.. 5275, 

5758.-5826, 5878. .5997, 
6256. . 6420, 6288 . . 6320 



ts 



5347. 
5888. 



Seq. ID OJ000113_03.0426.C15 
Strand 

End 13916 

Method TBLASTX : Soybean 

End ; 6420 

■Score 71 

.5433, 5440. .5559, 5584. .5643, 
.5989, 6031.. 6237, 6080.. 6235, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56982 

119270 

11469 

OJ000113_03. 
5590 
none 
5590. 
5877. 
6022. 
6265. 



5613, 
58 94, 
6111, 
6381, 



0426.C15.ol. tm 



5683. 
5878. 
6037. 
"6266. 



.'5736, 
.6006,. 
.6243, 
.6343 



5690 
5888 
6070 



Seq. ID OJ000113_03.0426.C15 
Strand 

End 13916 

Method TBLASTX : Maize 

End 6381 

Score 35 
.5731, 5731. ' ,5829, 5732. .5830,- 
.6001, 5953.. 6009,- 6019.. 606$, 
.6255, 6083.. 6256, 6263.. 6328, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56.982. 
119270 , 
11469 " 

OJ000113J)3.-04 2 6.C15.ol. tc 

5758 

none 

5758.-5826, 5759. .5827, 5884, 
6098. .6256, 6256. .6402 

56982 

119270 

11469 

OJ000113__03.042 6.C15.o5.tm 

10515 

none 



Seq. ID OJ000113_03.0426.C15 
Strand ... - * . 
End 13916 v 

Method TBLASTX: Cress 
End 6402 
Score 44 
.5997, 5888. .5983, 6031. .6255, 



Seq. ID OJ000113_03.0426.C15 



Strand 
End 

Method 

End 

Score 



13916 

TBLASTX: Maize 

12936 

157 



10515. . 10598, 10517. . 10591, 10698 .. 107 60, 10711 .. 107 91 , 



57492 



12889. .12936 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56982 *■ Seq. ID OJ000113_03 . 0426 . C15 

119270 Strand 

11469 End 13916 

OJ000113_03 . 0426 . C15 . o4 . gp Method AAT/GAP 

11262 End 12028 

LIB34-31-009-P1-N1-A10 - Score 755 

11262. .11549, 11917. .12028 

'5001458/gb| AAD37023.il AC006225_1 8.0e-13 (AC006225) putative 

multidrug resistance protein [Arabidopsis thaliana] 1 



.Seq. No. 56982 Seq. ID 

Gene No. • 119270 Strand 

Start 11469 End 

Name OJ000113_03 . 04 2 6 . C15 . o4 . gs Method 

Start 11469 End 

GI none Score 

Exons 11469. . 11549, 11917. .12181, 

13137. .13292, 13336. .13418 



OJ000113_03.0426.C15 

13916 
GEN SCAN 
13418 
.83 

125 63-. .12754, -12903 . . 13064 , • 



Seq. No. 
Gene No. 
Start 
Name « 
Start 
GI 

Exons 



56982 

119270 

11469 

OJ000113 03.0426.C15.o4.np 

11475 

5001458 



Seq. ID OJ000113_03.0426.C15 
Strand 

End'"" " ' 13916 ' 

Method AAT/NAP 

End 13916 

Score 1145 



11475. .11549, 11917. .12084, 1224 4 .. 124 33 , 12567 .. 12754 , 
12903. . 13064, 13137 .. 13247 , 13336 .. 13428 , 1354 1 .. 13639, 
13789. . 13916 



GI Descrip. (AC006225) putative ABC transporter [Arabidopsis thaliana] 



r - 

\4 



Seq. No. 56982 
Gene No. 119270 
Start 11469 

Name ' OJ000113_03 . 0426 . C15 . o2 . ts 

.Start , , 11914 
GI • none 
Exons 11914 
12352 

12918. . 13022, 13795. . 13908 



Seq. ID 
Strand 
End 

_ Method 

. End 
Score 

12087, 11929. .12096, 1224 1 12339, 12263 
12435, 12374. .12439, 12566 .. 12778 , 12581 



OJ000113 03.0426.C15 



13916 

TBLASTX : Soybean 
13908 
70 

12340, 
12760, 



Seq. No. ■ . ■ ■ ■ ; .56982 
Gene No. 119.270 
Start 11469 

Name OJ000113_03 . 04 26 . C15 . o3 . tm 

Start 11914 
GI none 
Exons 



Seq.- ID . OJ000113_03.O426.C15 
Strand 

End 13916 
Method TBLASTX : Mai ze 
End 12087 
Score 252 



11914. .12087, 11915. .12082, 11917. .12087 



Seq. No. 56982 

Gene No. 119270 

Start 11469 

Name OJ000113_03 . 042 6 /CI 5 . o2 . tc 

Start 11917 

GI none 
Exons 



Seq. ID OJ000113_03.0426.C15 
Strand 

End 13916 

Method TBLASTX : Cress 

End 13908 

Score 83 



11917. . 12087, 11924. .12085, 12232 1234 2 , 1224 1 .. 12339, 



57493 




12352. . 12435, 12566 .. 12754 , 12675 .. 12755, 12918 .. 13022, 
13795. . 13908 



Seq. No. 


56982 




Seq. ID 


OJ000113JD3.0426 


.C15 


Gene No. 


119270 




Strand 






Start 


11469 




End- 


13916 




Name 


OJ000113 03.0426.C15. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


12254 




End 


12468 




GI 


none 




Score- 


223 




Exons 


12254 . . 12463, 12257 . . 


12460, 


12259. .12468 




Seq. No. 


56982 




Seq. ID 


OJ000113_03.0426 


.C15 


Gene No. 


119270 




Strand 






Start 


11469 • 




End 


■13916 




Name 


OJ000113 03.0426.C15. 


o5 . gp 


Method 


AAT/GAP 




Start 


12300 




End 


13254 




GI 


6178 1.R1084 




Score 


1108 




Exons 


12300. .12433, 12567. . 


12754, 


12903. .13064, 13137.. 13254 




GI Descrip. 


1 500-14 58 /gb 1 AAD37023. 


1IAC006225 1 2.0e- 


-69 (AC006225) putativ< 




multidrug resistance 


protein 


[Arabidopsis thaliana] 1 




Seq. No. 


56982 




Seq. ID 


OJ000113_03.0426 


■ C15 


Gene No. 


119270 




Strand 






Start 


11469 




End 


13916 




Name 


OJ000113 03.0426.C15. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


12566 




End 


13022 




GI 


none • 




Score 


37 




Exons 


12566. . 12754, 12573.. 


12602, 


12696. .12755, 12939.. 13022 




Seq. No. 


56983 




Seq. ID 


OJ0.00113_03.0426- 


.016 


Gene No. 


119271 




Strand 






Start 


1 




End 


1352 




Name 


OJ000113 03.0426.C16. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1351 




GI 


5001458 




Score 


506 




Exons 


1..114, 268.. 501, 572 


. .738, 


850. .981, 1107. .1174, 1250. 


.1351 


GI Descrip. 


(AC006225)- putative ABC transporter [Arabidopsis" thaliana] 


Seq. No.' 


56983 




Seq. ID 


OJ000113_03.0426 


-C16 


Gene No. 


119271 




Strand 






Start 


1 




End 


1352 




Name 


OJ000113 03.0426.C16. 


ol . gs 


Method 


GEN SCAN 




Start 


'231 ■ . - ' .' .'• ' 


End - 


1351 




GI 


none 




ScorV 


.71 




Exons 


231. .517, 591. .738, 850. .981 


, 1107. .1210, .1250. .1351 




Seq. No. 


56983 




Seq. ID 


OJ000113_03.0426 


.C16 


Gene No. 


119271 




Strand 






Start 


1 




End 


1352 




Name 


OJ000113 03.0426.C16. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


615 




End 


1005 




GI 


none 




Score 


118 




Exons 


615. .746, 615. .740, 619. .741 


, 846. .980, 


849. .980, 850..! 


987, 




850. .1005, 872; .1003 










Seq. No. 


56983 




Seq. ID 


OJ000113_03.0426 


.C16 


Gene No. 


119271 




Strand 







57494 



Start 
Name 
Start 
GI 

Exons 



OJ000113_03.0426.C16.ol. tc 

639 
none 



End 

Method 
End . 
Score " 



1352 

TBLASTX : Cress 

1352 

44 



639. .740, 846. .983, 1103. .1189, 1128 .. 1190, " 1250 .. 1351, 
1251. .1352 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56983 

119271 

1 

OJ000113_03.0426.C16.ol.ts 

699 

none 



Seq. ID OJ000113_03.0426.C16 

Strand - 

End 1352 

Method TBLASTX : Soybean 

End 1351 

Score 61 



699..740-, 846.. 983, 874.. 981, 1103.. 11&9, 1250.. 1351 



56984 

119272 

1 

0J000 s 113_03.0426.C17.ol.np- 

1 

5001458 

1..168, 253. .370, 578. .644, 



Seq. ID OJ000113_03. 0426.C17 
Strand 

End 2031 

' Method AAT/NAP 

End 2031 : 

Score 589 

981. .1078, 1169. .1286, 1807. .2031 



(AC006225) putative ABC transporter [Arabidopsis thaliana] 



56984 

119272 

1 

OJ000113_03.04 26.C17 .ol. tm 
50 

none 



Seq. ID OJ000113_03.0426.C17 
Strand 

End 2031. 

Method TBLASTX : Mai ze 

End 421 

Score 139 



50. .157, 50. .169, 241. .378, 244. .378, 252. .416, 254. .379, 
257. .421 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. Nov ■' . ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56985 

119273 

1 

OJ000113_03.0426.C18.ol.np 
1 

7242910 



Seq. ID OJ000113_03.0426.C18 

Strand + 

End 5611 

Method .• AAT/NAP .. 

End-' 5611' 

Score 7 6 



1..38, 3334. .3407, 5319. .5418, 5515. .5611 
(AP001383) hypothetical protein [Oryza sativa] 



56985 

119274 

325 

OJ000113_03.0426.C18.ol.gs 

325 

none 



Seq. ID. OJ000113_03.0426.C18 
Strand 

End . 4123" 

Method GENSCAN 

End 4123 

Score . 7 

325. .420, 1606. .1770, 2695. .2851, 3290. .3485, 3830. .3922, 
4069. .4123 



Seq. No. 56985 

Gene No. 119275 

'Start 4296 

Name OJ000113_03 . 0426 . C18 . o2 . gs 

Start 4296 

GI none 



Seq. ID OJ000113_03.0426.C18 
Strand 

End 9311 

Method GENSCAN • 

End 9311 

Score . 63 



57495 



Exons 



4296. .4745, 4968. .5155, 5248. .5355, 6309. .6396, 6860. .6950, 
9076. .9311 



Seq. No. 56985. Seq. ID ' OJ000113_03 . 0426 . C18 

Gene No. 119275 Strand 

Start 4296 End ■ 9311 ■ 

Name OJ000113_03 . 0426 .C18 . ol . gp Method AAT/GAP 

Start 7475 End 7577 

GI LIB3477-003-P1-K1-E9 Score 135 

Exons 7475 . . 7577 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza " 
sativa] ' 



Seq. No. 56986 

Gene No. 119276 

Start 383 

Name OJ000103_02 . 0426 . CI . ol . gs 

Start 383 

GI none 
Exons 



Seq. ID OJ000103 02. 0426. CI 



Strand 
End 

Method 

End 

Score 



+ 

2816 
GEN SCAN 
2816 
.86 



383.-465, 879. .971, 1838. .2074, 2127. .2213, 2316. .2441, 
2753. .2816 



Seq. No. 56986 Seq. ID 

Gene No. 119277 Strand 

Start 4498 End 

Name OJ000103_02 . 0426 . CI . ol . gp Method 

Start 4 04 0 End 

GI 2427416 " Score 

Exons 4040.. 4293, 4463.. 4518 



OJ000103__02.0426.C1 

+ i-... * 

5396 
AAT/GAP 
4518 
564 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56986 

119277 

4498 

OJ000103_02.0426.C1 ,o2.gs 

4498 

none 

4498.'. 5378- 

56986 

119277 

4498 

OJ000103_02.0426.Cl.ol.hp 
4507 
7485635 
4507. .5396 



Seq. ID OJ000103_02.0426.C1 

Strand + 

End 5396 

Method GEN SCAN 

End 5378 

Score • • ; 8 8 .' 

v; ■ 

Seq. ID OJ000103_02.0426.C1 

Strand + 

End . 5396 

Method AAT/NAP 

End 5396 

Score 832 



hypothetical protein F17K2.25 - Arabidopsis thaliana 
gi| 3386623|gb|AAC28553.1| (AC004665) unknown protein 



[Arabidopsis thaliana] 



56986 

119277 

4498 

OJ000103_ 

4549 

none 



Seq. ID OJ000103 02. 0426. CI 



02. 0426.Cl.ol. tm 



Strand 
End 

Method 

End 

Score 



+ 

5396 

TBLASTX: Maize 

4905 

469 



4549. .4905, 4624. .4737, 4635. .4895, 4780. .4902 



57496 





Seq. No. 


56986 








Seq. ID 


,OJ000103_02.0426 


.CI 




Gene No. 


119277 








Strand 


+ 






Start 


4498 








End 


5396 ' 






Name 


OJ000103 02. 


0426.Cl'.o2. 


ts 




Method 


TBLASTX: Soybean 






Start 


4549 








End 


4881 






GI 


none 








Score 


277 






Exons 


4549. .4881, 


4635. .4826 














Seq. No. 


56986 








Seq. ID 


OJ000103_02.0426 


.CI 




Gene No. 


119277 








Strand 


+ 






Start 


4498 








End 


5396 






Name 


OJ000103 02. 


0426. CI. ol. 


tw 




Method 


TBLASTX: Wheat 






Start 


4549 








End 


4872 






GI 


none 








Score 


412 






Exons 


4549. .4872, 


4635. .4826 














Seq. No. 


56986 








Seq. ID 


OJ000103_02.0426 


.CI 




Gene No. 


119277 








Strand 


+ 






Start 


4498 








End 


5396 






Name 


OJ000103 02. 


0426. CI. ol. 


ts 




Method 


TBLASTX: Soybean 






Start 


5011 








End 


5300 






GI 


none 




* 




Score 


294 






Exons 


5011. .5295, 


5073. .5300 














Seq. No. 


56986 








Seq. ID 


OJ000103JD2.0426 


.CI 


r : i 


Gene No. 


119277 








-Strand 


+ 






Start 


4498 








End 


5396 






Name 


OJ000103 02. 


0426. CI. ol. 


tc 




Method 


TBLASTX: Cress 




: : s 


Start 


5121 








End 


5391 




vJ 


GI 


none 








Score 


307 






Exons 


5121. .5390, 


5122. .5391, 


5131. , 


.5364 






f N 


Seq. No. 


56987 








Seq. ID 


OJ000103_02.0426 


. C2 




Gene No. 


119278 








Strand 


+ 






Start 


1 








End 


505 






-Name 


• OJ00010.3. 02. 


0426.C2.ol, 


np. 




Method. ■ 


AAT/NAP : 




i "-^ 


Start 


1 . 








End 


502 




fil 


GI 


7485635 








Score 


554 






Exons 


1. .502 
















GI Descrip. 


hypothetical 


protein F17K2 


.25 


- Arabidopsis thaliana 








gil 338 6623 | gb | AAC28553 . 


11 


(AC004665) unknown protein 








[Arabidopsis 


thaliana] 














Seq.' No. 


569#7 . 








Seq. ID 


OJ0001.03_fl2.0426 


.C2 




Gene No. 


119278 








Strand 


+ 






Start 


1 








End 


505 






Name 


OJ000103 02. 


0426.C2.ol. 


gs 




Method 


GEN SCAN " 






Start 


56 








End 


505 






GI 


none 








Score 


.69 






Exons 


56. .505 
















Seq. No. 


56987 . 








Seq. ID 


OJ000L03JD2.0426 


.C2 




Gene No. 


119279 








Strand 








Start 


■266 








End 


2722 






Name 


OJ000103 02. 


0426.C2.ol. 


gp 




Method 


AAT/GAP 






Start 


266 








End 


767 





57497 




GI 56420_1.R1084 Score 983 

Exons 266. .767 

GI Descrip. f 2979562 2.0e-16 (AC003680) unknown protein [Arabidopsis 

thaliana] >gi_3386623 (AC004665) unknown protein [Arabidopsis 
thaliana] 1 ' . 



Seq. No. 56987 

Gene No. 119279 

Start 266 

Name OJ000103_02 . 042 6 . C2 . o2 . gs 

Start 599 

GI none 
Exons 



Seq. ID OJ000103_02.0426.C2 
Strand 

End 2722 

Method GENSCAN 

End 2722 

Score .54 



599. .728, 978.. 1088, 2487. .2580, 2638. .2722 



Seq. No. 56987 Seq. ID 

Gene No. 119280 Strand 

Start 2892 End 

Name OJ000103_02 . 042 6 . C2 . ol . tm Method 

Start 28 End 

GI none Score 

Exons ' 28.. 288, 29.. 289 



OJ000103_02.0426.C2 
2965 

TBLASTX : Maize 

289 

333 



Seq. No. '56987 
•Gene No. ■ 119280 

Start 2892 

Name." OJ000103_02 . 0426 . C2 . ol . tc 

Start 128 

GI none 

Exons 128. .277,. 130. .276, 257. .418, 283. .411 



Seq. ID OJ000103_02.0426.C2 
Strand 

End 2965 

Method TBLASTX: Cress 

End 418 

Score 140 



Seq. No. 56987 Seq. ID 

Gene No. 119280 Strand 

Start 2892 End 

Name OJ000103_02 . 0426 . C2 . o2 . tm Method 

Start 290 End 

GI none Score 

Exons .290.. 436,. 292.. 444, 417.. 509 



OJ000103_02.0426.C2 
2965 

TBLASTX: Maize 
509 
.208 



OJ000103 02. 0426. C2 



Seq. No. 56987 Seq. ID 

Gene No. 119280 Strand 

Start 2892 End 2965 

Name OJ000103_02 . 0426 . C2 . o2 . gp Method AAT/GAP 

Start 2892 '.End 2965' 

GI 3760640 Score 106 

Exons 2892. .2965" 1 . 

GI Descrip. 4 17 6420/dbj I BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 



Seq. No. 


56988 




Seq. ID 


OJ000103_ 


_02, 


.0426 


.C3 


Gene No. 


119281 




Strand 


+ 








Start 


1873 




End 


2203 








Name 


OJ000103 02, 


,0426.C3.ol.gs 


Method 


GENSCAN 








Start ' 


1873 




End 


2203 








GI 


none 




Score 


.68 








Exons 


1873. .2010, 


2039. .2203 












Seq. No. 


56988 




Seq. ID 


OJ000103_ 


_02. 


.0426 


.C3 



57498 



Gene No. 
Start 
• Name 
Start 
GI 

Exons 



119282 Strand + 

10035 End 23153 

OJ000103_02 . 0426 . C3 . o3 . gs Method GEN SCAN 

10035 . End 14435 

none Score . 53 

10035. .10114, 11285. .11468, 11579 .. 1177 1, 11892 .. 11979, 

12637. .12740, 12 923 .. 13023, 13540 13628, 13980 .. 14025, 

14367.. ,14435 - ■ 



Seq. No. 56988 
Gene No. 119282 
Start 10035 

Name OJ000103_02 . 0426 . C3 . o2 . gp 

Start - 11316 ' 

GI 35533_1.R1084 
Exons 11316. . 11468, 

12637.. 12692 

GI Descrip. 1 5302799/emb | CAB4 604 1 . 1 1 2.0e-24 (Z97341) gibberellin 
oxidase-like protein [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_ 
+ 

23153 
AAT/GAP 
12692 
962 



02. 0426. C3 



11579. .11771, 12261. .12341, 12417 .. 124 68, 



ITT 

3 r jj 



• : S 



V-z? 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12676. . 12740, 
19143. .19199, 



OJ000103_02.0426.C3 
+ 



56988 
119282 
10035 

OJ000103_02.0426.C3,o2.np 
11690 
7488059 

11690. ,11757, 12220. .12348, 12676 .. 12740, 134 17 134 90, 
18603. .18722, 18960 .. 19018 , 19143 .. 19199, 19527 .. 19572, 
23119. .23153. 

probable apetala2 domain TINY - Arabidopsis thaliana 
gi|2245030|emb|CAB10450.1| (Z97341) acyl-CoA oxidase like 
protein [Arabidopsis thaliana] gi | 7268 426 | emb | CAB787 18 . 1 1 



23153 
AAT/NAP 
23153 
241 

13417. 
19527, 





(AL161544) acyl-CoA 


oxidase 


like protein [Arabidopsis thaliana] 


Seq. No. 


56988 




Seq. ID 


OJ000103_02.0426.C3 


Gene No. 


119282 




Strand 


+ 


Start 


10035 




End • 


23153 . 


Name • 


OJ000103 02. 0426. C3, 


,o3 . gp 


Method 


-AAT/GAP 


Start 


13262 




End 


14886 '" 


GI 


none 




Score 


1298 


Exons 


13262. .13319, 13572, 


. .13628, 


14223. .14302, 14 385. .1488 6 


Seq. No. 


.56988. ' 




Seq. ID 


OJ00.0103_02.0426-.C3 


Gene No . 


119282 




Strand 


+ 


Start " 


10035 




End 


23153 


Name 


OJ000103 02. 0426. C3. 


. o5.gs 


Method 


GENSCAN 


Start 


17582 




End 


20495 


GI 


none 




Score 


.47 


Exons 


17582. . 17623, 18603, 


. .18722, 


18960. .19018, 19527. . 19572, 




20097. .20220, 20365. 


. .20495 






Seq. No. 


56988 




Seq. ID 


OJ000103_02.0426.C3 


Gene No. 


119282 




Strand 


. + 


Start 


10035 




End 


23153 


Name 


OJ000103 02. 0426. C3. 


,o6.gs 


Method 


GENSCAN 


Start 


22055 


End 


22936 


GI 


none 




Score 


.75 



57499 



t t 



Exons 


22055. .22135, 22793.-22936 








Seq. No. 


56988 


Seq. ID 


OJ000103_ 


02 . 0426. C3 




119283 


Strand 






Start 


1117 


End' r,. 


9054 




Name 


OJ000103 02.0426.C3.ol.np 


Method 


AAT/NAP 




Start 


1117 


End 


8161 




GI 


6063557 


Score 


223 




Exons 


1117. .1160, 4446.-4588, 4837., 


.4999, 81 


36. .8161 




GI Descrip. 


(AP000615) similar to dJ522J7, 


.2 (Z9888 


5) [Oryza 


sativa] 


JC^t IN U . 


SfiQft ft 


Seq. ID 


OJ000103 


02. 0426. C3 


Gene No. 


119283 


Strand 






Start 


1117 • 


End 


9054 




Name 


OJ000103 02.0426.C3.ol.gp 


Method 


AAT/GAP 




Start 


1855 


End 


2275 




GI 


2280721 


Score 


834 




Exons 


1855. .2275 








Seq. No. 


56988 


Seq. ID 


OJ000103_ 


02. 0426. C3 


Gene No. 


119283 


Strand 






Start 


1117 


End 


9054 




Name 


OJ000103 02.0426.C3.o2.gs 


Method 


GENSCAN 




Start 


4833 


End 


9054 




GI 


none 


Score 


.68 




Exons 


4833. .4981; 5382. .5443, 5870. 


.6077,,. 81 


42. .8261, 


8700. .8828, 




8967. .9054' 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56988 

119284 

15025 

OJ000103_02.0426.C3.ol, 
11399 



tm 



none 
11399. 
11627. 
16242. 



.11464, 
,11752, 
,16.421 



11570. .11626, 
16066. .16128, 



Seq. ID 
Strand . 
End 

Method 

End 

Score 
11572. .11661, 
16067. .16132, 



OJ000103 02. 0426. C3 



20043 

TBLASTX: Maize 
16422 
81 

11626. .11751, 
16237. .16422,' 



Seq. No. 


56988 






Seq. ID 


OJ000103^ 


Gene No. 


119284 






Strand 




Start 


15025 






End 


20043 


Name 


OJ000103 02.04 


26. C3. 


ol.ts 


Method 


TBLASTX : i 


Start 


. . 11566 • . 






. End 


20043 


GI 


none 






Score 


75 


Exons 


11566. .11619, 


11567. 


.11620, 


11597. .11773, 11629 




12620. .12709, 


12707. 


.12751, 


12922. .13026, 13228 




13573. .13620, 


16234. 


.16443, 


16242. . 164 


42, 17802 




17865. .17906, 


18621. 


.18725, 


18954 . . 190 


19, 19144 




19825. .19905, 


19993. 


.20043 






Seq. No. 


56988 






Seq. ID 


OJ000103 


Gene No. 


119284 






Strand 




Start 


15025 






End 


20043 


Name 


OJ000103 02. 0426. C3. 


ol.tc 


Method 


TBLASTX: i 


Start 


11576 






End 


19200 


GI 


none 






Score 


71 


Exons 


11576. .11620, 


11597. 


.11773, 


12931. .130 


26, 13246 



.11772, 
.13320, 
.17867, 
.19200, 



57500 



16237. .16443, 16242 16400, 18 609 .. 18725, 19144. .19200 



Seq. No. 56988 
Gene No. 119284 
Start 15025 

Name OJ000103_02 . 0426 . C3 . o2 . tm 

Start 12922 
GI none 

Exons 12922. .13026, 12922 .. 13026, 

13259. .13321, 13570. .13626, 
13978. .14031, 18603. .18725, 
18946. .19020, 18 954 .. 19028 , 
19143. .19199, 19144. .19200, 

Seq. No. 56988 

Gene No. 119284 

Start 15025 

Name OJ000103__02 . 0426 . C3 . o4 . gs 

Start 15025 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13228. . 13320, 
13573. . 13620, 



OJ000103 02. 0426. C3 



18622. 
19130. 



20043 

TBLASTX: Maize 
19578 
152 

13243. .13320, 
13974 . .14057, 
,18726, 18942. .19019, 
19198, 19135. . 19197, 
19525. .19578 



19521. . 19574, 



Seq. ID OJ000103_02.0426.C3 



Strand 
End 

Method 

End 

Score 



20043 
GENSCAN 
16637 
.55 



15025. .15398, 15942 .. 16347 , 16575. .16637 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56989 Seq. ID 

119285 Strand 
^ 1 * End 

OJ000103_02 . 042 6 . C4 . ol . np Method 
1 End 
3776559 Score 
1. .263, 345. .425 - 

(AC005388) Strong similarity to gene F14 J9 . 26 gi | 34 82 933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaliana] 



OJ000103_02.0426.-C4 
+ 

15598 
AAT/NAP 
425 
220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56989 
119285 
1 ■ 

OJ000103_02 . 0426.(14 . ol .gs 
83 

none 



Seq. ID OJ000103_02.0426.C4 

Strand ... + 

End ' ■ 15598- ' 

Method GENSCAN" 

End 13798 

Score .7 



83. .263, 345. .419, 485. .653, 1930. .1954, 1960. .2148, 2272. .2467, 
2945. .3025, 3091 .. 3142 , 3277 .. 3398 , 4304. .4382, 4633. .4689, 
5053.. "5098, 8637. .8717, 13643. .13798 



Seq. No. . 56989 
Gene No. 119285 
Start 1 

Name OJ000103_02 . 0426 . C4 . o2 . np 

Start 2386 
GI 7488059 
Exons 2386.. 2495, 

4633. .4689, 

GI Descrip. 



Seq. ID OJ0.00103_02.0426.C4 
Strand + 
End 15598 
Method AAT/NAP 
End 15495 
Score 292 
.3482, 4188. .4303, 
,15495 

- Arabidopsis thaliana 



4476. .4534, 



2945.. 3025, 3327. 
5053.. 5098, 15470. 
probable apetala2 domain TINY 
gi I 2245030 | emb-| CAB10450.il (Z97341) acyl-CoA oxidase like 
protein [Arabidopsis thaliana] gi | 7268426 | emb | CAB78718 . 1 1 
(AL161544) acyl-CoA oxidase like protein [Arabidopsis thaliana] 



57501 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56989 Seq. ID 

119285 Strand 

1 End 

OJ000103_02.0426.C4 .ol.gp Method 

5051 End 

none Score 

5051. .5098, 5332.. 5411, 5501.. 5591 



OJ000103_02.0426.C4 
+ 

15598 
AAT/GAP 
5591 
323 



56989 Seq. ID OJ000103_02 . 0426 . C4 

119285 Strand + 

1 End 15598 

OJ000103_02 . 0426 . C4 . o3 . np Method AAT/NAP 

14079 End 15598 

7486574 Score ■ 1347 

14079. .15598 

hypothetical protein F7H19 
gi I 32 92829 | emb | CAA19819 . 1 1 

[Arabidopsis thaliana] gi | 7269150 | emb | CAB79258 . 1 | 
putative protein [Arabidopsis thaliana] 



220 - Arabidopsis thaliana 
(AL031018) putative protein 

(AL161558) 



Seq. No. 


56989 




Gene No. 


119286 




Start 


21726 




Name 


OJ000103 02. '0426. C4. 


. o4 .gs 


Start 


21726 




GI 


none 




Exons 


21726. .22029, 22136, 


. .22359 


Seq. No. 


56989 




Gene No. 


119287 




Start 


28761 




Name 


OJ000103 02. 0426. C4. 


. o4 . np 


Start 


28761 




GI 


2583130 




Exons 


28761. .32369, 32428. 


. .32891 


GI Descrip. 


(AC002387 ) putative 


non-LTR 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_02.0426.C4 
+ 

22359 
GENSCAN 
22359 
.6 



OJ000103_02.0426.C4 
+ 

32891 
AAT/NAP 
32891 
1736 



'[Arabidopsis' thaliana] 



Seq. No. 


56989 




Seq. ID 


OJ000103 


Gene No. 


119288 




Strand 


+ 


Start 


37453 




End 


37767 


Name 


OJ000103 02. 0426. C4, 


. o7 . gs 


Method 


GENSCAN 


Start 


37453- • 




End 


37767 


GI 


none 




Score 


.77 . 


Exons 


37453. .37530, 37636. 


. .37-767 






Seq. No. 


56989 




Seq. ID 


OJ000103 


Gene No. 


119289 




Strand 




Start 


41393 




End 


45483 


Name 


OJ000103 02. 0426. C4. 


, o3 . ts 


Method 


TBLASTX: 


Start 


144 • 




End 


422 


GI 


none 




Score 


162 


Exons 


144. .266, 155. .262, 


336. .422, 


344. .421 




Seq. No. 


56989 




Seq. ID 


OJ000103 


Gene No. 


119289 




Strand 




Start 


41393 




End 


45483 



57502 




■Name 


OJ0Q0103 02. 0426. C4 


.06. tm 


Method 


TBLASTX: Maize 




Start 


158 




End 


425 




GI 


none 




Score 


165 




Exons 


158. .262, 168. .266)' 


276. .422, 342. .425 






Seq. No. 


56989 




Seq. ID 


OJ000103_02.0426 


.C4 


Gene No. 


119289 




Strand 






Start 


41393 




End 


45483 




Name 


OJ000103 02. 0426. C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


2083 




End 


2448 




GI 


none 




Score 


72 




Exons 


2083. .21'48, 2091. .2144, • 2263 


..2448, 2265. .2447 




Seq. No. 


56989 




Seq. ID- 


OJ000103_02.0'426 


.C4 


Gene No . 


119289 




Strand 






Start 


41393 




End 


45483 




Name 


OJ000103 02. 0426. C4 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


2259 




End 


4690 




GI 


none 




Score 


-212 




Exons 


2259. .2468, 2260.. 2469, 3260 


..3406, 4202.. 4306, 4461.. 4550, 




4634 . .4690 










Seq. No. 


56989 




Seq. ID 


OJ000103_02.0426 


.C4 


Gene No. 


11928P9 




Strand 






Start 


41393 




End 


.45483 - 




Name 


OJ000103- 02. 0426. C4 


,o2. tc 


Method 


TBLASTX: Cress 




Start 


2268 




End 


4690 




GI 


none 




Score 


198 




Exons 


.2268.. 2450, '2269.. 2469, 4208 


..4306, 4461. .4550, 4634. .4690 


Seq. No. 


56989 




Seq. ID 


OJ000103_02.0426 


.C4 


Gene No. 


119289 




Strand 






Start 


41393 




End 


45483 




Name 


OJ000103 02. 0426. C4 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


. 14177 




End * 


15429 




GI 


none 




Score 


73 




Exons 


. 14177. .14257, . 14246 


. .14344, . 


14307. .14369, 1-4 30.8 .. 14334 , 






14320. .14796,' 14321 


. . 14809, 


14846. .15055, 14 851 ... 15054 , 






14855. .15055, 15133 


. . 15429, 


15134. .15403 




Seq. No. 


56989 




Seq. ID 


OJ000103_02.0426 


,C4 


Gene No . 


119289 




Strand 






Start 


. 41393 • 




: End 


.45483; 




Name 


OJ000103 02. 0426. C4 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


14668 




End 


14934 




GI 


none 




Score 


172 




Exons 


14668. .14775, 14675 


. . 14842, 


14842. . 14 934, 14 852 .. 14896, 






14897. .14932 










Seq. No. 


56989 




Seq. ID 


OJ000103_02.0426 


.C4 


Gene No. 


119289 




Strand 






Start 


41393 




End 


45483 




Name 


OJ000103 02. 0426. C4 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


14855 ^ 




End 


15382 




GI 


none 




Score 


152 




Exons 


14855. .15064, 15128 


. .15382 









57503 




Seq. No. 


56989 




Seq. ID 


OJ000103_02.0426, 


,C4 


Gene No. 


119289 




Strand 






Start 


41393 ' 




End 


45483 




Name 


OJ000103_02 . 04 26.C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


22108 




End 


41800 




GI 


none 




Score 


77 




Exons 


22108 . . 22407, 22109 


. . 22297, 


31896. .32093, 4 157 9 .. 4 1668 , 






41717 . .41800 










Seq. No. 


56989 




Seq. ID 


OJ000103_02.0426, 


,C4 


Gene No. 


119289 




Strand 






Start 


41393 




End 


45483 




Name 


OJ000103 -02. 0426. C4 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


22186 




End 


42133 




GI 


none 




Score 


84 




Exons 


22186. .22320, 31905 


. . 32042, 


41768. .42133, 41769. .41912 




Seq. No. 


• 56989 




, Seq.. ID 


OJ000103_02.0426. 


,C4 


Gene No. 


119289 




Strand 






Start 


41393 




End 


45483 : 




Name 


OJ000103_02 . 042 6. C4 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


28866 




End 


29252 • 




GI 


none 




Score 


116 '' ' 




Exons 


28866. .29057, 28934 


. .28975, 


29046. .29252, 29060.. 29212 




Seq. No. 


56989 




Seq. ID 


OJ000103_02.0426. 


, C4 


Gene No. 


119289 




Strand 






Start 


41393 




End 


45483 




Name 


OJ000103 02. 0426. C4 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


29747 




End 


44117 




GI 


none 




Score 


98 




Exons 


29747. .29905, 43776 


. . 43883, 


43777. .43E 


J69, 43889. .44035, 






43910. .44053, 43932 


. . 44117 








Seq. No. 


56989 




Seq. ID 


OJ000103_02.0426. 


,C4 


Gene No. 


119289, 




Strand 






Start 


41393 




End 


- 45483 . 




Name 


• OJ000103_02 . 042 6. C4 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


30044 




End , 


43758 




GI 


none 




Score 


95 




Exons 


30044. .30199, 43584 


. . 43757, 


43591. .43758 




Seq. No. 


56989 




. Seq. ID 


: OJ00010 ; 3_02.0426, 


;C4- 


Gene No. 


119289 




Strand 






Start 


41393 




End 


45483 




Name 


OJ000103_02.0426.C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


30305 




End 


43499 




GI 


none 




Score 


100 




Exons 


30305. .30460, 30452 


. . 30700, 


30798. .30950, 31020 .. 31250 , 






42537 . . 43499, 42538 


. . 42810, 


42657. .43016, 42877 .. 4 3023 , 






43108 . .43476 










Seq. No. 


56989 




Seq. ID 


OJ000103_02.0426. 


,C4 


Gene No. 


119289 




Strand 






Start 


41393 




End 


45483 




Name 


OJ000103 02. 0426. C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


30349 




End 


43433 





57504 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

30349. .30570, 30350 .. 30568 , 
30560. .30718, 30678 .. 30731 , 

56989 

119289 

41393 

OJ000103_02.042 6.C4 .o2.tw 

30902 

none 

30902. .31273, 30903 .. 3128 6, 
42558. .42881 



56989 • 

119289 

41393 

OJ000103_02.0426.C4 , 

31023 

none 

31023. .31223, 31227, 
42607. .42816 



Score 250 
30556. .30699, 30560 .. 30697 , 
43080. .43247,. 43338.-43433 

Seq. ID OJ000103_02.0426.C4 L 
Strand 

End 45483 

Method TBLASTX : Wheat 

End 42881 

Score 399 
31257. .31307, 4 0692 40742, 



Seq. ID 'OJ000103_02.0426.C4 
Strand 

45483 

TBLASTX: Soybean 
42932 
128 



End 

Method 
End 
Score 



o2.ts 

.31442, 42405. .42590, 4257 9 .. 42932 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
■Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



56989 

119289 

41393 

OJ000103_02\0426.C4 .o7-. tm 

31251 

none 

31251. .31451, 31268. .31447, 

56989 

119289 

41393 

OJ000103__02.0426.C4.o5.tw 

31317 

none 

3X317. .314 90, 31325. .31507, 

56989 

119289 

41393 

OJ000103_02.042 6.C4.o8.gs 

41393 • •• 

none 

41393. .41551, 4 2698 .. 427 65, 

56989 

119289 

41393 

OJ000103_02.042 6.C4 . o2 . tm 

41861 

none 

418 61. . 41947, 41960. .42301, 

56989 

119289 

41393 



Seq. ID OJ000103_02.0426.C4 
Strand 

End 45483 

Method TBLASTX : Mai ze 

End 40775 

Score 189 
40683. .40f75 

Seq. ID OJ000103_02.0426.C4 
Strand 

End 45483 

Method TBLASTX : Wheat 

End 42542 

Score 214 
•42417. .42542 

Seq. ID OJ000103_02.0426.C4 
Strand 

End 45483 

Method GENSCAN 

. End 44098 

Score .72 
42881. . 4 38 4 9, 4 3954. .4 4098 

Seq. ID OJ000103_02.0426.C4 
Strand 

End 45483 

Method TBLASTX : Mai ze 

End 42332 

Score 97 
4214 4. .422 99, 4227 6. .42332 

Seq. ID OJ000103_02.0426.C4 
Strand 

End 45483 



57505 




Name 


OJ000103_02.0426.C4 .o8.np 


Method 


AAT/NAP 






Start 


42721 


End 


45483 






GI 


5001*452 


Score 


52 






Exons 


<42721 . . 42746, , 43904 .. 4 4 063, 


45444. .45483 . 






GI Descrip. 


(AC007730) putative non-LTR 


retrolelement reverse 


transcript. 




[Arabidopsis thaliana] 










Seq. No. 


56990 


Seq. ID 


OJ000103_02 


. 0426. 


C5 


Gene No. 


119290 


Strand 


+ 






Start 


944 


End 


2324 






Name 


OJ000103_02 . 0426.C5 .ol.gs 


Method 


GENSCAN 






Start 


944 


End 


2324 






GI 


none 


Score 


.79 






Exons 


944. .1085, 1188. .1465, 2115. 


. 2324 








Seq. No. 


56990 


Seq. ID 


OJ000103_02 


. 0426. 


C5 


Gene No. 


119291 


Strand 


+ 






Start 


6005 


End 


6123 






Name 


QJO.O 0 1 0 3_0 2 . 0 4 2 6 . C 5 . o 1 . gp 


Method 


AAT/GAP 






Start 


'6005 


End 


6123 






GI 


none 


Score 


182 






Exons 


6005 . . 6123 










Seq. No. 


56990 


Seq. ID 


OJ000103_02 


. 0426. 


C5 


Gene No. 


119292 


. - Strand 


— 






Start 


1 


■ End 


521 






Name 


OJ000103 02.0426.C5.ol.np 


• Method 


AAT/NAP 






Start 


1 


End 


521 






GI 


7340909 


Score 


166 






Exons 


1..521 










GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






Seq. No. 


56990 


Seq. ID 


OJ000103_02 


. 0426. 


C5 


Gene No. 


119293 


Strand 


— 






Start 


6453 


End 


9461 






Name 


OJ000103 02.0426.C5.o2.gp . 


Method 


AAT/GAP 






Start 


' 6241 


End . 


6567 






GI 


■none 


Score 


589 






Exons 


6241. .6567 










Seq. No. 


56990 


Seq. ID 


OJ000103J32 


.0426. 


C5 


Gene No. 


119293 


Strand 








Start 


• 6453 


: End . 


.94 61 






Name 


OJ000103 02.0426.C5.o2.np . 


Method 


AAT/NAP . 






Start 


6423 


End 


8753 






GI 


3860250 


Score 


590 






Exons 


6423.. 6665, 6705.. 7481, 8644 


. .8753 








GI Descrip. 


(AC005824) putative chorismate mutase/prephenate dehydratase 




[Arabidopsis thaliana] 










Seq. No. 


56990 


Seq. ID 


OJ000103JD2 


.0426. 


C5 


Gene No. 


119293 


Strand 








Start 


6453 


End 


9461 






Name 


OJ000103 02.0426.C5.o3.gs 


Method 


GENSCAN 






Start 


6453 


End 


9461 






GI 


none 


Score 


.83 






Exons 


6453.-7625, 7837.. 7966, 9427 


. .9461 









57506 




Seq. No . - 


56990 








Seq. ID 


OJ000103_02.0426.C5 


Gene No. 


119293 








Strand 




Start 


6453 








End 


9461 


Name 


OJ000103 02. 


0426. 


.C5.ol . 


tc 


Method 


TBLASTX: Cress 


Start 


6459 








End 


7340 


GI 


none 








Score 


66 


Exons 


6459. . 6611, 


6705 , 


. . 6764, 


6706. 


.6807, 6840. .7019, 6841. .7071 




' 7047 . .7085, 


7048 . 


. .7128, 


7101 . 


.7340 




Seq. No. 


56990 








Seq. ID 


OJ000103_02.0426.C5 


Gene No. 


119293 








Strand 




Start 


6453 








End 


9461 


Name 


OJ000103 02. 


0426. 


.O5.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


6477 








End 


7385 


GI 


none 








Score 


72 


Exons 


6477 . . 6611, 


6700 . 


. . 6837, 


6705 . 


.6836, 6840. .7031, 6862. .7026, 




6979. .7137, 


7020. 


. .7385, 


7038 . 


.7157, 7204;..7377 


Seq. No. 


56990 1 








Seq. ID 


OJ000103_02.0426.C5 


Gene No. 


119293 








Strand 




Start 


6453 








End 


9461 


Name 


OJ000103 02. 


0426. 


.05. ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6477 








End 


7421 


GI 


none 








Score 


53 


Exons 


6477 . . 6611, 


6705. 


. . 6764, 


6706. 


.6765, 6840. .7031, 6841. .7026, 




6979. .7137, 


7020, 


. .7421, 


7026. 


.7160, 7222.. 7377 


Seq. No. 


56990 








Seq. ID 


OJ000103_02.0426.C5 


Gene No. 


119293 








Strand 




Start 


6453 








End 


9461 


Name 


OJ000103 02. 


0426, 


,C5.o3. 


gp 


Method 


AAT/GAP 


Start 


6669 








End 


6881 


GI 


none 








Score 


403 


Exons 


6669. . 6881 












Seq. No. 


56990 . 








Seq. ID 


OJ000103_02.0426 V C5 


Gene No. 


• 119293 








Strand 




Start 


6453 








End 


'9461 


Name 


OJ000103 02. 


0426. 


.05. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6983 








End 


7385 


GI 


none 








Score 


113 


Exons 


6983. . 7069, 


70,03. 


; .7137, 


70.29. 


.7385, 7204. .7377 ' 


Seq. No. 


. 56990 








Seq. ID 


OJ000103_02. 0426.05 


Gene No. 


119293 








Strand 




Start 


6453 








End 


9461 


Name 


OJ000103 02. 


0426, 


,C5.o4 . 


gp 


Method 


AAT/GAP 


Start 


7263 








End 


7778 


GI 


none 








Score 


1004 


Exons 


7263. .7778 












Seq. No. 


56991 








Seq. J.D 


OJ000103_02.0426.C6 


Gene No. 


119294 








Strand 


+ 


Start 


42 








End 


1621 


Name 


OJ000103 02. 


0426. 


,C6.ol . 


gs 


Method 


GENSCAN 


Start 


42 








End 


1621 



57507 



GI 


none 


Score 


.55 








Exons 


42. . 137 , 1517 . .1621 












Seq. No. 


* 56991 


Seq. ID 


GJ000103 


02 . 


0426 


.C6 


Gene No. 


1-19295 


Strand 


+ 








Start 


3586 


End 


4508 








Name 


OJ000103 02.0426.C6.o3.gs 


Method 


GENSCAN 








Start 


3586 


End 


4508 








GI 


none 


Score 


.86 








Exons 


3586. .3641, 3700. .3808, 4449. 


.4508 










Seq. No. 


56991 


Seq. ID 


OJ000103_ 


_02. 


0426 


.C6 


Gene No . 


119296 


Strand 


+ 








Start 


5156 


End 


8951 








Name 


OJ000103 02.0426.C6.o4.gs 


Method 


GENSCAN 








Start 


5156 


End 


8951 








GI 


none 


Score 


.66 








Exons 


5156. .5713, 5734. .5907, 6060. 


.6091, 7907.. 8067, 


8096. .8368, 




8842.. 8951 












Seq. No. 


56991 


Seq. ID 


OJ000103_ 


02. 


0426 


.C6 


Gene No. 


119296 


Strand 


+ 








Start 


5156 


End 


8951 








Name 


OJ000103 02.0426.C6.ol.np 


Method 


AAT/NAP 








Start 


5218 


End 


5734 








GI 


4581145 


Score 


295 








Exons 


5218. .5734 












GI Descrip. 


(AC006919) putative AP2 domain transcription factor 


• [Arabidopsis 




.thaliana] 












Seq. No. 


56991 


Seq. ID 


OJ000103_ 


_02. 


0426 


.C6 


Gene No . 


119297 


Strand 


+ 








Start 


9406 


End 


15006 








Name 


OJ000103 02.0426.C6.o5.gs 


Method 


GENSCAN 








Start 


9406 


End 


15006 








GI 


. none 


Score 


.57 








Exons 


.9406. .9487; 9519. .9688, 10881 


. . 10981, 


11110. .11860, 








.. 13023. .13215, 14390. .15006 












Seq. No. 


56991 


Seq. ID 


OJ000103_ 


_02. 


0426 


.C6 


Gene No. 


119298 


Strand 


+ 








Start 


24387 


End 


24984 . 








Name 


OJ000103 02.0426.C6.o8.gs 


Method 


GENSCAN 








Start 


24387 


End 


24984 " 








GI 


. none 


Score 


.72 








Exons 


24387. .24598, 24 678 . .'24798 , 24863.. 24984 








Seq. No. 


56991 


Seq. ID 


OJ000103 


02. 


0426 


.C6 


Gene No. 


119298 


Strand 


+ 








Start 


24387 


End 


24984 








Name 


OJ000103 02.0426.C6.o3.gp 


Method 


AAT/GAP 








Start 


24507 


End 


24957 








GI 


1632176 


Score 


727 








Exons 


"24507. .24957 












Seq. No. 


56991 


Seq. ID 


OJ000103_ 


_02. 


0426, 


.C6 


Gene No. 


119299 


Strand 


+ 









57508 



Start 24997 End 

Name OJ000103_02 . 0426 . C6 . o4 . gp Method 

Start 24997 End 

GI 4715772 Score 
Exons " 24997.. 25156 

Seq. No. 56991 Seq. ID 

Gene No. 119300 Strand 

Start 2279 End 

Name OJ000103_02 . 042 6 . C6 . o2 . gs Method 

Start 2279 End 

GI none Score 

Exons 2279.. 2311, 3071.. 3172 

Seq. No. 56991 Seq. ID 

Gene No. 119301 Strand 

Start 15432 End 

Name OJ000103_02 . 04 26 . C6 . ol . gp Method 

Start 15432 End 

GI none ' Score 

Exons . 15432.. 15865 



25156 
AAT/GAP 
25156 
264 



OJ000103_02.0426.C6 

3172 
GENSCAN 
3172 
.96 



OJ000103_02. 0426.C6 

15865 
AAT/GAP 
158.65 
801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56991 Seq. : ID 

119302 Strand 

16379 End 

OJ000103_02.0426.C6.ol.ts Method 

15734 End 

none Score 

15734. .16006, 15735 .. 16007 , 16449 

16689. .16853, 16722 .. 16853, 16800 

56991 Seq. ID 

119302 Strand 

16379 End 

OJ000103_02 . 0426 . C6 . o2 . tm Method 

15734 End 

none. • Score 



.16631, 
.16925 



OJ000103_02.0426.C6 
18249 

TBLASTX : Soybean 

16925 

147 

16483. .16632, 



OJ000103_02.0426.C6 
18249 

TBLASTX: Maize 

16554 

229 



15734 . .16021, 15734. .16021, 1574 4 . ..1604 6, 15744.. . 16022, 
15856. .16050, 16443 .. 16553, 16468. .16554 



Seq. No. 56991 

Gene No. 119302 

Start 16379 ' • • 

Name OJ000103_02 . 0426 . C6 . 06 . gs 

Start .1637 9-- - • 

GI none ' 

Exons 16379. .16389, 164 45 .. 16632 , 
. 17905. .18011 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_02.0426.C6 

18249 . 
GENSCAN 
18011 
.75 



16720. .16919, 17052. .17313, 



Seq. No. 56991 

Gene No. 119302 

Start 16379 

Name OJ000 103_02 . 04 2 6 . C6 . ol . tm 

Start 16554 

GI none 

Exons 16554. .16631, 1 6558 .. 16632 , 
16720. .16926, 1 6722 .. 16925, 



Seq. ID 

Strand 
End 

Method 
End 
Score 

16683 

17050 



OJ000103 02. 0426. C6 



18249 

TBLASTX: Maize 
17321 
86 

16922, 16687. .16920, 
17316, 17051. .17317, 



57509 






17052. .17321, 17052. 


.17321 








Seq. No. 


56991 




Seq. ID 


OJ000103 02.0426 


,C6 


Gene No. 


119302 




Strand 






Start 


16379 




End 


18249 




Name 


OJ000103 02. 0426. C6. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


17070 




End 


17321 




GI 


none 




Score 


141 




Exons 


' 17070. .17321, 17077. 


.17316 








Seq . No . 


56991 




Seq. ID 


OJ000103 02.0426 


.C6 


Gene No. 


119302 




Strand 






Start 


16379 




End 


18249 




Name 


OJ000103 02. 0426. C6. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


17076 




End 


17321 




GI 


none 




Score 


158 




Exons 


17076. .17321, 17077. 


.17316 








tj C • IN U . 


56991 * 




Seq. ID 


OJ000103 02.0426 


.C6 


Gene No. 


119302 




Strand 






Start 


16379 




End 


18249 




Name 


OJ000103 02. 0426. C6. 


o2.gp 


Method 


AAT/GAP 




Start 


17255 




End 


18249 




GI 


571953 




Score 


722 




Exons - 


.. 17255. .17313, 17905. 


.18249 








Seq . No . 


56991 




Seq. ID 


OJ000103 02.0426 


.C6 


Gene No. 


119303 




Strand 






Start 


24536 




End 


24817 




Name 


OJ000103 02. 0426. C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


24536 




End 


24817 




GI 


none 




Score 


250 




Exons 


24536. .24817, 24540. 


.24698 








Seq . No . 


56991 




Seq. ID 


OJ000103 02.0426 


,C6 


Gene No. 


• 119303 




Strand 






Start 


* 24536 • . . 




End 


24817. 




Name 


OJ000103 02.0426.C6. 


o3. ts. 


Method 


TBLASTX : Soybean 




Start 


24539 




End 


"24686 




GI 


none 




Score 


245 




Exons 


24539. .24685, 24540. 


.24686 










■ 56991 




Seq. ID 


OJ000103 02 . 0426 


.C6 


Gene No. 


119303 




Strand 






Start 


24536 . 




End 


24817 




Name 


OJ000103 02. 0426. C6. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


24540 




End 


24688 




GI 


none 




Score 


216 . . 




Exons 


24540. .24686, 24584. 


.24688 








Seq. No. 


56992 




Seq. ID 


OJ000113_02.0426 


.CI 


Gene No. 


119304 




Strand 


+ 




Start 


8402 




End 


10281 




Name 


OJ000113 02. 0426. CI. 


o2.np 


Method 


AAT/NAP 




Start 


8402 




End 


10281 




GI 


7523502 




Score 


178 




Exons 


8402:. '8495, 8787.. 8917, 10246. 


. .10281 







57510 



GI Descrip. (AP001.633) hypothetical protein [Oryza sativa] 



Seq. No. -- 56992 
Gene No. w 119305 
Start . 12945 

Name . OJ000113_02 . 0426 . CI . o2 . gp 

Start 12863 
GI uC-osflcyp08 9c04bl 

Exons 12863. . 13374 - 

GI Descrip. 1 3786008 9.0e-19 (AC005499) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ000113_02.O426.Cl 

Strand + 

End 15006 

Method AAT/GAP 

End 13374 

Score 965 



Seq. No. 56992 

Gene No. 119305 

Start 12945 

Name OJ000113_02 . 0426 . CI . o3 . gs 

Start 12945 

GI none 
Exons 



Seq. ID OJ000113_02. 0426. CI 

Strand + 

End 15006 

Method GENSCAN 

End 15006 

Score .84 



12945. .13609, 14070 14 14 9, 14861. .15006 





Seq. No. 


56992 




Seq. ID 


OJ000113_02.0426, 


.CI 




Gene No. 


119305 




Strand 


+ 






Start 


12945 




End 


15006 




Name 


OJ000113 02. 0426. CI 


. o3 . np 


Method 


AAT/NAP 




w 


Start - 


12975 




End 


13577 






GI. 


3786008 




Score 


282 




p ; : 


Exons 


12975. .13346, 13386 


. .13577 








Q 


GI Descrip. 


(AC0054 99) unknown 


protein 


[Arabidopsis thaliana] 






Seq. No. 


56992 




Seq. ID 


OJ000113_02.0426. 


.CI 




Gene No. 


119306 




Strand 


+ 




?: J 


Start 


16988 




End 


21019 






Name 


OJ000113 02. 0426. CI 


. o4 . gs 


Method 


GENSCAN 






Start 


16988 




End 


21019 




"5 ^ 


GI 


none 




Score 


.75 




""•'■J 


Exons 


16988. .17097, 18216 


. .19151, 


19236. .194 


40, 19819. .20037, 








.20125. .20216, 20302 


. .21019 . 










Seq. No. 


56992 




Seq. ID 


OJ000113_02.0426. 


.CI 


C3 


Gene No. 


119306 




Strand 


+ 






Start 


16988 




End 


21019 






Name 


OJ000113 02. 0426. CI 


.o4.np 


Method 


AAT/NAP 






. Start 


. 18343 . 




End 


21004 






GI 


7487861 . 




Score 


988 






Exons 


18343. .19440, 19819 


. .20037, 


,20125; .202 


16, 20302. .20575, 





20645.. 21004 

GI Descrip. hypothetical protein T9E8.110 - Arabidopsis thaliana 

gi|4584542|emb|CAB40772.1| (AL049608) putative protein 
[Arabidopsis thaliana] gi | 7268040 | emb | CAB78379 . 1 | (AL161536) 
putative protein [Arabidopsis thaliana] 



Seq. No. 56992 

Gene No. 119307 

Start 23011 

Name OJ000113_02 . 0426 . CI . 06 . np 

Start 23011 

GI 6822066 



Seq. ID 


OJ000113 


S.trand 


+ 


End' 


23723 


Method 


AAT/NAP 


End 


23723 


Score 


270 



57511 



C3 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23011. .23723 

(AL132957) putative protein [Arabidopsis thaliana] 



Seq.. No. 

Gene* No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56992 

119308 

256 

OJ000113_02.0426.Cl.ol.gs 

256 

none 



Seq. ID OJ000113_02.0426.C1 
Strand 

End 5336 
Method GENSCAN 
End 5336 
Score .62 

256. .357, 1923. .2030, 2307. .2432, 2867. .3032, 3672. .4005, 
4939. .4990, 5325. .5336 

56992 Seq. ID OJ000113_02 . 0426 . CI 

119308 Strand - 

256 End 5336 

OJ000113_02 . 0426 . CI . ol . gp Method AAT/GAP 

1578 End 2442 

75776_1.R1084 Score 877 

1578. .1831, 1923. .2021, 2307. .2442 ' 

? 4503719/ref | NP_002003 . 1 | pFHIT | 1.0e-23 fragile histidine triad 

gene >gi_17067 94_sp_P4 9789_FHIT_HUMAN 

BIS (5' , -ADENOSYL) -TRIPHOSPHATASE (DIADENOSINE 

5 . . /5 , . , . . '-pi, P3-TRIPHOSPHATE HYDROLASE) 

( DINUCLEOS I DETRI PHOS PHATASE ) (AP3A HYDROLASE) (AP3AASE) (FRAGILE 
HISTIDINE TRIAD PROTEIN) >gi_3 1 14 520_pdb_4 FIT_ Fhit-Apo * 
>gi_3114524_pdb_6FIT_ Fh'xt-Transition State Analog 
>gi_3 3188 9 5_pdb_l FHI_ Subs t ' 



56992 
119308 
256 

OJ000113_02.0426.Cl.ol.np 
1718 
4503719 

1718.. 1814, 1927.. 2021, 
fragile histidine triad gene 
BIS { 5 ' -ADENOSYL) -TRIPHOSPHATASE (DIADENOSINE 
f'v.S' ' ' -PI, P3-TRI PHOSPHATE HYDROLASE) 
( DINUCLEOSIDETRI PHOSPHATASE ) (AP3A HYDROLASE) 
HISTIDINE TRIAD' PROTEIN) gi | 3114 520 | pdb | 4 FIT | 



2307 



Seq. ID 
Strand 
End 

Method 

End 

Score 
. .2548 
gi | 1706794 



OJ000113 02. 0426. CI 



5336 
AAT/NAP 
2548 
233 

sp | P4 978 91 FHIT_HUMAN 



(AP3AASE) 
Fhit-Apo 



;( FRAGILE 





gi| 3114524 |pdb| 6FITI 


Fhit- 


Transition 


State Analog 






gi|3318895|pdb|lFHI| 


Substrate Analog 


(Ib2) Complex W 




Seq. No. 


56992 




Seq. ID 


OJ000113_02.0426 1 


,C1 


Gene No. 


.119309 




Strand 






Start 


21919 




End 


23786 




Name 


OJ000113 02. 0426. CI. 


o5 . gs 


Method 


GENSCAN 




Start 


21919 




End 


23786 




GI 


none 




Score 


.85 




Exons 


21919. .22071, 22671. 


.22745, 


23001. .237 


86 




Seq. No. 


56992 




Seq. ID 


OJ000113_02.0426. 


.CI 


Gene No. 


119310 




Strand 






Start 


24214 




End 


24354 




Name 


OJ000113 02. 0426. CI. 


o2 . tm 


Method 


TBLASTX: Maize ' 




Start 


1715 




End 


3782 




GI 


none 




Score 


117 





57512 



Exons 



1715. .1831, 1715. .1831, 1723. .1833, 1726. .1833, 1916. .2023, 
1920. .2027, 1924. .2022, 2305. .2451, 2307. .2453, 2311. .2451, 
3652. .3759, 3692. .3763, 3694. .3777, 3695. .3781, 3696. .3782 



Seq. No, 56992 

Gene No. 119310 

Start 24214 

Name ' OJ000113_02 . 0426 . CI. ol . ts 

Start 1717 

GI none 

Exons 1717.. 1842, 1730.. 1822, 1924, 
2307. .2453, 2311. .2451 



Seq. ID ' OJ000113_02 . 0426 . CI . 
Strand 

End 24354 

Method TBLASTX: Soybean 

End 2453 

Score 4 9 

.2022, 1926.. 2027, 2298.. 2435, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56992 

119310 

24214 

OJ000113_02.042 6.Cl.ol.tc 

1721 

none 



Seq. ID OJ000113_02.0426.C1 
Strand 
End 

Method 
End 
Score 



24354 

TBLASTX: Cress 

3771 

59 



1721. .1819, 1721. .1831, 1920. .2027, 1924. .2022, 2298. .2426, 
2307. .2453, 2311. .2451, 3646. .3759, 3694. .3771, 3695. .3760 



Seq. No. 56992 

Gene No. 1-19310 

Start . - 24214 ' ^ . 

Name OJ000113_02 . 0426 . CI . o3 . tm 

Start 12951 

GI none 

Exons 12951. . 12986, 13013 .. 1314 1, 

13157. .13219, 13209.. 13280 



Seq. ID 

Strand' 

End 

Method 

End 

Score 



OJQj00113_02.0426.C1 
24354 

TBLASTX: Maize' 

13280 

41 



1304 7. .13160, 13155. .13217, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56992 

119310 

24214 

OJ000113_02.0426.Cl.ol.tw 

19796 

none 



Seq. ID OJ000113__02.0426.C1 
Strand 

End 24354 

Method TBLASTX: Wheat 

End 20050 

Score - ■ ...72- , 



19796. .19873, 19813. . 19881, 19813 .. 19869, . 19859 ., 19873 ,' 
198 64 . .20040, 1988 9. .20050, 198 93. .20039, 19939. .'2004 9 



Seq. No. 56992 Seq. ID 

Gene No. 119310 Strand 

Start ' . . 24214 • . End 

Name OJ000113_02 .0426.Cl.ol.tm Method 

Start 23253 End 

GI none Score 

Exons 23253. .23516, 23312.. 23506 



OJ000113_02.0426.C1 

24354.* ... ' 
TBLASTX: Maize 
23516 
375 



Seq. No. 56992 Seq. ID 

Gene No. 119310 Strand 

Start 24214 End 

Name OJ000113_02 . 042 6 . CI . o3 . gp ■ Method 

Start 24214 .End 

GI 10494_1.R1084 Score 

Exons 242T4.. 24354 

GI Descrip. ' 573004 6/ref | NM_006632 . 1 | SLC17A3 | 1.0e-09 Homo sapiens solute 
carrier family 17 (sodium phosphate), member 3 (SLC17A3) mRNA 



OJ000113_02.0426.C1 

24354 
AAT/GAP 
24354 
210 



57513 






>gi 2062691 gb U90545 HSU90545 Human sodium phosphate 






transporter (NPT4) mRNA, complete cds f 






Seq. No. 


56993 


Seq. ID- 


OJ000113_02.0426. 


.C2 


Gene No. 


119311 


Strand 






Start 


*62 


End 


2555 




Name 


OJ000113 02.0426.C2.ol.tm 


Method 


TBLASTX : Maize 




Start 


42 


End 


495 




GI 


none 


Score 


170 • 




Exons 


42. .281, 45. .251, 76. .297, 


77. .487, 250. .372, 361. .495 




Seq. No. 


56993 


Seq. ID 


OJ000113J32.0426. 


■ C2 


Gene No. 


119311 


Strand 






Start 


62 


End 


2555 




Name 


OJ000113 02.0426.C2.ol.gp 


Method 


AAT/GAP 




Start 


62 


End 


2555 




GI 


none 


Score 


1292 




Exons 


62. .547, 2368. .2555 








Seq. No. 


56994 


Seq. ID'"' 


OJ000113_02.0426. 


,C3 


Gene No. 


119312 


Strand 


+ 




Start 


808 


End 


1306 




Name 


OJ000113 02.0426.C3.ol.gs 


Method 


GENSCAN 




Start 


808 


End 


1306 




GI 


none 


' Score 


.96 




Exons 


808. .868, 1281. .1306 




r 




Seq. No. 


56994 


Seq. ID 


OJ000113_02.0426. 


, C3 


Gene No. 


119313 


Strand 


+ 




Start 


7896 


End 


9274 




Name 


OJ000113 02.0426.C3.o3.gs 


Method 


GENSCAN 




Start 


7896 


End 


9274 




GI 


none 


Score 


.62 




Exons 


7896.. 8006, 8879.. 9274 









Seq.. No. . 56994 Seq. ID 

Gene No. • ■ 119314. • . ... -Strand- 

Start- ■ 11382 End 

Name OJ000113J32 . 042 6 . C3 . o3 . gp Method 

Start 11245 End 

GI none Score 

Exons 11245. .11558, 11705.. 11793 



OJ000113_02.0426.C3 

. + 

13757 . 
AAT/GAP 
11793 
770 



Seq. No. 

Gene No , 

Start 

Name 

Start 

GI 

Exons 



56994 

1193-14 

11382 

OJ000113_02.042 6.C3.o4.gs 

11382 

none 



Seq. ID OJ000113 02. 0426. C3 



Strand 
End 

Method 

End 

Score 



+ 

13757 . 
GENSCAN 
13757 
.66 



11382. . 11558, 11705. .12190, 12298 .. 12678 , 13662. .13757 



Seq. No. 56994 Seq. ID OJ000113_02 . 042 6 . C3 

Gene No. 119314 ■'• Strand + 

Start 11382 • End 13757 

Name .. OJ000113_02 . 04 2 6 . C3 . o4 . gp Method AAT/GAP 

Start 11898 End 12427 

GI uC-osflM202091bl0bl Score 724 



57514 



Exons 


11898. .12190, 12298.. 12427 




GI Descrip. 


•4760544/dbj I AB019492 . 1 | AB019492 5 . Oe- 


23 Homo sapiens 




IDN4-GGTR14 mRNA, partial 


cds 1 




Seq. No. 


56994 


Seq. ID 


OJ000113_02.0426.C3 


Gene No. 


119315 


Strand 




Start 


2021 


End 


7607 


Name 


OJ000113 02.0426.C3.ol.np 


Method 


AAT/NAP 


Start 


2021 


End 


6926 


GI 


6539553 


Score 


486 


Exons 


2021.. 2039, 6616.. 6926 






GI Descrip. 


(AP000836) Similar to Oryza australiensis retrotfansposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


56994 


Seq. ID 


OJ000113_02.0426.C3 


Gene No. 


119315 


Strand 




Start 


2021 


End 


7607 


Name 


OJ000113 02.0426.C3.o2.np 


Method 


AAT/NAP 


Start 


5435 


End 


7607 


GI 


6630546 


Score 


162 


Exons 


5435.-5462, 7348. .7607 






GI Descrip. 


(AC011708) putative alpha/beta hydrolase [Arabidopsis thaliana] 


Seq. No. 


56994 


Seq. ID 


OJ000113_02.0426.C3 


Gene No. 


119315 


Strand 




Start 


2021 


End 


7 607 


Name 


OJ000113 02.0426.C3.o2.gp 


Method 


AAT/GAP 


Start 


5805 


End 


5974 


GI 


2796959 


Score 


272 


Exons 


5805. .5974 






Seq. No. ' 


56994 


Seq. ID 


OJ000113_02.0426.C3 


Gene No. 


119316 


Strand 




Start 


8869 


End 


13544 


Name 


'. OJ000113 ■ 02. 042-6. C3.p3.np 


Method 


.AAT/NAP • 


Start 


8869' . 


". End ' 


•1354 4 - 


GI 


121628 


Score 


94 


Exons 


8869. .9285, 11137 .. 11398, 


13444. . 13544 




GI Descrip. 


GLYCINE-RICH CELL WALL STRUCTURAL PROTEIN 1.0 PRECURSOR (GRP 




1.0) gi | 81867 |pir| IS01821 


glycine-rich 


protein 1.0 precursor - 




kidney : bean Vgi 121001 |emb.|CAA3193H ■ (X13595) GRP. .1.0 protein (AA 




1 - 252) [Phaseolus vulgaris] 




Seq. No. 


56994 


Seq. ID 


OJ000113_02.0426.C3 


Gene No. 


119317 


Strand 




Start 


14248 


End 


14665 


Name 


OJ000113 02.0426.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


6418 


End 


6665 


GI 


none 


Score 


56 


Exons 


6418. .6624, 6420. .6503, 6422. .6625, 6453. .6665, 6573. .6632 


Seq. No. 


56994 


Seq. ID- 


OJ000113_02.0426.C3 


Gene No. 


119317 


Strand 




Start 


14248 


End 


14665 


Name 


OJ000113 02.0426.C3.ol.tw 


Method 


TBLASTX: Wheat 
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Start 
GI 

Exons 



6636 
none 

6636.. 6791, 6642. .6767, 6751. 
6939.. 6995 



End 6995 
Score 148 
.6936, 6753.. 6935, 6932, 



6979, 



Seq. No. 56994 • Seq. ID 

Gene No. 119317 Strand 

Start 14248 End 

Name 0 JO 00 1 1 3_02 .0426.C3.o5 . gs Method 

Start 14248 End 

GI none Score 

Exons 14248. .14267, 14635.. 14665 



OJ000113_02.0426.C3 

14665 
GENSCAN 
14665 
.46 



Seq. No. 56995 Seq. ID OJ000113JD2 . 0426 . C4 

Gene No. 119318 Strand + 

Start 253 End 1609 

Name OJ000113_02 . 0426 . C4 . ol . gp Method AAT/GAP 

Start 253 End 1609 

GI 10494_1.R1084 Score 1411 

Exons 253.-352, 438.. 487, 741.. 805, 1065.. 1609 

GI Descrip. ' 5730046/ref | NM_006632 . 1 | SLC17A3 | 1.0e-09 Homo sapiens solute 
carrier family 17 (sodium phosphate), member 3 (SLC17A3) mRNA 
>gi_2062691_gb_U90545_HSU90545 Human sodium phosphate 
transporter (NPT4) mRNA, complete cds ' 



Seq. No. 56995 

Gene No. 119318 

Start 253 

Name OJ000113_02 . 0426 . C4 . ol . gs 

Start 457 

GI none 

Exons 457.. 487, 741.. 805, 1065.. 1373 



Seq. ID OJ000113_02.0426.C4 

Strand + 

End 160-9 

Method GENSCAN 

End 1373 

Score .77 



Seq. No. 56995 Seq. ID 

Gene No. 119319 Strand 

Start ,.174 7 End 

Name OJ000113_02 . 042 6 . C4 . o2,. gp . Method,- 

Start • 1747- " End 

GI 2796959 Score 

Exons 1747.. 1915 



OJ000113_02.0426.C4 
1915 

AAT/GAP . 
1915 . 
271 



Seq. No. 56995 Seq. ID 

Gene No. 119320 Strand 

Start 2105 End 

Name. OJ000113_02 . 042 6 . C4 . o2 . gs .. Method 

Start 2105 End 

GI none Score 
Exons 



OJ000113_02. 0426. C4 

14147 
GENSCAN 
9156 
.74 



2105. .2876, 3833. .3983, 5209. .5316, 5373. .5715, 7303. .7602, 
7704.. 8067, 8606. .8853, 8989.. 9156 



Seq. No. 56995 

Gene No. 119320 

Start 2105 -v 

Name OJ000113_02 . 0426 . C4 . o3 . tm 

Start 2365 

GI none 
Exons 



Seq. ID OJ000113_02.0426.C4 



Strand 
End 

Method 

End 

Score 



14147 

TBLASTX: Maize 

2824 

174 



2365. .2583, 2374. .2589, 2408. .2701, 2421. .2699, 2690. .2824, 
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2698. .2814 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



56995 

119320 

2105 

OJ000113_02.0426.C4 .ol.np 

7174 

7430708 



OJ000113 02. 0426. C4 



Seq. ID 
Strand 

End 14147 
Method AAT/NAP 
End 14147 
Score 684 

7174. .7602, 7704. .8067, 8606. .8853, 12723 .. 1294 9, 13868.. 14147 
cytochrome P450 homolog F14M4.22 - Arabidopsis thaliana 
gi I 3522946 |gb|AAC34228.1| (AC004411) putative cytochrome P450 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56995 
119320 
2105 

OJ000113_02.042 6.C4 .ol.tm 
7187 



OJ000113 02. 0426. C4 



none 
7187."', 
7689. . 
11358. 
11813, 



7276, 7195 
7892, 7705 
.11429, 11453 
. 11926 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7257, 7315.. 7374, 7402.. '7602, 7445.. 7600, 
7893, 11231. . 11401, 11348 .. 11425, 

11665, 11493. .11663, 11812 .. 11925, 



14147 

TBLASTX: Maize 

11926 

69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56995 

119320 

2105 

OJ000113_02.0426.C4.ol.ts 

7192 

none 



Seq. ID OJ000113_02.0426.C4 
Strand 

End 14147 

Method TBLAS.TX : Soybean 

End 14063 

Score 80 



7192. .7602, 7214. .7363, 7472. .7603, 7689. .7883, 8638.-8772, 
8917. .9081, '9136. .9171, 9830. .9961, 11226 .. 11582, 11231. .11653 
12433. .12543, 12714 .. 12815, 13932. .14063 



Seq. ■ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56995 
119320 
2105 f - 

OJ000113_02\0426.C4 .ol.tc 

7201 

none 



Seq. ID OJ000113_02.0426.C4 
Strand 

End ,14147 •• . ,. r 

Method TBLASTX : Cress ■ 

End 11647 

Score 78 



7201. .7596, 7478. .7585, 11252 .. 11647, 11253. .11636 



Seq. - No. 56995 

Gene No. 119320 

Start 2105 

Name OJ000113JD2 . 042 6 ..C4 . o2 . tw 

Start 7315 

GI ' none 
Exons 



Seq. ID OJ000113_02.0426."C4 . 
Strand 

End 14147 

Method TBLASTX: Wheat 

End 11572 

Score 54 



7315. .7380, 7316. .7366, 7372. .7446, 7375. .7521, 11354 .. 1 14 19, 
11358. . 11414, 11424. .11570, 11432. .11572 



Seq. No. 56995 

Gene No. 119320 

Start 2105 

Name OJ0001 13_02 . 0426 . C4 . ol . tw 

Start 7522 

GI none 



Seq. ID OJ000113_02.0426.C4 
Strand 

End 14147 

Method TBLASTX : Wheat 

End 11982 

Score 95 
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Exons 



7522. .7602, 7523. .7600, 7525. .7602, 7705. .7899, 7740. .7898, 
11573. .11653, 11574. .11651, 1174 6 .. 11814 , 11748 1187 6, 
11-750. .11815, 11794. .11982, 11795. .11977 



Seq. No. 56995 

Gene No. 119320 

Start 2105 

Name ' OJ000113_02 . 0426 . C4 . o2 . tm 

Start 8588 

GI none 

Exons 8588.. 8854, 8617.. 8856, 8992. 



OJ000113_02.0426.C4 
14147 

TBLASTX: Maize 

12794 

122 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9063, 12362. .12628, 1237 9 12 639 , 



12379. .12627, 12380 .. 12628, 12723 .. 127 94 , 12726. .12788 



Seq. No. ■ 56995' 

Gene No. 119320 

Start 2105 

Name OJ000113_02 . 0426. C4 . o4 . tm 

Start 9743 

GI none 

Exons 974 3. .9811,' '977 6. .994 6, 9825. 

13929. .14045, 13930. .14052 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9938, 



OJ000113 02.0426. G4 



14147 

TBLASTX: Maize 
14052 
103 

13866. .13937, 13916 14023, 



Seq. No. 56995 

Gene No. 119320 

Start 2105 ^ . 

Name OJ00011$_02 . 0426. C4 ,-o4 ,gs 

Start 11225 

GI none 

Exons 11225. .11653, 1174 9 .. 12085, 
13868. .14091 



Seq. ID 

Strand. 
End 

Method 

End 

Score 



OJ000113_02.0426.C4 

14147 
GEN SCAN 
14091 
.69 



12380. .12627, 12723 .. 1294 9, 



Seq. No. 56996 Seq. ID 

Gene No. 119321 Strand 

Start 24 4-6 End 

Name OJ000113_02 . 0426 . C5 . ol . gp Method 

Start 2446 'End 

GI . ■■ -LIB3477-003-.P1-K1-E9 Score 

Exons ' 2446. .2510 

GI Descrip. 1 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000113_02.0426.C5 
+ 

2510 
AAT/GAP 
.2510 
84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



56996 . 
119322 
3699 

OJ000113_02.0426.C5.o3.np 
3699 
4680183 
3699. .3860 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq.. ID OJ000113_02 .0426.05' 

Strand + 

End 3860 

Method AAT/NAP 

End 3860 

Score 122 



56996 Seq. ID 

119323 Strand 

229 • - End 

OJ000113_02.0426.C5.ol.np Method 

229 End 

7340672 Score 



OJ000113_02.0426.C5 

1702 
AAT/NAP 
1702 
478 



57518 



Exons 

GI Descrip. 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



229. .463, 512. .1702 

(AL162508) putative protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113 02. 0426. C5 



3738 
AAT/NAP 
3738 
95 



56996. 
119324 
1676 

OJ000113_02.04 26.C5.o2.np 
1676 
6721561 
1676. .1703, 3632. .3738 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12 97 6 ) 
■ corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Z. . 3 



Seq. No. 


56996 






Seq. ID 


OJ000113_02.0426.C5 


Gene No. 


119325 






Strand 




Start 


4529 






End 


5044 


Name 


OJ000113 02. 0426. C5. 


o4. 


tm 


Method 


TBLASTX: Maize 


Start 


93 






End 


397 


GI 


none 






Score 


180 


Exons 


93. .116, 180.. 374, 209. 


. 397, 


210. .374, . 


211 . . 384 


Seq. No. 


56996 






Seq. ID 


t>J000113_02 . 0426. C5 


Gene No. 


119325 






Strand 




Start 


4 529 






End 


5044 


Name 


OJ000113 02. 0426. C5. 


o2. 


tm 


Method ' 


TBLASTX: Maize 


Start 


499 






End 


822 


GI 


none 






Score 


133 


Exons 


499. .666, 503. .817, 


506 


. .814, 


516. .818, 


528 . . 821, 706. . 822 


Seq. No. 


56996 






Seq. ID 


OJ000113_02. 04 2 6.C5 


Gene No. 


119325 






Strand 




Start 


4529 






End 


5044 


Name 


OJ000113 02. 0426. C5. 


ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


542 






End 


883 


GI ■ 


none 






Score 


73 . 


Exons 


542. .715, 588..719> 


707 


. .814, 


744. .803, 


776. .883, 780. .881 


Seq. No. 


56996 






Seq. ID 


OJ000113_02.0426.C5 


Gene No. 


119325 






Strand 




Start 


• 4529 






End 


5044 


Name 


OJ000113 02. 0426. C5. 


ol. 


tc 


Method 


TBLASTX: Cress 


Start 


569 






End 


805 


GI 


none 






Score 


127 


Exons 


569. .805, 582. .797 










Seq. No. 


56996 






Seq. ID 


OJ000113_02.0426.C5 


Gene No. 


119325 






Strand 




Start 


4529 






End 


5044 


Name 


OJ000113 02. 0426. C5 . 


ol. 


tm 


Method 


TBLASTX: Maize 


Start 


849- 






End 


1394 


GI 


none 






Score 


162 


Exons 


849. .1070, 850. .1071 


, 8 


51. .1108, 1055.. 


1207, 1070. .1195, 




1187. .1330, 1187 . .1384, 


1230. 


.1394, 1245. .1358 
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Sea. No. 


56996 Seq. ID 


OJ000113 02. 0426. C5 




Gene No. 


119325 Strand - 






Start 


4 529 End 


5044. 




Name 


OJ000113 02.0426.C5.o3.tm Method 


TBLASTX: Maize 




Start 


1484 End 


1721 




GI 


none Score 


138 




Exons 


1484. .1711, 1493. .1711, 1557. .1721 






Seq. No. 


56996 Seq. ID 


OJ000113_02.0426.C5 




Gene No . 


119325 Strand 






Start 


4 52 9 End 


5044 




Name 


OJ000113 02.0426.C5.o4 .np Method 


AAT/NAP 




Start 


4529 End 


5044 




GI 


7340881 Score 


70 




Exons 


4529. .4650, 4714. .5044 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




Seq. No. 


- 

56997 Seq. ID 


OJ000113_02.0426.C6 




Gene No. 


119326 Strand 


+ 




Start 


11 End 


794 




Name 


OJ000113 02.0426.C6.ol.np Method 


AAT/NAP 




Start 


11 ~ End ■ 


611 




GI 


6721559 Score 


218 


ty 


Exons 


11. .611 




W ' 


: GI Descrip. 


(AP001073) hypothetical protein, [Oryza 


sativa] 


~ i~a 
^ * : 




gil 6815084 |dbj |BAA90370.1| (AP001081) 


hypothetical protein 


f-li 




[Oryza sativa] 




L-Ji 

: : £ 


Sea No 


56997 Sea. ID 


OJ000113 02. 0426. C6 




Gene No. 


119326 Strand 


+ ~ 




Start 


11 End 


794 


; 


Name 


OJ000113 02.0426.C6.ol.gs Method 


GENSCAN 


Hi 


Start 


374 End 


794 


i* ,~f 


GI 


none Score 


.65 


\; I 


Exons 


374 . .488,, 730. .794 




1 - 

T 


Spa No 


5 6997 ' " Sea ID 


OJ000113 02. 0426. C6 




Gene No. 


119327 Strand 




f.l 


Start 


923 End 


2780 




Name 


OJ000113 02.0426.C6.o2.gs Method 


GENSCAN 




Start 


923 End 


2780 




GI 


none Score 


.49 . 




Exons 


923. .1107, . 1142. .1142, 1644. ..1763, 218 


8. .2217, 2727.. .2780 . 




Seq. No. 


56998 Seq. ID 


OJ000113_02.0426.C7 




Gene No. 


119328 Strand 






Start 


1263 End 


3095 




Name 


OJ000113 02.0426.C7.ol.gp Method 


AAT/GAP 




Start 


1263 End 


2804 




GI 


71515 1.R1084 Score 


1708 




Exons 


1263. .1631, 1835. .1955, 2032. .2130, 2347. .2689, 2779. .2804 




GI Descrip. 


f 5103847/gb|AAD39677.1|AC007591_42 6.0e-12 (AC007591) Contains 






PF 00561 alpha/beta hydrolase fold. [Arabidopsis thaliana] 1 




Seq. No. 


56998 Seq. ID 


OJ000113_02.042 6.C7 




Gene No. 


119328 Strand 






Start 


1263 End 


3095 



57520 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000113_02.042 6.C7.ol.tm 
1400 
none 
1400. 
1828. 



1435, 1411. .1443, 1438. 
1956, 1836. .1946, 1836. 
2032.. 2130, 2036.. 2161, 2036. 



56998- 
119328 
1263 

OJ000113_02 .042 6.C7.ol.np 

1405 

6630546 



Method TBLASTX : Mai ze 
End 2445 
Score 35 

.1632, 1448. .1633, 1494. .1634, 
.1964, 1837.. 1956, 2032.. 2139, 
.2131, 2341. .2445, 2368.-2439 

Seq. ID OJ000113_02.0426.C7 
Strand 

End 3095 

Method AAT/NAP 

End 3095 

Score 784 



1405.. 1631, 1835.. 1955, 2032.. 2130, 2347.. 2529, 2575.. 2689, 
2779. .3095 

(AC011708) putative alpha/beta hydrolase [Arabidopsis thaliana] 





Seq. No. 


56998 


Seq. ID 


OJ000113_02.0426. 


C7 




Gene No. 


119328 


Strand 








Start 


1263 


End 


3095 






Name 


OJ000113 02.0426.C7.ol.tc 


Method 


TBLASTX: Cress 






Start 


2838 


End ' 


3036 






GI 


none 


Score 


109 






Exons 


2838. .2879, 2893. .3036, 2895., 


..3023 








Seq. No. 


56999 


Seq. ID 


OJ000113_02.0426. 


C8 




Gene No. . 


119329 


Strand 


+ 






Start 


1 


End 


2.24 6 






Name 


OJ000113 02.0426.C8.ol.np 


Method 


AAT/NAP 




"J; 


Start 


1 


End 


2246 




: J 


GI 


6907106 


Score 


200 




: : 

y 


Exons 


1..48, 1804. .1850, 2069. .2246 










GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 






Seq. No. 


56999 


Seq.. ID 


OJ000113_02.0426. 


C8 


.3 


Gene. No. 


.119329 : . 


Strand 


+ 






Start 


1 ' . - ' 


End 


2246 






Name 


OJ000113 02.0426.C8.ol.gs 


Method 


GENSCAN 






Start 


1276 


End 


1662 






GI 


none 


Score 


.87 






Exons 


1276.. 1662 









Seq. No. 56999 

Gene No. 119330 : '~ * 

Start 5415 

Name OJ000113_02 . 0426 . C8 . o3 . np 

Start 5001 

GI 1946366 

Exons 5001.. 5269, 6094.. 6301, 6423. 

7139. .7306, 7889. .7939 

GI Descrip. (U93215) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000113_02.0426.C8 

"Strand + * ' 

End 8115 

Method AAT/NAP 

End 7939 

Score 269 

.6502, 6691.. 6810, 6859.. 6885, 



Seq. No. 56999 . . Seq. ID OJ000113_02 . 042 6 . C8 

Gene No. 119330 Strand + 

Start 5415 End 8115 

Name OJ000113_02 . 0426 . C8 . o3 . gs Method GENSCAN 

57521 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5415 
none 



End 
Score 



7306 
.99 



5415.. 5537, 6088.. 6270, 6691.. 6885, 7139 ... 730.6" 



56999 J . 

119330 

5415 

OJ000113_02.0426.C8.o4.np 

5415 

7340671 



Seq. ID OJ000113_02.0426.C8 

Strand + 

End 8115 

Method AAT/NAP 

End " 8115 

Score 242 



5415. .5514, 6089. .6228, 6377. .6502, 6691. .6885, 7139. .7310, 
8098. .8115 

(AL162508) putative protein [Arabidopsis thaliana] 



56999 

119330 

5415 

OJ000113_02.0426.C8.o3.gp 
6080 

LIB34 79-006-Q6-K1-H9 



Seq. ID OJ000113__02.0426.C8 

Strand + 

End 8115 

Method AAT/GAP 

End 6760 

Score 662 



6080.. 6270, 6377. .6502, 6691.. 6760 

'1946366 4.0e-16 (U93215) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. -56999 
Gene No. 119330 
Start 5415 

Name OJ000113_02 . 0426 . C8 . o4 . gp 

Start 6323 

GI LIB3479-006-Q6-K1-H9 
Exons 6323.. 6502, 6691.. 7006 

GI Descrip. '1946366 4.0e-16 (U93215) unknown protein [Arabidopsis 
thaliana] 1 ' 



Seq. ID OJ000113_02. 0426.C8 

Strand + 

End 8115 

Method AAT/GAP 

End 7006 

Score 774 



Seq. No. 56999 

Gene No. 119330 
Start, • 5415- 

Name " OJ000113_02 . 0426 . C8 . o5 . gp 

Start 7989 

GI none 

Exons 7989. .8115 



Seq. ID OJ000113_02 . 0426.C8 

Strand + 

End 8115 • 

Method AAT/GAP ■ 

End 8115 

Score 232 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



56999 
119331 
1 

OJ000113_02.0426.C8.ol.gp 
1 

none 

1..239, 1199. .1432 

56999 
119331 
1 

OJ000li3_02.0426.C8.o2.np 
1151 
7445894 

1151. .1178, 3542. .4063, 5776. .5808 



Seq. ID OJ000113_02 . 0426 ;.C8 
Strand 

End . 6506 

Method AAT/GAP 

End 1432 

Score 914 



Seq. ID OJ000113_02.0426.C8 
Strand 

End 6506 

Method • AAT/NAP 

End 5808 " 

Score 240 



57522 



V-K? 



GI Descrip. 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

"Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



potassium channel protein - maize gi | 2104908 | emb I CAA68912 . 1 | 
(Y07632) potassium channel [Zea mays] 



Seq. ID OJ00O113_02.0426.C8 
,Strand 

End 6506 

Method AAT/GAP 

End 2630 

Score 355 



56999 - 
119331 
1 

OJ000113_02.04 2 6.C8.o2.gp 
2336 

20886_2.R1084 
2336. .2476, 2497. .2630 

f 5257255/dbj | AP000364 . 1 | AP000364 8.0e-24 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



56999 

119331 

1 

OJ000113_02.0426.C8 .o2.gs 

2664 

none 



Seq. ID ■ OJ000113_02 . 0426 . C8 
Strand 

End 6506 
Method GEN SCAN 
End 4298 
Score .53 



2664. .3049, 3169. .3361, 3872. .4088, 4249. .4298 



56999 

119331 

1 

OJ000113_02.0426.C8.ol.tc' 

3546 

none 



Seq. ID OJ000113_02.0426.C8 

Strand - s 

End ... 6506 

Method- TBLASTX: Cress 

End * 4060 

Score 8 9 • 



3546., 3626, 3547.. 3627, 3863.. 4060, 3864.. 4055 



56999 

119331 

1 

OJ000113_02. 04 26.C8 . o2 . tm 

3863 

none 

3863.. 4030, 3864.. 4.031 

56999 ' 

119331 

1 

OJ000113_02.0426.C8.ol.ts 

3908 . 

none 

3908.. 4060, 3912.. 4049 

56999 

119331 

1 

OJ000113_02. 04 26.C8 .o3.tm 

5415 

none 



Seq. ID OJ000113_02.0426.C8 
Strand 

End 6506 

Method TBLASTX : Mai ze 

End 4031 

Score 137 



Seq. ID OJ000113_02.0426.C8 
Strand 

End 6506 

Method TBLASTX : Soybean 

End 4060 

' Score •• 121 . 



Seq. ID OJ000113_02.0426.C8 
Strand 

End 6506 

Method TBLASTX: Maize 

End 6506 

Score 60 



5415. .5465, 6072. .6227, 6074. .6271, 6087. .6182, 6127. .6234, 
6385.. 6504, 6386.. 6499, 6387. .6506 



56999 

119332 

6691 



Seq. ID OJ000113_02.0426.C8 
Strand 

End 7310 



57523 




Name 


OJ000113 02. 


0426.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


6691 




End 


7310 




GI ' ■ 


none 




Score 


152 




Exons 


6691. . 6810, 


6693;. 6809, 6807 


..6932, 6808. .6888, 7138. .7308, 




7139. .7309, 


7176. .7310 








Seq. No. 


57000 




Seq. ID 


OJ000113_02 . 0426 


.C9 


Gene No. 


119333 




Strand " 


+' 




Start 


1232 




End 


2915 




Name 


OJ000113 02. 


0426.C9.ol .gs 


Method 


GENSCAN 




Start 


1232 




End. 


2915 




GI 


none 




Score 


.47 




Exons 


1232. . 1450, 


1746.. 2092, 2851 


. .2915 






Seq. No. 


57000 




Seq. ID 


OJ000113_02.0426 


.C9 


Gene No. 


119333 




Strand 


+ 




Start 


1232 




End 


2915 




Name 


OJ000113 02. 


0426.C9.ol.np 


Method 


•AAT / NAP 




Start 


1799 




End 


2185 * 




GI 


7340671 




Score 


144 




Exons 


1799. .1972, 


2045.. 2185 








GI Descrip. 


(AL162508) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


• 57000 




Seq. ID 


OJ000113_02.0426 


.C9 


Gene No. 


119334 




Strand 


+ 




Start 


9940 




End 


11152 




Name 


OJ000113 02. 


0426.C9.o4 . tm 


Method 


TBLASTX: Maize 




Start 


1803 




End 


1965 




GI 


none 




Score 


185 




Exons 


1803. .1937, 


1810. .1965 








Seq. No. 


57000 




Seq. ID 


OJ000113_02.0426 


.C9 


Gene No. 


119334 




Strand 


+ 




Start 


9940 




End 


11152 




Name 


OJ000113 02. 


0426.C9.o2.np 


Method 


AAT /NAP 




Start 


9940 




End 


10875 




GI 


6714361 • - 




•Score 


681 




Exons 


9940. .108.75 










GI Descrip. 


(AC012562) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


57000 




Seq. ID 


OJ000113 02.0426 


.C9 


Gene No. 


119334 




Strand 


+ 




Start 


9940 




; End, •• ■ 


11152. 




Name 


OJ000113 02. 


0426.C9.oL.ts 


Method 


TBLASTX: Soybean 




Start 


10036 




. End 


10338 • 




GI 


none 




Score 


63 




Exons 


10036. .10104 


, 10105. .10287, 


10273. .10338 




Seq. No. 


57000 




Seq. ID 


OJ000113_02.0426 


.C9 


Gene No. 


119334 




Strand 


+ 




Start 


9940 




End 


11152 




Name 


OJ000113 02. 


0426.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


10096 




End 


10271 




GI 


none' 




Score 


80 ' * " 




Exons 


10096. .10161 


, 10096. .10152, 


10147. .10269, 10156. .10269, 





10170. .10271 



57524 



Seq. No. 57000 Seq. ID 

Gene No. 119334 Strand 

Start .9940 End ■ 

Name OJ000113_02 . 042 6 . C9 . ol . tc Method 

Start 10102 End 

GI none Score 
Exons ■ 10102. -.10452 



OJ000113_02.0426.C9 
+ 

11152 

TBLASTX: Cress 

10452 

355 



Seq. No. 57000 

Gene No. 119334 

Start 9940 

Name OJ000113_02 . 0426 . C9 . ol . tw 

Start 10176 

GI none 
Exons 



Seq. ID OJ000113_02.0426.C9 
Strand 
End 

Method 
End 
Score 



+ 

11152 

TBLASTX: Wheat 

10413 

343 



10176. .10406, 10177. . 10413, 10318. .10410 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57000 

119334 

9940 

OJ000113_02. 
10272 
none 
10272. 
10420. 
10518. 



0426.C9.ol.tm 



,10415, 
,10509, 
,10664 



10273, 
10422, 



10416, 
10508, 



Seq. ID OJ000113_02.0426.C9 

Strand + 

End • 11152 

Method TBLASTX : Mai ze 
■ End 10664 

Score 191 
10315. .10416, 10415. .10507, 
10510. .10662, 10514. .10585, 



Seq. No. 


57000 


Seq. ID 


OJ000113 


_02.0426 


.C9 


Gene No. 


119334 


Strand 


+ 






Start 


9940 


End 


11152 






Name 


OJ000113 02.0426.C9.o3.tm 


Method 


TBLASTX:! 


Maize 




Start 


10728 


End 


11152 






GI 


none 


Score 


205 






Exons 


10728. . 10877, 1072 9. .10878, 


10736. .11023, 11132 


. .11152 




Seq. No. 


57001 


Seq. ID 


OJ000113 


_02. 0.426 


.C10 


Gene No. 


119335 


Strand 


+ 






Start 


25 


End 


3365 






Name 


OJ000113 02.0426.'C10;ol.gs 


Method 


, f GEN SCAN 






Start 


25 


End 


3365 






GI 


none 


Score 


.7 






Exons 


25. .284, 806. .999, 1337. .1459, 1491.. 


1640, 3310 


. .3365 




Seq. No'.. 


■ -57001 • ..- 


Seq. .. ID 


. OJ000113 


_0 2. 04.2 6 


.C10 


Gene No. 


119336 


Strand 


+ 






Start 


4053 


End 


8141 






Name 


OJ000113 02.0426.C10.o2.gs 


Method 


GENSCAN 






Start 


4053 


End 


8141 






GI 


none 


Score 


.98 






Exons 


4053. .4144, 6130. .7261, 7494 


. .8141 









Seq. No. 57001 Seq. ID 

Gene No. 119336 Strand 

Start 4053 End 

Name OJ000113_02 .0426. C10. ol.np Method 

Start 5011 End 

GI 6714358 Score 
Exons 



OJ000113_02. 0426. C10 
+ 

8141 
AAT/NAP 
8075 
1394 



5011. .5079, 5327. .5393, 6113. .7261, 7494. .7739, 7779. .8075 



57525 




GI Descrip. (AC012562) hypothetical protein [Arabidopsis thaliana] 



beq. no. 


0 / uui 








beq. ID 


rNTAAAIIO AO A/IO/T 

OJUUU113 02.0426. 


OTA 

. C10 


Gene No. 


1 1 A O O "1 

119337 








Strand 






Start 


1 CO C\ 
1 DO U 








End 


O A A /" 

8006 




Name 


OJUU0113 Oz 


A A O C 

. 0426 . 


, C1U . ol 


. tm 


Method 


TBLASTX : Mai ze 




otart 


OlU / 








bna 


a n i o 
6718 




GI 


none 








Score 


O A O 

243 




Exons 


6107. . 6517, 


6202. 


.6435, 


6572. 


, .6718 






beq. no. 


D / UU1 








Seq. ID 


/"\TAAA110 AO A yl A/" 

OJ000113 02.0426, 


, C10 


Gene No . 


T 1 A O *3 "7 








Strand 






Start 


/ 68U 








End 


8006 




Name 


t a a a i 1 o no 
OJUUU113 UZ 


A A o a 
.0426. 


C1U . OZ 


. ts 


Method 


TBLASTX : Soybean 




btart 


C 1 1 A 








r~> — j 

Lna 


f C A O 

650Z 




Gl 


none 








Score 


258 




Exons 


6110. .6502, 


6157. 


.6282 










beq. No. 


D / UU 1 








Seq. ID 


/-s-rAAAl *1 O AO A yl O T 

OJ000113 02.0426. 


, C10 


Gene No. 


1 1 A O O "7 








Strand 






Start 


i c o a 
/680 








End 


8006 




Name 


OJ000113 Oz 


. 0426 . 


OTA 1 

CIO . ol , 


. tc 


Method 


TBLASTX: Cress 




b tart 


oloo 








End 


^ c o o 

6522 




GI 


no.ne 








Score 


O IT O 

253 




.Exons 


- 6185.. 6520, 


6199. 


.6522 










beq. No. 


D 1 UUI 








- Seq. ID 


OJ000113_02.0426. 


C10 


Gene No. 


119337 








Strand 






Start 


"7 ^ O A 
/ DO (J 








End 


8006 




Name 


/-\ T A A A 1 1 O AO 

OJUUU113 Uz 


A A O H 

. 042 6. 


/"* 1 A « O 

C10 . o3 , 


. tm 


Method 


TBLASTX: Maize 




Start 


C 1 A O 

d / 4 y 








End 


7640 




bl 


none 








Score 


118 




Exons 


/"I j a TAOT 

d / 4 y . . / 02 1 , 


674 y . 


. 6997 , 


7085 . 


.7261, 7111. .7263, 7497. .7640 


Seq. No. 


57001 








Seq. ID 


OJ000113J32.0426. 


C10 


Gene No.. 










Strand 






Start 


"7 O A 

7680 








End • 


8006 




Name 


OJ0UU11J Uz 


.0426. 


O 1 A ' ^ O 

CIO . o3 . 


, ts " : ■ 


Method 


TBLASTX : Soybean 




Start 


<z o o o 
6832 








End 


7183 






none 








Score 


100 




Exons 


6832 . . by4 0 , 


6833 . 


^ A C O 

. 6952 , 


/" A O O 

6932 . 


.7036, 6952.. 7035, 7072.. 7182, 




7085. .7183 














Seq. No. 


o / (Jul 








Seq. ID 


OJ000113_02.0426. 


CIO 


Gene No . 


"1 1 A O O T 








Strand 






Start 


"~i (~ o r\ 
1 DO U 








End 


8006 




Name 


/^TAAAIIO AO 

OJUUU 1 13 02 


a yi o r 

. 0426 . 


C10 . o3 . 


. tc 


Method 


TBLASTX: Cress 




Start • 


/111 








End 


7261 




GI 


none 








Score 


184 




Exons 


7111. .7260, 


7112. 


.7261 










Seq. No. 


57001 








Seq. ID 


OJ000113_02.0426. 


C10 


Gene No. 


119337 








Strand 






Start 


7680 








End 


8006 




Name 


OJ000113 02. 


.0426. 


ClO.ol. 


ts • 


Method 


TBLASTX: Soybean 




Start 


7187 








End 


8006 




GI 


none 








Score 


114 





57526 





Exons 


7187 . . 7261, 


7421, 


. .7663, 7491. 


.7652, 7608. .7664, 7761.. 7874, 






7935. .8006 












Seq. No. 


57001 






Seq. ID 


OJ000113_02. 0426. C10 




Gene No". 


119337 






Strand 






Start 


7680 






End 


8006 




Name 


OJ000113 02. 


,0426. 


C10.o2. tc 


Method 


TBLASTX: Cress 




Start 


7490 






End 


7871 




GI 


none 






Score 


202 




Exons 


7490. .7648, 


7491 . 


.7652, 7767. 


.7871 






Seq. No. 


57001 






Seq. ID 


OJ000113_02. 0426. C10 




Gene No. 


119337 






Strand 






Start 


7680 






End 


8006 




Name 


OJ000113_02. 


0426. 


C10.ol.gp 


Method 


AAT/GAP 




Start 


7680 






End 


7998 




GI 


427627 






Score ' 


547 




Exons 


7680. .7*998 












Seq*. No . 


57001 






Seq. ID 


OJ000113JD2. 0426. C10 




Gene No. 


119338 






Strand 






Start 


8518 






End 


8707 




Name 


OJ000113 02. 


0426. 


C10.o2 . tm 


Method 


TBLASTX: Maize 




Start 


8518 






End 


8707 




GI 


none 






■ Score 


219 




Exons 


8518 . . 8706, 


8522. 


. 8707, 8531 . 


.8707 




f j = 


Seq. No. 


.57001 






Seq. ID 


OJ000113_02. 0426. C10 




Gene No' . 


119338 






Strand 






Start 


8518 






End 


8707 




Name 


OJ000113_02 . 


0426. 


C10.o4 . ts 


Method 


TBLASTX : Soybean 


: ; 5 

3 


Start 


8533 






End 


8703 




GI 


none 






Score 


129 




Exons 


8533. .8643, 


8535. 


.8639, 8536. 


.8640, 8537. .8641, 8587. .8703, 


i_ 

=~ 




8646. .8702 












Seq. No. 


57002 






Seq. ..ID-. 


OJ000103 09.0426. CI 




Gene No. 


119339 






Strand- 


+ . . . • 




Start 


1057 






End 


1172 




Name 


OJ000103 09. 


0426. 


Cl.ol.gp 


Method 


AAT/GAP 




Start 


1057 






End 


1172 




GI 


LIB3431-013- 


•Pl-Kl 


-B3 


Score 


181 




■ Exons, . 


.1057. .1172 












GI Descrip. 


1 60020 93 /emb 1X84149- 1 1 CHZLRPS4G 9 . Oe-21 Zizania latifolia 






cloroplast rps4 gene for ribosbmal protein S4 1 




Seq. No. 


57002 






Seq. ID 


OJ000103_09.0426.C1 




Gene No. 


119340 






Strand 






Start 


4850 






End 


5656 




Name 


OJ000103 09. 


0426. 


Cl.o4 . tm 


Method 


TBLASTX: Maize 




Of -3 "V -t~ 

otdrt 


6 






End 


1979 




GI 


none 






Score 


476 




Exons 


6. .371, ,39. . 


377, 


40. .387, 369 


..404, 1437. .1472, 1464. .1892, 






1468. . 1671, 


1469. 


.1894, 1470. 


.1895, 1744.. 1896, 1896. 1979, ' 






1897. . 1977, 


1898. 


.1978 








Seq. No. 


57002 






Seq. ID 


OJ000103_09.0426.C1 



57527 



Gene No. 119340 Strand 

Start 4850 End 

Name 0 JO 0 0 1 0 3_0 9 . 0 4 2 6 . C 1 . o 1 . t w Me t hod 

Start 69 . End 

GI none Score 

Exons 69. .149, 81. .149, 88. .150, 94. .150, 109. 

1409. .1732, 1410. .1703, 1691. .1747, 1691 

1771. .1809 



5656 

TBLASTX: Wheat 
1809 
101 

432, 138. .431, 
.1753, 1692. .1760, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57002 

119340 

4850 

OJ000103_09.0426.Cl.o2.tc 

159 

none 



Seq. ID OJ000103_09.0426.C1 
Strand 

End 5656 

Method TBLASTX : Cress 

End 1682 

Score 279 



159. .467, 160. .468, 162. .455, 169. .465, 685. .780, 694. .780, 
699. .788, 701. .820, 704. .781, 963. .1034, 986. .1033, 1048. .1182, 
1052.. 1681, 1052.. 1672, 1053.. 1682 



Seq. No. 57002 

Gene No. .119340 

Start 4850 

Name OJ000103_09 . 0426 . CI . ol . ts 

Start 384 

GI none 
Exons 



Seq. ID OJ000103_09.0426.Cl 
Strand 
End 

Method 
End 
Score 



5656 

TBLASTX ^Soybean 

1458 

86 



384. .455, 384. .467, 385. .465, 385. .468, 954. .1010, 1054. .1149, 
1055. .1456, 1056. .1457, 1063. .1458, 1237. .1458 



Seq. No. 57002 

Gene No. 119340 

Start 4850 

Name 0 JO 0010 3_0 9.0426.Cl.o7.tm 

Start 919 

GI none 
Exons 



Seq. ID OJ000103_09.0426.C1 



Strand 
End 

Method 

End 

Score 



5656 

TBLASTX: Maize 

1176 

44 



919. .945, 921. .944, 942. .980, 943. .1062, 953. .1066, 954. .1064, 
976. .1068, 1034. .1174, 1062. .1175, 1063. .1176, 1063. .1176 



Seq. - No. • 57002 

Gene No. 119340 

Start 4850 

Name OJ000103JD9 . 042 6 . CI . 06 . tm 

Start 2060 

GI none 

Exons 2060.. 2155, 2069.. 2155, 2070. 

2150. .2245, 2155. .2403, 2158. 



Seq. ID OJ000103_09.0426.C1 
Strand 

End 5656 

Method TBLASTX : Mai ze 

End 2446 

Score . 97 ... . 

.2156, 2070. .2159, 2071 
.2442, 2291.. 2422, 2426 



2160, 
2446 



Seq. No. 57002 Seq. ID 

Gene No. 119340 Strand 

Start 4850 End 

Name OJ000103_09 . 0426 . CI . ol . tm Method 

Start 2613 End 

GI none Score 
Exons 



OJ000103_09.0426.C1 
5656 

TBLASTX: Maize 

3769 

35 



2613. .2633, 2633. .2797, 2634. .2798, 2635. .2814, 2636. .2839, 
2762. .3418, 2793. .3422, 2796. .3386, 2809. .3417, 3415. .3567, 
3416.-. 3481, 3417. .3767, 3432. .3767, 3521. .3769, 3622. .3768 



Seq. No. 



57002 



Seq. ID OJ000103 09. 0426. CI 



57528 





Gene No. 


119340 








Strand 








Start 


4850 








End 


5656 






Name 


OJ000103 09 


.0426. 


.Cl.o4. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2623 








■End 


3299 






GI 


none 








Score 


225 






Exons 


2623 . . 2784 , 


2630 , 


. .2797, 


2631 . 


.2798, 2876.. 2899, 


2877 . . 2903, 






2898 . . 2969, 


2911 , 


, .2955, 


2915. 


.2989, 2970.. 2996, 


3030. . 3065, 






3032 . . 3055, 


3108 , 


. . 3236, 


3118 . 


.3237," 3144. .3266, 


3238 . . 3279, 






3239. . 3298, 


3243 . 


, .3299 












Seq. No. 


57002 








Seq. ID 


OJ000103 


_09.0426.C1 




Gene No. 


119340 








Strand 








Start 


4850 








End 


5656 






Name 


OJ000103 09. 


.0426. 


,Cl.o5. 


tc 


Method 


TBLASTX: 


Cress 




Start 


2628 








End 


3362 






GI 


none 








Score 


201 






Exons 


2628 . .2810, 


2628 . 


. . 2810, 


2638 . 


.2817, 2903.. 2986, 


2908 . . 3000, 






s\ r\ f\ r\ f\ r\ f\ 

2908 . .2988, 


299,9 . 


, .3112, 


3009. 


.3113, 3009.. 3125, 


3113 . . 3232, 






3120 . . 3236, 


3121. 


. .3237, 


3121 . 


.3243, 3147. .3278, 


3242 . . 3295, 






3243 . . 3278 , 


3306, 


. . 3362, 


3330 . 


.3350 








Seq. No. 


57002 








Seq. ID 


OJ000103 


_09.0426.C1 




Gene No. 


119340 








Strand . 








Start 


4850 








End < 


5656 






Name 


OJ000103_09. 


. 0426 . 


Cl.o4 . 


tc 


Method 


TBLASTX: 


Cress 


V ; 


Start 


3428 








End 


3778 




i y 


GI 


none 








Score 


432 






Exons 


3428 . . 3775, 


3521 . 


. 3778 










§.: = 


Seq. No. 


57002 








Seq. ID 


OJ000103 


_09. 0426. CI 




Gene No. 


119340 








Strand 






a ; ; 


Start 


4850 








End 


5656 




3 


Name 


OJ000103_09 . 


, 0426 . 


Cl.06. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3638 








End 


4628 






GI 


none 








Score 


187 






Exons 


3638 . . 3748,.. 


3638 . 


. 3754, 


3640 . 


.3756, 4462.. 4587, 


4472 . . 4627, 






4473. .4628 














13 


Seq. No. 


57002 








Seq. ID 


OJ000103 


09. 0426. CI 


W 


Gene No. 


119340 








Strand 








Start 


4850 








End 


5656 






Name 


. OJ000103_09. 


,0426. 


Cl.oS. 


tm 


Method 


TBLASTX: 


Maize 




■ Start 


'4109 








End ■ 


4452 






GI 


none 








Score 


85 






Exons 


■4109. .4159, 


4111 . 


.4188, 


4112 . 


.4195, 4130. .4192, 


4149. .4199, 






4172 . .4297, 


4185 . 


. 4301, 


4188 . 


.4295, 4189. .4308, 


4225 . . 4347, 






4297 . .4452, 


4297 . 


. 4449 












. Seq. No. 


57002 








Seq. ID 


OJ000103 


_09. 0426. CI 




Gene No. 


119340 








Strand 








Start 


4 850 








End 


5656 






Name 


OJ000103 09. 


0426. 


Cl.o7. 


tc 


Method 


TBLASTX : 


Cress 




Start 


4246"' ' 








End 


4578 






GI 


. none 








Score 


51 






Exons 


4246. .4284, 


4251. 


.4289, 


4272. 


.4343, 4273. .4347, 


4303. .4347, 






4396. .4461, 


4405. 


.4458, 


4406. 


.4459, 4433. .4570, 


4437. .4577, 






4449. .4577, 


4462. 


.4578 











57529 






Seq.- No. .> 


57002 








Seq. ID 


OJ000103 


_09.0426.C1 




Gene No. 


119340 








Strand 








Start 


4850 






- 


End 


5656 






Name 


OJ000103 09 


.0426 


.Cl.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


4507 








End 


5637 






GI 


none 








Score 


162 






Exons 


4507 . .4653, 


4514 , 


. .4654, 


4518 . 


.4670, 4521. .4658, 


4588 . .4659, 






4698 . .4778, 


4698, 


. . 4778, 


4699. 


.4779, 4700. .4780, 


4702. .4779, 






4761 . .4832, 


4774, 


. . 4827, 


4775. 


.4831, 4816. .4896, 


4829. .4933, 






4830. .4919, 


4911. 


. .4961, 


4911. 


.4958, 4974. .5003, 


4975. .5004, 






4999. .5115, 


5005, 


. .5121, 


5007 . 


.5135, 5097. .5210, 


5110. .5187, 






5151. .5207, 


5157, 


. .5636, 


5184 . 


.5636, 5185. .5637, 


5302. .5637 




Seq. No. 


57002 








Seq. ID 


OJ000103 


09 . 0426 . CI 




Gene No. 


119340 








Strand 








Start 


4850 








End 


5656 






Name 


OJ000103 09 


.0426, 


.Cl.o2. 


gp 


Method 


AAT/GAP 






Start 


4850 








End 


5108 






GI 


uC-osflM202088b07al 




Score 


514 






Exons 


4850. .5108 
















GI Descrip. 


, 11957/emb|,X15901|CHOSXX 2 . Oe 


-52 Rice 


complete 


chloroplast 






genome ' 
















Seq. No. - 


57002 








Seq. ID 


OJ000103 


_09.0426.C1 


f ;1 


■Gene No. 


119340 








Strand 






fu 


Start 


48S0 








End 


5656 






Name 


OJ000103_09 


.0426, 


,Cl.o2. 


ts 


Method 


TBLASTX: 


Soybean 




*■ Start 


5086 








End 


5504 




~ 


GI 


none 








Score 


45 






Exons 


5086. .5115, 


5168, 


. .5497, 


5168. 


.5500, 5169. .5504, 


5187 . .5504 


i.y 1 


Seq. No. 


57002 








Seq. ID 


OJ000103 


_09.0426.C1 




Gene No. 


119340 








Strand 








Start 


4850 








End 


5656 




V f 


Name 


OJ000103 09, 


.0426. 


,Cl.o3. 


tc 


Method 


TBLASTX: 


Cress 




Start 


.5086 ' 








.End 


5454 






' GI 


none 








Score 


45 




C.3 


Exons 


5086. .5115, 


5109. 


, .5192, 


5187.. 


.5453, 5187. .5453, 


5302. .5454 




Seq. No. 


57002 








Seq. ID 


OJ000103 


_09.0426.C1 




Gene No. 


119340 








Strand 








• Start 


■4850 








End 


"5656 






Name 


OJ000103 09, 


.0426. 


CI. 06. 


tc 


Method 


TBLASTX: 


Cress . . 




Start 


5455 








End 


5656 






GI 


none 








Score 


164 






Exons 


5455. .5607, 


5456. 


, .5656, 


5457. 


.5654 








Seq. No. 


57002 








Seq. ID 


OJ000103 


_09.0426.C1 




Gene No . 


119341 








Strand 








Start 


5657 








End 


6500 






Name 


OJ000103 09. 


.0426. 


Cl.ol. 


tc 


Method 


TBLASTX : 


Cress 




Start 


5657 








End 


6500 






GI 


none 








Score 


1369 






Exons 


5657. .6499, 


5658. 


.6500 












Seq. No. 


57002 








Seq. ID 


OJ000103 


_09.0426.C1 



57530 




Gene No. 


119341 








Strand 




Start 


5657 








End 


6500 


Name 


AitAAAIA"!! AA 

OJ000103_09 


A A A /" 

. 0426 . 


CI . o5 . 


ts 


Method 


TBLASTX : Soybean 


Start 


5665 








End 


58 97 


GI 


none 








Score 


324 


Exons 


C /"* /" C C A A A 

5665 . . 5889, 


5667 . 


.58 97, 


5669 . 


.58 96 




Seq. No. 


57002 








Seq. ID 


OJ000103_09.0426.C1 


Gene No. 


119341 








Strand 




Start 


5657 








End 


6500 


Name 


/"\TAAATA"3 AA 

OJ000103_09 


A A A /* 

. 0426 . 


CI . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


5837 








End 


6352 


GI 


none 








Score 


302 


Exons ■ 


5837 . . 6034 , 


COOT 

5837 . 


. 634 9, 


5839 . 


.6111, 5868. .6350,: 5868.. 6350, 




/"AAA /") r o 

6089 . . 6352 












Seq. No. 


57002 








Seq. ID 


OJ000103_09.0426.C1 


Gene No. 


119341 








Strand 




Start 


5657 








End 


6500 


Name 


OJ000103_09 


. 0426 . 


CI . o3 . 


ts 


Method 


TBLASTX: Soybean ' 


Start 


6132 








End 


6409 


GI 


none 








Score 


489 


Exons 


6132 . . 6407 ,. 


6132 . 


/~ A A T 

. 6407 , 


614 6 . 


.6409, 6355.. 6408 


Seq. No. 


57003 








Seq. ID. 


OJ000103_09.0426.C2 


Gene No. 


119342 








Strand 


+ 


Start 


1497 








End 


3732 


Name 


OJ000103 09 


.0426. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


3385 


GI 


none 








Score 


94 


Exons 


1..72, 94.. 


138, 1 


89. .506, 193 


..507, 325. .507, 574. .654, 




658. .801, 685.-78 


3, 1523.-. 1630, 1540.. 


1635, 1541. .1621, 




1545. .1625, 


1600. 


.1683, 


1601. 


.2134, 1611. .1964, 1733. .2107, 




1998. .2132, 


2104. 


.2211, 


2130. 


.3134, 2130. .3146, 2143. .3171, 




• 2156. .3175, 


2671. 


.3171, 


3169. 


.3225, 3173.. 3226, 3180.. 3227, 




3259.. ,3285, 


3269. 


.3286, 


3287. 


.3385, 3288.. 3371 


■\ 

Seq. No. 


' 57003- 








Seq.' ID 


OJ000103_09.0426.C2 


Gene No. 


119342 








Strand 


+ 


Start 


1497 








End 


3732 


Name 


OJ000103 09 


.0426. 


C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1 








End 


3403 


GI 


none 








Score . 


94 ' 


Exons 


1..72, 94.. 


138, 189.. 530, 193 


...507, 574. .654, 658. .801, 




694. .783, 8 


13. .905, 188 


6. .2134, 1886.. 


2107, 1998.. 2132, 




2104. .2274, 


2130. 


.3134, 


2130. 


.3134, 2137. .3171, 2156. .3184, 




2671. .3183, 


3257. 


.3403, 


3306. 


.3371 




Seq. No. 


57003 








Seq. ID 


OJ000103_09.0426.C2 


Gene No. 


119342 








Strand 


+ 


Start 


1497 








End 


3732 


Name 


OJ000103 09 


.0426. 


C2.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1 








End 


2458 


GI 


none 








. Score 


94 


Exons 


1..72, 94.. 


138, 1925.. 2134, 1935.. 1964 


, 1936.. 2103, 1998.. 2: 




2001. .2138, 


2108. 


.2452, 


2130. 


.2456, 2130. .2456, 2156. .2458, 



2326. .2457 



.57531 




Seq. No. 


57003 






Seq. ID 


OJ000103_09.0426. 


C2 


Gene No . 


119342 






Strand 


+ 




Start 


1497 






"End 


3732 




Name 


OJ000103 09 


.0426.C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


244 






End 


3008 




GI 


none 






Score 


295 




Exons 


244. .507, 252. .506, 574 


. . 648, 


658. .789, 685. .783, 2459.. 


28: 




2460. .2840, 


2462. .2842, 


2671 . 


.2847, 2841. .3008, 2842. .3003 




2843. .3007 












Seq. No. 


57003 






Seq. ID 


OJ000103_09.0426. 


C2 


Gene No. 


119342 






Strand 


+ 




Start 


1497 






End 


3732 




Name 


OJ000103 09 


.0426.C2.o6. 


tc 


Method 


TBLASTX: Cress 




Start 


792 






End 


980 




GI 


none 






Score 


324 




Exons 


792. .980, 792. .977, 794 


. . 979 . 








Seq. No. 


57003 






Seq. ID 


OJ0001'03_09.0426. 


C2 


Gene No. 


119342 






Strand 


-+■ 




Start 


1497 






End 


3732 




Name 


OJ000103 09 


.0426.C2.o3. 


tc 


Method 


TBLASTX : Cress 




Start 


980 ~~ 






End 


1379 




GI 


- none 






"Score . 


716 




Exons 


980. .1369, 


980. .1369, 982. .1377, 982.. 


1377, 1302. .1379 




Seq. No. 


57003 






Seq. ID 


OJ000103_09.0426. 


C2 


Gene No. 


119342 






Strand 


+ 




Start 


1497 






End 


3732 




Name 


OJ000103 09 


.0426.C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


984 






End 


1131 




GI' 


none 






Score 


168 




Exons 


984. .1130, 


984. .1130, 985. .1131 


'--it 




Seq. No. 


.57003 






Seq. ID 


OJ000103_09.0426.. 


C2 


Gene No. 


-.119342 . 






'Strand 


+ ... 




Start 


.1497 






End 


3732 




Name 


OJ000103 09 


.0426.C2.o3. 


ts- 


Method 


TBLASTX : Soybean 




Start 


1149 






End 


1398 




GI 


none 






Score 


130 




Exons 


1149. .1247, 


1150. .1254, 


1150. 


.1398, 1151,. 1369, 1303.. 1398 


Seq. No. 


57003 






Seq. ID 


OJ000103_09.0426. 


C2 


Gene No. 


119342 






Strand 


+ 




Start 


1497 






End 


3732 




Name 


OJ000103 09 


.0426.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1185 






End 


1522 




GI 


none 






Score 


216 




Exons 


1185. .1247, 


1194. .1367, 


1195. 


.1521, 1196. .1522, 1196. .1522 


Seq. No. 


57003 






Seq. ID 


OJ000103_09.0426. 


C2 


Gene No. 


119342 






Strand 


+ 




Start 


1497 






End ' 


3732 




Name 


OJ000103 09 


.0426.C2.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1401 






End 


1886 




GI 


none 






Score 


189 





57532 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1401. .1598, 1410. .1598, 1411. .1683, 1412. .1885, 1626. .1886, 
1635. .1688, 1732. .1884, 1733. .1885 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 



OJ000103_09.0426.C2 
+ 

3732 
AAT/GAP 
1927 
766 



57003 Seq.. ID 

119342- Strand 
1497 End 
OJ000103_09.0426.C2.ol.gp Method 
1497 End 
uC-osf Icyp021gl0bl Score 
1497. .1927 

* 131148/sp| P12156I PSAB_ORYSA 6.0e-59 PHOTOSYSTEM I P700 

CHLOROPHYLL A APOPROTEIN A2 >gi_72 67 4_pir A2RZP7 photosystem 

P700 apoprotein A2 - rice chloroplast >gi_1198 l_emb_CAA33995_ 
(X15901) PSI P700 apoprotein- A2 [Oryza sativa] 

>gi_226604_prf 1603356AA photosystem I P700 apoprotein A2 

[Oryza sativa] 1 



57003 Seq. ID 

119342 Strand 

14 97 End 

OJ000103_09 . 042 6 . C2 . o4 . tc Method 

1510 End 

none Score 

1510. .1683, 1511. .1918, 1515. .1688, 
1733.. 1918 



OJ000103_09.0426.C2 
+ 

3732 

TBLASTX: Cress 
1920 
614 

1516. .1920, 1732. .1884, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.' No. 

Gene No. J. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57003 

119342 

1497 

OJ000103_09. 

3049 

none 

3049. .3159, 
3420. .3620, 
3650. .3730, 



0426.C2.o5.tc 



3050. 
3424 . 
3676. 



,3160, 3051. 
,3621, 3425. 
,3732 



Seq. ID OJ000103JD9.0426.C2 

Strand + 

End 3732 

Method TBLASTX : Cress 

End 3732 

Score 130 

.3134, 3275. .3406, 3303. .3371, 
.3622, 3425. .3619, 3648. .3731, 



57004 . Seq. ID OJ000103_09 . 0426 . C3 

119343 ' Strand- V. ... 

1565 End 2095 

OJ000103_09 . 042 6 . C3 . o2 . gp Method AAT/GAP 

1565 End 2095 

2135_1.R1084 Score 104 6 

1565. .2095 '. 

1 11957 /emb 1X15901 | CHOSXX 1.0e-159 Rice complete chloroplast 
genome 1 ^ 



57004 

119344 

408 

OJ000103_09.0426.C3.ol.ts 
100 
none 
100. . 
1070. 
1831. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 09. 0426. C3 



'999, 101.. 169, 165.. 320, 
.1570, 1072. .1566, -1606. 



2095 

TBLASTX: Soybean 
2086 
78 

167. .820, 447. .1010, 1015. .1050, 
1647, 1611. .1640, 1729. .1746, 



,1902, 1836. .1895, 1837. .1905, 1927. .1974, 1932. .1967, 
1933. .1974, 1993. .2064, 1996. .2040, 2001. .2084, 2033. .2086 



57533 




Seq. No. 


57004 


Seq. ID 


OJ000103_09.0426.C3 


Gene No. 


119344 


Strand 




Start 


a n o 
4 Uo 


hnd 


2U9o * . 


Name 


OJ00010^3 09 . 042 6 . Co . oJ . tc 


Method 


TBLASTX : Cress 


Start 


224 


End 


A Cx A 

4 94 


GI 


none 


Score 


"ICC 

loo 


Exons 


oo/i /inn ooo ^oo *5io /i a /i 

224. .490, 232. .489, J12..494 






Seq. No. 


C "J A n /l 

57004 


beq. ID 


UJUUUluo Uy.U4zb.Lo 




119344 ' 


Strand 




Start 


408 


End 


2095 


Name 


OJ000103 09.0426.C3.-ol.gp 


Method 


AAT/GAP 


Start 


408 


End 


954 


GI 


5005311 


Score ' • 


1047 ' 


Exons 


408. .954 






GI Descrip. 


114521/sp| P12084 IATPA ORYSA 1 


.Oe-78 ATP SYNTHASE ALPHA CHAIN 



>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_C AA3 3 9 9 3_ (X15901) 
ATPase alpha subunit [Oryza sativa] >gi 226696 prf - 1603356X 
ATPase alpha [Oryza sativa] 



Seq. No. 57004. 

•Gene No. 119344 

Start 408 

Name OJ000103'_09 . 042 6 . C3 . ol . tc 

Start 4 99 

GI none 

Exons 499.. 996, 500. .820, 513.. 1010, 
1100. .1474 



Seq. ID OJ000103_09.0426.C3 



Strand 
End 

Method 
End 
Score 
1063. . 



2095 

TBLASTX: Cress ' 

1474 

344 

1473, 1010. .1474, 



Seq. No. 57004 

Gene No. 119344 

Start 408 

Name OJ000103_09 . 0426 . C3 . o2 . tm 

Start 641 

GI none 

Exons .641. .712, 643 ..-;.;954 , 773-. . 817 

Seq. No. 57004 
Gene No. 119344 
Start 408 

Name OJ000103_09 . 0426 . C3 . ol . tm 

Start 998' 
GI none 

Exons. .998.. 1060, 1006.. 1065, 1012.. 

1070. .1600, 1568. .1654, 1603. 
1740 
' 1833 



Seq. ID OJ000103_09.0426.C3 
Strand 
End 

Method 
End 
Score 



2095 

TBLASTX: Maize 

954 

48 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 09. 0426. C3 



2095 

TBLASTX: Maize 
2095 
62 

1065, 1060. .1341, 1060. .1581, 
.1818, 1611. .1757, 1657. .1782, 
1841, 1756. .1869, 1762. .1872, 1825. .1902, 1829. .1909, 
1910, 1898. .1993, 1902. .2006, 1903. .2007, 1903. .2049, 



1989. .2093, 1999. .2094, 2011. .2094, 2036. .2095 



OJ000103_09.0426.C3 
2095 

TBLASTX: Wheat 
1582 
505 

1137. .1487, 1142. .1492, 1152. .1490, 1488. .1568, 1496. .1582, 



Seq. No. 57004 Seq. ID 

Gene No. 119344 Strand 

Start 408 End 

Name 0 J000103_09 . 042 6 . C3 . ol . tw Method 

Start 1137 End 

GI none Score 
Exons 



57534 



1496. .1564, 1498. .1581 

Seq. No. 57004 
Gene No." 11934 4 
Start 408 

Name OJ000103_09 . 0426 . C3 . o2 . tw 

Start 1804 
GI none 

Exons 1804. .1908, 1806. .1841, 1813. 

1838. .1918, 1872. .1922, 1918. 
1921. .2001, 2004. .2093, 2004 2093, " 2005 2094 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1845, 1831 
.2001, . 1920 



OJ000103 09. 0426. C3 



2095 

TBLASTX: Wheat 
2094 
43 

1917, 1835. .1921, 
2000, 1920.. 2030, 



Seq. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57005 



Seq. ID OJ000103_09.0426.C5 



119345 Strand + ■ 

2149 End 2583 

OJ000103_09.0426.C5.ol.gp Method AAT/GAP 

2149 End 2583 

5886_1.R1084 Score 836 

2149. .2583 ' "' 

f 11957/emb 1X15901 | CHOSXX 0v0e+00 Rice complete chloroplast 

genome ' 



ru 

2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000103_09.0426.C5 
+ 

4022 
AAT/GAP 
4022 
908 



57005 Seq. ID 

119346'- Strand 
3569 End 
OJ000103_09.0426.C5.o2.gp Method 
3569 End 
24570_1.R1084 Score 
3569. .4022 

'131251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl ) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 ? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



OJ000103JD9.0426.C5 
+ 

4749 
AAT/GAP 
4749 
666 



57005 ' Seq. ID' 

119347 Strand 
4 38 6 End 
OJ000103_09.04 2 6.C5.o3.gp Method 
4386 . End 
5455469 , Score'. 

4386. .4749 

131251/sp | P12094 | PSBA_ORYSA 8 . Oe-56 PHOTOSYSTEM Q(B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661jpir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_3432I2 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 



Seq. No. 
Gene No. 
Start 
Name 
Start 



57005 Seq. ID 

119348 Strand 

4773 End 

OJ000103_09 . 042 6 . C5 . o3 . tc Method 

3 End 



OJ000103_09.0426.C5 
5140 

TBLASTX: Cress 
505 



57535 




GI 


none 




Score 


49 


Exons 


3,-47, 3,. 38, 95. .202, 


99. .176, 115. .177, 159. .353, 177. .35 




178.. 354, 389.. 439, 390. .440, 


428 . . 502, 


449 . . 505 


Seq. No. 


57005 




Seq. ID 


OJ000103_09.0426.C5 


Gene No. 


119348 




Strand 




Start 


4773 




End 


5140 


Name 


OJ000103 09.0426.C5.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


437 




i-i j 

End 


™7 f r\ 

760 


GI 


none 




Score 


78 


Exons 


437. .487, 437. .487, 439. .489, 


584 . .673, 


587 . .673, 588 . . 674 , 




677. .760, 678. .758' 








Seq. No. • 


57005 ' 




Seq . • ID 


OJ000103 09. 0426. C5 


Gene No. 


119348 




Strand 




Start 


4773 




End 


5140 


Name 


OJ000103_09 . 042 6 . C5 . o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


466 - , 




End 


74 6 


GI 


none 




Score 


367 


Exons 


466. . 693, 466. . 675, 468 


. .692, 


671. .745, 


672. .746, 674. .745 


Seq. No. 


57005 




Seq. ID 


OJ000103JD9.0426.C5 


Gene No. 


119348 




Strand 




Start 


4773 




End 


5140 


Name 


OJ000103 09 . 0426 . C5 . o4 . 


tm . 


Method 


TBLASTX: Maize 


Start 


2199 




End 


2469 


GI 


none 




Score 


256 


Exons 


2199. .2420, 2199.. 2312, 


2200. 


.2421, 2318. .2368, 2321. .2368, 




24091.2468, 2410.. 2469, 


2410. 


.2469 




Seq. No. 


57005 




Seq. ID 


OJ000103_09.0426.C5 


Gene No. 


119348 




Strand 




Start 


4 773 




End 


5140 


Name 


OJ000103 09 . 0426 . C5 . 06 . 


ts 


Method 


TBLASTX : Soybean 


Start 


2552 




End 


2767 


GI 


none 




Score 


189 v - 


Exons 


. 2552. .2767, 2559. .2765^ 








Seq. No. 


57005 




Seq. ID 


OJ000103_09.0426.C5 


Gene No. 


119348 




Strand 




Start 


4773 




End 


5140 


Name 


OJ000103 09. 0426.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


' .2768 / 




End 


303.5 


GI 


none 




Score 


407 


Exons 


2768.. 2953, 2769.. 3035, 


2776. 


.3033 




Seq. No. 


57005 




Seq. ID 


OJ000103_09.0426.C5 


Gene No. 


119348 




Strand 




Start 


4773 




End 


5140 


Name 


OJ000103 09.0426.C5.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


2768 




End ■ 


3096 


GI 


none 




Score 


73 


Exons 


2768. .2869, 2774. .2851, 


2776. , 


.2853, 2844.. 2948, 2845... 3096, 




2847. .3092 








Seq. No. 


57005 




Seq. ID 


OJ000103_09.0426.C5 


Gene No. 


119348 




Strand 





57536 




Start 


A 1 1 O 

4 7 1 3 








T-l _J 

End 


5140 




Name 


OJ000103 09. 


0426 


. Co . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


3565 








End 


4061 




GI 


none 








Score 


859 




Exons 


3565 . . 4059, 


3570 


. . 4061 , 


C 1 o 

3572 . 


. 4060 






Seq. No. 


57005 








Seq. ID 


OJ000103_09.0426 


.C5 


Gene No. 


119348 








Strand 






Start 


4 773 








End 


5140 




Name 


OJ000103_09. 


0426 


. C5 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


3565 








End 


3880 




GI 


none 








Score 


174 




Exons 


3oo3 . . J /44 , 


*3 C T C 


*d o o n 


OD 1 D . 


.3878, 3584.. 3880 




Seq. No. 


57005 








Seq. ID 


OJ000103__09.0426 


.C5 


Gene No. 


119348 








Strand 






Start 


4 773 








End 


5140 




Name 


OJ000103__09 . 


0426 


. C5 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


3589 








End 


4256 




GI 


none 




7 




Score 


46 




Exons 


3589 . . 3624 , 


3602 


. . 4027, 


3621 . 


.4046, 4023. .4253, 4029. .4 


256 


Seq. No. 


57005 








Seq. ID 


OJ000103_09*. 0426 


.C5 


Gene No. 


119348 








Strand 






Start"* 


4 773 






* 


End 


5140 




Name 


OJ000103_09 . 


0426 


. C5.o5. 


ts 


Method 


TBLASTX: Soybean 




Start 


3945 








End 


4310 




GI 


none 








Score 


214 




Exons 


3945. . 4 3 1 0 , -s 


4104 


. . 4289 










Seq. No. 


57005 








Seq. ID 


OJ000103_09.0426 


.C5 


Gene No. 


119348 








Strand 






Start 


4773 








End 


5140 




Name 


OJ000103_09 . 


0426 


. C5.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


4 34 4 








End . 


4712 




GI 


none 








Score 


579 




Exons 


A A A A ~H "1 f\ 

4344 . .4712, 


4344 


. ; 4694' 










Seq. No. 


57005 








Seq. ID 


OJ000103_09.0426 


. C5 


Gene No. 


119348 








Strand 






Start 


4773 








End 


5140 




Name 


OJ000103 09. 


0426 


.C5.o4 . 


gp 


Method . 


AAT/GAP 




Start 


4773 . . ' 








End 


5140 




GI 


3073 1.R1084 








Score 


703 




Exons 


4773. .5140 















GI Descrip. 1 133936/sp | P1214 6 | RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 

Seq. No. 57005 Seq. ID OJ000103_09 . 0426 . C5 

Gene No. 119348 Strand 

Start 4773 k End 5140 

Name OJ000103_09 . 0426 . C5 . o2 . tm Method TBLASTX : Maize 

Start 4815 End 5128 

GI none Score 454 



57537 




Exons 


4815. .5123, 4818. .5087, 


A O O C 


.5124, 5054. .5128, 5060. .5128 


Seq. No. 


57005 




Seq. ID 


OJ000103_09.0426.C5 


Gene No. 


119348 




Strand 




Start 


4773 




End 


5140 


Name 


OJ000103_09 . 04 26 . C5 . o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


4825 




End 


5072 


GI 


none 




Score 


39 


Exons 


4825. .4851, 4857. .5072, 


A O "7 C 

487 o . 


.5010, 4884. .5069 


Seq. No. 


57005 




Seq. ID 


OJ000103_09.0426.C5 


Gene No. 


119348 




Strand 




Start 


4 773 




End 


5140 


Name 


OJ000103 09 . 0426 . C5 . o2 . 


ts 


Method 


TBLASTX: Soybean ' 


Start 


4853 




End 


5121 


GI 


none 




Score 


180 


Exons 


4853.. 5005, 4857.. 5090, 


4 8 67 . 


.5091, 5095. .5121, 5096. .5119 


Seq. No. 


57006 




Seq. ID 


OJ000103 09. 0426. C7 


Gene No. 


119349 




Strand 


- 


Start 


28 




End 


1395 


Name 


OJ000103 09.0426.C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


547 


GI 


none 




Score 


252 


Exons 


1..171, 3. .155, 147. .275, 150 


..284, 157 


..279, 200. .280, 




269.-475, 270. .461, 277 


. .465, 


417. .545, 


460:.546, 461.. 547, 




461. .547 








Seq. No. 


57006 <: 




Seq. ID 


OJ000103_09.0426.C7 


Gene No. 


119349 




Strand 




Start 


28 




End 


1395 


Name 


OJ000103 09.0426.C7.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


148 


GI 


none 




Score 


252 


Exons 


1..147, 2. .148, 3. .146 








Seq. No. 


57006 




Seq. ID 


OJ000103_09.0426.-C7 


Gene No. 


119349 




Strand 




Start 


28 




End 


1395 


Name 


. OJ000103 09.0426.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


162 




End 


535 


GI 


none 




Score 


150 


Exons 


■ 162. .272/' 163.-. 273, 200 


. -274, 


270. .464, 


271. . 4 65, , 272, . 475; 




460. .534, 461. .535 








Seq. No. 


57006 




Seq. ID 


OJ000103_09.0426.C7 


Gene No. 


119349 




Strand 




Start 


28 




End 


1395 


Name' 


OJ000103 09.0426.C7.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


799 




End 


1395 


GI 


none 




Score 


133 


Exons 


799. .915, 800. .880, 831 


. .887, 


894. .923, 


906. .959, 919. .972 



920. .973, 953. .1048, 962. .1054, 965. .1042, 970. .1044, 
1055. .1108, 1056. .1106, 1057. .1119, 1057. .1107, 1119. .1169, 
1144. .1170, 1259. .1315, 1260. .1316, 1261. .1317, 1322. .1393, 
1326.. 1394, 1330.. 1395 



"57538 



Seq. No. 57006 Seq. ID 

Gene No. 11934 9 Strand 

Start 28 " End 

Name 0 JO 0010 3_0 9.0426.C7.ol.tm Me t hod 

Start 1007 End 

GI none . Score 

Exons 1007.. 1171, 1019.. 1168 



OJ000103_09.0426.C7 
1395 

TBLASTX: Maize 

1171 

267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57006 

119349 

28 

OJ000103_09.04 26.C7.o3. tc 

1016 

none 

1016.. 1141, 1020, 
1144. .1170, 1145. 
1267.. 1395, 1268. 



,1142, 1021. 
,1171, 1260. 
,1393 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 09.0426:C7 



1395 

TBLASTX: Cress 
1395 
191 

1143, 1025. .1144, 1074. .1169, 
1289, 1260;. 1292, 1261.. 1296, 



ry 



r.i 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ; 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



57006 

119349 

28 

OJ000103_09.0426.C7.ol.tw 

1066 ^ v 
none 

1066.. 1170, 1082.. 117-1, 1259. 
1272.. 1394 



O.J000103_09.0426.C7 
1395 

TBLASTX: Wheat 

1395 

143 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.1282, 1259.. 1282, 1267.. 1395, 



OJ000103_09.0426.C11 
+ 

8296 
AAT/GAP 
8296 
844 



57007 Seq. ID 

119350 " Strand 

7 8 65 End 
OJ000103_09 . 0426 . Cll . o3 . gp Method 
7865 End 
41109_1.R1084 Score 
7865.-8296 

' 132712/sp|P12138|RK16_ORYSA 4.0e-56 CHLOROPLAST 50S RIBOSOMAL 

PROTEIN L16 >gi_71250_pir R5RZ16 ribqsomal protein L16 - rice 

chloroplast >gi_669084_emb_CAA33933_ "(X15901) ribosomal protein 

L16 [Oryza sativa]' >gi_22664 5_prf 1603356BV ribosomal protein 

L16 [Oryza sativa] ' 



OJ000103_09. 0426. Cll 
+ 

8868 '". 
AAT/GAP 
8868 
1020 



57007 Seq. ID 

119351 Strand 
8290 • ' . End 

OJ000103_09. 0426. Cll. o4 . gp Method • 
8290 End 
481_1.R1084 Score 
8290.. 8868 

'132672/ sp | PI 2137 | RK14_ORYSA 6.0e-57 CHLOROPLAST 50S RIBOSOMAL 

PROTEIN L14 >gi_71224_p'ir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_22 664 4_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 



57007 Seq. ID 

119352 Strand 

9433 End 

OJ000103_09. 04 26.Cll.o5.gp Method 



OJ000103_09.0426.C1-1 
+ 

9822 
AAT/GAP 



57539 



Start 9433 End 9822 

GI 5003883 Score 765 

Exons 9433.. 9822 

GI Descrip. 11957/emb | X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

■GI Descrip. 



57007 Seq. ID 

119353 Strand 
10602 End 
OJ000103_09.0426.Cll.o6.gp Method 
10602 End 
2798177 Score 
10602. .11167 

5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 



OJ000103_09.0426.C11 
+ 

11167 
AAT/GAP 
11167 
1010 



f p? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57007 Seq. ID 

119354 Strand 
14305 End 
OJ000103_09 . 0426 . Cll . 08 . gp Method 
14305 End 
uC-osflcyp084g07al Score 
14305.. 14468 

1 11957/emb 1X15901 | CHOSXX 7 . Oe-38" Rice complete chloroplast 
genome 1 



OJ000103_09. 0426. Cll 
+ 

14468 ' 
AAT/GAP 
14468 
197 



OJ000103_09. 0426. Cll 
+ 

15048 
AAT/GAP 
15048 
863 



57007 . Seq. ID 

119355 " Strand 
'14598 End 
OJ000103_09. 0426. Cll. o9.gp Method 
14598 End 
uC-osflcyp003hllbl Score 
14598. .15048 

'131332/spl P09449I PSBHJDRYSA 1.0e-09 PHOTOSYSTEM II 10 KD 

PHOSPHOPROTEIN >gi_72716_pir F2RZ0P photosystem II 

phosphoprotein psbH - rice chloroplast >gi_11953_emb_CAA31204_ 

(X12695) 10 kD phosphoprotein (AA .1 - 73) {Oryza sativa]- . 
>gi_12016_emb_CAA33976_ (X15901) PS II lOkDa phosphoprotein 

[Oryza sativa] >gi_226635_prf 1603356BJ photosystem' II lOkD 

phosphoprotein [Oryza sativa] ' 



Seq. No. 

Gene No. : - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57007 Seq. ID OJ000103_09 . 042 6 . Cll 

119356 . • • Strand 

5000 . End 6474 

OJ000103_09. 0426. Cll. ol.gp Method AAT/GAP 

5000 End 6474 

3073_1.R1084 Score 2929 

5000. .6474 

? 133936/sp|P12146|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa].^ . • 



Seq. No.' 
Gene No. 
Start 



57007 

119357 

6489 



Seq. ID 

Strand 

End 



OJ000103 09. 0426. Cll 



7593 



57540 



Name OJ000103_09 . 0426 . Cll . o2 . gp Method AAT/GAP 

Start / 6489 End 7593 

GI 2291_1.R1084 Score . 2141 

Exons 6489..7S93 

GI Descrip. 1 133936/sp | P1214 6 | RR3_ORYSA 3 . Oe-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3- ribosomal protein S3 - rice . 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22 664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq. No. 57007 Seq. ID 

Gene No. 119358 Strand 

Start 13642 End 

Name OJ000103_09 . 0426 . Cll . o7 . gp ' Method 

Start 13642 End 

GI uC-osflcypOllbOlbl Score 

Exons 13642.. 14148 

GI Descrip. ' 343210 ■ 5 . 0e-78 (M35995) apocytochrome 

>gi_226762_prf 1604469A cytochrome b6 



OJ000103_09. 0426. Cll 

14148 
AAT/GAP 
14148 
983 

b6 (alt.) [Oryza sativa] 
[Oryza sativa] 1 



Seq. No. 57007 

Gene No. 119359 

Start 18572 

Name OJ000103_09 . 0426 . Cll . o7 . ts 

Start 140 

GI none 
Exons 



Seq. ID OJ000103_09. 0426. Cll 
Strand 
End 

Method 
End 
Score 



21761 

TBLASTX: Soybean 

16337 

205 



140. .262, 140. .475, 142. .621, 142. .633, 225. .623, 1584 4 .. 16335 , 
15854 . .16252, 15856 .. 16335, 1 6002 .. 16337 , 16215.. 16337 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57007 Seq. ID 

119359 Strand 
18572 End 
OJ000103_09. 0426. Cll. 08 . tw Method 
429 End 
none Score 

429. .662, 429. .662, 430. .669, '616. .708, 

668. .709, .694. .762, 707. .772, 714.. 734,. 

721.. 762, 722.. '799, 724.. 804, '726.. 788, 

837. .914, 837. .914, 1574 3 .. 157 63, 15768 



OJ000103_09. 0426. Cll 
21761 

TBLASTX: Wheat 
16048 
286 

, 658. .70,8,. 659. .709, 
, 720. .797, 720. .761, 
, 779.'.. 835, '779. .8-35, 
15818, 15768. .15809, 



15769. . 15861, 15769 15819, 15808. 
15815. . 16048 



,16047, 15815. .16048, 



Seq. No. - 57007 . . Seq. ID 

Gene No. 119359 Strand 

Start 18572 End 

Name OJ000103_09 . 0426 . Cll . ol4 . tc Method 

Start 2211 End 

GI none Score 
Exons 



O J 0 0 0 1 0 3_0 ? V 042 6. Cll- 
21761 

TBLASTX: Cress 
2619 
111 

2211. .2342, 2253. .2333, 2260. .2340, 2317. .2430, 2343. .2429, 



2344. .2430, 2345. .2440, 2425. .2574, 
2575. .2619, 2580. .2615 



2427. .2573, 2427. .2588, 



Seq. No. 57007 Seq. ID 

Gene No. 119359 ' Strand 

Start 18572 End 

Name OJ000103_09 . 0426 . Cll . ol4 . tw Method 

Start 2773 End 



OJ000103_09. 0426. Cll 
21761 

TBLASTX: Wheat 
3000 



57541 





GI 


none 








Score 


214 






Exons 


2773. .2919, 


2773 


.-.2934, 


2941. 


.3000, 2942.. 2998 






Seq. No. 


57007 








Seq. ID 


OJ000103 


_09.0426.C11 




Gene No. 


119359 








Strand 








Start 


18572 








End 


21761 






Name 


OJ000103 09. 


0426 


.Cll.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


2849 








End 


4066 






GI 


none 








Score 


85 






Exons 


2849. .2935, 


2851 


. .2934, 


2859. 


.2939, 2940. .3014, 


2941 . . 3036, 






2942. . 3028, 


2948 


. .3046, 


3033. 


.3746, 3033. .3743, 


3539. . 3748, 






3752. .3871, 


3756 


. .3872, 


3859. 


.3990, 3872. .4066, 


3893. .4066 




Seq. No. 


57007 








Seq. ID 


OJ000103 


_09.0426.C11 




Gene No . 


119359 








Strand 








Start 


18572 








End 


21761 






Name 


OJ000103 09. 


0426 


.Cll.o5, 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2971 








End 


3748 






GI 


none 








Score 


892 






Exons 


2971. .3303, 


2973 


. .3503, 


2973. 


.3494, 3496.. 3669, 


3497. .3562, 






3498. .3746, 


3498 


. .3743, 


3539. 


.3748 








Seq. No. 


57007 . 








Seq. ID 


. OJ000103 


09. 0426.C11 


: . r 


Gene No. 


119359 








Strand 






% ™ 


Start 


18572 








End 


21761 




cn 


Name 


OJ000103 09. 


0426 


.CT1.02, 


. tw 


Method 


TBLASTX: 


Wheat 


?! ! 


Start 


3001 








End 


3378 




5 : r=" 


GI 


none 








Score 


579 




% : sr 

: f = 
is" 


Exons 


3001. . 3303, 


3002 


. .3376, 


3003. 


.3377, 3003.. 3377, 


3028 . . 3378 




Seq. No. 


57007 








Seq. ID 


OJ000103 


_09.0426.C11 


5: ; 
3 ,'J 


Gene No. 


119359 








Strand 








Start 


18572 








End 


21761 






Name 


OJ000103 09. 


0426 


.Cll.06, 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


3039 








End 


3616 






GI 


none 








Score 


787 






Exons 


: 3039. ; .3614.,, 


3045 


. .3611,, 


.3539. 


.3616 






w 



















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



57007 
11935 
18572 
OJ000 
3617 
none 
3617. 
4073.. 
4255. 
4388. 
5081. 
5932. 
6169. 
7884. 
8430. 
8828. 
9129. 



9 

103 09. 



.4012, 
.4252, 
.4401, 
.4597, 
.5107, 
.5961, 
.627 6, 
.8273, 
.8531, 
.9136, 
.9356, 



Seq. ID OJ000103_09.0426.C11 
Strand 









End 


21761 






0426. 


.Cll.ol, 


. ts 


Method TBLASTX: 


Soybean 








End 


; 9363 












Score 


453 






3705. 


. .3998, 


3990. 


.4067, 


3991. 


.4068, 


4022. . 


4249, 


4074, 


. .4250, 


4252. 


.4296, 


4252. 


.4293, 


4253. . 


4294 , 


4288, 


. .4386, 


4292. 


.4387, 


4372. 


.4470, 


4373. . 


4570, 


4503. 


. .4832, 


4538. 


.4777, 


4542. 


.4886, 


4543. . 


4833, 


5083. 


, .5106, 


5111. 


.5335, 


5112. 


.5345, 


5197. . 


5349, 


5946. 


, .6104, 


5951. 


.6046, 


5956. 


.6105, 


5956. . 


6105, 


6280. 


, .6660, 


6291. 


.6659, 


6521. 


.6661, 


7882. . 


8268, 


7887. 


, .8021, 


7892. 


.8287, 


7925. 


.8287, 


8405. . 


8524, 


8507. 


, .8701, 


8519. 


.8821, 


8520. 


.8810, 


8807. . 


8872, 


8889. 


, .8915, 


8913. 


. 9134, 


8949. 


.9140, 


8950. . 


9156, 


9147. 


, .9356, 


9151. 


.9363, 


9199. 


.9363 







Seq. No. 



57007 



Seq. ID OJ000103_09.0426.C11 



57542 



Gene No. 119359 

Start 18572 

Name OJ000103_09 . 0426 .Cll . o4 . tm 

Start 3972 

GI none 

Exons 3972.. 4343, 3976.. 4470, 3977, 
3980. .4801 



Strand 
End 

Method 

End 

Score 



21761 

TBLASTX: Maize 

4801 

222 



.4777, 3978.. 4118, 3979.. 4800, 



Seq. No. 57007 
Gene No. 119359 
Start 18572 

Name OJ000103_09 . 0426 . Cll . o5 . tc 

Start 4322 
GI none 
Exons 4322, 

4661. 

4891. 

5112. 



Seq. ' ID 

Strand 

End 

Method 

End 

Score 



OJ000103J39. 0426. Cll . 
21761 

TBLASTX: Cress 

5210 

358 



,4639, 4402. .4470, 4403. .4651, 4407. .4.646, 4408. .4647, 

,4777, 4662. .4832, 4665. .4832, 4667. .4834, 4891. .4920, 

,4920, 4894. .4971, 4914. .4970, 4921. .4971, 4922. .4972, 

,5210, 5118. .5207 



Seq. No. 57007 

Gene No. 119359 

Start 18572 

Name OJ000103_09 . 0426 . Cll . o7 . tw 

Start ^ 4354 
GI ' none 

Exons. 4354.. 4470, 4355.. 4660, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4355. .4660 



OJ000103 j)9.'042'6.Cll 
21761 

TBLASTX: Wheat 

4660 

514 



Seq. No. 57007 
Gene No. 119359 
Start 18572 

Name OJ000103_09 . 042 6 . Cll . o3 . tm 

Start 4983 
GI none 

Exons 4983.. 5072, 4984.. 5085, 5024. 

5074. .5142, 5078. .5377, 5079. 
54271.5546, 5493.. 5921, 5494. 
5934. .6164, 5935 .. 6213, .6166 . 
6325. .6723,. 6518.. -6736, 6715. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000J.03..09.0426-.C11 



21761 

TBLASTX: Maize 
6747 
155 

.5113, 5028.. 5087, 5074. 
.5393, 5115.. 5384, 5425. 
.5940, 5494. .5952, 5932. 
.6738,. 6166..6273., 6168. 
.6747 • 



,5148, 
5502, 

, 6171, 
67-16, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57007 

119359 

18572 

OJ000103_09.042 6'.C11.61.tw 

5496 

none 

5496. .5894, 5500. .5895, 5503. 
5932. .6264, 5935. .6264, 6170. 

57007 

119359 

18572 

OJ000103_09.042 6.Cll.ol3.ts 

5551 

none 

5551. .58'77,- 5584.. 5865, 5589. 



Seq. ID OJ000103_09. 0426.C11 
Strand 

End 21761 

Method TBLASTX: Wheat 

End 62 65 

Score 553 

.5892, 5529.. 5894, 5916.. 5954, 
.6265 

Seq. ID OJ000103_09. 0426. Cll 

Strand - 

End 21761 

Method TBLASTX : Soybean 

End 5879 

Score 267 
.5879 



Seq. No. 



57007 



Seq. ID OJ000103_09. 0426. Cll 



57543 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



119359 
18572 

OJ000103_09.04 26.Cll.ol-l.tc 

5554 

none 

5554. .5877, 5590. .5886, 5957. 
5959. .6069, 5972. .6070 

57007 

119359 

18572 

OJ000103_09. 042 6.Cll.olO.tc 

6301 

none 

6301.. 6675, 6318.. 6674, 6346. 
6814. .6855, 6966. .7028, 7137. 
7330. .7419, 7331. .7420, 7413. 
7507. .7527 



Strand 
End 

Method 

End 

Score 



21761 

TBLASTX : Cress 

6070 

317 



,6055, 5958. .6068, 5958. .6062, 



Seq. ID 
Strand 
End 

Method 
End 
Score • 



OJ000103 09.0426.C11 



21761 

TBLASTX : Cress 
7535 
455 

6717, 6482. .6724, 6797. .6844, 
7181, 7177. .7203, 7324. .7416, 
7475, 7413. .7457, 7494. .7535, 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57007 

119359 

18572 

OJ000103JD9. 0426. Cll. o6.tm 

6791 

none 

6791. .6847, 7884. .8294, 7925. 
8334.. 8624* 8624.. 8668, 8625. 

57007' 
119359 
18572 

OJ000103_09. 0426.Cll.o5.tw 

6817 

none 

6817. . 6864, 
6922. .7131, 
7141. .7254, 
7293. .7451, 



6818. 
6944. 
7.239. 
7301. 



.6850, 
.7123, 
.7325, 
.7450 



6884, 
7012, 
7240, 



57007 

119359 

18572 

OJ000103_09.042'6.Cll,ol2.tm ' 

6887 

none 

6887. .7048, 6894. .7052, 6895, 
6944. .7051, 7009. .7179, 7137. 
7177. .7209, 7181. .7210 



Seq. ID OJ00010'3_09.0'426.C11 
Strand 

End 21761 

Method TBLASTX: Maize 

End 8669 

Score .. 632 

.8293, 8294. .8359, 8333.-8623, 
.8669 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 09.0426.C11 



21761 

TBLASTX: Wheat 
7451 
35 

7054, 6894. .7040, 6894. 
7125, 7137. .7238, 7138. 



,7064, 
,7245, 



.7326.,. 724-2.. .7316, 7273., 7449, 



Seq. ID 

Strand 
End 

Method 
End 
.Score 



OJ000103 09.0426.C11 



21761 

TBLASTX: Maize 
7210 
87 

6954, 6906.. 7040, 6922. 
7184, 7143. .7184, 7174. 



,7179, 
,7209, 



Seq. No. 57007 

Gene No. 119359 

Start 18572 

Name - OJ000103_09 . 0426 . Cll . ol3 . tm 

Start 7251 

GI none 

Exons 7251.. 7319, 7255.. 7566, 7270. 



Seq. ID OJ000103JD9. 0426. Cll 
Strand 

End 21761 

Method TBLASTX : Maize 

End - 7 5*73 ' - 

Score 344 

.7563, 7325.. 7573, 7325.. 7570 



57544 




Seq. No. 


57007 








Seq. ID 


OJ000103 09. 0426. Cll 


Gene No. 


119359 








Strand 




Start 


- 18572 








End 


21761 


Name 


OJ000103 09. 


0426. 


Cll.olC 


). tw 


Method 


TBLASTX : Wheat 


Start 


7538 








End 


16688 


GI 


none 








Score 


47 


Exons 


7538. .7570, 


7539. 


. 7571, 


7541 . 


.7573, 761 


.6. .7696, 7623. .7685, 




7669. .7698, 


7681. 


.7728-, 


7727 . 


.7750, 7729..77S2, 7736. .7861, 




" 7766.. 7870, 


7771. 


.7896, 


7771 . 


.7866, 7866. .7940, 7867. .7941, 




16602. .16688 










Seq. No. 


57007 








Seq. ID 


OJ000103_09 . 042 6 . Cll 


Gene No. 


119359 








Strand 




Start 


■ 18572 








End - 


21761 


Name 


OJ000103 09. 


0426. 


Cll . o9 . 


tc 


Method 


TBLASTX : Cress 


Start 


7884 








End 


839'6 


GI 


none 








Score 


481 


Exons 


7884. .8204, 


7890. 


.8189, 


7928 . 


.8203, 818 


4 . . 8249, 8195 . . 8242, 




8364. .8396 












Seq. No. 


57007 








Seq. ID 


OJ000103_09. 04 2 6. Cll 


Gene No . 


119359 








Strand 




Start 


18572 








End 


21761 


Name 


OJ000103 09.0426. 


Cll .06. 


tw 


Method 


TBLASTX : Wheat 


Start 


7973 ;v.. 








End 


8404 


GI 


none 








Score 


513 


Exons 


7973. .8293, 


7974 . 


. 8294, 


8293. 


.8397, 834 


8 . .8401, 8351 . . 8404, 




8353. .8403 












Seq. No. 


57007 








Seq. ID 


OJ000103 09. 0426. Cll 


Gene No. 


119359 








Strand 




Start 


18572 








End 


21761 


Name 


OJ000103 09. 


0426. 


Cll .ol2 


: . tc 


Method 


TBLASTX : Cress 


Start 


8430 








End 


8817 


GI 


none 








Score 


135 


Exons 


8430. .8531, 


8432. 


. 8524, 


8512. 


.8544, 851 


9. . 8611, 8520 . . 8612, 




8565., 8612, 


8612. 


.8809, 


8613. 


. 8816, . 861 


7 . . 8817 


Seq. No. 


57007 








Seq. ID 


OJ000103_09. 0426. Cll 


Gene No. 


119359 








Strand 




Start 


18572 








End 


21761 


Name 


OJ000103 09. 


0426. 


Cll.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


8558. . 








End 


8922 ' 


GI 


none 








Score 


402 


Exons 


8558. .8836, 


8559. 


. 8819, 


8561. 


.8836, 884 


5. .8901, 8845. .8913, 




8847. .8903, 


8883. 


.8921, 


8887 . 


.8922, 888 


7. .8922 


Seq. No. 


57007 








Seq. ID 


OJ000103_09. 0426. Cll 


Gene No. 


119359 








Strand 




Start 


18572 








End 


21761 


Name 


OJ000103 09. 


0426. 


Cll . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


8710 








End 


10217 


GI 


none 








Score 


78 


Exons 


8710. .8772, 


'8711. 


.9145, 


8712. 


.9356, 8728.. 9375, 8845.. 9375, 




9293': .9376, 


9376. 


.9441, 


9377. 


.9439, 9512. .9769, 9541. .9801, 




9542. .9823, 


9543. 


.9797, 


9821. 


.10039, 9827. .10039, 9828. .10046, 




9849. . 10067, 


9868 


. .10047 


, 10077. . 10115, 


10083. .10100, 



57545 



10084. .10215, 10111. .10215, 10112. .10216, 10128. .10217 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



57007 

119359 

18572 

OJ000103_09. 0426. Cll. o8.tc 

8843 

none 

8843. .8881, 8884 



.8925, 

8947. .9156, 8949. .9143, 



8892. 
9151. 



Seq. ID 
Strand ' 
End 

Method 
End 
Score 



OJ000103 09.0426.C11 



21761 

TBLASTX: Cress 
9363 
36 

8924, 8940.. 9134, 8941.. 9129, 
9363, 9159.. 9356, 9190.. 9360 



Seq. No. 57007 

Gene No. 119359 

Start 18572- 

Name OJ000103_09 . 0426 . Cll . o3 . tw • 

Start 8994 

GI none 

Exons 8994.. 9356, 9001.. 9.375, 9002. 
9377. .9439 



OJ000103_09. 0426. Cll 
21761 

TBLASTX: Wheat 

9441 

531 



Seq. ID 
Strand 
End • 
Method 
End 
Score 

.9271, 9003.. 9356, 9376.. 9441, 



Seq. No. 57007 Seq. ID 

Gene No. 119359 Strand 

Start 18572 End 

Name OJ000103_09 . 0426 . Cll . ol5 . ts Method 

Start 9547 - End 

GI none * Score 

Exons 9547.. 9735, 9551.. 9736 



OJ000103_09. 0426. Cll 

21761 v 
TBLASTX : Soybean 
9736 
209 



Seq. No. 57007 Seq. ID 

Gene No. 119359, ' Strand 

Start 18572 End 

Name OJ000103_09 . 0426 . Cll . ol4 . ts Method 

Start 10178 End 

GI none Score 

Exons 10178. .10279, 10179 .. 10274 , 10186 

10259. .10429, 10259 .. 10420, 10338 



10278;- 
10430 



OJ000103_09. 0426. Cll 
21761 

TBLASTX: Soybean 

10430 

84 

10258. .10419, 



Seq. No. ".57007 ' 
Gene No. 119359 
Start 18572 

Name OJ000103_09". 042 6 . Cll . oil . tm 
Start 10219 

GI none ■ 

Exons 10219.. .10389, 10220 .. 10387 , 

10388. .10504, 10392. .10505 



Seq. ID 

Strand 

End 

Method 
End 

Score . 



OJ000103_09. 0426. Cll 
21761 

TBLASTX: Maize 

10505 

270 



10220. .10390, 10388. .10504., 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57007 
119359 
18572 

OJ000103_09. 0426. Cll. o7.tc 
10385 



none 
10385, 
10483. 
10639. 



Seq. ID 
Strand 
. End 
Method 
End 
Score 

10483, 10386. . 10481, 104 60 ... 10615 , 10474 
10644, 10484. .10648, 104 85 .. 10658 , 10518 
10680, 10641. .10685, 1064 1 .. 10685, 10658 



OJ000103 09. 0426. Cll 



21761 

TBLASTX: Cress 
10972 
100 



,10644, 
,10652, 
,10717, 



10700. .10972, 10729. .10968, 10754. .10969 



57546 




Seq. No. 


57007 




Seq. ID 


OJ000103_09.0426 


.Cll 


Gene No. 


119359 




Strand 






Start 


18572 




End 


21761 




Name 


OJ000103_09.0426.C11 


.ol5. tm 


Method 


TBLASTX: Maize 




Start 


10522 




End 


10784 




GI 


none 




Score 


144 




Exons 


10522. .10641, 10523. 


. 10615, 


10527. .10643, 10527 .. 10643, 






-1 rt ^ rt rt -1 rt >*• f~" /- -1 /"S ~ J /"\ /" 

10528.. 10656, 10706. 


. 10765, 


10 710. .107 


OA 1 AT 1 A 

84 , 107 10 .. 107 63, 






10726 . . 10764 










Seq. No. 


57007 




Seq. ID 


OJ000103 09.0426 


.Cll 


Gene No. 


119359 




Strand 






Start 


18572 




End 


21761 




Name 


OJ000103 09.0426.C11 


. o3 . ts 


Method 


•TBLASTX : Soybean 




Start 


10700 




End 


114 64 




GI 


none 




Score 


960 




Exons 


10700 .. 114 64 , 10707. 


. 11393, 


-1 rt - i rt rt 1 1 j1 

10729 . .114 


57 , 10754 . . 114 64 




Seq. No. 


57007 




Seq. ID 


OJ000103 09^.0426, 


.Cll 


Gene No. 


119359 




Strand 






Start 


18572 




End 


21761 




Name 


OJ000103 09.0426.C11 


. o9 . tm 


Method 


TBLASTX: Maize 




Start 


10792 




End 


11266 




GI 


none 




Score 


719 




Exons 


10792 .. 11265, 10793. 


. 11266, 


10793.' .112 


66 




Seq. No. 


57007 




Seq. ID 


OJ000103_09.0426. 


.Cll 


Gene No. 


119359 




Strand 






Start 


, 18572 




End 


21761 




Name 


OJ000103_09.0426.C11 


. ol6 . tc 


Method 


TBLASTX: Cress 




Start 


11215 




End 


11657 




GI 


none 




Score 


148 




Exons 


11215.. 11346, 11215. 


. 11409, 


11226. .11357, 11228. .114 64, 






11228 .. 11455, 11507. 


. 11551 , 


11563. .11601, 11568. .11606, 






11592 . . 11657 










Seq. No.- 


57007 




- Seq. ID . 


OJ000103_09..0426. 


.Cll 


Gene. No. 


119359 




Strand 






Start 


18572 




End 


21761 




Name 


OJ000103 09.0426.C11 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11484 




End 


13046 




GI 


none 




Score 


188 




Exons 


11484 .. 11678 , 11504-. 


. 11680, . 


11835.. , 11915, ■. 11836. . 11892., . 






-1 ^ rt rt ji 1 rt rt rt rt *1 -J rt rt v— 

11934. .12032, 11936. 


. 12502, 


11938. .12492, 11940 .. 12509, 






-1 -1 rt rt -i rt ~ /*V /**\ 1 rt rt ■— p rt 

11963. .12502, 12072. 


. 12527, 


12639. .12686, 12639 .. 12680, 






^ rt rt -i rt — I rt rt i rt rt rt r- 

12763 .. 12789, 12805. 


.12951, 


12806. .128 


95, 12927. .13046, 






12954 . . 13046 










Seq. No. 


57007 




Seq. ID 


OJ000103_09.0426. 


.Cll 


Gene No. 


119359 




Strand 








1 ft R79 




End 


21761 




Name 


OJ000103 09.0426.C11 


.olS.tc 


Method 


TBLASTX: Cress 




Start 


12057 




End 


12262 




GI 


none 




Score 


288 




Exons 


12057. .12260, 12059. 


.12262, 


12059. .122 


62 




Seq. No. 


57007 




Seq. ID 


OJ000103_09.0426. 


,C11 



57547 




Gene No. 


119359 








Strand 








Start 


18572 








End 


21761 






Name 


OJ000103 09.0426.C11. 


,ol3. tc 


Method 


TBLASTX: 


Cress 




Start 


12263 








End 


12510- 






GI 


none 








Score 


313 






Exons 


12263. 


.12496, 


12264. . 


, 12509, 


12415. .12510 






Seq. No. 


57007 








Seq. ID 


OJ000103 


_09. 0426. 


Cll 


Gene No. 


119359 








Strand 








Start 


18572 








End 


21761 






Name 


OJ000103 09.0426.C11. 


, ol4 . tm 


Method 


TBLASTX: 


Maize 




Start 


12954 








End 


13195 






GI 


none 








Score 


62 






•Exons 


12954. 


.12 998 , 


12955. . 


, 12999, 


12957. .12998, 13000 


. . 13194, 






13001. 


.13195, 


13003. . 


, 13194 










Seq. No. 


57007 








Seq. ID 


OJ000103 


_09. 0426. 


Cll 


Gene No. 


119359 








■ Strand 








Start 


18572 








End 


21761 






Name- 


OJ000103 09.0426.C11. 


o2 . tc 


Method 


TBLASTX: 


Cress 




Start 


13132 








End 


15561 






GI 


none 








Score 


67 






Exons 


13132. 


.13185, 


13132. . 


13185," 


13229. .13303, 13237 


. .13308, 






13238. 


.13306, 


13344. . 


14006, 


13361. ,14008, 13362 


. . 14000, 






' **" 13517. 


.14011, 


14841 . . 


14867, 


14938. .15180, 14947 


. . 14973, 






14951. 


.15181, 


14951. . 


15181, 


15013. .15186, 15180 


. . 15218, 






15193. 


.15219, 


15220. . 


15423, 


15226. .15423, 15230 


. . 15427, 






15459. 


.15557, 


15465. . 


15557, 


15488. .15559, 15544 


. . 15561 




Seq.. No. 


57007 








Seq. ID 


OJ000103 


_09. 0426. 


Cll 


Gene No. 


119359 








Strand 








Start 


18572 








End 


21761 






Name 


OJ000103 09.0426.C11. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


13269 








End 


14515 






GI . 


none 








Score 


47 






Exons 


13269. 


.13304, 


13276. . 


13305, 


13334. .14050, 13335 


. . 14000, 






13517. 


..14038, 


■14027.. . 


14089, 


14030. .14089, 14046 


. 14 090, 






14375. 


.14407, 


14 417. . 


14467, 


14471. .14515 "■' 






Seq. No. 


. 57007 








Seq. ID 


OJ000103 


_09.0426. 


Cll 


Gene No. 


119359 








Strand 








Start 


18572 








End 


21761 






Name 


OJ000103 09.0426.C11. 


08 .-tm 


Method 


TBLASTX: 1 


Maize, 




Start 


13361 








End 


14005 






GI 


none 








Score 


570 






Exons 


13361. , 


.14005, 


13362. . 


13943, 


13535. .14002 






Seq. No. 


57007 








Seq. ID 


OJ000103 


_09. 0426. 


Cll 


Gene No. 


119359 








Strand 








Start 


18572 








End 


21761 






Name 


OJ000103 09.0426.C11. 


o / . tm 


Method 


TBLASTX:! 


Maize 




Start 


14645 








End 


15408 






GI 


none 








Score 


43 






Exons 


14645. , 


. 14683, 


14647. . 


14682, 


14676., 14807, 14677 


. .14718, 






14691. . 


.14792, 


14764. . 


14796, 


14796. .14846, 14797 


. .14847, 






14798. , 


.14848, 


14798. . 


14848, 


14835. .14906, 14836 


. .14907, 






14836. . 


. 14865, 


14840 . . 


14917, 


14841. .14906, 14886 


. .14996, 





57548 






14895. 


. 15257, 


14897 . , 


, 15184, 


14902. .15408, 15013 


. . 15408 




Seq. No. 


57007 








Seq. ID 


OJ000103 


_09. 0426 


.Cll 


Gene No. 


119359 








Strand 








Start 


18572 








End 


21761 






Name 


OJ000103 09.0 


426.C11. 


o9. ts 


Method 


TBLASTX: 


Soybean 




Start 


14815 








End 


15491 






GI 


none 








Score 


75 






Exons 


14815. 


. 14865, 


14816 . . 


14866, 


14816. .14866, 14938 


. . 15174, 






14947. 


. 14973, 


14951 . . 


15181, 


14951. .15181, 15013 


. . 15186, 






15179. 


.15238, 


15189. . 


15227, 


15244 . .15312, 15274 


. . 15432, 






15275. 


. 15454, 


15465. . 


15491 










Seq. No. 


57007 








Seq. ID 


OJ000103 


•09.0426, 


.Cll 


Gene No. 


119359 








Strand 








Start 


18572 








End 


21761 






Name 


OJ000103 09.0 


426 . Cll . 


ol3 . tw 


Method 


TBLASTX : 


Wheat 




Start 


15077 








End 


15326 






GI 


' none 








Score 


73, 






Exons 


: ' ' 15077. 


. 15157, 


15088. . 


15156, 


15089. . 15157, 15090 


. .15158, 






15157. 


. 15324, 


15159. . 


15326, 


15161. . 15325 






Seq. No. 


57007 








Seq. ID 


OJ000103 


_09.0426, 


.Cll 


Gene No. 


119359 








Strand 








Start 


18572 








End 


21761' ' 






Name 


OJ000103 09.0426.C11. 


ol2 ts 


• Method 


TBLASTX : 


Soybean 




Start 


17543 








End 


17769 




GI 


none 








Score 


347 






Exons 


17543. 


. 17767, 


17545. . 


17769, 


17545. .177 


69 






Seq. No. 


57007 








Seq. ID 


OJ000103 


_09.0426. 


.Cll 


Gene No. 


119359 








Strand 








Start 


18572 








End 


21761 






Name 


OJ000H 


03 09. 0426.C11. 


o8.ts 


Method 


TBLASTX : 


Soybean 




Start 


17770 








End 


18222 






GI 


none 








Score 


448 






Exons 


17770. 


.18087, 


17770. . 


18087, 


177,74 . .18088, 18075 


. , 18152, 






18075. 


.,18149, 


18092. . 


18151, 


18105. .18221, 18107 


. . 18220, • 






18136. 


. 18222 














Seq. No. 


57007 








Seq. ID 


OJ000103 


_09.0426, 


,C11 


Gene No. 


119359 








Strand 








Start 


18572 








End 


21761 : ■ 






Name 


OJ000103 09.0426.C11. 


olO. tm 


Method 


TBLASTX:] 


Maize 




Start 


18305 








End 


18660 






GI 


none 








Score 


564 






Exons 


18305. 


.18622, 


18306. . 


18659, 


18308. .18658, 18352 


. . 18660 




Seq. No. ; 


57007 








Seq. ID 


OJ000103 


_09.0426, 


.Cll 


Gene No. 


119359 








Strand 








Start 


18572 








End 


21761 






Name 


OJ000103 09. 0426.C11. 


o5.ts 


Method 


TBLASTX:: 


Soybean 




Start 


18335 








End 


19059 






GT 


none 








Score 


59 






Exons 


18335. 


.18382, 


18338. . 


18379, 


18378. .18608, 18382 


. . 18627, 






18383. 


. 18622, 


18633. . 


18941, 


18634 . .188 


79, 18680 


. . 18880, 






18896. 


. 18940, 


18932. . 


19054, 


18934 . .19059, 18934 


. .19059 





57549 



Seq. No. 57007 
Gene No. 119359 
Start 18572 

Name ■ OJ000103_O9 . 0426 . Cll . 06 . tc 

Start . 18347 
GI none 

Exons 18347. .18382, 18350'. .18379, 

18383. .18610, 18384. .18 635, 
18634 . .18768, 18634 . . 187 68, 
18764 . .18856 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18378. .18608, 
18632. .18754, 
18746. . 18772, 



OJ000103 09.0426.C11 



21761 

TBLASTX: Cress 
18869 
47 

18382. . 18627, 
18633. . 18746, 
18762. . 18869, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57007 Seq. ID OJ000103_09 . 0426 . Cll 

119359 Strand ' - 

18572 End 21761 

OJ000103_09. 0426. Cll. olO.gp Method AAT/GAP 

18572 . End 20541 

183_5.R1084 Score 2766 

18572. .18956, 19497.. 20541 > 

' 133999/sp | P05424 | RR7_ORYSA 1.0e-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA33942_ (X15901) ribosomal protein 
S7 [Oryza -sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 
protein S7 [Oryza sativa] >gi 226657 prf , 1603356CH ribosomal 
protein S7 [Oryza sativa] ' 



57007 
119359 
18572 

OJ000103_09. 0426. Cll. ol.tm 
18661 



Seq. ID OJ000103_09. 0426. Cll 
Strand 

21761 

TBLASTX: Maize" 
20539 
756 



End 

Method 
End 

none Score 
18661. .19131, 18661. .20070, 18662 .. 20098, 18680 .. 20092, 
19626. .20099, 20007 20108, 20154 20237 , 20155 .. 20238 , 
20176. .20238, 20180 .. 20239, 20232 20531, 20234 .. 20539, 
20237.. 20539 



Seq. No. ' 57007 * 

Gene No. 119359 

Start 18572 

Name OJ000103_09 . 0426 . Cll . ol2 . tw 

Start 18736 

GI • ,- none- 

Exons 18736. .18846, 18739 .. 188 19, 
18805. .18918, 18922. .18954, 



Seq. ID 
Strand 
End 

Method 
End 

Score ." 



OJ000103 09. 0426. Cll 



21761 

TBLASTX: Wheat 
18955 
99 

18740. .18823, 18803. .18934, 
18923. .18955 



Seq. No. 57007 

Gene No. 119359 

Start 18572 

Name OJ000103_09 . 04 26 . Cll . ol7 . tc 

Start 18916 

GI none 

Exons 18916. .19071, 18927 .. 19037, 
18936. .19076 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_09. 0426. Cll 
21761 

TBLASTX: Cress 

19076 

194 



18934. .19071, 18935. .19075, 



Seq. No. 
Gene No. 



57007 
119359 



Seq. ID 
Strand 



OJ000103 09. 0426. Cll 



57550 



Start 
Name 
Start' 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18572 • End 

OJ000103_09.0426.Cll.ol6.ts Method 

19061 End 

none " Score 



21761 

TBLASTX: Soybean 

194 63 

178 



,19183, 19062, 
,19461, 19308, 



19184, 19196. 
19463, 19310; 



19061. 
19279. 

57007 
119359 
18572 

OJ000103_09. 0426. Cll. o4 . tw 
19331 
none 

19331. . 19390, 19382. .19741, 19397. ,19738 



,19309, 19196. .19309, 

,19462 



Seq. ID OJ000103 09.0426.C11 



Strand 
End 

Method 

End 

Score 



21761 

TBLASTX : Wheat 
19741 " 
42 



Seq. No. 57007 
Gene No. 119359 
Start 18572 

Name OJ000103_09 . 0426 . Cll . o4 . tc 

Start 19350 
GI none 

Exons 19350. .19571, 19351 .. 19872, 

19823. .19939, 19827 .. 19940, 
19832. .19948, 19884 .. 19952, 
19954. .20001, 19991. .20065, 
20051. .20092, 20057 .. 20098, 



Seq. ID OJ000103_09. 0426. Cll 

Strand - " 

End 21761 

Method TBLASTX: Cress 

End 20099 

Score 365 
19352. .19828, 19352 .. 19873, 
19828. .19854, 19831 .. 19947, 
19916. .19990, 19921. .20022,' 
20007. .20075, 20017 .. 20061 , 
20079.. 20099 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57007 
119359 
18572 
OJ000103 
19621 
none 
19621. 
19837. 
19954. 
20020. 
'20216. 
20380. 
20569. 



09. 0426. Cll. oil. ts 



9821, 
9932, 
9989, 
0082, 
0242, 
0436, 
0733, 



19622. 
19838. 
19958. 
20155. 
20249. 
20468. 
20594. 



19828, 

19927, 

19990, 

20220,. 

20353, 

20506, 

20734 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_09. 0426. Cll 
21761 

TBLASTX : Soybean 

20734 

308 



19622. .19822, 19805. .19927, 

19884. .19934, 19891. .19938, 

19990. .20031, 19997. .20032, 

20157. .20222, 20215. . 2024 1 , 

20276. .20353, 20361 . .20453, 

20567. .20725, 20568 .. 20723, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57007 

119359 

18572 

OJ000103_09. 0426. Cll. ol8.tc 

20159 
none 

20159. .20194, 20184 .. 20225, 
20219. .20362, 20220 .. 20351, 

57007 

119359 

18572 

OJ000103J>9. 0426. Cll. o3.tc 

20381 

none 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



20196. .20228, 20218 
20221. .20352, 20357 



OJ000103_09. 0426. Cll 
21761 

TBLASTX: Cress 

20380 

40 

20355, 
20380 



Seq. ID OJ000103_09. 0426. Cll 
Strand - - 
End- 
Method 
End 
Score 



21761 

TBLASTX: Cress 

21761 

110 



20381. .20476, 20381 .. 20467, 204 74 .. 20500 , 204 74 .. 20500, 



57551 



20476. 
20670. 
20762. 
20861. 
20985. 
21109. 
21252. 
21391. 
21532. 
21656. 
21686. 



20505, 
20741, 
20842, 
20968, 
21101, 
21153, 
21353, 
21444, 
21657, 
21682, 
21760 



20567, 
20760. 
20834. 
20875. 
20987, 
21167. 
21254. 
21446. 
21541. 
21656. 



.20713, 
.20837, 
.20905, 
.20943, 
.21094, 
.21214, 
.21352, 
.21562, 
.21648, 
.21682, 



20574 . 
20/761. 
20837, 
20907. 
20991. 
2il68, 
21378. 
21447, 
21560. 
21660. 



.20705, 
.20841, 
.20905, 
.20969, 
.21149, 
.21344, 
.21437, 
.21530, 
.21655, 
,21695, 



20608. 
20761. 
20838. 
20965. 
21041, 
21169, 
21380. 
21448. 
21570. 
21684. 



.20706, 

.20841, 

.20906, 

.21096, 

.21148, 

.21351, 

.21439,- 

.21564, 

.21662, 

.21761, 



Seq. No. 57007 
Gene No. 119359 
Start 18572 

Name OJ000103_09 . 0426 . Cll . oil . tw 

Start 21466 
GI none 

Exons ,~ 21466. .21561, 214 66 .. 2154 3, 
21560. .21604, 21573 21614 , 
21650. .21727, 21667 21723, 
- 21728. .21760 



Seq. ID 
Strand 
End 

Method 

End 

Score 
21532. .21603, 
21577. .21663, 
21668. .21724, 



OJ000103 09. 0426. Cll 



21761 

TBLASTX: Wheat 
21761 
76 

21541. .21603, 
21599. .21664, 
21726. .21761, 



Seq. No. 

Gene_ No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



OJ000103JD9. 0.426. C12 
+ 

803 

AAT/GAP 

803 

907 



57008 Seq. ID 

119360 Strand 
334 End * 

OJ000103_09.042 6.C12.ol.gp Method 
334 End 
uC-osflcyp097b05bl Score 
334. -.803 

T 140503/sp|P12173|YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA3394 5_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_226660_prf 1603356CL trnl 

intron ORF 133' [Oryza 1 .., • 



57008 Seq. ID 

119361 Strand 

1449 End 

OJ000103_09.0426.C12.o3.ts . Method' 

1 • ' End 

none Score 



OJ000103_09.0426.C12 
1577 

TBLASTX : Soybean 

338 ' ; 

34 



1..21, 13. .114, 21. .116, 22. .114," 104.'. 169, 107. .169, 120. .173, 
253. .288, 254. .286, 291. .338, 292. .336, 300. .338 



57008 

119361 

1449 

OJ000103_09.0426.C12.o2. tc 
21 

none 



Seq. ID OJ000103_09.0426.C12 
Strand 

End 1577 

Method TBLASTX : Cress 

End 371 

Score 129 



21. .116, 23. .115, 104. .190, 120. .191, 189. .371, 210. .275, 
245. .286, 286. .369; 300. .371 



Seq. No. 



57008 



Seq. ID OJ000103_09.0426.C12 



57552 



Gene No. 

Start 

Name 

Start" 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



119361 Strand 

1449 End 

OJ000103_09 . 0426 . C12 . ol . tm Method 

24 -End 

none Score 



1577 
- TBLASTX: Maize 
537 
301 



24. .215, 24. .215, 25. .216, 224. .286, 225. .290, 225. .287, 
236. .535, 237. .536, 265. .537, 265. .537 



57008 

119361 

1449 

OJ000103_09.04 26.C12.d2.ts 

749 

none 



Seq. ID OJ000103_09.0426.C12 
Strand 

End 1577 

Method TBLASTX : Soybean 

End 993 

Score 199 



749. .880, 749. .886, 870. .920, 870. .926, 871. .924, 933. .992, 
933. .992, 934. .993, 934. .993 



57008 

11-9361 

1449 

OJ000103_09.042 6.C12 .ol.tc 

1012 

none 

1012. .1041, . 1040. .1129, 1042. 
1107_, .1439, 1-128.. 1397, 1133. 
1422 V. 1568 



Seq. ID 
Strand 
End • 
Method 
End 
Score 

.1131, 

.1399, 



OJ000103 09.0426.C12 



1577 

TBLASTX: Cress 
1569 
80 

1043. .1132,-1076. 
1388. .1567, 1396. 



, 1399, 
,1569, 



Seq. No. 57008 Seq. ID OJ000103_09 . 042 6 . C12 

Gene No. 1 119361 Strand 

Start 1449 End 1577 

Name OJ000103_09 . 0426 . C12 . ol . ts Method . TBLASTX : Soybean 

Start 1332 End 1577 

GI none Score 324 

Exons 1332.. 1574, 1333.. 1575, 1334.. 1576, 1335.. 1577 



Seq. No. 57008 Seq. ID OJ000103_09 . 04 2 6 . C12 

Gene No. . 119361 . . 1 Strand 

Start 1449 ' ■ ' End' 1577 . . 

Name OJ000103_09 . 0426 . C12 . o2 . gp ' Method AAT/GAP 

Start 1449 End 1577 

GI 688_1.R1084 Score 242 

Exons 1449.. 1577 

GI- Descrip. ' 226661/prf | | 1603356CM 6. 0e-54 trnA " ihtron ORF . 109 .[Oryza . 
sativa] 1 

Seq. No. 57009 Seq. ID OJ000103_09 . 042 6 . C1.3 

Gene No. 119362 Strand + 

Start 1 End 389 

Name OJ000103_09 . 0426 . C13 . ol . gp Method AAT/GAP 

Start 1 End 389 

GI 183_1.R1084 Score 740 

Exons 1..38 9 

GI Descrip.. ' 131251/sp | P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 
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sativa] >gi_22 624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 ' 



Seq. No. 57009 

Gene No. 119363 

Start 4630 

Name OJ000103_09 . 04 26 . C13 . o3 . gp 

Start 4630 

GI 2231_2.R1084 

Exons 4630. .5087 

GI Descrip. 1 11957/emb | X15901 I CHOSXX 1.0e-145 Rice complete chloroplast 
genome 1 



Seq. ID OJ000103_09.0426.C13 

Strand + 

End 5087 

Method AAT/GAP 

End 5087 

Score 844 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000103_09.0426.C13 
+ 

6071 
AAT/GAP 
6071 
1675 



57009 Seq.- ID 

119364 Strand 
5183 End 
OJ000103J)9. 0426.C13.o4 .gp Method 
5183 End 
7587_1.R1084 Score 
5183.. 6071 * 

, 131283/sp|P12158|PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD 
REACTION CENTER PROTEIN (P6 PROTEIN) (CP43) 

>gi_72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34 014_ (X15901) 
PSII 43kDa protein [Oryza sativa] ' 

57009' Seq. ID OJ000103_09 . 0426 . C13 

119365 Strand + 
7243 : End 7420 
OJ000103_09.0426.C13.o6.gp Method AAT/GAP . 
7243 End 7420 
306_9.R1084 Score 219 
7243. .7420 

' 287391/dbj | D13111 IRICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB- pseudogene 1 



Seq. No'. 


57009 • 


Seq. ID 


OJ0001CL3_09, 0426.C13 


Gene No. 


119366 ' 


Strand 




Start 


11157 


End 


11268 


Name 


OJ000103 09.0426.C13.o7. 


gp Method 


AAT/GAP 


Start 


11157 


End 


11268 


GI 


.1036999 


Score 


.198 


Exons 


11157. .11268: 






GI Descrip. 


11957/emb 1X15901 | CHOSXX 


2. Oe-52 Rice < 


complete chloroplast genome 


Seq. No. 


57009 


Seq. ID 


OJ000103_09.0426.C13 


Gene No. 


119367 


Strand 


+ 


Start 


11342 


End 


11487 


Name 


OJ000103 09.0426.C13.o8. 


gp Method 


AAT/GAP 


Start 


11342 


End 


11487 


GI 


LIB34 32-021-P1-K1-A3 


Score 


214 


Exons 


11342. .11487 






GI Descrip. 


' 11957/emb |X15 90 1 | CHOSXX 


1. Oe-52 Rice 


complete chloroplast 




genome f 






Seq. No. 


57009 


Seq. ID 


OJ000103_09.0426.C13 


Gene No. 


119368 


Strand 
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Start 503 End 952- 

Name OJ000103_09 . 0426 . C13 . o2 . gp Method AAT/GAP 

Start 503 . . . End 952 

GI- uC-osflcyp086a01bl *' Score 889 

Exons 503. . 952. . 



GI Descrip. 1 11957 /emb | X15901 | CHOSXX 1.0e-135 Rice complete chloroplast 
genome 1 



Seq.. No. 57009 

Gene No. 119369 

Start 6394 

Name OJ000103_09 . 0426 . C13 . o3 . ts 

Start 1 

GI ■ none 
Exons 



Seq. ID OJ000103_09.0426.C13 
Strand 
End 

Method 
End 
Score 



6852 

TBLASTX: Soybean 

379 

293' 



1..213, 2. .166, 6. .212, .211. .375, 222. .365, 224. .379, 238. .372 



Seq. No. 57009 

Gene No. 119369 

Start 6394 

Name OJ000103_09 . 0426 . C13 . 06 

Start 1 

GI none 

Exons 1..378, 1..36, 2. .166, 

Seq. No.. 57009. 

Gene No. 119369 

Start 6394 

Name OJ000103_09 . 0426 . C13 . o4 

Start 1 

GI none 

Exons 1..84, 2. .82, 6. .83, 74 
100. .213, 211. .375, 222 

Seq. No. 57009 

Gene No. 119369 

Start 6394 

Name OJ000103_09.0426.C13.o9 

Start 1472 '* 

GI none 

Exons 1472.. 1606, 1479.. 1607, 
1782. .1931, 1784. .1936, 
1938,. 2000, 1986.. 2036, 



Seq. ID OJ000103_09.0426.C13 
Strand 

End 6852 

. tm Method TBLASTX : Maize 

End 37 9 

Score '606 
3. .365, 88. .378, 224. .379 

Seq. ID OJ000103_09.0426.C13 
Strand 

End 6852 

.tc Method TBLASTX : Cress 

End 37 9 

Score 104 

..100, 78. .212, 92. .214, 98. .166, 
..365, 236. .379, 236. .373 

Seq. ID OJ000103_09. 0426.C13 
Strand - " ; 
End 6852 
.tm Method TBLASTX: Maize 

' End • 2037 " . * " "' 

Score 208 
1479. .1607, 1480. .1608, 1782. .1931, 
1935. .2000, 1936. .1998, 1937. .1999, 
1986.. 2036, 2002.. 2037 



Seq. No. 57009 ■ 

Gene No. 119369 . 

Start 6394 

Name OJ000103_09 . 0426 . C13 . ol . tc 

Start 1608 

GI none 

Exons 1608. .1781, 4483. .5319, 4483. 

4829. .5413, 5027. .5923, 5034, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4770, 4487 
.5924 



OJ000103 09.0426.C13 



6852 

TBLASTX: Cress 
5924 
78 

4978, 4825. .5421, 



Seq. No. 57009 Seq. ID OJ000103_09 . 04 26 . C13 

Gene No. 119369 Strand 

Start 6394 End 6852 

Name OJ000103_09 . 0426 . C13 . ol . tm Method TBLASTX : Maize 

Start 1608 End 5497 
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GI 

Exons 

Seq. 'No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

1608. .1781, 5011. .5418, 5012. 

57009 

119369 

6394 

OJ000103_09.0426.C13.ol.ts 

1608 

none 

1608. .1781, 4463. .5407, 4463. 
5027. .5920, 5034 . .5957 

57009 

119369 

6394 

OJ000103_09.0426.C13.ol.tw 

1608 

none 

1608. .1781, 5027. .5413, 5027, 
5461. .5565, 5467. .5580, 5480, 
5560. .5658 



Seq. No. 57009 

Gene No. 119369 

Start.. 6394 

Name OJ000103_09 . 042 6 . CI 3 . o5 . ts 

Start 1782,-., 

GI none 

Exons 1782.. 1901, 1784.. 1885, 2253. 
2424. .2519 

Seq. No. 57009 

Gene No. 119369 

Start 6394 

Name OJ000103_0 9 . 042 6 . CI 3 . ol3 . tm 

Start 2037 

GL. none ■ 

Exons' 2037.-. 2105, 2038. .2109, 2098. 

2134. .2244, 2139. .2246, 2147. 

Seq. No. 57009 

Gene No. 119369 

■Start 6394 ■ . 

Name OJ000103_09 . 042 6 . C13 . 06 . tc 

Start 2239 

GI none 

Exons 2239.. 2382, 2252.. 2395, 2252. 
2493. .2519 

Seq. No. 57009 

Gene No. 119369 

Start 6394 

Name OJ000103_09 . 04 2 6 . C13 . 08 . tm 

Start 2591 

GI none 

Exons 2591.. 2656, 2592.. 2657, 2593. 

2647. .2721, 2648. .2752, 2727. 



Score 77 

.5407, 5027. .5497, 5034. .5495 

Seq. ID OJ000103_0*9.0426.C13 
Strand 

End 6852 

Method TBLASTX : Soybean 

End 5957 

Score "76 

.4978, 4812. .4979, 4825. .5421, 



Seq. ID OJ000103_09.0426.C13 
Strand 

End 6852 

Method TBLASTX : Wheat 

End 5658 

Score 75 

.5560, 5028.. 5561, 5034. .5561, 
.5581, 5524. .5658, 5541. .5657, 



Seq. ID OJ000103_09.0426.C13 

Strand .. - 

End 6852 

Method TBLASTX: Soybean 

End 2519 

Score 154 

.2381, 2254. .2379, 2255. .2383, 



Seq. ID OJ000103_09. 0426. C13 
Strand 

End 6852 

Method TBLASTX : Maize 

End 2246 

Score 90 ■ 

.2154, 2108.. 2173, 2109.. 2165, 
.2245, 2148. .2246 

Seq. ID OJ000103_09. 0426.C13 
Strand 

End 6852 

Method TBLASTX : Cress 

End 2519' 

Score 215 

.2395, 2492. .2518, 2493. .2519, 



Seq. ID OJ000103_09.0426.C13 
Strand 

End 6852 

Method TBLASTX: Maize 

End 3019 

Score 95 

.2658, 2642. .2701, 2643. .2699, 
.2756, 2757. .2873, 2758. .2895, 
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2775 . . 2897, 


2853 


. .2915, 


2853 . 


.2915, 2854.. 2916, 2922. .3017, 






2924 . . 3019, 


2924 


. .3019 










Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 




Gene No. 


119369 








Strand 






Start 


6394 








End 


6852 




Name 


OJ000103 09. 


0426 


.C13.o5. 


tw 


Method 


TBLASTX : Wheat 




Start • 


2696 








End 


3177 




GI 


none . 








Score 


57 ■ 




Exons 


2696 . . 2755, 


2727 


. .2756, 


2745 . 


.2837, 2750. .2836, 2758. .2838, 






2758. .2841, 


2812 


. .2883, 


2830 . 


.2871, 2832. .2921, 2832. .2882, 






2841. .2915, 


2857 


. .2928, 


2920 . 


.3045, 2922.. 3035, 3014.. 3175, 






3032 . . 3172, 


3039 


. .3176, 


3061 . 


.3177 






Seq. No. 


57009 








Seq. ID 


OJ000103__09.0426.C13 




Gene No. 


119369 








Strand 






Start 


6394 








End 


6852 




Name 


OJ000103_09. 


0426 


.C13 ,o!5 


i . tm 


Method 


TBLASTX: Maize 




Start 


3021 








End 


3207 




GI 


none 








Score 


181 




Exons 


3021. .3158, 


3032 


. . 3157, 


3032 . 


.3160, 3166.. 3207 




Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 




Gene No. 


119369 








Strand 






Start 


6394 








End 


6852 


f n 


Name 


*• OJ000103_09. 


0426 


.C1.3.06. 


tw 


Method 


TBLASTX : Wheat 


r: - 

?! 5 


Start 


3225 








- End 


3556 




GI 


none 








Score 


60' 




Exons 


3225 . . 3281, 


3235 


. . 3282, 


3239. 


.3283, 3240.. 3284, 3271. .3297, 






3276 . . 3311, 


3282 


. . 3404, 


328 3 . 


.3408, 3284. .3409, 3407. .3424, 


■Si 




3436 . . 3552, 


3440 


. . 3556, 


3440 . 


.3556 




ru 

5 


Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 




Gene No. 


119369 








Strand 






Start 


6394 








End 


6852 


s 


Name 


. ■OJ000103JD9. 


0426 


.C13.o2 . 


ts 


Method 


TBLASTX : Soybean 


5 .s 
J 3 ™ 


Start 


3434 








End 


■4255 




• GI 


none 








Score 


1363 


f 71 


Exons 


3434 . . 4255, 


3448 


. . 4254 










Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 




Gene No.; 


119369 








Strand 






Start- 


■ 6394 •• 








End - 


6852 ;• 




h Name 


OJ000103JD9. 


0426 


.C13.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


'3496 








End . 


3868 




GI 


none 








Score 


660 




Exons 


3496. . 3867, 


3497 


. . 3868 * 










Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 




Gene No. 


119369 








Strand 






O -4- -i -v~l- 

btart 


C "3 Q A 








End 


6852 




Name 


OJ000103 09. 


0426 


,C13.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


3803 








End 


4230 




GI 


none 








Score 


671 




Exons 


3803. .4228, 


3808 


. .4230, 


3809. 


.4228 






Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 



57557 




Gene No: ' 


119369 








Strand 




Start 


6394 








End 


c o c o 
DOOZ 


Name 


OJ000103_09. 


0426. 


C13 ,o3 . 


tc 


Method 


TBLASTX : Cress 


Start 


3952 








End 


4 2 o 1 


GI 


none 








Score 


521 r . 


Exons 


3952. .4281, 


3956. 


.4279 








Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 


Gene No. 


119369 








Strand 




Start 


6394 








End 


6852 


Name 


OJ000103_09. 


0426. 


C13.o2 . 


tw 


Method 


TBLASTX : Wheat 


Start 


4022 








End 


44 65 


GI 


none 








Score 


43 


Exons 


4022. .4057> 


4043. 


, .4465, 


4049. 


. 44 65 




Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 


Gene No. 


119369 








Strand 




Start 


6394 








End 




Name 


OJ000103 09. 


0426, 


,C13.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4526 








End 


4975 


GI 


none 








Score 


754 


Exons 


4526. .4975, 


4527 . 


. . 4973 








Sea No. 


- 57009 








Seq. ID 


OJ000103_09.0426.C13 


Gene No. , 


119369. 1 ■ 








Strand 




Start 


6394 








End 


6852 


Name 


OJ000103_09. 


0426 . 


,C13.o3. 


tw 


Method 


TBLASTX: Wheat 


Start' 


4628 








End 


5026 


GI 


none 








Score 


576 


Exons 


4628. .4978, 


4629. 


. . 4979, 


4825 . 


.5025, 4829. .5026 


Sea No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 


Gene No. 


119369 








Strand 




Start 


6394 








End 


6852 


Name 


OJ000103_09. 


0426 . 


,C13.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5498 








End 


5960 


GI 


none 








Score 


668 ■ 


Exons 


5498 .. 5917, 


5498 , 


. . 5932, 


5499. 


.5933, 5928. .5960, 5929. .5958 


Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 


Gene No . 


119369 








Strand 




Start 


6394 








End 


6852 . 


Name 


OJ000103 09 . 


0426, 


,C13.o4 . 


tw 


Method 


-TBLASTX -Wheat. 


Start 


5659 








End 


6023 


GI 


none 








Score 


394 


Exons 


5659. .5958, 


5659 


. .5958, 


5661 . 


.5960, 5929.. 6012, 5951.. 6022, 




5952. . 6023 












Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 


Gene No. 


119369 








Strand 




Start 


6394 








End 


6852 


Name 


OJ000103 09. 


,0426 


.C13.o7. 


, tm 


Method 


TBLASTX: Maize 


Start 


6197 








End- 


6817 


GI 


none 








Score 


77 


Exons 


6197. .6286, 


6197 


. .6244, 


6198. 


.6245, 6257. .6295, 6389. .6487, 




6403. .6489, 


6404 


. .6487, 


6408. 


.6506, 6444. .6758, 6454. .6759, 




6490. .6762, 


6773 


. .6817, 


6778. 


.6816 
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Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 


Gene "No. 


119369 








Strand 




Start 


6394 








End 


6852 -\ 


Name 


OJ000103_09 


. 0426, 


.C13.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


6198 








End 


6732 


GI 


none 








Score 


45 


Exons 


6198 . . 6236, 


6277 , 


. . 6345, 


6308 . 


.6340, 6378. .6458, 6411. .6440, 




6503.. 6727, 


6508, 


. . 6732, 


6508 . 


.6720, 6509.. 6721, 6516.. 6731 


Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 


Gene No. 


119369 








Strand 




Start 


6394 








End 


6852 


Name 


OJ000103 09 


.0426, 


.C13.o5. 


gp 


Method 


AAT/GAP- 


Start 


6394 








End 


6852 


GI 


45273 1.R1084 






Score 


850 


Exons 


6394 . . 6852 












GI Descrip. 


'1022811 4. 1 


Oe-21 


(U37703) ORF 


62 [Hordeum vulgare] 1 


Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 


Gene No. 


119369 








Strand 




Start 


6394 








End 


6852 


Name 


OJ000103_09 


. 0426 , 


.C13.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


■ 6409 








End' 


6732 


GI 


none 








Score 


44 


Exons 


6409 ; . 6456, 


6500 , 


. . 6724, 


6508. 


.6732, 6508.. 6720 


Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 


Gene No. 


119370 








Strand 




Start 


7230 








End 


7593 


Name 


OJ000103_09 


.0426, 


,C13.ol4 


.tm 


Method 


TBLASTX: Maize 


Start 


7230 








End 


7593 


GI 


none 








Score 


44 


Exons 


7230 . . 7256, 


7376. 


. .7453, 


7380. , 


.7535, 7381. .7539, 7534. .7593 


Seq. No. 


57009. 








Seq. ID 


OJ000103_09.0426.C13 


Gene No. 


119371 . 








Strand- 




Start 


8067 








End 


8339 


Name 


OJ000103 09 


.0426, 


.C13.O10 


.tm 


Method 


TBLASTX: Maize 


Start 


8067 








End 


8339 


GI 


none 








Score 


86 


Exons 


8067. .8135, 


8068', 


. .8157, . 


8117. , 


.8221, 8125.. 8262, 8125.. 8265, 




8127. .8306,. 


8254, 


. . : 8337,- 


8255. , 


.8338, 8256. .8339 


Seq. No. 


'•57009 








Seq. ID 


OJ000103_09.0426.C13 


Gene No. ~ 


119372 ' 








Strand 




Start 


9272 








End 


9475 


Name 


OJ000103 09 


.0426, 


,C13.ol2 


.tm 


Method 


TBLASTX: Maize 


Start 


9272 








End 


9475 


GI 


none 








Score 


106 


Exons 


9272. .9346, 


9274. 


. .9345, 


9332. , 


.9475, 9340.. 9465 


Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426.C13 


Gene No. 


119373 








Strand 




Start 


10330 








End 


10602 


Name 


OJ000103 09 


.0426, 


,C13.o8. 


tc 


Method 


TBLASTX: Cress 


Start 


10330 








End 


10467 



57559 




GI none 

Exons 10330. .10467/ 10330.. 104 

Seq. No. 57009 

Gene No. 119373 

Start 10330 

Name OJ000103_09 . 0426 . C13 . oil 

Start 10336 

GI 1 none 

Exons 10336. .10500, 10336.. 105 
10564. .10602 




Score 184 

67 

Seq. ID OJ000103_09.0426.C13 
Strand 

End 10602 

.tm Method TBLASTX: Maize 

End 10602 

Score 243 
18, 10337. .10519, 10359 .. 10526, 



Seq. No. 57009 ■ 

Gene No. 119374 

Start 11102 

Name OJ000103_09 . 0426 . C13 . o7 . ts 

Start 11102 

GI ' none 
Exons 



Seq. ID OJ000103_09.0426.C13 



Strand 
End 

Method 

End 

Score 



12049 

TBLASTX : Soybean 

11399 

60 



11102. .11209, 11231. .11260, 1127 1 .. 11399, 11277.. 11387 





Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426 




Gene No. 


119374 








Strand 






Start 


11102 








End 


12049 




Name ' 


OJ0001 


03 09.0426.C13 


.o7.tc 


^Method 


TBLASTX: Cress 




Start 


11115 








"End 


1-1441 


y 5 


GI 


none 








Score 


41 




Exons 


11115. 


.11165, 


11118. 


.11165, 


11163. .11234, 11231. .11278, 






11268. 


.11414, 


11270. 


.11389, 


11280. .11441 




Seq. No. 


57009 








Seq. ID 


OJ000103_09.0426 




Gene No. 


119374 








Strand 






Start 


11102 








End 


12049 


5 


Name 


OJ0001 


03_09.04 


26.C13 


. o5 . tm 


Method 


TBLASTX: Maize 


r ~z 


Start 


11192 








End 


11763 




GI 


none 








Score 


79 




Exons 


11192. 


.11233, 


11193. 


.11234, 


11193. .11234, 11208. .11279, 






11227. 


.11274, 


11264 . 


.11440, 


11268 . . 11441, -11272-. . 11448/ 






' 11417.' 


'.11512, 


11419. 


.11532, 


11436. .11645", 114 90. . 11579, 






11491. 


.11646, 


11638. 


.11682, 


11640. .11684, 11641. . 11685, 






11668. 


. 11757, 


11674 . 


.11763 







OJ000103 09.0426.C13 



Seq. No. 57009 " Seq. ID 

Gene. No. 119374 . Strand 

Start 11102 End 

Name OJ000103_09 . 0426 . C13 . 08 . tw Method 

Start 11231 End 

GI none Score 

Exons 11231. .11278, 11232 .. 11279, 11268 .. 11429, 11270 1 138 9, 
11280. .11423 



12049 

TBLASTX: Wheat 

11429 

50 



Seq. No. 57009 

Gene No. 119374 

Start 11102 

Name OJ000103_09 . 0426 . C13 . o7 . tw 

Start 11477 

GI none 
Exons 



Seq. ID OJ000103_09.0426.C13 



Strand 
End 

Method 

End 

Score 



12049 - 

TBLASTX: Wheat 

12049 

38 



11477. . 114 97, 1147 9. .114 96, 114 90. .1154 6, 114 92 . . 1 154 5 , 



57560 



11498. .11548, 11545. .11568, 1154 6 .. 11566, 11569 .. 1164 9, 

11581. .11712, 11620. .11700, 11662 .. 11703, 11796 .. 11882 , 

11804. .11899, 11804. .11881, 11809 .. 11886, 11864 .. 11932, 

11877. .11918, 11879. .11920, 12000 12041, 12002.. 12049 



Seq. No. 57009 Seq. ID 

Gene No. • 119375 Strand 

Start 12121 End 

Name * OJ000103_09 . 0426 . C13 . 06 . ts Method 

Start 12121 End 

GI none Score 

Exons 12121. .12249, 12136.. 12258 



OJ000103_09. 0426. CI 3 
12258 

TBLASTX : Soybean 

12258 

128 



Seq. No. 


57010 


Seq. ■ ID 


OJ000103_09.0426.C14 - 


Gene No. 


119376 


Strand 




Start 


642 


End 


772 


Name 


OJ000103 09. 0426.C14 .ol.gp 


Method 


AAT/GAP 


Start 


642 


End 


772 


GI 


5607624 


Score 


215 ' : 


Exons 


642. .772 






GI Descrip. 


287391/dbj | D13111 | RICMT15 1 


. Oe-178 Oryza sativa mitochondrial 




rpoB pseudogene 






Seq. No. 


57010 


Seq. ID 


OJ000103_09.D426.C14 


Gene No. 


119377 


Strand 




Start 


694 


End 


1351 


Name 


OJ000103 09.0426.C14 .oS.tc 


Method 


TBLASTX: Cress 


Start 


694 


End 


1264 


GI 


none 


Score 


38 • 


Exons 


694. .729, 699. .728, 746. .820, 747. .821 


, 871. .1143, 879. .1145, 




879. .1142, 881. .1144, 1146. 


.1262, 1147 


..1257, 1157. .1264, 



1157. . 1264 



Seq. No. 


57010 


Seq. ID 


OJ000103_09.0426. 


,C14 


Gene No. 


119377 


Strand 






'Start 


694 


End 


1351 




Name 


OJ000103 09.0426.C14.o5-.ts 


Method ■ 


TBLASTX : Soybean 




Start 


738 


End 


1144 




GI 


none 


Score 


51 




Exons 


738. .812, 741. .845, 758.-832, 


760. .855, 


849. .1142, 851.. 


.114 




880. .1143 








Seq. No. ■ 


• 57010 


;Seq. ID. 


OJ000103JD9.0426. 


.C14 


Gene No. 


119377 


Strand 






Start 


694 


End 


1351 . 




Name 


OJ000103 09.0426.C14 .ol.tm 


Method 


TBLASTX: Maize 




Start 


759 


End 


1157 




GI 


none 


Score 


542 




Exons 


759. .1157, 760. .1095, 761. .1156 






Seq. No. 


57010 


Seq. ID 


OJ000103_09.0426, 


.C14 


Gene No. 


119377 


Strand 






Start 


694 


End 


1351 




Name 


OJ000103 09.0426.C14.o2.tm 


Method 


TBLASTX: Maize 




Start 


1158 


End 


1351 




GI 


none 


Score 


304 




Exons 


1158. .1343, 1158. .1349, 1160. 


.1348, 1160. .1351 





57561 





Seq. No. 


57010 








Seq. ID 


OJ000103_09.0426.C14 




Gene No. 


i ly J / o 








Strand 






Start' 


1344 








End 


2340. 




Name 


a Trtrtm no no 

ojoooiui uy. 


n a o a 
, U4Zb . 


L 1 4 .Oj. 


tc 


Method 


TBLASTX: Cress 




Start 


1344 








End 


1705 




GI 


none 








Score 


483 




Exons 


1344 . . 1703, 


134 6. 


i i n c 
. 1 / Uo , 


i o, a a 


.1660, 1360.. 1704 




Seq. No. 


57010 








Seq. ID 


OJ000103_09.0426.C14 




Gene No. • 


119378 








Strand 






Start 


1 D A A 

1344 








End 


2340 




Name 


/"\-rnnn'in''D An 

OJ000103 09, 


n /i o ^ 


Li 4^. OZ . 


4- c 

ts 


Method 


TBLASTX : Soybean 




Start 


1386 






End 


2216 




GI 


none 








Score 


568 




Exons 


1386 . . l / yu, 


1 *3 q n 
uy U . 


1 *7 Q 1 
. 1 / y 1 , 




.1791, 1650.. 1796, 1791.. 1940, 




1792 . . 1947 , 


1814 . 


.190/, 


xy di . 


.2215, 1973. .2215, 1986. .2216 




.Seq. No. 


57010 








Seq. ID 


OJ000103_09.0426.C14 




Gene No. 


119378 








Strand 






Start • 


1344 








End 


2340 




Name 


OJ000103_09, 


. U42 b . 


, LI4 . Ob . 


IC 


Method 


TBLASTX: Cress 




Start 


1706 








End 


2072 


: - 

-'~ 


GI 


none 








Score 


88 


% t=F 


Exons 


1706.-. 1786, 


1706 . 


, .1753, 


1713*. 


.1790, 1713. .1796, 1714. .1830, 


s.- : 




i "7 n i n c n 

1770 . . 1952 , 


1 / 91 . 


. .1940, 


1795. 


.1953, 1796. .1957, 1814. .1957, 


fy 




1961 . .2068, 


1961 , 


. .2068, 


1986. 


.2072, 2014. .2070 




Seq. No. 


57010 








Seq. ID 


OJ000103_09.0426.C14 


i ; J 


Gene No. 


119378 








Strand 




M 


Start 


1344 








End 


2340 




Name 


OJ000103 09 


. 0 4 2 b < 


.C14 .olO.tc 


Method 


TBLASTX: Cress 


= 


Start 


2093 








End 


2340 




GI 


none 








Score 


49 




Exons 


2093. . 2143, 


n i n o 

210 J . 


. .2144, 


2115. 


.2150, 2145. .2234, 2145. .2186, 






2146. . 2238/ 


214 / , 


. .2224, 


2235. 


.2267, 2237. .2263, 2266.. 2340, 






nnno noon 

2298 . . 2339 














Seq. No. 


57010 








Seq. ID 


OJ000103_09.0426.C14 




Gene No. 


119379 








Strand 






Start 


2314 








End 


2858 




Name 


ojuuuiuj uy 




.C14.0.3. 


ts 


Method 


TBLASTX: Soybean 




Start 


2314 








End 


2858. . ' • • , •• 




GI 


none 








Score 


227 




Exons 


2314 . .2493, 


2322 


. .2474, 


2324! 


.2494, 2337. .2504, 2456. .2638, 






2471 . . 2638 , 


24 /b 


. .2660, 


2631. 


.2669, 2680. .2817, 2684. .2836, 






2684 . . 2818 r 


o c o c 

268b 


. .2858, 


2691. 


.2855 






Seq. No. 


57010 








Seq. ID 


OJ000103_09. 04 2 6. CI 4 






119379 








Strand 






Start 


2314 








End 


2858 




Name 


OJ000103 09 


.0426 


.C14.o7. 


.tc 


Method 


TBLASTX: Cress 




Start 


2405 








End 


2600 




. GI 


none 








Score 


175 




Exons 


2405. .2599, 


240*5 


. .2599, 


2406. 


.2600 






Seq. No. 


57010 








Seq. ID 


OJ000103_09. 0426.C14 



57562 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



119380 
3058 

OJ000103_09. 

3058 

none 

'3058::3285, 
3302. .3436, 

57010 

119380 

3058 

OJ000103_09, 

3251 

none 

3251. .3490, 

57010 

119380 

3058 

OJ000103_09. 

3306 

none 

3306. .3593, 

57010 

119381 

3776 

OJ000103_09, 

377 6 

none 

3776. .3988, 
4135. .4497, 

57010 

119381 

3776 

OJ000103_09. 

3876 

none 

3876. .4115, 
4148. .4276 



0426.C14.o4.ts 



3063. .3287, 3064, 
3306. .3440,' 3307. 



0426.C14.o3.tm 



3306. .3593, 3663. 



0426. C14 .08 .tc 



Strand 
End 

Method 

End 

Score 



3863 

TBLASTX : Soybean 
3473 

105 



,3282, 3065. .3283, 3302.. 3430, 
,3450, 3437. .3472, 3438.-3473 



Seq. ID OJ000103_09.0426.C14 
Strand 

3863 

TBLASTX: Maize 
3854 
153 



End 

Method 
End 
Score 
.3854 



Seq. ID OJ000103_09.0426.C14 
Strand 

End 3863 

Method TBLASTX: Cress 

End 3863 

Score 155 



3344. .3490, 3663. .3863, 3755. .3862 



0426.C14.ol.ts 



3777. .4109, 3849. 
4137. .4592, 4138. 



0426.C14.o4.tc 



3882. .4115, 3973, 



Seq. ID OJ000103_09.0426.C14 
Strand 

End 4592 

Method TBLASTX : Soybean 

End 4 592 

Score 4 37 

.4136, 3964. .4137, 4118. .4237, 
.4587, 4178. .4591 

Seq. ID OJ000103_09.0426.C14 
Strand 

End 4 592 

Method- '.. TBLASTX: Cress- 
End ' 4276 
Score 323 

.4137, 4144. .4275, 4146. .4274, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57010 . 
119382 
4570 

OJ000103_09, 

4570 

none 

4570. .4851, 

57010 

119382 

4570 

OJ000103_09. 

4677 

none 

4677. .4736, 



0426.C14 .o9. tc 



4578. .4796 



0426.C14 .o6.-.ts 



Seq. ID OJ000103_09.0426.C14- 

Strand ■" 

End 5363 

Method TBLASTX: Cress 

End 4851 

Score 270 



Seq. ID OJ000103_09.0426.C14 
Strand 

End 5363 

Method TBLASTX : Soybean 

End 5130 

Score 43 



4708. .4737, 4738. .4863, 4738. .4812, 4834. .4938, 



57563 






4851 . .5090, 


4860 . 


. 5045, 


4873 


..5085, 5086. .5130, 5089. .5127 


Seq. No. 


57010 








Seq. ID 


OJ000103_09.0426.C14 


Gene No. 


119382 








Strand 




Start 


4570 








End 


5363 


Name 


OJ000103_09 


.0426. 


C14 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4940 








End 


5363 


GI 


none 








Score 


52 


Exons 


4940. .4987, 


4941 . 


. 5045, 


4957 


..5361, 4996.. 5361, 5094.. 5363. 


Seq. No. 


57010 








Seq. ID 


OJ000103_09.0426.C14 


Gene No. 


.119383 








Strand 




Start 


5373 








End 


5814 


Name 


OJ000103_09 


. 0426. 


C14 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5373 








End 


5814 


GI 


none 








Score 


378 


Exons 


5373. .5813, 


5373. 


. 5813, 


5374 


. .5814 




Seq. No. 


57010 








Seq. ID 


OJ000103_09.0426.C14 


Gene No. 


119383 








Strand 




Start 


5373 








End 


5814 


Name 


OJ000103_09 


. 0426. 


C14 .o7 


. ts 


Method 


TBLASTX: Soybean 


Start 


5647 








-End 


5814 


GI 


none 








Score 


218 


Exons 


564 7-*. .5814, 


5663. 


.5812, 


5682 


..5813 




Seq. No.' 


57011 








Seq. ID 


OJ000103_09.0426.C15 


Gene No. 


119384 - 








Strand 




Start 


1794 








End 


3457 


Name 


OJ000103 09 


.0426. 


C15.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


92 








End 


2852 


GI 


none 








Score 


54 


Exons 


92. .139, 96 


. .140, 


158. . 


190, 


188. .895, 


189. .548, 190. .897, 




891. .1016, ! 


892. .1041, 893. .1021, 1028. 


.1780, 1041. .1781, 




1042. . 1788, 


1252. 


.1782, 


1785 


..1841, 1788. .1937, 1795. .1938, 




1796. . 1999, 


1907. 


.2077, 


1932 


..2075-, 1948.. 2076, 2503.. 2787, 




2504 . . 2785, 


2577, 


.2852 








Seq. No. 


57011 








Seq. ID 


OJ000103_09.042 6.C15 


Gene No. 


119384 








Strand 




Start 


1794 








End 


3457 


Name 


OJ000103 09 


.0426. 


C15.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


92' 








End . 


388 


GI 


none 








Score 


54 


Exons 


92. .139, 96 


. .140, 


158. . 


190, 


188. .388, 


190.. 387 


Seq. No. 


57011 








Seq. ID 


OJ000103_09.0426.C15 


Gene No. 


119384 








Strand 




Start 


1794 








End 


3457 


Name 


OJ000103 09 


.0426. 


C15.o3 


. tc 


Method 


TBLASTX: Cress 


Start 


283 








End 


676 


GI 


none 








Score 


595 


Exons 


283. .675, 284. .676 








Seq. No. 


57011 








Seq. ID 


OJ000103_09.0426.C15 


Gene No. 


119384 








Strand 




Start 


1794 








End 


3457 



57564 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000103_09.04 26.C15.o2.tw Method 
97 6 " End 

none - Score 

976.. 1419, 977.. 1420, 977. .1420 



TBLASTX: Wheat 

1420 

634 



57011 

119384 

1794 

OJ000103_09.042 6.C15.o4.tc 

1121 

none 



Seq. ID OJ000103_09.0426.C15 

Strand - - 

End 3457 

Method TBLASTX: Cress 

End . 1537 

Score 387 



1121. .1531, 1122. . 1532, 1122. .1535, 1127. . 1537, 1252. .1536 



57011 
119384 
1794 

OJ000103_09.04 2 6.C15.o6.tc 
1551 
none 

1551.. 1760, 1552.. 1770) 
1876. .2058, 1921. .2067 



Seq. ID 

Strand 
End 

Method 
End 
Score 
1553. .1789, 



OJ000103 09.0426. C15 



3457 

TBLASTX: Cress 
2067 
225 

1553.. 1774, 1811.. 2065, 



OJ000103 09.0426.C15 



57011 Seq. ID 

119384 Strand 
1794 End v 3457" 

OJ000103_09.0426.C15.ol.gp Method r AAT/GAP 
1794 End 1879 

LIB3432-013-P1-K1-E3 Score 133 

1794.. 1879 

' 133446/sp|P12093|RPOD_ORYSA 3.0e-09 DNA- DIRECTED RN A POLYMERASE 

BETA" CHAIN >gi_6698 6_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta 11 -2 chain - rice chloroplast 

>gi_1197 3_emb_CAA33988_ (X15901) RNA polymerase beta" subunit-2 
[Oryza sativa] ' 



57011 

11938 

17 9*4' 

OJ000 

2047 

none 

2047. 

2066. 

2099. 

2132. 

2172. 

2184 . 

2250. 

2277 . 

2312. 

2366. 



103 09.0426.C15.o6.tm 



.2169, 

.2140,. 

.2194, 

.2191, 

.2240, 

.2231, 

.2405, 

.2408, 

.2389, 

.2404, 



2054. 
2066. 
2099. 
.2136. 
2175. 
2184. 
2253. 
2289. 
2313. 
2369. 



2194, 
2140, 
2200, 
2222, 
2231, 
2231, 
2387, 
2321, 
2399, 
2407 



2056, 
2090. 
2103. 
2136. 
2178. 
2226. 
2261. 
2295. 
2318. 



Seq. I 
•Strand 

End ■ ■ 

Method 

End 

Score 
.2169, 
.2200, 
.2204, 
.2243, 
.2231, 
.2390, 
.2305, 
.2360, 
.2362, 



D OJ000103 09.0426.C15 



3457 

TBLASTX: Maize 
2408 
138 
2063. .2170, 
2094. .2192, 
2111. .2152, 
2144. .2212, 
2184. .2282, 



2226. 
2268, 
2309. 
2346. 



.2390, 
.2408, 
.2353, 
.2408, 



2063. 
2098. 
2129. 
2157. 
2184. 
2232. 
2268. 
2310. 
2356. 



.2173, 
.2145, 
.2203, 
.2243, 
.2282, 
".2387, 
.2291, 
.2360, 
.2391, 



57011 . 

119384 

1794 

OJ000103_09.0426.C15.ol.tm 
2409 



Seq. ID 

Strand 

End 

Method 
End 



OJ000103_09.0426.C15 
3457 

TBLASTX: Maize 
3220 



57565 



GI 

Exons 



none 

2409. .2447, 2442. 
2500. .3219 ' 



Score 4 6 
,2807, 2472. .2525, 2474. .3220, 2474. .2806, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
"GI 
Exons 



Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57011 

119384 

1794 

OJ000103_09.0426.C15.o7.tc 

2451 ' 

none 

2451. .2558, 2474. .2749, 2474. 

57011 

119384 

1794 

OJ000103_09.0426.C15.ol. tw 

2674 

none 

2674. .2745, 2684. .2749, 2685. 
2718.. 2879, 2873.. 3292, 2874. 

57011 

119384 

1794 

OJ000103_09.0426.C15.o5.tc 

2750 

none 

2750. .2785, 2784. .2873, 2792. 
2895. .3155, 3121. .3225, 3122. 
3312. .3449, 3313.. 3456 

57011 

119385 

3527 

OJ000103_09.04 26.C15.ol. tc 

3527 

none 

3527. .3583, 3535 .. 3627 , 3689 . 
3748.. 3804, 3826.. 4551, 3827. 
4606. .4671, 4616. .4672 

57011 
119385 • 

3527 . 

OJ000103_09.0426;Cl5.o2.ts 

3662 

none 

3662. .3817, 3683. .3817, 3826. 
4487. .4615, 4605. .4673, 4605. 

57011 

119385 

3527 

OJ000103_09.0426.C15.o7.tm 

3932 

none 

3932. .4069, 3932. .4069 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,2746, 2503.. 2748 



OJ000103_09.0426:C15 
3457 

TBLASTX: Cress. • 
2749 
66 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000103 09.0426.C15 



3457 

TBLASTX: Wheat 
3293 
42 

,2723, 2687.. 2746, 2711.. 2971, 
,3293 



Seq. ID 
Strand 
End " 
Method 
End 
Score 



OJ000103 09.0426.C15 



3457 

TBLASTX: Cress 
3457 
55 

,2869, 2861. .3127, 2887. .3108, 
.3457, 3122. .3253, 3311. .3448, 



Seq. ID 
Strand 
End 

Method 
End 
•Score 



OJ000103 09.0426.C15 



5730 

TBLASTX: Cress 
4672 
47 

,3745, 3692.. 3736, 3740.. . 3814 , 
,4558, 4355. .4558, 4479. .4577, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,4203, 3826 
,4673, 4606 



OJ000103 09.0426.C15 



5730 

TBLASTX : Soybean 
4737 
143 

4551, 3827.. 4618, 
4677, 4630.. 4737 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103__09.0426.C15 
5730 

TBLASTX: Maize 

4069 

215 



.57566 



Seq. No. 


57011 








Seq. ID 


OJ000103_09.0426.C15 


Gene No. 


119385 








Strand . 




Start 


3527 








End 


5730 


Name 


OJ000103_09. 


0426 . 


C15 . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


4258 lT ~- 








End 


4552 


GI 


none 








Score 


67 


Exons 


4258 . .4347, 


4266. 


. 4313, 


4294 . 


.4551, 4295. .4552,- 


Seq. No. 


57011 








Seq. ID 


OJ000103_09.0426.C15 


Gene No. 


119385 








Strand 




Start 


3527 ' 








End 


5730 


Name 


OJ000103 09. 


0426 . 


C15 . o3 , 


. tw 


Method 


TBLASTX: Wheat 


Start 


■4309 








End 


4717 


GI 


none 








Score 


637 


Exons 


4309 . .4716/ 


4313 . 


.4717, 


4 352 . 


.4717 




Seq. No. 


57011 








Seq. ID 


OJ000103_09.0426.C15 


Gene No. 


119385 








Strand 




Start 


3527 








End 


5730 


Name 


OJ000103_09. 


0426. 


C15.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


4553 








End 


5212 


GI 


none 








Score 


281 ■ ■ - 


Exons 


4553 . .4726, 


4554 . 


. 4724, 


4555 . 


.4764, 4555. .4725, 4721. .4753, 




4759 . . 4800, r 


4765 . 


. 4800, 


4808 . 


.4873, 4808. .4873, 48^9. .4942, 




4865 . . 48,94 , 


4892 . 


. 4957, 


4897 . 


.4956, 4996. .5172, 5006. .5191, 




5009 . .5191, 


5186 . 


. 5212, 


5186. 


.5212 




Seq. No. 


57011 








Seq. ID 


OJ000103_09.0426.C15 


Gene No. 


119385 








Strand 




Start 


3527 








End 


5730 


Name 


OJ000103_09. 


0426. 


C15 . o2 , 


. tc 


Method 


TBLASTX: Cress 


Start 


4872 








End 


5493 


GI 


none 








Score 


39 


Exons 


4872 . .4892, 


4873 . 


. 4 902, 


5006 . 


.5380, 5008. .5382, 5009. .5383, 




5378 . . 5491, ■ 


5380 . 


. 5493 








Seq. No. 


57011. 








Seq. ID 


OJ000103_09.-0426.C15 


Gene* No . 


119385 








Strand 




Start 


3527 








End 


5730 


Name 


OJ000103_09. 


0426 . 


C15.o3, 


. ts 


Method 


TBLASTX: Soybean 


Start 


4873 








End 


5730 


"GI. 


■ .none 








Score 


56 


Exons 


4873 . . 4938 , 


4874 . 


. 4 939, 


5004 . 


.5720, 5008.. 5718, 5009.. 5722, 




5221 . .5730, 


5277 . 


. 5723 








Seq. No. 


57011 








Seq. ID 


OJ000103_09.0426.C15 


Gene No. 


119385 








Strand 




Start 


3527 








End 


5730 


Name 


OJ000103 09. 


0426 . 


C15.o3. 


, tm 


Method - 


TBLASTX: Maize 


Start 


5213 








End 


5497 


GI 


none 








Score, . 


475 


Exons 


5213.. .5497, 


5213. 


.54 97 








Seq. No. 


57011 








Seq. ID 


OJ000103_09.0426.C15 


Gene No. 


119386 








Strand 




Start 


6234 








End 


6443 



57567 




Name 


OJ000103 09.0426. 


C15.o4.ts 


Method 


TBLASTX : Soybean 




Start 


6234 




End 


6443 




GI 


none 




Score 


321 




Exons 


6234.. 6443, 6236. 


.6442 








Seq. No. 


57012 




Seq. ID 


OJ000113_09.0426. 


CI 


Gene No . 


119387 




Strand 


+ 




Start 


1 




End 


1036 




Name 


OJ000113 09.0426. 


Cl.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1036 




GI 


5902445 




Score 


1753 




Exons 


1..1036 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq . No . 


57012 




Sea ID 


OJ000113 09 0426 


CI 


Gene No. 


119387 




Strand 


+ 




Start 


1 




End 


1036 




Name 


OJ000113 09.0426. 


Cl.ol. gs 


Method 


GENSCAN ■ 




Start 


2 




End 


962 




GI 


none 




Score 


. 85 




Exons 


2. .962 










k_J \3 ^-i . LiU i 


57012 . 




Seq . ID 


OJ000113 09.042-6. 


CI 


Gene No. 


119387 




Strand 


+ 




Start 


1 




End 


1036 




Name 


OJ000113 09.0426. 


Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 




End ■ 


388 




GI 


none 




Score 


308 * 




Exons 


2. .388, 4. .147, 184. .354 








Cprr Mn 
kj v; ■ nu • 


57012 




Seq. ' ID 


OJ000113 09.0426. 


CI 


Gene No. 


119387 




Strand 


+ 




Start 


1 




End 


1036 




Name 


OJ000113 09.0426. 


Cl.o3. tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


157 




GI 


none 




Score 


209 




Exons . * 


2. .157, 7. -.156 










Sea No 


57012. 




Seq. ID' 


OJ000113_09.0426. 


CI 


Gene No. 


119387 




Strand 


+ 




Start 


1 




End 


1036 




Name 


OJ000113 09.0426. 


Cl.ol. tm 


Method 


TBLASTX: Maize 




■Start 


55 




. End ' • 


499 




GI 


none 




Score 


272- 




Exons 


55. .309, 56. .310, 


80. .310, 331. .462, : 


332. .463, 473. .499 




JCU i IN ^ . 


57012 




Seq. ID 


OJ000113_09.0426. 


CI 


Gene No. 


119387 




Strand 


+ 




Start 


1 




End 


1036 




Name 


OJ000113 09.0426. 


Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


157 




End. 


586 




GI 


none 




Score 


415 




Exons 


157. .429, 158. .58 


16 








Seq. No. 


57012 




Seq. ID 


OJ000113_09.0426. 


CI 


Gene No. 


119387 




Strand 


+ 




Start 


1 




End 


1036 





57568 



Name 

Start 

GI 

Exons 



OJ000113_09.0426.Cl.o2.ts Method 
614 End 
none Score 
614. .718, 622. .1002, 758. .1000 



TBLASTX : Soybean 

1002 

88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

. Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 

Exons 

GI Descrip. 



Seq. No. 
Gene' No. 
Start 
Name 
Start 

Exons 



57012 ■ • 

119387 

1 

OJ000113_09. 0426.Cl.o2.tw 

623 
none 

623. .1036, 631. .1035 

57012 

119387 

1 

OJ000113_09-. 0426.Cl.o2.tm 

67 6 

none 



Seq. ID OJ000113J39.0426.C1 

Strand + 

End 1036 

Method TBLASTX : Wheat 

End 1036 

Score 413 



Seq. ID OJ000113 09. 0426. CI 



Strand 
End 

Method 

End 

Score 



+ 

1036 

TBLASTX: Maize 

949 

126 



676. .846, 677. .847, '851. .949, 883. .948 



57013 

119388 

1 

OJ000113_09.0426.C3.o2.np 
1 

.6016874 



Seq. ID OJ000113_09.0426.C3 
Strand + 
End 14352 
Method AAT/NAP 
End 14352 
Score 7 7 

1..77, 4665. .5039, 13425 .. 13531, 14129. .14352 
(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R3116 ) correspond to * a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



57013 Seq. ID 

119389 Strand 

2112 End 

OJ000113_09.04 26.C3.ol.np Method 

2112 End. 

/7 4 8 9681 " * Score 



OJ000113_09.0426.C3 

12987 
AAT/NAP 
8345 • 
833 ' 



2112. .2317, 2885. .3111, 3143. .4399, 7731. .8345 

probable cyst nematode resistance gene wheat (fragment) 

gi I 2967837 | gb| AAC05834 . 1 1 (AF052641) cyst nematode resistance 

gene candidate [Triticum aestivum] 



.57013 

119389 

2112 

OJ000113_09.04 26.C3.o2.gs 

3630 

none. 



Seq. ID OJ000113_09.0426.C3 
Strand 

End 12987 

Method GENSCAN 

End 12987 

Score .42 



3630. .4384, 5736. .5998, 6793. .6919, 7772.. 8361, 8719. .9827, 
12667. .12987 



Seq. No. 57013 

Gene No. 119390 

Start 13232 

Name OJ000113_09 . 0426 . C3 . ol , 

Start 2816 



tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ000113_09.0426.C3 
16697 

TBLASTX: Maize 
3314 



57569 



GI 

Exons 



none Score 7 9 

2816. .2998, 3005. .3100, 3147. .3314, 3148. .3291 



Seq. No. 


57013 ' 


Seq. ID 


OJ000113 09.0426. 


C3 


Gene No. 


119390 - 


Strand 






Start ■ 


13232 


End 


16697 




Name 


OJ000113 09. 042 6.C3 .o2 . tm 


Method 


TBLASTX : Maize 




Start 


4017 


End 


4370 




GI 


none 


Score 


134 




Exons 


4017. .4109, 4164. .4370 








Seq. No. 


57013 


Seq. ID 


OJ000113_09.0426. 


C3 


Gene No. 


119390 


Strand 






Start 


13232 


End 


16697 




Name 


OJ000113 09.0426.C3.ol.gp 


Method 


AAT/GAP 




Start 


13232 


End 


13868 




GI 


58108 1.R1084 


Score 


1189 




Exons 


13232. .13868 








GI Descrip. 


' 6016845/dbj I AP000570 . 1 1 AP000570 l.Oe- 


17 Oryza sativa genomi 




DNA, chromosome 1, clone : P07 11E10 ' 






Seq. No. 


57013 


Seq. ID 


OJ000113_09.0426. 


C3 


Gene No. 


119390 ■ 


Strand 






Start 


13232 


End 


16697 




Name 


OJ000113 09.0426.C3.o3.gs 


Method 


GENSCAN 




Start 


13442 


End 


16697 




GI 


none 


Score 


■ .58 




Exons 


13442. .13633, 13966 .. 14026, 


14 236. .14 342, 15478. .15508, 






16507.. 16697 








Seq. No. 


57013 


Seq. ID 


OJ000113_09.0426. 


C3 


Gene No. 


119390 


Strand 






Start 


13232 


End 


16697 




Name 


OJ000113 09.0426.C3.o2.gp 


Method 


AAT/GAP 




Start 


13805 


End 


14502 




GI 


none 


Score 


1190 




Exons 


13805. .14502 








Seq. No. 


57014 


Seq. ID 


OJ0G0113_09.0426. 


C5 


Gene No. 


119391 


Strand 


+ 




Start 


1 


End 


3916 




Name 


OJ000113 09.0426.C5.o2.np 


Method 


AAT/NAP 




Start 


1. . ' • : • . 


■ . End V 


2005 




GI 


7340860 


Score 


76 




Exons 


1..89, 471 ; ;574, 1946. .2005 








GI Descrip. 


(AP001551)- EST D24084 (R1183) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


57014 


Seq. ID 


OJ000113_09.0426. 


C5 


Gene No. 


119391 


Strand 


+ 




Start 


1 


End 


3916 




Name 


OJ000113 09.0426.C5.ol.gs 


Method 


GENSCAN 




Start 


127 


End 


601 




GI 


none 


Score 


:84 




Exons 


127. .255, 491. .601 









Seq. No. 



57014 



57570 



Seq. ID OJ000113_09.0426.C5 



Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



119391 Strand + 

1 End 3916 

OJ000113_09 . 042 6 . C5 . ol . np Method AAT/NAP 

127 End 3916 

4680183 Score 226 

127. .431, 1120. .1301, 3895. .3916 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



57014 Seq. ID 

119391 Strand 

1 End 

OJ000113_09'.042 6.C5.o2.gs Method 

1220 End 

none Score 



OJ000113_09.0426.C5 
+ 

3916 
GENSCAN 
3679 
■ .71 



1220. .1222, 1295. .1544, 2648. .2802, 3309. .3463, 3544. .3679 



Seq. ID 

Strand 

End 

Method ; 

End 

Score 



OJ000113_ 
+ 

3916 
AAT/NAP 
3760 
555 



09. 0426. C5 



57014 
119391 
1 

OJ000113_09.0426.C5.o3.np 
1267 
7485939 

1267.. 1459, 1502.. 1544, 2648. 
3548.. 3760 

hypothetical protein F21E10.7 
gi I 3047080 | gbl AAC13593. 1 1 (AF058914) contains similarity to 
Arabidopsis thaliana DNA-damage-repair/tolerance resistance 
protein DRT111 (SW:P426?8) 



2802, 3018.. 3161, 3309.. 3437, 
- Arabidopsis thaliana 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113 09. 0426. C5 



57014 
119392 
3044 

OJ000113_09.0426.C5.ol.tm 
1387 
none 

1387.. 1515, 1391.. 1516, 1516.. 1554, 1517.. 1549, 2635.. 2820, 
2647. .2817 . ■ • ■ 



3916 

TBLASTX: Maize 

2820 

192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 
Gene No. 



57014 

119392 

3044 

OJ000113_09.0426.C5.o2.ts 

1390 
none 

1390.. 1554, 1391.. 1549 

57014 

119392 

3044 

OJ000113_09.042 6.C5.ol.tc 

1424 

none 

1424. .1549, 1426. .1554, 2646. 
2691.. 2711, 2699. .2803, 3015. 

57014 
119392 



Seq. ID OJ000113_09.0426.C5 
Strand 

End 3916 

Method TBLASTX : Soybean 

End ' 1554 

Score " 230 



Seq. ID OJ000113_09.0426.C5 

Strand " - 

End 3916 

Method TBLASTX : Cress 

End 3161 

Score 160 

.2804, 2646. .2735, 2647. .2805, 
.3161, 3017^.3145 

Seq. ID OJ000113_09.0426.C5 
Strand 



57571 




Start 


3044 




End 


3916 


Name 


OJ000113__09.0426 


.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2644 




End 


3161 


GI ' c 


none 




Score 


217 


Exons 


2644. .2802, 2646 


. . 2735, 2656 . . 


2802, 2991.. 3161, 2996. .3160 


Seq. No. 


57014 




Seq. ID 


OJ000113_09.0426.C5 


Gene No. 


119392 




Strand 




Start 


3044 




End 


3916 


Name 


OJ000113 09.0426 


. C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


3035 




End 


3162 


GI 


none 




Score 


219 


Exons 


3035 . .3160, 3039 


. . 3161, 30 11 . . 


3161, 3073.. 3162 


Seq. No. 


57014 




Seq. ID 


OJ000113_09.0426.C5 


Gene No. 


119392 




Strand 




Start 


3044 




End 


3916 


Name 


OJ000113 09.0426 


.C5.o4 .np 


Method 


AAT/NAP 


Start 


3044 




End 


3916 


GI 


•140473 




Score 


69 


Exons 


3044. .3115, 3762 


. .3916 






GI Descrip. 


ACETYL-COENZYME 


A CARBOXYLASE 


CARBOXYL 


TRANSFERASE SUBUNIT BETA 



(ACCASE BETA CHAIN) gi | 82516 I pir | UQ0234 hypothetical 12. 5K 
protein (rbcL-psal intergenic region) - rice chloroplast 
*gi|11995|emb|CAA33956| (X15901) ORF106 [Oryza sativa] 
gi|226616|prf M1603356AN ORF 106 [Oryza sativa] 



f : =b 


Seq. No. 


57014 




Seq. ID 


OJ000113_ 


_09, 


.0426. 


,C5 




Gene No: 


119392 




Strand 












Start 


3044 




End 


3916 










Name 


OJ000113 09 


.0426.C5.ol.gp 


Method 


AAT/GAP 








S3 : s 
z : i 


Start 


3539 




End 


3684 








: 'b? 


GI 


none 




Score 


250 










Exons 


3539. .3684 
















Seq. No. 


57015 




Seq.- ID 


OJ000113_ 


_09 


.0426. 


,C7 


p ~ 


■Gene No. 


. 1193.93 




Strand 












Start 


1476 




• End 


2041 ' 








f 


Name 


OJ000113 09 


.0426.C7.ol.gs 


Method 


GENSCAN 










Start 


1476 




End 


2041 










GI 


none 




Score 


.9 










Exons 


1476. .1494, 


1821. .2041 














Seq. No. 


' 57016 ' 




Seq. ID 


OJ000113 


_09 


.0426, 


.C8 




Gene No. 


119394 




Strand 


+ 










Start 


1 




End 


2915 










Name 


OJ000113 09 


.0426.C8.ol.np 


Method 


AAT/NAP 










Start 


1 




End 


2912 










GI 


6634721 




Score 


605 










Exons 


l..i0'9, 195 


..295, 2270.. 2912 














GI Descrip. 


(AC012463) 1 


T2E6.4 [Arabidopsis thaliana] 










Seq. No. 


57016. 




Seq. ID 


OJ000113 


_09 


.0426 


.C8 




Gene No. 


119394 




Strand 












' Start 


1 




End 


2915' 










Name 


OJ000113 09 


.0426.C8.ol.gs 


Method 


GENSCAN 










Start 


170. 




End 


2915 









57572 



GI 


none 


Score 


. 81 


Exons 


170. .295, 2270. .2628, 2649.. 


2915 




Seq. No. 


57016 


Seq. ID 


OJ000113_09.0426.C8 


Gene No. 


119394 


Strand 


+ 


Start 


1 


End 


Z 91o 


Name 


OJ000113 09.0426.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2277 


End 


2613 


GI 


none 


Score 


180 


Exons 


2277.. 2399, 2278.. 2421, 2476 


. . 261 J 




Seq. No. 


57016 


Seq. ID 


OJ000113_09.0426.C8 


Gene No. 


119394 


Strand 


+ 


Start • 


1 


End 


2915 


Name 


OJ000113 09.0426.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


2290 


End 


2906 


GI 


none 


Score 


35 


Exons 


2290.. 2310, 2314.. 2415, 2476 


..2613, 2712. .2750, 2820. .2906 


Seq. No. 


57017 


Seq. ID 


OJ000113_09. 0426. C10 


Gene No. 


119395 


Strand 


+ 


Start 


3011 


End 


9105 


Name 


OJ000113 09.0426.C10.ol.gs 


Method 


GENSCAN 


Start' 


3011 


End 


9105 


GI" 


none 


Score 


.57 


Exons 


3011. .5809, 5945.. 7095, 7167 


. .9105 




Seq. No. 


57017 


Seq. ID 


OJ000113_09. 0426. C10 


Gene No. 


119395 


Strand 


+ 


Start 


3011 


End 


9105 


Name 


OJ000113 09.0426.C10.ol.np 


Method 


AAT/NAP 


Start 


3011 


End 


9069 


GI 


5922631 


Score 


6677 


Exons 


3011.. 3135, 3394.. 3641, 3876 


..4078, 4124. .4695, 4738. .4886, 




5013.. 5936, 6543.. 9069 






GI Descrip. 


(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to 




region of the predicted gene 


. ; similar 


to prpol; • Zea .mays 




retrotransposon Cinful-1. (AF049110) [Oryza sativa] . 




gi| 6016864 |dbj IBAA85207.il (AP000570) 


ESTs 




C26347 (C12145) , AU078074 (C12145) correspond to a region of the 




predicted gene.; Similar to prpol; Zea 


mays retrotransposon 




. Cinful-1. (AF049110) [Oryza 


sativ 




Seq. No. 


57017 


Seq. ID' 


OJ000113_09. 0426. C10 


Gphp No . 


119396.- 


Strand 




Start 


9423 


End 


12364 


Name 


OJ000113 09.0426.C10.o2.gs 


Method 


GENSCAN 


Start 


9423 


End 


12364 . 


GI 


none 


Score 


.9 


Exons 


9423. .9871, 994 4. .10048, 10121. .10310, 


10386. . 10573, 




10693. .11024, 11107. .11282, 


11480. .12364 


Seq. No. 


57017 


Seq. ID 


OJ000113_09. 0426. C10 


Gene No. 


119396 - 


Strand 




Start 


9423 


End 


12364 


Name 


OJ000113 09.0426.C10.o2.np 


Method 


AAT/NAP 


Start 


9426 


End 


12364 



57573 



GI 6691716 Score 2307 

Exons 9426.. 9871, 9944.. 10056, 10207 .. 10310, 1038 6 .. 10580, 

10757. .11024, 11107. .11282, 11480.. 12364 
GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 

gil 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 57017- Seq. ID 

Gene No. 119397 Strand 

Start 14873 End 

Name OJ000113_09 . 0426 . C10 . ol . gp Method 

Start 14873 - End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 14873. .14924, 15074.. 15126 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ000113JD9. 0426. C10 

15126 
AAT/GAP 
15126 
88 



Seq. No. 57017 

Gene No. 119398 

Start 16096 

Name OJ000113__09 . 0426 . C10 . o7 . tw 

Start k 4300 

GI none 

Exons .4300.. 4569, 4301.. 4-702 ^ 



Seq. ID OJ000113_09. 0426. C10 
Strand 

End 16219 

Method TBLASTX: Wheat ' 

End 4702 

Score 294 



Seq. No. 57017 

Gene No. 119398 

Start 16096 

Name OJ000113J39 . 04 26 . C10 . ol . tw 

Start 5276 

GI none 

Exons 5276.. 5452, 5339.. 5452, 5497. 
5845. .6069 



Seq. ID OJ000113_09. 0426. C10 
Strand 

End 16219 

Method TBLASTX : Wheat 

End 6073 

Score 149 

.5733, 5501. .5731, 5780. .6073, 



Seq. No. 57017 
Gene No. . . .119398 '. 

Start 16096 

Name OJ000113_09 . 0426 . C10 . o3 . ts 

Start 5993 

GI none 

Exons 5993. .6217, 6224.. 6358 



Seq. ID OJ000113JD9. 0426. C10 

Strand ■ - 

End 16219' 

Method TBLASTX : Soybean 

End 6358 

Score 138 



Seq. No. 57017 

Gene No.' 119398 

Start 16096 

Name OJ000113_09 . 0426 . C10 . 08 . tw 

Start 6074 

GI none 

Exons ' 6074. .6307, 6094. .6306, 6095. 



Seq. ID OJ000113_09. 0426. C10 
Strand 

End 16219 

Method TBLASTX : Wheat 

End 6308 

Score 282 

6307, 6144.. 6308 



Seq. No. 57017 

Gene No. 119398 

Start 16096 

Name OJ000113_09 . 0426 . C10 . o2 . tm 

Start 6083 

GI none 



Seq. ID OJ000113_09. 0426. C10 
Strand 

End • 16219 

Method TBLASTX: Maize 

End 6439 

Score 375 



57574 






Exons 


6083. . 6439, 


6124 


. . 6429, 


6146. 


. 6439 








Seq. No. 


57017 








Seq. JD 


OJ000113_09.0426 


.C10 




Gene No. 


119398 








Strand 








Start 


16096 








End 


16219 






Name 


OJ000113 09. 


0426 


-C10.o2. 


. tw 


Method 


TBLASTX: Wheat 






Start 


6308 








End 


6727 






GI 


none 








Score 


470 






Exons 


6308. . 6727, 


6310 


. . 6726 












Qpn No 


57017 








Seq. ID 


OJ000113 09.0426 


.C10 




Gene No. " 


119398 








Strand 








Start 


16096 








End 


16219 






Name 


OJ000113 09. 


0426 


.C10.o3. 


tm • 


Method • 


TBLASTX: Maize 






Start 


6467 








End 


6850 






GI 


none 








Score 


335 






Exons 


6467. . 6850, 


6571 


. . 6849 












Spa No 


57't)17 








Seq. ID 


OJ000113_09.0426 


.C10 




Gene No. 


119398 








Strand 








Start 


16096 








End 


16219 






Name 


OJ000113 09. 


0426 


.ClO.ol. 


,ts 


Method 


TBLASTX : Soybean 






Start 


6602 








End 


6970 






GI 


none 








Score 


30 9 




%-2 


Exons 


6602. .6970, 


6619 


. . 6762, 


6635. 


.6805, 6799. . 6969 




Ul 


Seq. No. 


57017 








Seq. ID 


OJ000113_09.0426 


.C10 


i i~ 


Gene No. 


119398 








Strand 






•b-=r 


Start 


16096 








End 


16219 




iU 


Name 


OJ000113 09. 


0426 


.CIO.06. 


tw 


Method 


TBLASTX: Wheat 




v3 


Start 


6775 








End 


7168 






GI 


none 








Score 


345 






Exons 


6775. .7167, 


6776 


. .7168 












Spa No 


57017 








Seq. ID 


OJ000113_09.0426 


.C10 




Gene No. 


119398 








Strand 








Start 


16096 . 








End . 


' 16219 






Name 


OJ000113 09, 


0426 


.C10.o2'. 


ts ■ 


Method. 


' TBLASTX: Soybean 






Start' 


7228 








End 


7616 






GI 


none 








Score 


86 




5* 


Exons 


7228. .7332, 


7236 


. .7616, 


7372. 


.7614 








Sea No 


' 57 017 . 








. Seq.. ID 


OJ000113_09. 0.426 


.C10 




Gene No. 


119398 








Strand 








Start 


• 16096 








End 


16219 






Name 


■OJ000113 09. 


0426 


.C10. 64. 


, tw 


Method 


TBLASTX: Wheat 






Start 


7237 








End 


7'659 






GI 


none 








Score 


414 






Exons 


7237 . .7659, 


7240 


. . 7395, 


7242. 


.7649 








Seq. No. 


57017 








Seq. ID 


OJ000113_09.0426 


.C10 




Gene No. 


119398 








Strand 








Start 


16096 








End 


16219 






Name 


OJ000113 09. 


042 6 


,C10.o5. 


. tm . 


Method 


TBLASTX: Maize 






Start 


"7489 








End 


7743 






GI 


none 








Score 


193 






Exons 


7489. .7743 















57575 



Seq. No. 57017 Seq. ID 

Gene No. 119398 Strand 

Start 16096 End 

Name OJ000113_09. 0426 . CIO . olO . tw Method 

Start 7675 End 

GI none Score 

Exons 7675.. 7809,, 7834.. 7974 



pJ000113_09.0426.C10 
16219 

TBLASTX: Wheat ' 

7974 

135 



Seq. No. 57017 

Gene No. 119398 

Start 16096 

Name OJ000113_09 . 0426 . C10 . ol 

Start 7971 

GI none 

Exons 7971.. 8282, 7972.. 8295, 

Seq. No. 57017 

Gene No. 119398. 

Start' 16096 

Name OJ000113_09 . 0426 . C10 . o3 

Start 7977 

GI none 

Exons. 7977.. 8288, 7978.. 8364, 

Seq. No. 57017 

Gene No. 119398 

Start 16096 

Name OJ000113JD9 . 0426 . C10 . 06 

Start 8436 

GI none 

Exons 8436.. 8534, 8437.. 8535, 



Seq. ID OJ000113_09. 0426. C10 
Strand 

End 16219 

tm Method TBLASTX : Maize 

End 8334- 

Score 450 
7980. .8306, 8286.-8333, 8287. .8334 

Seq. ID OJ000113_09. 0426. C10 
Strand 

End 16219 

tw Method TBLASTX : Wheat 

End 8364 

Score 417 
8179. .8364 

Seq. ID OJ000113_09. 0426. C10. 
Strand 

End 16219 

tm Method TBLASTX : Maize 

End 8709 

Score 95 
8526. .8600, 8530. .8613, 8623. .8709 



.Seq. No. 


57017 








Seq. ID 


OJ000113_09. 0426. C10 


Gene No. 


119398 








Strand 




Start 


16096 








End 


16219 


Name 


OJ000.113-'09. 


0426. 


C10.O5 


. t W ; 


■ Method 


TBLASTX: Wheat - ... 


Start 


8479 








End 


9093 


GI 


none 








Score 


273 


Exons 


8479. .8757, 


8499. 


.8588, 


8640. 


.8741, 88 


12. .8970, 8956. .9093, 




8967. .9089 












Seq. No. 


57017 








Seq. ID 


OJ000113_09.0426.C10' 


Gene No. 


119398 








Strand 




Start 


16096 








End 


.16219 ' 


Name 


OJ000113 09. 


0426. 


C10.O4 


. tm 


Method 


TBLASTX: Maize 


Start 


8821 








End 


9054 


GI 


none 








Score 


152 


Exons 


8821. .8973, 


8922. 


.8972, 


8952. 


.9053, 8953.. 9054 


Seq. No. 


57017 








Seq. ID 


OJ000113_09. 0426. C10 


Gene No. 


119398 








Strand 




Start 


16096 








End 


16219 


Name 


OJ000113 09-. 


0426. 


C10.O9 


.tw 


Method 


TBLASTX: Wheat 


Start 


11954 








End 


12244 


GI 


none 








Score 


211 


Exons 


11954. .12244 













57576 




Seq. No. 


57017 




Seq. ID 


OJ000113_09. 


0426. C10 


Gene No. 


119398 




Strand 






Start 


16096 




End 






Name 


OJ000113 09. 0426. CIO. o3 


.np 


Method 


7\ 7\ T> /MAD 




Start 


16096 




End 






GI 


6815099 




Score 


0 1 




Exons 


16096 . . 16219 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa ] 




Seq. No. 


57018 




Seq. ID 


OJ000113JD9. 


0426. Cll 


Gene No. 


119399' 




Strand 






Start 


1724 




End 


OO AC 

Zq U b 




Name 


OJ000113 09 . 0426 . Cll . ol 


. as' 


Method 






Start 


1724 




End 


oor>c 




GI 


none * 




Score 


Q 1 




Exons 


1724.. 17 41, 2666.. 2806 










Seq. No. 


57019 




Seq. .ID 


OJ000113_09. 


0426. C12 


Gene No. 


119400 




Strand 


+ 




Start 


269 




End 


3213 • 




Name 


OJ000113 09.0426.C12.ol 


. gs 


Method 


GEN SCAN 




Start 


269 




End 


3213 




GI 


none 




Score 


.81 




Exons 


269. .1153, 1240. .1987, , 


2063. . 


2263, 2396.. 2515, 258E 






2765. . 3213 










Seq. No. 


57019 




Seq. ID 


OJ000113_09. 


.0426. C12 


Gene No. 


119400 




Strand 


+ 




Start 


269 




End 


3213 




Name 


OJ000113 09.0426.C12.ol 


.np 


Method 


AAT/NAP 




Start 


269 




End 


3210 




GI 


6691716 




Score 


2340 




Exons 


269... 1139, 1337.. 1529, 


1611. . 


1716, 1811. .1987, 2063. .2250, 




2326. .2429, 2580. .2692, 


2765. 


.3210 






GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 


protein 


gi |6691717| dbj | BAA8 9397 


. 1J (AP000570) 


hypothetical 




[Oryza sativa] ■ 










Seq. No. 


57019 




Seq. ID 


OJ000113_09, 


.0426. C12 


Gene No. 


119401 




Strand 






Start 


3533 




End 


3631 




Name 


; OJ00 : 0113 09 . 04.26 .C12 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


389 




End 


679 




GI 


none 




-Score 


220 




Exons 


389 . .679, 529. . 642 










Seq. No. 


57019 




Seq. ID 


OJ000113_09 


.0426. C12 


Gene No. 


119401 




Strand 






Start 


3533 




End 


3631 




Name 


OJ000113 09.0426.C12.o2 


.np 


Method 


AAT/NAP 




Start 


3533 




End 


3631 




GI 


5902445 




Score 


172 




Exons 


3533. .3631 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


57020 




Seq. ID 


OJ000113_09 


.0426. C13 



57577 




UCl 1C LN W ■ 


119402 


Strand 


+ 


Start 


5999 


End 


9480 


Name 


OJ000113 09.0426.C13.o2.gs «■ 


•Method 


GENSCAN 


Start 


5999 


End 


94S0 


GI 


none 


Score 


.9 


Exons 


5999.. 6001, 6484.. 6652, 6803 


..6907, 7073. .7407; 7626.-7794, 




7828..8256, 8331. .8518, 8594 


..8783, 8: 


855 . .8959, 9032 . .9480 


Cprr No 


57020 


Seq. ID 


OJ000113 09.0426. C13 


Gene No. 


119403 


Strand 


+ 


Start 


16723 


End 


19999 


Name 


OJ000113 09.0426.C13.o4 .gs 


Method 


GENSCAN 


Start 


16723 


End 


19999 


GI 


none 


Score 


;79 


Exons 


16723. . 19781, 19996. .19999 






Cp/T Ma 


57020 


Seq. ID 


OJ000113_09. 04 26. CI 3 


Gene No. 


119404 


Strand 




Start 


21 


End 


4391 


Name 


OJ000113 09:0426. C13.ol.gs 


Method 


GENSCAN 


Start 


21 


End 


4391 


GI 


none 


Score 


.68 


Exons 


21. .896, 996. .1509, 1581. .2627, 2724. 


.3315, 3323. .4391. 


Seq. No. 


57020- 


Seq. ID 


OJ000113_09.0426.C13 


C1(Z>T\ C± No 
vjCllC LW . 


119405 


Strand 




SUart 


9797 


End 


15907 


Name 


OJ000113 09.0426.C13.o5. tw 


Method 


TBLASTX: Wheat 


Start 


3 


End 


10423 


GI 


none 


•Score 


64 


Exons 


3. .173, 64. .153, 9809. .9946, 


9932.. 10090, 10145. .10423, 




10161. . 10262, 10314. .10403 






Seq. No. 


57020 


Seq. ID 


OJ000113_09.0426.C13 


VjJd 1C LNU t 


119405 


Strand 




Start 


9797 


End 


15907 


Name 


OJ000113 09.0426.C13.o7.-tm 


Method 


TBLASTX: Maize 


Start 


39- 


End 


10466 - 


GI 


none 


Score 


56 


Exons 


39. .122, 52. .126, 109. .216, 


117. .215, 


10193. . 10279, 




10289. .10372, 10302 .. 10376, 


10359. .104 66, 10367. .104 65 


Seq. No. 


57020 . ■ ■■ < 


. Seq. ID 


0 JO 0 0.1-1 3_0 9 . 0 4 2 6 . C 1/3 


a,(^Ti(2> .Mo 


119405 


Strand 




Start 


9797 


End 


15907 


Name 


OJ000113 09. 0426.C13.o3.tw 


Method 


TBLASTX: Wheat 


Start 


288 


End 


10925 


GI 


none 


Score 


113 


Exons 


288. .479, 288. .674, .364. .675 


, 10538.. 


10729, 10538. .10924, 




10614. .10925 






Seq. No. 


57020 


Seq. ID 


OJ000113_09.0426.C13 


Gene No. 


119405 


Strand 




Start 


9797 


End 


15907 


Name 


OJ000113 09.0426.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


318 


End 


10931 


GI 


none 


Score 


67 



57578 




Exons 318. .365, 319. .366, 337.. 672, 357. .680, 370. .681, 10568 .. 10615, 

10569. . 10616, 10625. . 10930, 10626. . 10931 





Seq. No. 


57020 


Seq. ID 


OJ000113_09.0426.C13 




Gene No. 


119405 


Strand 






Start 


9797 


End 


15907 




Name 


OJ000113 09.0426.C13.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


678 


End 


11227 




GI 


none 


Score 


134 




Exons 


678. .818, 843. .977, 10928 .. 11068 , 11093. .11227 




Seq. No. 


57020 


Seq. ID 


OJ000113_09.042 6.C13 




Gene No. 


119405 


Strand 






Start 


9797 


End 


15907 




Name 


OJ000113 09.0426.C13.o6.tm 


Method 


TBLASTX: Maize 




Start 


909 


End 


11413 




GI 


none 


Score 


193 




Exons 


909. . 1163, 11159. . 11413 








Seq. No. 


57020 


Seq. ID 


OJ000113_09.0426.C13 




Gene No. 


119405 


Strand 






Start 


9797 


End 


15907 




Name 


OJ000113 09.0426.C13.o4 . tw 


Method 


TBLASTX: Wheat 




Start' 


993 


End 


11665 




GI 


none 


Score 


276 




Exons 


993. .1415, 1003. .1407, 11243.. 


11665, 1 


1253. . 11660, 11312. .11662 


rli 
is 


Seq. No. 


57020 


Seq. ID 


OJ0001"13_09. 04 26.C13 


%y 


Gene" No. 


119405 


Strand 




~ s? 


Start 


9797 • 


End 


15907 


C. - I 


Name 


OJ000113 09.0426.C13.o2.ts 


Method 


TBLASTX: Soybean 


rU 


Start 


1036 


End 


11674 




GI 


none 


Score 


155 




Exons 


1036. .1416, 1038. .1424, 11286. 


.11666, 


11288. .11530, 11570. .11674 




Seq. No. 


57020 


Seq. ID 


OJ000113_09.0426.C13 


— ™ 


Gerie No. 


119405 


Strand 






Start 


9797 ' 


End 


15907 ■ ' *' 




Name 


OJ000113 09.0426.ci3.o8. tw 


Method 


TBLASTX: Wheat 




Start 


1419 


End 


11951 




GI 


none 


Score 


70 




Exons 


1419. .1625, 1431. .1565, 1625.. 


1699, 1626. .1700, 11665 .. 11763, 






• 11666. .11815, 11669.. .11950, .11874. ..11951 




Seq. No. 


57020 


Seq. ID 


OJ000113_09.0426.C13 " 




Gene No. 


119405 


Strand 






Start 


9797 


End 


15907 




Name 


OJ000113 09.0426.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


1539 


End 


12233 




GI 


none 


Score 


34 




Exons 


1539.. 1565, 1563.. 1625, 1609.. 


1623, 1625. .1705, 1626. .1706, 






1727.. 1981, 1728.. 1982, 11789. 


.11815, 


11813. .11956, 






11826. .11957, 11972. .12232, 11 


.973. . 12233 . 




Seq. No. 


57020 


Seq. ID 


OJ000113_09.0426.C13 




Gene No. 


119405 


Strand 






Start 


9797 


End 


15907 



57579 



Name 

Start 

GI 

Exons 



OJ000113_09.0426.C13.ol.ts 

1649 

none 

1649.. 2050, 1683.. 1853, 1890. 
12141.. 12284 



Method TBLASTX : Soybean 
End 12301 
Score 53 

.2033, 11900. .12301, 11934 .. 12104 , 



Seq. No. 57020 

Gene No. ^119405 

Start 9797 ' 

Name OJ000113_09 . 0426 . C13 . o2 . tw 

Start 1704 

GI none 

Exons 1704.. 2084, 1709.. 2128, 11955, 



Seq. ID OJ000113_09.0426.C13 
Strand 

End 15907 

Method TBLASTX : Wheat 

End 12379 

Score 300^ 

.12335, 11960.. 12379 



Seq. No. 57020 

Gene No. 119405 

Start 9797 

Name OJ000113_09 . 0426 . C13 . o3 . tm 

Start 2213 

GI none 

Exons 2213.. 2506, 2213.. 2569, 2223. 



Seq. ID OJ000113_09.0426.C13 
Strand 

End 15907 

Method TBLASTX: Maize 

End 12820 

Score 90 

2528, 12464 .. 12820, 12474. .12779 



Seq. No. 57020 

Gene No. 119405 

Start 9797 

Name OJ000113_09 . 0426.C13 ..ol . tw 

Start 2243 

GI " none 

Exons 2243.. 2698, 2244.. 2699, 12494, 

Seq. No. 57020 

Gene No. 119405 
Start . 9797 

Name OJ000113_09 . 0426 . C13 . o3 . ts 

Start 2294 

GI none 

Exons 2294.. 2428, 2435.. 2659, 12545, 



Seq. ID OJ000113_09.0426.C13 
Strand 

End . 15907 

Method.. TBLASTX: Wheat 

End - 12950 

Score 263 

.1294.9, 12495.. 12950 

Seq. ID OJ000113_09.0426.C13 
Strand 

End 15907 

Method TBLASTX : Soybean 

End 12910 

Score 138 

.12679, 12686. .12910 .. - 



Seq. No. 57020 
Gene No. 119405 
Start 9797 

Name OJ000113_09 . 04 26 . C13 . 06 . tw 

Start 2919 
GI none 

Exons .2919. .3155, 2921. .3151, 3200. 
13451.'. 13627 



Seq. ID OJ000113_09.0426.C13 
Strand 

End 15907 
Method . TBLASTX: Wheat 
End' . 13627' 
Score 159 

.3337, 13170. . 13406, 13172 .. 13402 , 



Seq. No. 57020 
Gene No. . 119405 

Start 9797 

Name OJ000113_09 . 0426 . C13 . o9 . tw 

Start 6643 

GI none 

Exons 6643. . 6933 . 



Seq. ID OJ000113_09.0426.C13 
Strand 

End 15907 

Method TBLASTX : Wheat 

End 6933 

Score 214 



Seq. No. 
Gene No. 



57020 
119405 



Seq. ID OJ000113_09.0426.C13 
Strand 



57580. 



Start 


9797 






i-i -j 

End 


loyu / 




Name 


OJ000113_09. 


0426 ,C13 


. o3 . gs 


Method 


GENSCAN 




Start. 


9797 






End 


15907 




GI 


none 






Score 


. 7 




Exons 


9797 . . 12878, 


12975. . 


14775, 


14808 . . 14937 


, 14945. 


. 15907 


Seq. No. 


57020 






Seq. ID 


OJ000113_ 


09.0426 


Gene No. 


119405 






Strand - 






Start 


9797 






End 


15907 ' 




Name 


OJ000113 09. 


0426. C13 


. ol . np 


Method 


AAT/NAP 




Start 


9833 






End 


15907 




GI 


5922631 






Score 


6655 




Exons 


9833. .12360, 


12967. . 


13890, 


14017. .14168 


, 14211. 


. 14775, 




14821. .15030 


, 15280. 


.15524, 


15783. .15907 





GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region o.f the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 





Seq. No. 


57020 


Seq. ID 


OJ000113_09.0426 


. Clo 




Gene No. 


119405 


Strand 








Start 


9797 


End 


15907- 




r fa 


Name 


OJ000113 09. 042*6. C13.o5.tm 


Method 


TBLASTX: Maize 






Start 


•9848 


, End 


10081 




?H 


GI 


non^. 


Score 


100 




I : i 


Exons 


9848..9949, 9849. .9950, 9929 


..10081, ! 


9930. .10004 




. *^ 
% 


Seq. No. 


57020 


Seq. ID 


OJ000113_09.0426 


.C13 




Gene No. 


119405 


Strand 








Start 


9797 


End 


15907 




S 


Name 


OJ000113 09.0426.C13.o7.tw 


Method 


TBLASTX: Wheat 




~ : cr 


Start 


14204 


End 


14606 






GI 


none 


Score 


.114 




h -it 


Exons 


14204.-. 14605, 14337 .. 14 606 ■ 








£3 


Seq. No. 


57020 


Seq. ID 


OJ000113_09.0426 


.C13 




Gene No. 


119406 


Strand 






fg 


Start 


19396 


End 


19784 ' 






. Name 


OJ000113 09.0426.C13.o4.tm 


Method 


TBLASTX: Maize 






. Start 


...19396 


End 


19784 






/.GI . 


none 


Score 


52 






' Exons 


19396. .19440, 19450 .. 19548, 


19552. .19626, 19560 .. 1964 9, 








19623. .19784, 19636. .19782 










Seq. No. 


57021 


Seq. ID 


OJ000113_09.0426 


.C14 




Gene No. 


119407 


Strand 








Start 


1782 


End 


2265 






Name 


OJ000113 09.0426.C14 .ol.gs 


Method 


GENSCAN 






Start 


1782 


End 


2122 






GI 


none 


Score 


.88 






Exons 


1782. .1895, 2018. .2122 










Seq. No. 


57021 


Seq. ID 


OJ000113_09.0426 


.C14 




Gene No. 


119407 


Strand 







57581 



Start 


1782 








End 


2265 




Name 


OJ000113 09 


.0426. 


C14 .ol. 


gp 


Method 


AAT/GAP 




Start 


2007 








End 


2265 




GI 


702991 








Score 


350 




Exons 


2007 . .2265 














Seq. No. 


57022 








Seq. ID 


OJ000113__ 


09.0426.C15 


Gene No. 


119408 








Strand ' 


+ 




Start 


2732 








End 


2949 




Name 


OJ000113 09 


. 0426. 


C15.ol. 


gp 


Method 


AAT/GAP 




Start 


2732 








End 


2949 




GI 


702991 








Score 


396 




Exons 


2732 . .2949 














Seq. No. 


57022 








Seq. ID 


OJ000113_ 


09.0426.C15 


Gene No . 


119409 








Strand 


+ 




Start 


- 3992 








End 


11861 




Name 


OJ000113 09 


.04.26. 


C15.o2. 


gs 


Method 


GENSCAN 




Start 


3992 








End 


-11861 




GI 


none 








Score 


.61 




Exons 


3992. .4073, 


4876. 


.5026, 


5640. 


.5756, 7157. .7427, 


7913. .8056, 




8939. .'9004, 


10611 


.. .11861 








Seq. No. 


57022 v 








Seq. ID 


OJ000113_ 


09. 0426.C15 


Gene No . 


119410 








Strand 






Start 


139 








End 


3204 




Name 


OJ000113 09 


.0426. 


C15.ol. 


as 


Method 


GENSCAN 




Start 


139 








End 


3204 




GI 


none 








Score 


.5 




Exons 


139. .218, 8 


32.. 978, 1041 


. .118 


6, 2127.. 


2478, 2739 


.3011, 




3155. .3204 














Seq. No. 


57023 








Seq. ID 


OJ000113_ 


09.0426.C17 


Gene No. 


119411 








Strand 


+ 




Start 


397 








End 


637 




Name 


OJ000113 09 


.0426. 


C17.pl. 


gp 


Method 


AAT/GAP 




Start 


397 








' End 


637 ... •- 




GI 


none 








Score 


452 




Exons 


397 . . 637 














Seq. No. 


57023 








Seq. ID 


OJ000113_ 


09.0426.C17 


Gene No. 


119412 








Strand 


+ 




Start 


1331 








End 


7656' . 




Name 


OJ000113 09 


.0426. 


C17.ol. 


gs 


Method 


GENSCAN 




Start- 


1331 








End ' 


7656 




GI 


none 








Score 


.68 




Exons 


1331. .1527, 


1871, 


.2101, 


2755. 


.2934, 3269. .3387, 


3389. . 3457, 




3490. .3576, 


4136. 


.4312, 


4430. 


.4550, 50 


40. .5234, 


5901 . . 6027, 




6455. .6752, 


6818. 


.6976, 


7052. 


.7245, 7600. .7656 




Seq. No. 


57023 








Seq. ID 


OJ000113_ 


09 . 0426 . CI / 


Gene No. 


119412. 








Strand 


+ . 




Start 


1331 








End 


7656 




Name 


OJ000113 09 


.0426. 


C17..;ol. 


np 


Method 


AAT/NAP 




Start 


2759 








End 


5235 




GI 


1345502 








Score 


1642 • 




Exons 


2759. .2948, 


3193. 


.5235 











57582 





GI Descrip. 


(X57297T TNP2 [Antirrhinum majus] 










Seq. No. 


57023 




Seq. ID 


OJ000113_ 


09. 0426. 


, C17 




Gene No . 


119412 




Strand 


+ 








Start 


"1331 




End 


7*656 








Name 


OJ000113 09.0426.C17.o2. 


np 


Method 


AAT/NAP 








Start 


5323 




End 


5432 








GI 


4734013 




Score 


96 








Exons 


5323. .5432 














GI Descrip. 


(AC007112) putative TNPl-like 


transposon protein 


. [Arabidopsis 






thaliana] 














Seq. No. 


57023 




Seq. ID 


OJ000113_ 


09.0426. 


,C17 




Gene No. 


119413 




Strand 


+ 








Start 


8188 




End 


8294 








Name 


OJ000113 09.0426.C17.o5. 


np 


Method 


AAT/NAP 








Start 


8188 




End 


8294 








GI 


6721561 




Score 


78 








Exons 


8188. .8294 














GI Descrip. 


- (AP001073) EST AU082058 (C12976) corresponds to a 


. region 


of the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 








gil 6815086 | dbj IBAA90372. 


,1| (AP001081) 


EST" AU082058 (C12976) 






corresponds to a region 


of the predicted gene.; 


hypothetical 






protein [Oryza sativa] 














Seq. No. 


57023 




Seq. ID 


OJ000113_ 


09.0426. 


.C17 




Gene No . 


119414 




Strand 










Start 


6187 




End 


7978 








Name 


OJ000113 09.0426.C17.o3. 


np 


Method 


AAT/NAP 






*s =F 


Start 


6187 




End 


7978 






:. ,"i 
V~ 


GI 


7248392 




Score 


205 






r t 


Exons 


6187. .6340, 6542. .6670, 


6881. 


.7129, 7881. .7978 






3 


GI Descrip. 


(AP001389) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


57023 




Seq. "ID 


OJ000113_ 


09.0426, 


,C17 




Gene No . 


119415 




Strand 










Start 


8600 




End 


12116- 








Name ■ 


OJ000113 09.0426.C17.o4 . 


,np 


Method 


AAT/NAP" 








Start 


8066 




End 


12116 








GI 


4680183 




Score 


123 








Exons 


8066. .8215, 12034. .12116 












GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 






Sea No 


57023. 




Seq. ID 


OJ000113_ 


09.0426, 


■ C17 




Gene No. 


119415 




Strand 










Start 


8600 




End 


12116 








Name 


OJ000113 09.0426.C17.o2. 


,gs 


Method 


GENSCAN 








Start 


8600 




End 


9295 








GI 


none 




Score 


.68 








Exons 


8600. .8779, 9052. .9147, 


9233. 


.9295 










Seq. No. 


57023 ' 




Seq. ID 


OJ000113_ 


09.0426, 


.C17 




Gene No. 


119415 




Strand 










Start 


8600 




End 


12116 








Name 


OJ000113 09.0426.C17.o2. 


• gp 


Method 


AAT/GAP 








Start 


8786 




End 


8899 








GI 


uC-osflcyp088bl2bl 




Score 


147 







57583 




Exons 8786.. 8899 

GI Descrip. 1 525:7255/clbj | AP000364 . 1 1 AP000364 3.0e-36 Oryza sativa genomic 
DNA> chromosome 8, clone : P0026F07 ' * 



Seq*. No. 


57023 








Seq. ID 


OJ000113_09 .0426 


,C17 


Gene No. 


119416 








Strand 






Start 


13115 








End 


13908 




Name 


OJ000113 09. 


0426 


.C17.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


3715 








End 


4038 




GI 


none 








Score 


215 




Exons 


3715. . 4038, 


3795 


. . 4034 










Seq. No. 


57023 








Seq. ID 


OJ000113 09.0426 


. C17 


Gene No. 


119416 








Strand 






Start 


13115 








End 


13908 




Name 


OJ000113 09. 


0426 


.C17.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


3769 








End 


4119 




GI 


none 








Score 


287 




Exons 


3769. .4119, 


3786 


. . 4010 










Seq. No. 


57023 








Seq. ID 


OJ000113_09 . 0426 


.C17 


Gene No. 


119416 








Strand 


— 




Start 


13115 








End 


13908 




Name 


OJ000113 09. 


0426 


.C17 .o2 


. tw ' 


Method 


TBLASTX: Wheat 




Start 


3907 








End 


.4197 




GI 


none 








Score 


260 




Exons 


3907 . . 4197, 


3963 


. . 4151 










Seq. No. 


57023 








Seq: ID 


OJ000113_09.0426 


.C17 


Gene No. 


119416 








Strand 






Start 


13115 








End 


13908 




Name 


OJ000113 09. 


0426 


.C17 ,o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3960 








End 


4407 




GI 


none 








Score 


216 




Exons 


3960. .4154, 


3961 


. .4194, 


4213 . 


.4407, 4223. .4291 




Seq. No. 


57023 








Seq. ID 


OJ000113_09.0426 


. C17 


Gene No. 


119416 








Strand 






Start 


13115 








End 


13908 . 




Name 


OJ000113 09. 


0426 


.C17.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


' 4528 








End 


4764 




GI 


none 








Score 


205 




Exons 


4 528 . . 474 6., 


4581 


. . 4745, 


4 615 v 


.4764 






Seq. No. 


57023 








Seq. ID 


OJ000113_09, 0.426 


.C17 


Gene No. 


119416 








Strand 






Start 


13115 








End 


13908 




Name 


OJ000113 09. 


0426 


.C17.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


4778 








End 


5252 




GI 


none 








Score 


79 




Exons 


4778. .4975, 


4789 


. .5244, 


4822. 


.5247, 5034. .5252, 5094. .5252 


Seq; No. - 


57023 








Seq. ID 


OJ000113JD9.0426 


.C17 


Gene No. 


119416 








Strand 






Start 


13115 








End 


13908 




Name 


OJ000113 09. 


0426 


.C17.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


4837 








End 


5223.,. 





57584 



£3 



GI 


none 




Score 


104 




Exons 


4837. .4974, 4894. .4998, 4984. 


.5223, 5034. .5222 




Seq. No. 


57023 . 




Seq. ID 


OJ000113_09.0426. 


C17. 


Gene. No. 


1.19416 




Strand 






Start 


13115 




End 


13908 




Name 


OJ000113 09.0426.C17 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


4885 ' 




End 


5415 




GI 


none 




Score 


260 




Exons 


4885. .5241, 5118. .5207, 5310. 


.5414, 5317. .5415 




Seq. No. 


57023 




Seq. ID 


OJ000113 09.0426. 


C17 


Gene No. 


119416 




Strand 






Start 


13115 




End- 


13908 




Name 


OJ000113 09.0426.C17, 


. o4 . gs 


Method 


GENSCAN 




Start 


13115 




End 


13908 




GI 


none 




Score 


.84 




Exons 


13115. .13393, 13732., 


.13908 








Seq. No.' 


57024 




Seq.' ID 


'OJ000113J)9.0426. 


*C18 


Gene No . 


119417 




Strand 


+ 




Start 


1 




End 


9606 




Name 


OJ000113 09.0426.C18. 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


4155 




GI 


5777623 




Score. 


1126 




Exons 


1. .26, 271. .438, .687. 


..757V 939.. 1510, 


2324.. 2564, 4043.. 


4155 


GI Descrip. 


(AJ245900) CAA303711. 


. 1 protein [Oryza 


sativa] 




Seq. No. 


57024 




Seq. ID 


OJ000113_09.0426. 


C18 


Gene No. 


119417 




Strand 


+ 




Start 


1 




End 


9606 




Name 


OJ000113 09.0426.C18, 


. o3 . np 


Method 


AAT/NAP 




Start 


3644 




End 


7418 




GI 


7228438 




Score 


1388 




Exons 


3644. .4616, 6134. .6690, 6783. 


.7089, 71 


88. .7418 




GI Descrip. 


(AP001366) EST C28952 (C62 945 ) 


corresponds to a region of 


: the 



predicted gene . ; Similar to. maize transposon- MuDR mudrA protein 
isolog '.(AC003981) [Oryza sativa].' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57024 

119417 

1 

OJ000113_09.0426.C18.o3.gs : 

3752 

none 



Seq. ID OJ000113_09.0426.C18 



Strand 
End 

.Method . 
End 

Score. . 



+ 

9606 
GENSCAN 
9606 
. .46 . 



3752. .4904, 5022. .5135, 5689.-5839, 5922. .6147, 6268, 
6783. .7081, 7174. .7441, 7696. .7813, 7993. .8073, 8328, 
9490. .9606 



.6690, 
.8524, 



Seq. No. 57024 Seq. ID 

Gene No. 119418 Strand 

Start 11918 End 

Name OJ000113_09 . 0426 . C18 . o5 . gs . Method 

Start 11918 - End 

GI none Score 

Exons 11918. .12514 



OJ000113_09. 0426. CIS 
+ 

12514 
GENSCAN 
12514 ■ 
.5 



57585 






57024 


Seq. ID 


OJ000113_ 


_09.0426.C18 


Gene No. 


119419 


Strand 






Start 


354 


End 


443 




Name 


(3J000113 09.0426.C18.ol.gs 


Method 


GENSCAN 




Start 


354 


End 


4 43' 




GI - 


none 


Score 


.53 




Exons 


354. .443 










57024 


Seq. ID 


OJ000113_ 


_09.0426.C18 


Gene No. 


119420 


Strand 






Start 


1147 


End 


1560 




Name 


OJ000113 09.0426.C18.o2.gs 


Method 


GENSCAN 




Start 


1147 


End 


1560 




GI • 


none ■ 


Score 


. 98 




Exons 


1147. .1560 








Seq. No. 


57024 


Seq. ID 


OJ000113_ 


09 ..0426. C18 




119421 


Strand 






Start 


2472 


End 


5.78 0 




Name 


OJ000113 09.0426.C18.o2.np 


Method 


AAT/NAP 




Start 


2472 


End 


5780 




GI 


4680186 


Score 


181 




Exons 


2472. .2889, 3367. .3429, 5753. 


.5780 






GI Descrip . 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


57024 


Seq. ID 


GJ000113 


09. 0426 .C18 


Gene No. 


119422 


Strand 






O LCtl L 


8643 


End 


12542 




Name 


OJ000113 09.0426.C18.o5.np 


Method 


AAT/NAP 




Start 


8643 


End 


12542 




GI 


3309.15 


Score 


27 




Exons 


8643. .8665, 11592 .. 11768, 12025 .. 120 92 , 12227.. 


12542 


GI Descrip. 


(M76726) IR4 protein [Equine 


herpesvirus type 1 


] gi 1330924 




(M25345) ORF Sl-2 [Equi-ne herpesvirus 


type 1] 




Seq. *No. 


57024 


Seq. ID 


OJ000113 


09.0426. CI 8 


Gene No. 


119422 


Strand 






Start 


'8643 


.End' ' 


.12542 




Name 


OJ000U3 09.0426.C18.o4.np 


Method 


AAT/NAP 




Start 


9034 


End 


11395 




GI 


5922634 


Score 


120 




Exons 


9034.. 9053, 11281.. 11395 








■ GI Descrip. 


(AP0004 92)- hypothetical protein [Oryza 


sativa] 






gi | 6016867 | db j |BAA85210.1| (AP000570) 


hypothetical protein 




[Oryza sativa] 










57024 


Seq. ID 


OJ000113 


_09.0426.C18 


Gene No. 


119422 


Strand 






Start 


8643 


End 


12542 




Name 


OJ000113 09. 0426.C18 .o4 .gs 


Method 


GENSCAN' 




Start 


10482 


End 


11395 




GI 


none 


Score 


.76 




Exons. 


10482. .10555, 11296.. 11395 








Seq. No. 


57024 


Seq. ID 


OJ000113 


_09.0426.C18 


Gene No. 


119423 


Strand 






Start 


14484 


End 


14642 





57586 



Name 

Start 

GI 

Exons 



OJ000113_09.0426.C18.ol.tm 

3629 

none 

3629.. 3781, 3631. .3750, 3781, 
4138. .4158 



Method TBLASTX: Maize 
End 4210 
Score 119 

.4086, 3782.. 4090, 4130.. 4210, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57024 

119423 

14484 

OJ000113_09.0426.C18 .ol.tw 

3919 

none 

3919. .4068, 3920. .4096, 3920. 
4121. .4210, 4143.. 4229 

57024 

119423 

14484 

OJ000113JD9. 0426. C18 . o2 . tw 

6004 

none 

6004.. 6057, 6012.. 6068, 6066. 
•6301. .6333 



Seq. ID OJ000113_09.0426.C18 
Strand 

End 14642 

Method TBLASTX : Wheat 

End 4306 

Score 192 

.4069, 4109. .4306, 4117. .4164, 



Seq. ID OJ000113_09.0426.C18 
Strand 

End 14642 

Method TBLASTX : Wheat 

End 6333 

Score 92 

.6194, 6067. .6195, 6229. .6264, 



Seq. No. 57024 - Seq-, ID 

Gene No. 119423 v * Strand 

Start 14484 End 

Name OJ000113JD9 . 042 6 . C18 . 06 . gs Method 

Start 14484 End 

GI none Score 

Exons 14484 . . 14642 



^OJ000113_09.0426/C18 

14642 
GENSCAN 
14642 
.41 



Seq. No. 57025 
Gene No. * 119424 
Start 410 

Name OJ000113_09 . 0426 . CI 9 . ol . tm 

Start 410 
GI '. none 

Exons 410. .499, 411. .518, 415. 

531. .593, 541. .588, 551. 
617. .730, 618. .731, 618. 



628. .741, 629. .733, 630. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
531, 432. .503, 444 
610, 578. .604, 612 
731, 624. .731, 627 
731, 631. .732, ,631 



OJ000113 09.0426.C19 



1050 

TBLASTX: Maize 
1050' 
84 

,545, 444. .554, 
,710, 617. .733, 
,725, 627. .734, 
,735, 767. .868, 



.770. .880,. 772. .879, .779. -.871, 782. .865, 782. .8.80., 78 9., 917 , . . 
790. .882, 900. .965, 901. .1026, 904. .1047, 904. .1050, 934. .1026, 
935.. 970, 943.. 1041, 94 4 . . 1042 , . 94 9 . . 1020 V - 



Seq. No. 57026 

Gene No. 119425 

Start 3604 

Name OJ000113_09 . 0426 . C20 . o2 . gs 

Start 3604 

GI none 

Exons 3604.. 3710 

Seq. No. 57026 

Gene No. 119426 

Start 1 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000113_09.0426.C20 
+ 

3710 
GENSCAN 
3710 
1 



OJ000113 09.0426.C20 



4512 



57587 





Name 


OJ000113 09.0426.C20 


.ol 


.gp 


Method 


AAT/GAP 








Start 


1 






End 


845 








GI 


342 1.R1084 






Score 


1174 








. Exons 


1..845- 
















GI Descrip. 


' 4574406/gbl AAD24042 


.11 


0.0e+0O (AF121139) RIM2 


protein 


[Oryza 






sativa] ' 
















Seq. No. 


57026 






Seq. ID 


OJ000113_ 


09. 0426. 


,C20 




Gene No. 


119426 






Strand 










Start 


1 






End 


4512 








Name 


OJ000113 09.0426.C20 


.o3 


• gp 


Method 


AAT/GAP 








Start 


1 






End 


845 








GI 


342 1.R1084 






Score 


1164 








Exons 


1. .845 
















GI Descrip. 


1 4574406/gbl AAD24042 


. 1 1 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 






sativa] ' 
















Seq. No. 


57026 






Seq. ID 


ojooom 


09.0426, 


. C20 




Gene No. 


149426 






Strand 










Start 


1 






End 


4512 








Name 


OJ000113 09.0426.C20 


.o2 


.gp 


Method 


AAT/GAP 








Start 


1 






End ' 


845 








GI ' 


342 1.R1084 






Score 


1172 








Exons 


1..845 
















GI ue scrip. 


' 457 4 406/gb| AAD24 04 2 


.11 


0.0e+00 4AF121139). RIM2 


protein 


[Oryza 






sativa] ' 














f H 


>J C ^ • L N « 


57 026 






Seq. ID 


OJ000113 


_09.0426 


.C20 




Gene No. 


119426 






Strand 










Start 


1 






End 


4512 






\3 


Name 


OJ000113 09.0426.C20 


.ol 


.gs 


Method 


GENSCAN 








Start 


464 






End 


1693 








GI 


none 






Score 


.74 








Exons 


464. .1693 
















Q <=>rr No 

hj V? vJ ■ LN W • 


57026 






Seq. ID 


OJ.000113 


_09.0426 


.C20 




Gene No. 


119426 . 






Strand 










Start ' 


1 ' ' 






End 


4512 






fH 


Name 


OJ000113 09.0426.C20 


.ol 


.tw 


Method 


TBLASTX : 1 


Wheat 




t; 'if 

f !i 


Start 


539 






End 


827 








GI 


none 






Score 


124 








Exons 


539. .631, 620. .700, " 


705 


. .824, 


713. .826 


, 714. .827 






Seq. No. 


57026 






Seq. ID 


OJ000113 


_09.0426 


.C20 




Cpnp NO 


119426 






Strand 










Start 


1 






End 


4512 








Name 


OJ000113 09.0426.C20 


.ol 


.np 


Method 


AAT/NAP 








Start 


800 






• End 


4512 




- 




GI 


4680203 






Score 


457 








Exons 


800. .1693, 4454. .4512 














GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor ] 








Seq. No. 


57026 






Seq. ID 


OJ000113 


_09. r 042 6 


.C20 




Gene No. 


119426 






Strand 










Start 


1 






End 


4512 








Name 


OJ000113 09.0426.C20 


.o2 


.np 


Method 


AAT/NAP 








Start 


800 






End 


1693 







57588 




GI 4680203 Score 455 

Exons 800.. 1693 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 





Seq. No. 


57026 


Seq. ID 


OJ000113_09.0426. 


r* o f\ 




Gene No. 


119426 


Strand 








Start 


1 


End 


4512 






Name 


OJ000113 09.0426.C20.o2.tw 


Method 


TBLASTX: Wheat 






Start 


836 


End 


1339 






GI 


none 


Score 


47 






Exons 


836. .892, 855. .893, 939. .1100, 941. .1339 






Seq. No. 


57026 


Seq. ID 


OJ000113_09.0426, 


. LZv 




Gene No. 


119426 


Strand 








Start 


1 


End 


4512 






Name 


OJ000113 09.0426.C20.ol.ts 


Method 


TBLASTX : Soybean 






Start 


922 


End 


1241 






GI 


none 


Score 


84 






Exons . 


922. .1161, 923. .1213, 941.. 


1216, 948.. 


1214, 1218.. 1241 






Seq. No. 


57027 


Seq. ID 


OJ000113_09.0426 


. C23 




Gene No. 


119427 


Strand 


+ 






Start 


1 


End 


508 






Name 


OJ000113 09.0426.C23.ol.np 


Method 


AAT/NAP 




v3 


Start 


1 


End 


271 




f :~ 


GI 


6635380 


Score 


77 




fit 


Exons 


1..271 








f;=i 


GI Descrip. 


(AF180355) RPS2 protein [Brassica oleracea] 






Seq. No. 


57027 


Seq. ID 


OJ000113_09.0426 


.C23 




Gene No. 


119427 


Strand 


+ 




?i \ 


Start 


1 


End 


508 






Name 


OJ000113 09.0426.C23.ol.tm 


Method 


TBLASTX: Maize 






Start 


3 


End 


304 






GI 


none 


Score 


67 






Exons 


3. .68, 63. .170, -72. .146, 8E 


J. .171, 143. 


.304, 156. .302, 208. .303 


w 


Seq. No. 


57027 


Seq. ID 


OJ000113_09.0426 


.C23' 


r "~ 


Gene No. 


119427 


Strand 


+ 




fH 


Start 


1 


End 


508 






Name 


OJ000113 09.0426.C23.ol.gs 


Method 


GENSCAN 






Start 


74 


End 


508 






■ GI 


none 


Score 


.93 '. 






Exons 


74. .301, 505. .508 










Seq. No. 


57028' 


Seq. ID 


OJ000113_09.0426 


.C28 




Gene No. 


119428 


Strand 








Start 


1 


End 


1055 






Name 


OJ000113 09,0426. C28.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


565 






GI 


4680183 


Score 


960 






Exons 


1. .565 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 






Seq. No. 


57028 


Seq. ID 


OJ000113_09.0426 


.C28 




Gene No. 


119428 


Strand 








Start 


1 


End 


1055 





57589 



Name OJ000113_09 . 0426 .C28 . o2 . np 

Start 1 

GI 4680180 

Exons 1..68, 560.. 1055 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 57028 

Gene No. 119428 

Start 1 

Name OJ000113__09. 0426.C28 .ol .gs 

Start 44 

GI none 

Exons 44 . .854 



Method AAT/NAP 
End 1055 
Score 775 

sativa subsp; indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_09.0426.C28 

1055 
GENSCAN 
854 
.93 



Seq. No. 57028 Seq. ID 

Gene No. 119428 Strand 

Start 1 End 

Name OJ000113_09 . 0426 . C28 . ol . tw Method 

Start 66 End 

GI none Score 

Exons 66.. 467, 199.. 468 



OJ000113_09.0426.C28 
1055 

TBLASTX: Wheat 
. 468 
114 



Seq. No. 57028 Seq. ID 

Gene No. 119428 Strand 

Start 1 End ' - 

Name ■ OJ000113_09 . 0426 . C28 . o2 . tm Method 

Start 231 - End 

"GI none Score 

Exons 231.. 485 



OJ000113_09.0426.C28 
1055 ' 

TBLASTX: Maize 

485 

176 



fli 



Seq. No. 57028 Seq. ID 

Gene No. 119428 Strand 

Start 1 End 

Name OJ000113_09 . 0426 . C28 . o2 . tw Method 

Start 561 End 

GI none Score 

Exons 561. '.866, .561.. 866, 562.. 891, 833. .928 



OJ000113_09.0426.C28 
1055 

TBLASTX: Wheat 

928 

101 



Seq. No. 57028 

Gene No. 119428 

Start ' 1 

Name .OJ000113JD9. 0426 . C28 . ol . tm . 

Start . 616 

GI none 

Exons...;-- 616.. 759, 618.. 731, 726.. 866, 



Seq. ID OJ000113_09.0426.C-28 
Strand 
End 

Method 
End 
Score 
742. .864, 



1055 

TBLASTX: Maize 

998 

92 

839.. 991, 849.. .998 



Seq. No. 57029 Seq. ID 

Gene No. 119429 Strand 

Start 4 90 End 

Name OJ000103JD8 . 0426 . CI . ol . gs Method 

Start 4 90 End 

GI none Score 

Exons 4 90.. 663 



OJ000103_08.0426.C1 
+ 

663 

GENSCAN 

663 

.56 



Seq. No. 
Gene No. 
Start 



57029 

119430 

1375 



Seq. ID OJ000103_08.0426.C1 
Strand + 
End 6139 



57590 



Name 

Start 

GI 

Exons 



OJ000103_08 . 0426 . CI . o2 . gs Method GENSCAN 

1375 End 6139 

none - Score .57 

1375. .1519, 1696. .1745, 2485 .. 34 59;- 3553 .. 4311 , 5377. .5438, 
5908.. 6139 



Seq. No. 57029 ' Seq. ID 

Gene No. 119430 Strand 

Start 1375 ' * " End 

Name OJ000103_08 . 0426 .CI . ol . gp Method 

Start 2581 End 

GI 58768JL.R1084 Score 

Exons 2581.. 3092 

GI Descrip. * 5001734 /gb | AAD37122 . 1| AF129511_1 8.0e-33 (AF129511) 

very-long-chain fatty acid condensing enzyme CUT1 [Arabidopsis 
thaliana] 1 



OJ000103_08.0426.C1 
+ 

6139 
AAT/GAP 
3092 
952 



Seq. No. 
. Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000103_08.0426.C1 

Strand + 

End 6139 

Method AAT/NAP 

End 4323 

Score 2062 



57029 
119430 
1375 

OJ000103_08 .04 2 6.Cl.ol.np 
2749 
5001734 
2749.-3459, 3553.-4323 

(AF129511) very-long-chain fatty acid condensing enzyme CUT1 
[Arabidopsis thaliana] gi|6553942|gb| AAF1660^S r . 1 1 AC011 915_9 
(AC011915) very-long-chain fatty acid condensing enzyme (CUT1) 
[Arabidopsis thaliana] 



57029 
119431 
3589 

OJ000103_08 .0426. Cl.ol. tc 
2775 



OJ000103 08. 0426. CI 



none 

2775. 

3100. 

3558. 

4249. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2852, 2776.. 2856, 296.4 3077, 2965.. 3087, 3096.. 3170, 
3171, 3202. .3459,- 3216. .3347, 3402 .. 3455, . 3550 ,.3936, 
3740, 3822. .3941, 3948. .4046, 3958. .4257, 3960. .4256, 
4323, 4266. .4298 



4596 

TBLASTX: Cress 

4323 

93 



Seq. No. 57029 Seq. ID 

Gene No. 119431 . . Strand 

Start 3589 . . End 

Name OJ000103_08 . 0426 . CI . ol . tm " Method 

Start ,* 27.75 End . 

GI none Score 

Exons 2775.. 2861, 2776.. 2856, 2941.. 3087, 

3093. .3170, 3202. .3477, 3204. .3347, 

3571. .3954, 3843. .3917, 3960. .4157, 



OJ000103JD8.0426.C1 
4596 

TBLASTX: Maize 
4296. 
83 

2957. .2983, 2988. .3086, 
3402. .3458, 3570. .3749, 
3960. .4280, 3961. .4296 



Seq. No. 


57029 








Seq. ID 


OJ000103_08.0426.C1 


Gene No. 


119431 








Strand 




Start 


3589 








End 


4596 


Name 


OJQ0010"5 08. 


.0426. 


.Cl.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


'2775 ; 








End 


4305 


GI 


none 








Score 


94 


Exons 


2775. .2852, 


2776. 


. .2856, 


2941. 


.3087, 2943. .3077, -3093. .3161, 



57591 




3202. .3465, 3216. .3347, 3402. .3458, 3550. .3954, 3558. .3749, 
3822. .3929, 3957. .4283, 3958. .4305 



Seq. No. 


57029 


Seq. ID 


OJ000103_08.0426. 


CI 


Gene No. 


119431 


Strand 


— 




Start - 


3589 


End 


4596. 




Name 


OJ000103 08. 0426. CI. o2 • 


tw Method 


TBLASTX: Wheat 




Start 


3085 


End 


3290 




GI 


none 


Score 


189 




Exons 


3085. .3288, 3093. .3290, 


3138. .3290 






Seq. No. 


57029 


Seq. ID 


OJ000103JD8.0426. 


CI 


Gene No. 


119431 


Strand 






Start 


3589 


End 


4596 




Name 


OJ000103 08. 0426. CI. o2. 


gp Method 


AAT/GAP 




Start 


3589 


End 


4596 




GI 


3869 1.R1084 


Score 


1912 




Exons 


358 9. .4596 








GI Descrip. 


' 5001734 /gb | AAD37122.il 


AF129511 1 l.Oe- 


•108 (AF129511) 






very-long-chain fatty acid condensing enzyme CUT! [Arabidoi 




thaliana] 1 








Seq. No. 


57029 


Seq. ID 


OJ000103_08.0426. 


CI 


Gene No. 


119431 


Strand 


- 




Start 


3589 


End 


4596 




Name 


OJ000103 08. 0426. CI. ol. 


tw Method 


TBLASTX: Wheat 




Start 


4089 


End 


4308 




GI 


none 


Score 


248 




Exons 


4089. .4265, 4090. .4266, 


4258. .4308 






Seq. No. 


57030 


Seq. ID 


OJ000103_08.0426. 


C2 


Gene No. 


119432 


Strand 


+ 




Start 


12523 


End 


12882 




Name 


OJ000103 08.0426.C2.o3. 


gp Method 


AAT/GAP 




Start 


12523 


End 


12882 




GI 


426660 


Score 


686 




Exons 


12523. .12882 








Seq. No. 


57030 


Seq. ID 


OJ000103_08.0426. 


C2 


Gene No. 


119433 


Strand 


+ 




Start 


13368 


End 


13838 




Name. 


OJ000103 08.0426.C2.o4. 


gp Method 


AAT/GAP 




Start 


1-3368 


End 


13838. 




GI 


none 


Score 


858 




Exons 


13368.. 13838 








Seq. No. 


57030 


Seq. ID 


OJ000103_08.0426. 


C2 


Gene No. 


119434 


Strand 


+ 




Start 


17750 


End 


23043 




Name 


OJ000103 08.0426.C2.o2. 


np Method 


AAT/NAP 




Start 


17750 ' 


End 


19687 




GI 


4836910 


Score 


1554 




Exons 


17750. .17839, 17885. .18 


602, 18708. .19277, 19317. .19687 




GI Descrip. 


(AC007153) 51396 [Arabidopsis thaliana] 






Seq. No. 


57030 


Seq. ID 


OJ000103_08.0426. 


C2 


Gene No. 


119434 


Strand 


+ 





57592 



Start 
Name 
Start 
GI 

Exons 



17750 End 23043 

OJ000103_08 . 04 2 6 . C2 . o4 . gs Method GENSCAN 

17750 End 22439 

none Score ■ .75 

17750. .18602, 18672 .. 19632, 1 9871 .. 1994 0, 20297 .. 20513, 

21504 . .21773, 22217 22372, 22417. .22439 



Seq. No. 57030 Seq. ID 

Gene No. 119434 ' Strand ' 

Start 17750 End 

Name OJ000103J)8 . 0426 . C2 . 06 . gp Method 

Start 19167 ^ r End 

GI 2427512 Score 

Exons 19167. .19559 

GI Descrip. 4 836910/gb | AAD30612 . 1 | AC007 153_4 4.0e-28 (AC007153) 51396 
[Arabidopsis thaliana] 



OJ000103__08.0426.C2 
+ 

23043 
AAT/GAP 
19559 
709 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57030 Seq. ID 

119434 Strand 

17750 End 

OJ000103_08 . 0426 . C2 . o7 . gp Method 

20941. End 

634 1.R1084 Score 



OJ000103_08.0426.C2 
+ 

23043 
AAT/GAP 
22416 
1132 



20941.. 21122, 21559. .21773, 22217. .22416 

■6094430/ sp 102234 8 | TBA2_ELEIN 1.0e-115 TUBULIN ALPHA- 2 CHAIN 
(ALPHA-TUBULIN 2) >gi_2511533 (AF008121) alpha-tubulin 2 
[Eleusine indica] ' 



Seq. No. 57030 Seq. ID OJ000103_08 . 0.42 6 . C2 : 

Gene No. 119434 Strand + 

Start 17750 End 23043 

Name OJ000103_08 . 0426 . C2 . o3 . np Method AAT/NAP 

Start 21010 End 23043 

GI 6094430 Score 811 

Exons 21010. .21122, 21559 .. 21773, 22217 .. 22442, 23011. .23043 

GI Descrip. TUBULIN ALPHA- 2 CHAIN (ALPHA-TUBULIN 2) gi 12511533 (AF008121) 
alpha-tubulin 2 [Eleusine indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57030 Seq. ID 

119435 Strand 

2923 End 

OJ000103_08. 0426.C2.ol.gs Method 

2923 ■ End 

none . Score 

2923. .308.0, 4449. .4866 



57030 

119435 

2923 

OJ000103_08. 0426.C2.ol.np 
2926 
400986 
2926. .3144, 



OJ000103_08.0426.C2 

4932 
GENSCAN 
4866 . . • 
' .72 



OJ000103 08. 0426. C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4131. .4282, 4449. .4857 
50S RIBOSOMAL PROTEIN L15, CHLOROPLAST 
gi|81947 |pir| IS18001 ribosomal protein 
chloroplast - garden pea (fragment) gi | 20867 | emb | CAA77595 | 
(Z11510) Plastid ribosomal protein CL15 [Pisum sativum] 



4932 
AAT/NAP 
4857 
702 

PRECURSOR (-CL15) 
L15 precursor, " 



57593 



Seq. No. 57030 Seq. ID 

Gene -.No. 119435 Strand 

Start 2923 End 

Name OJ000103_08 . 0426 . C2 . ol . gp Method 

Start 4466 - End 

GI 24962_1.R1084 Score 

Exons 4466. .4932 ■ 

GI Descrip. ' 4 0098 6/sp | P31165 | RK15_PEA 2, 
CHLOROPLAST PRECURSOR (CL15) 



OJ000103_08.0426.C2 

4932 
AAT/GAP 
4932 
882 



,0e-18 50S RIBOSOMAL PROTEIN L15,' 

>gi_81947_pir S18001 ribosomal 

protein L15 precursor, chloroplast - garden pea (fragment) 
>gi_20867_emb_CAA77595_ (Z11510) Plastid ribosomal protein CL15 
[Pisum sativum] 1 



Seq. No. 


57030 








Seq. ID 


OJ000103 


_08.0426.C2 


Gene No. 


119436 








Strand 






Start 


5329 








End 


10289 




Name 


OJ000103.08. 


0426. 


,C2.o2. 


gs 


Method 


GENSCAN 




Start 


5329 








End 


10289 






none 








Score 


.55' 




Exons 


5329. .5352, 


5560. 


. .6191, 


6361. 


.6434, 7742. .7843, 


9369. . 9605, 




10204 . .10289 












Seq. No. 










Seq. ID 


OJ000103 


_08.0426.C2 


Gene No. 


1 1 QA "3 £ 








Strand 






Start 


C-30Q 








End 


10289 




Name 


UuUUUIUj uo. 




,C2.o2. 


gp.. 


Method 


AAT/GAP 




Start 


7590 ~~ 








" End 


9656 






none 








Score 


941 




Exons 


7590. .7638, 


7742. 


, .7903, 


9369. 


.9656 






Seq. No. 


57030 








Seq. ID 


OJ000103 


08 . 0426. C2 


Gene No. 


119437 








Strand 






Start 


14022 








End 


14397 




Name 


OJ000103 08. 


0426, 


.C2.o5. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2877 








End 


4885 - 




GI 


none 








Score 


347 




•Exons 


2877. .'3146, • 


28 91 ! 


.".3166, 


2899. 


.3159, 2903.. 3160, 


'4128. .4283, 




4131. .4280, 


4132, 


. .4284, 


4447. 


.4659, 4448. .4591, 


4793: .4885, 




4802. .4867 














Seq. No. 


57030 








Seq. ID 


. OJ0001Q3 


_08. 042.6 ,C2 


Gene No. 


119437 








Strand 






Start 


14022 








End 


14397 




Name 


OJ000103 08. 


0426, 


.C2.o5. 


tc . 


Method 


TBLASTX: 


Cress 


Start ' 


2941 








End 


4710 




GI 


none 








Score 


160 




Exons 


2941. .3159, 


2945, 


. .3166, 


4128. 


.4283, 4135. .4284, 


4447. .4710, 




4448. . 4591 














Seq. No. 


57030 








Seq. ID 


OJ000103 


08 . 0426. C2 


Gene No. 


119437 








Strand 






Start- 


14022 








End 


14397 




Name 


OJ000103 08. 


0426 


.C2.o5. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2950 








End 


4659 




GI 


none 








Score 


145 




Exons 


2950. .3144, 


2963 


. .3151, 


4128. 


.4283, 4132. .4284, 


4435. .4554, 



57594 




4447. .4659, 4448. .4591 



Seq. No. - 


57030 




Seq. ID 


OJ000103_08.0426.C2 


Gene No. 


119437 




Strand 




Start 


14022 




End 


14397 


Name 


OJ000103 08. 


0426.C2.o3. tw 


Method 


TBLASTX: Wheat 


Start 


3107 




End 


4659 


GI 


none 




Score 


58 


Exons 


3107. .3145, 


3109.. 3159, 4127 


..4282, 4128. .4283, 4138. .4284 




4447. .4560, 


4447. .4659, 4448 


. .4591 




Seq. No. 


57030 




' Seq. ID 


OJ000103_08.0426.C2 


Gene No. 


119437 




Strand 




Start 


14022- 




•• End 


14397 


Name 


OJ000103_08 . 


0426.C2.o8.tm 


Method 


TBLASTX: Maize 


Start 


7414 




End 


9518 


GI 


none 




Score 


61 


Exons 


7414. .7479, 


7430. .7486, 7437 


..'7490, 7572. .7640, 7572. .7640 




7576. .7641, 


7738. .7818, 7743 


..7904, 7743.-7856, 7744. .7860 




9378. .9518, 


9380. .9517 






Seq. No. 


57030 




Seq. ID 


OJ000103_08.0426.C2 


Gene No. 


119437 




Strand 




Start 


14022 




End 


14397. 


Name 


OJ000103 08. 


0426.C2.ol.tm 


Method 


•TBLASTX: Maize 


Start 


12515 




End 


14287 


GI 


none 




Score 


201 


Exons 


12515. .12679, 12517. .12684, 


12518. .12688, 12677 .. 12820, 




12691. .12819, 12696. .12821, 


12807. .13256, 12817. ,13266, 




12818. .13261 


, 13236. .13616, 


13259. .14260, 13265. .14287 


Seq. No. 


57030 




Seq. ID 


OJ000103_08.0426.C2 


Gene No. 


119437 




Strand 




Start 


14022 




End 


14397 


Name 


OJ000103 08. 


0426.C2.o3.tc 


Method 


TBLASTX: Cress 


Start 


12823 




End 


13213 


GI 


none . 




Score 


293 . 


Exons 


12823. .13104; 12830. T13153, 


13106. .13213, 13114. .13212 


Seq. No. 


57030 




Seq. ID 


OJ000103_08.0426.C2 


Gene No. 


119437 




Strand 




Start 


14022 




End 


14397 


Name . 


• OJ000103 08'. 


0426.C2.ol. ts ' 


• Method 


. TBLASTX: Soybean- 


Start 


13136 




End 


134 7 4'-.- 


GI 


none : 




Score 


487 


Exons 


13136. .13474 


, 13141. .13473 






Seq. No. 


57030 




Seq. ID 


OJ000103_08.0426.C2 


Gene No. 


119437 




Strand 




Start 


14022 




End 


14397 


Name 


OJ000103 08. 


0426.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


13318 




End 


13746 


GI 


none 




Score 


235 


Exons 


13318. .13368, 13319 .. 134 83, 


13323. .13481, 13325 .. 13483, 



134 63. .1374 4, 13477. .1374 6, 13699. .1374 6 



Seq. No. 57030 Seq. ID OJ000103_08 . 0426 . C2 



57595 



Gene No. 119437 Strand 

Start 14022 End 

Name OJ000103_08 . 0426 . C2 . 06 . ts Method 

Start 13631 End 

GI none Score 

Exons 13631.. 14182 



14397 

TBLASTX: Soybean 

.14182 

240 



Seq. No. 57030 

Gene No. 1194 37 

Start 14022 

Name OJ000103_08 . 0426 . C2 . ol . tc 

Start 13703 

GI none 

Exons 13703. -.14227, "'-13717.'. 14049' 

Seq. No. 57030 

Gene No. 119437 

Start 14022 

Name OJ000103_08 . 04 2 6 . C2 . o4 . tw 

Start 13751 

GI none 

Exons 13751.. 14182 



Seq. ID OJ000103_08.0426.C2 

Strand ' - 

End 14397 

Method TBLASTX : Cress 

End 14227 

Score 709 



Seq. ID OJ000103_08.0426.C2 
Strand 

End 14397 

Method TBLASTX : Wheat 

End 14182 

Score 235 



Seg. ^No. 

Gene ~No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57030 
119437 
14022 

OJ000103_08 .042 6.C2.o5.gp 
14022 

38495JL.R1084 
14022. .14397 

M836910/gb|AAD30612.1|AC007153_4 4.0e-28 (AC007153) 51396 
[Arabidopsis thaliana] ' 



Seq. ID OJ000103_08.0426.C2 
Strand 

14397 
AAT/GAP 
14397 
647 



End 

Method 

End 

Score 



57030 

119438 

16332 

OJ000103_08 .04 2 6.C2.o3.tm - 

16332 

none 



Seq.. ID OJ00-0103_08.0426.C2 
Strand 

End 16655 

Method TBLASTX: Maize- . 

End ■ 16655' 

Score 128 



16332. .16454, 16334 16477, 16341 .. 16454 , 16367 .. 16477, 
16441. .16650, 1644 3. .1664 9, 164 45. .16654, 164 52. .16655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57030 

119438 

16332 

OJ000103_08.0426.C2.o4.tc 

16340 

none 



Seq. ID OJ000103_08.0426.C2 
Strand 

End 16655 

Method TBLASTX : Cress 

End 16627 

Score 83 



1634 0. .164 98, 16347. .164 96, 164 93. .16627, 164 94. .16622 



57030 

119438 

16332 

OJ000103_08 .04 2 6.C2.o2.ts 

16346 *■ 

none 



Seq. ID OJ000103_08 . 0426.C2 
Strand 

End 16655 

Method TBLASTX : Soybean 

End 16643 

Score 116 



16346. .16495, 16350 .. 16502, 164 93 . . 1 6642 , 16503. .16643 



57596 






Seq. No. 


57030 




Seq. ID 


OJ000103_08.0426. 


C2 




Gene No. 


119439 




Strand 






** 


Start 


17878 




End 


IB 067 






Name 


OJ000103 08. 0426. C2 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


17878 




End 


18067 






GI 


none 




Score 


259 






Exons 


17878 . . 18060, 17879 


. . 18067 










Seq. No. 


57030 




Seq. ID 


OJ000103_08.0426. 


C2 




Gene No. 


119440 




Strand 








Start 


18188 




End 


18730 






Name 


OJ000103 08. 0426. C2 


. o7 . ts 


Method 


TBLASTX : Soybean 






Start 


18188 




End- 


18466 






GI 


none 




Score 


60 






Exons 


18188. . 18244, 18193 


. . 18243, 


18286. . 184 


65, 18287 . . 18466 






Seq. No. 


57030 




Seq. ID 


OJ000l03_08.0426. 


C2 




Gene No. 


119440 




Strand 








Start 


18188 




End 


18730 






Name 


OJ000103 08. 0426. C2 


. o4 . tm 


Method 


TBLASTX: Maize 






Start 


18328 




End 


18730 






GI 


none 




Score 


366 






Exons 


18328 . . 18603, 18329 


. . 18604, 


18706. . 187 


29, 18707 . . 18730 






Seq. No. 


57030 




Seq. ID 


OJ000l03^_08.0426. 


C2 




Gene No. 


•119441 




Strand 






ry 


Start 


18754 




End 


19221 






Name 


OJ000103 08. 0426. C2 


. o2 . tm 


Method 


TBLASTX: Maize 






Start 


18754 




End 


19221 






GI 


none 




Score 


650 




rJ 


Exons 


18754 . . 19221, 18755 


. .19219 










Seq. No. 


57030 




Seq. ID 


OJ000l03_08.0426. 


C2 




Gene No. 


119442 




Strand 








Start 


19406 . 




End 


19657 




a; tb 


Name 


OJ000103- 08.0426. C2 


. o4 . ts = 


* Method 


TBLASTX : Soybean 




i -_| 


Start' 


19406 




End 


19657 




f .1 


GI 


none 




Score 


324 






Exons 


19406. .19657, 19513 


. .19656 










Seq. No. 


57030 




Seq. ID 


. OJ000l03_08.0426. 


C2 




Gpnp No. • 


: 119443 . 




Strand 








Start 


20865 




End 


22419 






Name 


OJ000103 08. 0426. C2 


. 06. tm 


Method 


TBLASTX.: Maize . 






Start 


20865 




End 


22419 






GI 


none 




Score 


43 






Exons 


20865. .20954, 20998 


. .21141, 


20998. .21120, 21027 .. 21131, 








21556. .21786, 21557 


. .21772, 


22214. .22417, 22216. .22419, 








22216. .22419 












Seq. No. 


57030 




Seq. ID 


OJ000l03_08.0426. 


C2 




Gene No. 


119443 




Strand 








Start 


20865 




End 


22419 






. Name 


OJ000103 08. 0426. C2 


,o2. tc 


Method 


TBLASTX: Cress 






Start 


21010 




End 


21786 






GI 


none 




Score 


203 





57597 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip-. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21010. .21120, 21018. .21122, 21027 .. 21 125 , 21556 .. 21786, 
21557. .21772 



57030 

119443 

20865 

OJ000103_08.0426.C2.o2. tw 

21010 

none 



57030 
-11-94 4 3 
20865 

OJ000103_08 .0426.C2.o3.ts 
21010 
none 

21010. .21141, 21033. .21131, 
22218. .22289, 22219.. 22293 

57030 
119443 
20865 

OJ000103_08 .0426.C2.o6. tc 
22216 
none 

22216. .22419, 22216 .. 22407, 22344 

57031 
119444 
1 

OJ000103_08 .0426.C3.ol.np 
1 

6094430 
1..35, 376. .888, 981. .1284 

TUBULIN ALPHA-2 . CHAIN ( ALPHA-TUBULIN • 2 ) gi 12511533 (AF008121) 
• alpha-tubulin 2 . [Eleusine' indica] • 



Seq. ID 


OJ000103_08.0"426. 


C2 


Strand 






End 


22419 




Method 


TBLASTX: Wheat 




End 


22407 




Score 


191 




21559. .21786, 21560 .. 21772 , 




22375. .22407 




Seq. ID 


OJ000103_08.0426. 


C9 


Strand 






End 


22419 




Method 


TBLASTX: Soybean 




End 


22293 




Score 


197 




21556. .21771, 21557 21772 , 




Seq. ID 


OJ000103_08.0426. 


CO 


Strand 






- End 


22419 




Method 


TBLASTX: Cress 




End 


22419 




Score 


24 3" 




22344. .22418 




Seq.. ID 


OJ000103_08.0426. 


,C3 


Strand 


+ 




End 


1487 




Method 


AAT/NAP 




End 


1284 




Score 


1319 





57031 

119444 

1 

OJ000103_08 .0426.C3-.dl.gs. ." 

244 

none ' 

244. .285, 380. .888, 981. .1293 

57031 

119444 

1 

OJ000103_08 .04 26.C3.ol.gp 
377 

634_1.R1084 
377. .565 

' 6094430/sp | 022348 | TBA2_ELEIN 
(ALPHA-TUBULIN 2) >gi_2511533 
[Eleusine indica] ' 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_08.0426.C3 
+ 

1487 

GENSCAN . . 
1293 

.99 ' 



OJ000103 
+ 

1487 
AAT/GAP 
565 
342 



08. 0426. C3 



1.0e-115 TUBULIN ALPHA-2 CHAIN 
(AF008121) alpha-tubulin 2 



57598 



# 



Seq. No. 57031 Seq. ID 

Gene No.' 119444 . Strand 

Start '1 End 

Name 0 JO 0 0 1 0 3_0 8 . 0 4 2 6 . C 3 -. o2 . gp Me t hod 

Start 672 End 

GI 331_4.R1084 Score 

Exons 672.. 888, 981.. 1487 

GI Descrip.. 1 6094430/sp I 022348 | TBA2_ELEIN 3.0e-86 TUBULIN ALPHA- 2 CHAIN 

(ALPHA-TUBULIN 2) >gi_2511533 (AF008121) alpha-tubulin 2 
[Eleusine indica] 1 



OJ000103_08.0426.C3 
+ 

1487 
AAT/GAP 
1487 
1408 



Seq. No. 57031 Seq. ID 

Gene No. 119445 Strand 

Start 1947 End 

Name OJ000103_08 . 042 6 . C3 . ol . tm Method 

Start 37 6 End 

GI none Score 

Exons 376.. 456, 377.. 889, 
1114. .1218 - 



OJ000103_08.0426.C3 

.+ . 

2664 

TBLASTX: Maize 
1233 
830 

488. .658, 514. .891, 958. .1233, 981. .1190, 





Seq. No. 


57031 




Seq. ID 


OJ000103_08.0426 


.C3 




Gene No. 


119445 




Strand 


+ 






Start • 


1947 




End 


2664 




si 


. Name ■ 


OJ000103 08. 0426. C3. 


.ol.tc 


Method 


TBLASTX :.Cress 






Start 


377 




End 


1233 






GI 


none 




Score 


828 




ry 


Exons 


377. .889, 382. .456, 


503. .658, 


514. .891, 


958. .1233, 981. 


.1190, 






1105. .1227 











Seq. No. 


57031 








Seq. ID 


OJ000103_08.0426.C3 


Gene No. 


119445 








Strand 


+ 


Start 


1947 








End 


2664 


Name 


OJ000103 


08. 0426. C3 


.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


377 








End 


577 


GI 


none ' 








Score 


307 


Exons • . 


377. .577, 


382.- .450, 


504 


. .566', 


514. ,573 




Seq. No. 


57031 








Seq. ID 


OJ000103_08.0426.C3 


Gene No. 


119445 








Strand 


+ 


Start 


1947 








End 


2664 


Name 


OJ0001Q3 


08. 0426. C3 


.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


. 377 








End 


1233 . . y 


GI 


none 








Score 


339 


Exons 


377. .595, 


382. .456/ 


488 


. .592, 


593. .'784, 


607.. 780, 782; .841, 




784. .840, 


823. .891, 


824 


. .889, 


981. .1190, 982. .1233, 1114. .1 


Seq. No. 


57031 








Seq. ID 


OJ000103_08.0426.C3 


Gene No. 


119445 








Strand 


+ 


Start 


1947 








End 


2664 


Name 


OJ000103 


08. 0426. C3 


.ol. 


tw 


Method 


TBLASTX :WheaL 


Start 


578 








End 


1233 


GI 


none 








Score 


480 


Exons 


578. .658, 


580. .891, 


581 


. .889, 


.981.. 1190, 982.. 1233 


Seq. No. 


57031 








Seq. ID 


OJ000103_08 .0426.C3 


Gene No. 


119445 








Strand 


+ 



57599 





Start 


1947 


End 


2664 




Name 


OJ000103 08.0426.C3.o3.gp 


Method 


AAT/GAP 




Start 


1856 


End.. 


2664 




GI 


2655 1.R1084 


Score- 


412. 




Exons 


1856. .2052, 2181. .2286, 2638.. 


2664 






GI Descrip. 


*3334333/sp|O49044 IS0D2 MESCR 


l:0e-57 


SUPEROXIDE DISMUTASE-2 






[CU-ZN] >gi 2660798 (AF034832) 


cytosolic copper/zinc superoxide 






dismutase [Mesembryanthemum crystallinum] 1 




v_i * i^i \h/ » 


57031 


Seq. ID 


OJ000103_08.0426.C3 




Gene No. 


119445 


Strand 


+ 




Start 


1947 


End 


2664 




Name 


OJ000103 08.0426.C3.o2.gs 


Method 


GENSCAN 




Start 


• 1947 


End 


2282 




GI 


none 


Score 


.85 




Exons 


1947. .2052, 2181. .2282 








Seq. No. 


57031 


Seq. ID 


OJ000103_08.0426.C3 




Gene No. 


119445 


Strand 


+ . 




Start 


1947 


End 


2664 




Name 


OJ000103 08.0426.C3.o2.np 


Method 


AAT/NAP 




Start 


1959 


End 


2664 




GI 


3334333 


Score 


133 ' 




Exons 


1959. .2052, 2181. .2286, 2589.. 


2664 




? h& 


GI Descrip. 


SUPEROXIDE DISMUTASE [CU-ZN] 2 


! gi 12660798 (AF034832) cytosolic 






copper/zinc superoxide dismutase [Mesembryanthemum crystallinum] 


fil 
f H 


Seq. No. 


57032 


Seq. ID 


QJ000103_08.0426.C4 




Gene No. 


119446 


Strand 


+ 


Lli 


Start 


357 


End 


3348 


i . H 


Name 


OJ000103 08.0426.C4.ol.gp 


Method 


AAT/GAP 




Start 


357 


End 


2414 




GI 


2655 1.R1084 


Score 


988 




Exons 


357. .455, 569. .600, 693. .768, 


1852. .1905, 2087. .2414 




GI Descrip. 


, 3334333/sp|O49044 ISOD2 MESCR 


1.0e-57 


SUPEROXIDE DISMUTASE-2 






[CU-ZN] >gi 2660798 (AF034832) 


cytosolic copper/zinc superoxide 






.dismutase [Mesembryanthemum .crystallinum]. 1 


C3 


Seq. No. 


57032 


Seq. ID 


OJ000103_08.0426.C4 




fZ!anp Mo 


119446 


Strand 


+ 




Start 


357 


End 


3348 




Name 


OJ000103 08.0426.C4.ol.tc 


Method 


TBLASTX : Cress 




Start .. 


■358 • . . 


End 


1909 




GI 


none 


Score 


130 




Exons 


358. .444, 359. .457, 567. .608, 


568.. 612, 692.. 775, 693.. 776, 






1848. .1907, 1850. .1909 








Seq. No. 


57032 


Seq. ID 


OJ000103_08.0426.C4 






119446 


Strand 


+ 




Start 


357' 


End 


3348 




Name 


OJ000103 08.0426.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


358 


End 


777 




GI 


none 


Score 


94 




Exons 


358.. 456, 358.. 468, 359.. 457, 


568. .612, 687. .776, 690. .776, 






691. .777 








Seq. No. 


57032 


Seq. ID 


OJ000103_08.0426.C4 



57600 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



119446 
357 

OJ000103_08 . 0426 .-C4 . ol . tw 

358 

none 



Strand 
End 

Method 
End 
Score 

358.-456, 359. .457, 568/. 612, 689. .775, 693.-776, 1829. .1909, 
1848. .1907 



+ 

3348 

TBLASTX-: Wheat 

1909 

124 



Seq. No. 57032 

Gene No. 119446 

Start 357 

Name OJ000103_08 . 042 6 . C4 . ol . ts 

Start 358 

GI none 
Exons 



Seq. ID OJ000103_08.0426.'C4 

Strand + 

End 3348 

Method TBLASTX: Soybean 

End 1909 

Score 147 



358.-456, 359.-457, 567. .605, 568. .612, 690. .776, 691. .777, 
1850. .1909, 1851. .1907 



5 "S? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57032 

119446 

357 

OJ000103_08 .042 6.C4 .ol.np 

359 

134607 



Seq. ID OJ000103_08.0426.C4 

Strand + 

End 3348 

Method AAT/NAP 

End 1928 

Score 241- 



359. .474," 680. .768, 1852.. 1928 

SUPEROXIDE' DISMUTASE [CU-ZN] gi I 85253 | pir | | S03606 superoxide 
dismutase (EC 1.15.1.1) (Cu-Zn) - fruit, fly (Drosophila virilis) 
gi I 9205 | emb|CAA32060 | (X13831) sod protein [Drosophila virilis] 





Seq. No. 


57032 


Seq. ID 


OJ000103_08.0426, 


.C4 




Gene No. 


119446 


Strand 


+ 






Start 


357 


End 


3348 




r'* § 


Name 


OJ000103 08.0426.C4.ol.gs 


Method 


GEN SCAN 






Start 


569 


End 


3348 






GI 


none 


Score 


.57 






Exons 


569. .768, 1852. .1905, 2645. 


.2799, 3150 


. .3348 






Seq. ■ No. 


. 57033 . 


Seq. ID 


OJ000103_08..0426. 


■. C - 5 


*3 


■Gene No. 


119447 


Strand 


+ • > 




r.-s 


Start 


519 


End 


2601 






Name 


OJ000103 08.0426.C5.ol.gs 


Method 


GENSCAN 






Start 


519 


End 


2601 






GI 


none 


Score 


.4 






Exons 


.519. .567, 2411. .2601 










Seq. No. 


57033 


Seq. ID 


OJ000103_08.0426. 


.G5 




Gene No. 


119448 


Strand 


+ 






Start 


3360 


End 


3757 






Name 


OJ000103 08.0426.C5.ol.gp 


Method 


AAT/GAP 






Start 


3360 


End 


3757 






GI 


uC-osroM202035d07al 


Score 


788 - 






Exons 


3360. .3757 










GI. Descrip. 


'2388560 5.0e-ll (AC000098) 


YUP8H12. 1 


[Arabidopsis thaliana 




Seq. No. 


57033 


Seq. ID 


OJ000103JD8.0426. 


C5 




Gene No. 


119449 


Strand 








Start 


3221 


End 


5937 






Name 


OJ000103 08 .0426.C5.o2.tm 


Method 


TBLASTX: Maize 





57601 



Start 
GI 

Exons 



3004 End 3553 

none Score 47 

3004.. 3081, 3010.. 3036, 3098.. 3157, 3103.. 3144, 3269.. 3310, 

3270.^3308, 3320. .3466, 3324. .3380, 3326. .3424, 3452.-3553, 
3456.. 3527 



Seq. No. 57033 Seq. ID 

Gene No. 119449 Strand 

Start 3221 End 

Name OJ000103_08 . 042 6 . C5 . o2 . gs Method 

Start 3221 End 

GI none Score 
Exons 



OJ000103_08.0426.C5 

5937 
GEN SCAN 
5925 
.98 



3221. .3967, 4054. .4187, 4746. .4834, 4926. .4972, 5068. .5156, 
5603. .5720, 5839. .5925 



Seq. No. 


57033 






Seq. ID 


OJ000103 


_08.0426.C5 


Gene No. 


119449 






Strand 






Start 


3221 . 






End 


5937 




Name 


OJ000103 08 


.0426. 


C5.ol.np 


Method 


AAT/NAP 




Start 


3283 






End ' ' 


5937 




GI 


3935137 






Score 


605 




Exons 


3283. .3967, 


4112. 


.4227, 4624. 


.4707, 4746. .4834, 


4926. .4972, 




5068. .5156, 


5603. 


.5720, 5839. 


.5937 






GI Descrip. 


(AC005106) 


T25N20 


. 1 [Arabidopsis thai i ana-] 




Seq. No. 


57033 






Seq. ID 


OJ000103 


_08.04 26.C5" 


Gene No. 


119449 






Strand 






Start 


3221 






End 


5937 




Name 


OJ000103 08 


.0426. 


C5.ol.tm 


Method 


TBLASTX : '. 


Maize 


Start 


3770 






End 


4960 




GI 


none 






Score 


' 61 




Exons 


3770. .3826, 


3771. 


.3806, 3833. 


.3970, 3834. .3971, 


4016. .4180, 




4054. .4209, 


4135. 


.4191, 4744. 


.4830, 4745. .4831, 


4782. .4832, 



4925. .4960 



OJ000103_08.0426.C5 

'5937 • 
AAT/GAP 
5937 
744 

5603.. 5720, 5839.. 5937. 
'3935137 5.0e-41 (AC005106) T25N20.1 [Arabidopsis thaliana] 



Sec?. ,No. • 57033 Seq. ID 

Gene No. . 119449 .. Strand 

Start ' 3221 • • . End 

Name OJ000103_08 . 042 6 . C5 . o2 . gp Method 

Start 4774 End 

GI 53812_1.R1084 Score 

Exons 4774. .4834, 4926. .4972, 5068. .5156, 
GI Descrip. - 



Seq. No. 57033 . 

Gene No. 119449 

Start 3221 

Name OJ000103JD8 . 04 26 . C5 . o3 . tm 

Start 5065 

GI none 

Exons 5065.. 5112, 
5649. ..5726, 



5113. .5160, 5604. 
5833.. 5931, 5840. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5672, 5605. 
.5932 



OJ00010-3_08.0426.C5 
5937 

TBLASTX: Maize 
5932 
53 



,5646, 5647. .5724, 



Seq. No. 57034 Seq. '*'*D : i 

Gene No. 119450 . Strand 

Start 3206 End 

Name OJ000103_08 . 042 6.C6. ol . gs Method 



OJ000103_08.0426.C6 
+ 

14881 
GENSCAN 



57602 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3206 End 6549 , 

none Score . 6 

3206.. 3214, 4774.. 4861, 5719.. 6268, 6340.. 6491, 6539.. 6549 



57034 Seq. ID 

119450 Strand 

3206 End 

OJ000103_08.042 6.C6.ol.np Method 

6229 End 

6907106 Score 



OJ000103_08.0426.C6 
+ 

14881 
AAT/NAP 
14881' 
395 



6229.. 6334, 14 061 .. 14 603, 14676.. 14881 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



57034 Seq. ID 

119451 Strand 
15029 End 
OJ000103_08.0426.C6.ol.gp Method 
15029 End 
15591_1.R1084 Score 
15029. .15318 

'5257255/dbj | AP000364 . 1 | AP000364 2.0e-14 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 f 



OJ000103_08.0426.C6 
+ 

15318 
AAT/GAP 
15318 
432 



%-3, 


Seq. No. 


57034 . . 




Seq. ID 


OJ000103_ 


08. 0426. C6 




Gene No. 


119452 




Strand 


+ 




f i i 


Start' 


1854 6 




End 


20526 






Name 


OJ000103 08. 0426. C6. 


o2.np 


Method 


AAT/NAP 






Start • 


18546 




End 


20273 






GI 


4263707 




Score 


1926 






Exons 


18546. .19395, 19429. 


.20273 








r; § 


GI Descrip. 


(AC006223) 70kD heat 


shock protein [Arabidopsis 


thaliana] 


5 


Seq. No. 


57034' 




Seq. ID 


OJ000103_ 


08. 0426. C6 




Gene No. 


119452 




Strand 


+ 






Start 


18546 




End 


20526 






. Name 


, OJ000103/08.0426.C.6. 


o2 ..gp , 


Method . 


AAT/GAP . • 






Start 


' 18639 




End 


19090 






GI 


" 2312484 




Score 


877 




?H 


Exons 


18639. .19090 












GI Descrip. 


4263707/gb|AAD15393| 


5.0e-44 


(AC006223) 


putative 


70kD heat 






protein [Arabidopsis 


thaliana 


] . 








Seq. No. 


57034 




Seq. ID. 


OJ000103 


08. 0426. C6 




Gene No. 


119452 




Strand 


.+ i 






Start 


18546 




End 


20526 






Name 


OJ000103 08. 0426. C6. 


o3.gp 


Method 


AAT/GAP 






"Start 


19260 




End 


19823 






GI 


3760128 




Score 


1088 






Exons 


19260. .19823 












GI Descrip. 


4263707/gb|AAD15393| 


8.0e-53 


(AC006223) 


putative 


70kD heat 






protein [Arabidopsis 


thaliana] 








Seq. No. 


57034 




Seq. _ ID 


OJ000103_ 


08. 0426. C6 




Gene No. 


119452 




Strand 


+ 






Start 


18546 




End 


20526 






Name 


• OJ000103 08. 0426. C6. 


o4 . gp 


Method ( 


AAT/GAP 





57603 



Start 


19815 




End 


20526 






GI 


88764 1.R1084 




Score 


1258 






Exons 


19815. .20526 












GI Descrip. 


'4263707/gb|AAD153.93 


;| 8.0e- 


24 (AC006223) putative 70JcD heat 




shock . protein [Arabidopsis 


thaliana] ' 








Seq. No. 


57034 




Seq. ID 


OJ000103 


08.0426 


. C6 


Gene No. 


119453 




Strand 


+ 






Start 


22841 




End 


26030 






Name 


OJ000103 08. 0426. C6. 


o4 . gs 


Method 


GENSCAN 






Start 


22841 




End 


26030 






GI 


none 




Score 


.41 






Exons 


22841. .22898, 24198. 


.24567, 


24645. .24750, 25754 


. .26030 




Seq. No. 


57034 




Seq. ID 


OJ000103 


JD8.0426 


.C6 


Gene No. 


119454 




Strand 








Start 


7731 




End 


12146 






Name 


OJ000103 08. 0426. C6. 


o2 . gs 


Method 


GENSCAN 






Start 


. 7731 




End 


12146 






GI 


none 




Score 


.49 






Exons 


7731. .7900, 7905. .8041, 8076. .8171, 8350. .8696, 


9959. .10013, 




10471 . . 10567, 10627 . 


. 10723, 


11510. .11662, 11726 


. .11861, 






11890. .1214 6. 












Seq. No. 


57034 




• Seq. ID 


OJ000103 


_08.0426 


. C6 


Gene No. 


119455 




Strand 








Start 


14314 




End 


14784 






Name 


OJ000103 08. 0426. C6. 


o4 . tm 


Method 


TBLASTX: 3 


Maize 




Start 


14314 




End 


14784 






GI 


none 




Score 


40 






Exons 


14314 . .14346, 14413. 


. 14517, 


14438. .14518, 14459 


. .14 602, 






14516. .14614, 14517. 


.14714, 


14616. . 14648, 14624 


. .14677, 






14651. .14782, 14651. 


.14716, 


14675. .14770, 14728 


. . 14781, 






14743. .14784, 14759. 


.14782 










Seq. No. 


57034 




Seq. ID 


OJ000103 


JD8.0426 


.C6 


•Gene No. 


119456 




. . Strand 








Start 


17446 ' 




End 


20288 V 






Name 


OJ000103 08. 0426. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


17446 




End 


20126 






GI 


none 




Score 


91 






Exons. 


17446. .17484, 18627. 


.18767, 


18825. .188( 


37, 18842 


. .18937, 






' 18933. .19169., 19052. 


.19174, 


19187. .19225, 19225 


. .19317-, 






19542. .19799, 19556. 


.19801, 


19824. .20126, 19844 


. .20125 




Seq. No. 


57034 




Seq. ID 


OJ000103 


_08.0426 


,C6 


Gene No. 


119456 




Strand 








Start 


17446 




End 


20288 






Name 


OJ000103 08. 0426. C6. 


o2 . ts 


Method 


TBLASTX:: 


Soybean 




Start 


18543 




End 


19337 






GI 


none 




Score 


80 






Exons 


18543. .18605, 18543. 


. 18617, 


18588. .18791, 18617 


. . 18772, 






18768. .19337, 18803. 


.19336 










'Seq. No. 


57034 




Seq. ID 


OJ000103 


_08.0426 


.C6 


Gene No. 


119456 




Strand 








Start 


17446 




End 


20288 







57604 




Name 


OJ000103_08 . 0426.C6. 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


• 18567 




End 


19098 




GI 


none 




Score 


764 




Exons 


18567 . . 19097, 18577 , 


, . 19098, ■ 


18602.. 19096 




Seq. No. 


57034 




Seq. ID 


OJ000103_08.0426 


.C6 


Gene No. 


119456 




Strand 






Start 


17446 




End 


20288 




Name 


OJ000103 08. 0426. C6. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


18627 




End 


20126 




GI 


none 




Score 


91 




Exons 


18627. .18767, 18825. 


, . 19169, 


19261. . 19317, 19542. .19799, 






19649. . 19801, 19824 . 


. 20126, 


19844. .20125 




Seq. No. 


57034 




Seq. ID 


OJ000103_08.0426, 


.C6 


Gene No. 


119456 




Strand 






Start 


17446 




End 


20288 . 




Name 


OJ000103 08. 0426. C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


19287 




End 


19687 




GI 


none 




Score 


540 




Exons 


19287. . 19685, 19304 . 


. 19687 








Seq. No. 


57034" 




Seq. ID 


OJ000103_08.0426. 


.C6 


Gene No. 


' 119456 , 




Strand ■ 






Start 


17446 




End 


20288 •-' • ■ 




Name 


OJ000103 08. 0426. C6. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


19338 




End 


20272 




GI 


none 




Score 


277 




Exons 


19338. .19646, 19338. 


.19628, 


19424. .19648, 19638 .. 19910, 






19647 . .20141, 19649. 


.20140, 


20145. .20219, 2014 6 .. 202 68 , 






20147 . .20272, 20148 . 


.20270 








Seq. No. 


57034 




Seq. ID 


OJ000103_08.0426. 


.C6. 


Gene No. 


119456 




Strand 






Start 


17446 




End 


20288 




Name 


OJ000103 08. 0426. C6. 


ol . tm 


Method 


TBLASTX;: Maize 




Start < 


19688 . 




. End 


20288 ." 




GI *" . 


none 




Score- 


874 




Exons 


19688. .20278, 19689. 


.20288 








Seq. No. 


57035 




Seq. ID 


OJ000103 08.0426. 


,C7 


Gene No . 


119457 




Strand 


+ 




Start 


. 220- 




End 


2929 'v. 




Name 


OJ000103 08. 0426. CI. 


ol . np 


Method 


AAT/NAP 




Start 


220 




.. . End 


2929 




GI 


5734440 




Score 


1504 




Exons 


220. .431, 1710. .1852, 1954.. 


2929 






GI Descrip. 


(AJ132224) hexose transporter [Lycopersicon' esculentum] 




Seq. No. 


57035 




Seq. ID 


OJ000103_08.0426. 


C7 


Gene No. 


119457 




Strand 


+ 




Start 


220 




End 


2929 




Name 


OJ000103 08. 0426. C7 . 


ol . gs 


■Method 


GENSCAN 




Start 


678 




End 


2925 




GI 


none 




Score 


.89 




Exons 


678. .804, 1551. .1590 


, 1708.. 


1848, 1953. 


. .2925 





57605 




Seq. No. 


"57 035 






Seq. ID 


p\Tnnmm no n/i9£ en 


Gene No. 


119457 






Strand 


+ _ 


Start 


220 






End ' 


2929 


Name- 


OJ000103 08 


.0.426. C7. or. 


gp - 


Method 


AAT/GAP 


Start 


1721 






End 


2159 


GI 


LIB3432-047- 


-P2-K11-D7 




Score 


622 


Exons 


1721. .1848, 


1953. .2159 








GI Descrip. 


1 3582000/emb|CAA09419. 1 


I 2.0e 


-50 (AJ.Q1 0-942) her*ose transpo] 




protein [Lycopersicon esculentum] • 




Seq. No. 


57035 






Seq. ID 


OJ000103_08-. 0426. C7 


Gene No. 


119458. 






Strand 




Start 


2450 






End 


3162 


Name 


OJ000103- 08 


.0426.C7.o2. 


gp 


Method- 


AAT/GAP 


Start 


2450 






End 


3162 


GI 


38010 1.R1084 




Score 


1314 


Exons 


2450. .3162 










GI Descrip. 


'3915039/sp 


IQ41144 1 STC 


RICCO 


3.0e-35 SUGAR CARRIER PROTEIN 




>gi_169718 


(L08196)* sugar carrier protein [Ricinus communi: 


Seq. No. 


57035 






Seq. ID 


OJ000103_08.0426.C7 


Gene No . 


119459 






Strand 




Start ■ 


3845 






End 


5251 


Name 


OJ000103 08 


.0426.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1705 






End 


2 91.6' 


GI 


none 






Score 


136 ' 


Exons 


1705. .1848, 


1721. .1849, 


1963. 


.2484,, 1963. .2388, 1965. .2483 




2517. .2816, 


2518 . .2817, 


2824 . 


.2916, 2i 


326. .2909 


Seq. No. 


57035 


- 




Seq. ID 


OJ000103_08.0426.C7 


Gene No. 


119459 






Strand 




Start 


3845 






End 


5251 


Name 


OJ000103 08 


.0426.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1721 






End 


2885 


GI 


none 






Score 


190 


Exons 


1721. .1843, 


1723. .1848, 


1962. 


.2885, 1963... 2871 


Seq. No. 


' "57035 ■ 






Seq. ID 


* OJ000103_08-.0426.C7 


Gene No. 


119459 






Strand 




Start 


3845 






End 


5251 


Name 


OJ000103 08 


.0426.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1771 






End 


2250 


GI 


■ none 






Score 


88- - •• 


Exons 


1771. .1842, 


1772. . 1843, 


1954 . 


.2250, 1959.. 2249 


Seq. No. 


57035 






Seq. ID 


OJ000103_08.0426.C7 


Gene No. 


119459 






Strand 




Start 


3845 






End 


5251 


Name 


OJ000103 08 


.0426.C7.o2. 


tw 


Method 


TBLASTX: Wheat . 


Start 


2181 






End 


2478 


GI 


none 






Score 


177 


Exons 


2181. .2351, 


2206. .2361, 


2221. 


.2478 




Seq; No. 


57035 






Seq. ID 


OJ000103J)8.0426.C7 


Gene No. 


119459 






Strand 




Start 


3845 






End 


5251 


Name 


OJ000103 08 


.0426.C7.ol. 


tm 


Method 


TBLASTX: Maize 



57606 




Start * 2253 End 2886 

GI none Score 151 

Exons 2253.. 2390, 2253.. 2870, 2254.. 2886 



Seq. No. 


57035 


■ 




Seq. ID 


OJ000103 0o.U4zb. 


C7 


Gene No. 


119459 






Strand 






Start 


3845 






End 


tz O C 1 

bZbl 




Name 


OJ000103 08 


. 0426 . 


, C7 . ol . tw 


Method 


m rt t TV ft <n v . r.T l_ _ _ 4— 

TBLASTX : Wheat 




Start 


' 2514 






End 


2873 




GI 


none 






Score 


341 




Exons 


2514 . . 2873, 


2515 , 


. .2817 








Seq. No. 


57035 






Seq. ID 


AT^nrti no no r\ a o <z 

OJ000103__Uo . U4^b . 


C / 


Gene No. 


119459 






Strand 






Start 


3845 






End 


5251 




Name 


OJ000103 08 


. 0426 . 


. C7 . o3 . gp 


Method 


AAT/GAP 




Start 


3845 






End 


4686 




GI 


none 






Score 


848 




Exons 


3845 . .3883, 


4244 . 


. .4*68 6 








Seq. No. 


57035 






Seq. ID 


OJ000103 08.0426. 


C7 


Gene No. 


119459 






Strand 






Start 


3845 






T-> _ _J 

End 


dZd 1 




Name 


«r n A A 1 /"\ rt rt rt 

OJ000103 08 


. 0426. 


, C7 . o4 . tm 


Method 


TBLASTX : Mai ze 




'Start 


. 4*303 






End 


4482 




GI 


none 






Score 


201 




Exons 


4303 . .4482, 


4304 , 


. . 4474 








Seq. No. 


57035 






Seq. ID 


OJ000103 08.0426. 


C7 


Gene No. 


119459 






Strand 






Start 


3845 






End 


5251 




Name 


OJ000103 08 


. 0426 , 


. C7 . o2 . gs 


Method 


GEN SCAN 




Start 


4315 






End 


5175 




GI 


none 






Score 


.8 




Exons 


4315 . .4880, 


5160 , 


. . 5175 








Seq. No. 


57 035 






■Seq. ID 


OJ000.103 08.042 6. 


C7 


Gene No. 


119459 ■ 






Strand 






Start • 


3845 






End 


5251 




Name 


j-i. ^ rt rt rt -i rt rt rt rt 

OJ000103 08 


. 0426. 


,C7.o2.tc 


Method 


TBLASTX: Cress 




Start 


4321 






End 


4608 




GI 


none 






Score 


138 




Exons 


■ • 4 321 . •. 4 608 , 


4 325-. 


. . 4 600 








Seq. No. 


57035 






Seq. ID 


OJ000103 08.0426. 


C7 


Gene No. 


119459 






Strand 






Start 


3845 






End 


5251 




Name 


OJ000103 08 


.0426, 


.C7 .o2. ts 


Method 


TBLASTX : Soybean 




Start 


4325 






End 


4638 




GI 


none 






Score 


148 




Exons 


4325. .4609, 


4333. 


. .4638 








Seq. No. 


57035 






Seq. ID 


OJ000103_08.0426. 




Gene No. • 


119459 






Strand 






Start 


3845 






End 


5251 




Name 


OJ000103 08 


.0426. 


,C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


4522 






End * 


5251 





57607 



GI 

Exons 



none 

4522. .4713, 
4777. .4902, 



Score 160 
4526. .4771, 4534. .4704, 4776. .4880, 
4778. .4903, 5157. .5246, 5161. .5250, 



4777. .4881, 
5162. .5251 



Seq. No. 


57036 


Seq. ID 


OJ000103_08.0426. 


C8 


Gene No. 


119460 


Strand 


+ 




Start 


2074 


End 


4563 




Name 


OJ000103 08.0426.C8.ol.np. ' 


Method 


AAT/NAP 




Start 


2074 


End 


4563 




GI 


7301646 


Score 


74 




Exons 


2074. .2510, 4543..4S63 








GI Descrip. 


(AE003763) CG5514 gene product [Drosophila melanogaster ] 




Seq. No. 


57036 


Seq. ID 


OJ000103_08.0426. 


C8 


Gene No. 


119461 


Strand 






Start 


306 


End 


2570 




Name 


OJ000103 08.0426.C8.ol.gs 


Method 


GENSCAN 




Start 


306 


End 


2570 




GI 


none 


Score 


.45 




Exons 


306 2570 








Seq. No. 


57036 


Seq. ID 


OJ000103_08.0426. 


C8 


Gene No. 


119462 


Strand 






Start 


4156 


End 


'.'4 4 41 




Name 


OJ000103 08 . 0426 . C8 . ol . tm 


Method . 


TBLASTX: Maize 




Start 


197 


End 


7 t)l . 




GI 


none 


Score 


164 




Exons 


197. .427, 198. .428, 198. .470, 


444. .701, 465. .701 




Seq. No. 


57036 


Seq. ID 


OJ000103_08.0426. 


C8 


Gene No. 


119462 


Strand 






Start 


4156 


End 


4441 




Name 


OJ000103 08.0426.C8.o3.gs 


Method 


GENSCAN 




Start 


4156 


End 


4441 




GI . 


none 


Score 


.63 




Exons 


4156. .4299, 4400. .4441 








Seq. No. 


57037 


Seq. ID 


OJ000103_08.04 : 26". 


C9 


Gene No. 


119463 


Strand 


+ 




Start 


2206 


End 


2661 




Name 


OJ000103 08.0426.C9.ol.np 


Method 


AAT/NAP 




Start 


2206 


End 


2661 




GI 


5803254 


■ Score 


. 344 




Exons 


2206. .2661 








GI Descrip. 


(AP000399) ESTs G97429^(C60159) , D22427 (C11106) , 






AU078031 (E31854) ,D15683 (C1084) correspond to a region of 


: tl 




predicted gene; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


57037 


Seq. ID 


OJ000103JD8.0426. 


C9 


Gene No. 


119464 


Strand 






Start 


2118 


End 


5650 




Name 


OJ000103 08.0426.C9,o2.np 


Method 


AAT/NAP 




Start 


2118 


End 


5650 




GI 


5777623 


Score 


750 




Exons 


2118. .2141, 3747. .3921, 4183. 


.4243, 4813. .5286, 5467. .5650 


GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sativa] 





57608 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. : 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000103_08 . 0426 .CIO 
+ 

1104 
AAT/NAP 
1104 
539 



57038 Seq. ID 

119465 Strand 
1 End 
OJ000103_08.0426.C10.ol.np Method 
1 End 
5803254 Score 
1..386, 476. .681, 769. .1104 

(AP000399) ESTs C97429 (C6.0159) , D22427 (C11106) , 
AU078031 (E31854) , D15683 (C1084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 

57038 Seq. ID OJ000103_08 . 04 26 . C10 

119466 Strand 

901 End 1397 

OJ000103_08 . 042 6 . C10 . ol . gp Method AAT/GAP 
901 End 1397 

uC-osflcypl34g08al Score 986 

901. . 1397 

f 5803254/dbj IBAA83564.il 5.0e-ll (AP000399) ESTs 
C97429(C60159) ,D22427 (C11106) , AU078031 ( E31854 ) , D15683 (C1084 ) 
correspond to a region of the predicted gene; hypothetical 
.protein [Oryza sativa] ' 

57038 Seq. ID OJ000103_08 . 0426 . C10 • ■■ 

119467 . Strand 

2929 End 4934 

OJ00O103__08 .0426.C10.o2.np Method AAT/NAP 
2929 End 4934 

•4115938 Score 33 

2929. .2997, 4597. .4934 

(AF118223) contains similarity several bacterial 
glutathione-regulated potassium efflux system proteins 
[Arabidopsis thaliana] 



Seq. No. 


57038 




Seq. ID 


OJ000103_08. 0426. C10 


Gene No. 


119468 




Strand 




Start' 


64 89 . 




End- 


78.16 • • .. 


Name' 


■OJ000103 -08:0426.010.01. 


,tm 


Method 


TBLASTX: Maize / 


Start 


38 




End 


831 


GI 


none 




Score 


156. 


Exons 


38. .241, 43. .243, 80. .250, 84 


..257, 293. .379, 293. .379, 




490. .558, 490... 552, 572. 


. .643, 


574. .660, 


579.. 647, 784. .831 


Seq. No. 


57038 




Seq. ID 


OJ000103_08 V 0426.C10 


Gene No. 


119468 




Strand 




Start 


6489 




End 


7816 


Name 


OJ000103 08. 0426. C10. o3 ■ 


.np 


Method 


AAT/NAP 


Start 


5734 




End 


7816 


GI 


2842424 




Score 


105 


Exons 


5734. .5796, 5885. .5999, 


6054. 


.6290, 6374. .6515, 7743. .7816 


GI Descrip. 


(AJ223948) RNA helicase 


[Homo 


sapiens] 




Seq. No. 


57038 




Seq. ID 


OJ000103_08 .04 26. C10 


Gene No. 


119468 




Strand 




Start 


6489 




End 


7816 


Name 


OJ000103 08. 0426. C10. ol, 


. ts 


Method 


TBLASTX: Soybean 


Start 


6114 




End 


6514 



57609 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.* 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

^Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

'Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



none 



Score 



80 



6114.. 6296, 6127.. 6285, .6365 . . 6421, 6378.. 6419, 6449.. 6514 



-57038 

119468 

6489 

OJ000103_08. 0426. CIO. o2.gs 

6489 

none 

6489. .6950 



Seq. ID OJ000103J38. 0426. C10 
Strand 

End 7816 

Method GENSCAN 

End 6950 

Score .41 



Seq. ID OJ000103_08.0426;C11 
Strand 

3356 
AAT/NAP 
3250 
5587 



57039 
119469 

1 ■ • 

OJ000103_08.0426.Cll.ol.np 
1 

6630696 
1..3250 

(AP000969) ESTs D221 14 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



End 

Method 

End 

Score 



Seq. ID .OJ000103_08 . 0426.C11 
Strand 

3356 

TBLASTX: Maize 
290 
112 



.End 
Method 
End 
Score 



57039 :; : 
119469 
1 

OJ000103_08.042 6.C11 ,o5. tm 
1 

none 

1..165, 3. .260, 3. .290, 4. .267 

57039 
119469 
1 

OJ000103_08.0426.Cll.o2.tw 
45 

none 

45.. 1.16, 2-70:.., 476, -471.. 797, 634,. 759, 776. : .81-4 



Seq. ID OJ000103_08.0426.C11 
Strand 

3356 

TBLASTX: Wheat 
814 
61 



End 

Method 

End 

Score 



57039 

119469 

1 

OJ000103_08.0426.Cll.o3.ts 
66 

none 



Seq. " ID OJ000103_08.0426.C11 
Strand 

End 3356 

Method TBLASTX: Soybean 

End . , 417 . : 

Score 75 



66. .248, .69. .257, 70. .258, 253. .417, 2.58. .416 



57039 
119469 
1 

OJ000103_08.0426.C11 .o2.tm 
351 
none 

351. .779, 454. .564, 600. .680, .743. .775 



Seq. ID OJ000103_08.0426.C11 
Strand 

End 3356 

Method TBLASTX : Mai ze 

End 779 

Score 62 



57039 

119469 

1 



Seq. ID OJ000103_08.0426.C11 
Strand 

End 3356 



57610 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

'Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 




OJ000103_08. 0426. Cll. ol.ts 
501 

5509260 

501.. 797, 600.. 740, 776.. '949, 




Method TBLASTX : Soybean 
End 94 9 

Score 58 
780. .854 ■ 



57039 Seq. ID 

119469 Strand 

1 End 
OJ000103_08.04 26.Cll.ol. tc Method 

597 End 

none Score 

597. .803, 776.-856 



57039 - 

119469 

1 

OJ000103_08.0426.Cll.ol.tw 

869 

.none 

869. .1057, 873. .1058, 1108. 
1209. .1616 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000103_08.042 6.C11 
3356 

TBLASTX : Cress . 

856 

106 



OJ000103_08.0426.C11 
3356 . 

TBLASTX : Wheat ' • 

1616 

189 



1605, 1118. .1609, 1119. .1616, 



57039 Seq. ID 

119469 Strand 

1 End 
OJ000103_08 . 0426 .Cll . o2 . ts Method 

1274 End 

none Score 

1274. .1447, 1451. .1672, 1455. .1670 

57039 Seq. ID 

119469 Strand 

1 End 
OJ000103_08.0426.Cll.o3. tm Method 

1460 End 

none . ■ Score 

1460. .1924, 1467. .1685 ' 

57039 Seq. ID 

119469 Strand 

1 . End 
OJ000103_08. 0426. Cll. o4.tw Method 

1617 " End 

hone Score . 

1617. .1817, 1618. .1809, 1619. .1816 

57039 Seq. ID 

119469 Strand 

1 End 
OJ000103_08.04 26.Cll.ol. tm Method 

2035 End 

none Score 

2035. .2076, 2105. .2377, 2105. .2377, 2106. .2378, 2107. .2379 



OJ000103_08. 0426. Cll 
3356 

TBLASTX: Soybean 
1672 
107 



OJ000103_08. 0426. Cll 
3356 

TBLASTX: Maize 
1924 
82 



OJ000103_08. 0426. Cll 
3356 

TBLASTX: Wheat 
1817 
232 



OJ000103_08. 0426. Cll 
3356 

TBLASTX : Maize 
2379 
373 



57039 
119469 



Seq. ID 
Strand 



OJ000103 08. 0426. Cll 



57611 



Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 
Start 
Name 
Start 



End 

Method 
End 
Score 



3356 
AAT/GAP 
3208 
1431 



OJ000103_08 .0426.Cll.ol.gp 
2320 

101595_1.R1084 
2320. .2394, 2510. .3208 .'• 
'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thali-ana] ■ 



57039 

119469 

1 

OJ000103__08. 042 6.*Cll.o4 . tm 
2902 

none • - 



■Seq. ID OJ000103_08.0426.C11 
Strand 

End 3356 

Method TBLASTX: Maize 

End 3208 

Score 113 



2902. .3054, 2905. .3051, 2981. .3058, 3056. .3208, 3057. .3161 



57039 

119469 

1 

OJ000103_08 .0426.Cll.o3.tw 

2961 

none 



Seq. ID OJ000103_08.0426.C11 

Strand- '- 

End 3356 

Method TBLASTX : Wheat 

End 3356 

Score 104 



2961. .3050, 2962. .3057, 2962. .3057, 3051. .3170, 3056. .3244, 
3221.. 3355, 3258.. 3356 



Seq. ID OJ000103_08.0426.C13 

Strand + 

End 812 

Method AAT/NAP 

End 812 

Score 427 



57040 
119470 ■ 
1 

OJ000103_08.04 2 6.C13.ol.np 
1 

6466960 
1..23, 315. .812 

(AC009176) unknown protein [Arabidopsis thaliana] 
■' gi|6648190|gb|AAF21188.1|AC013483_12 (AC013483) unknown protein 
[Arabidopsis thaliana] 



57040 • 
119470 
1 

OJ000103J38 .042 6.C13.ol.tc 

185 

none 

185. .748, 349. . 684 

57040 

119470 

1 

OJ000103_08.0426.C13.ol.tm 

185 

none 

185. .811, 274. .807 

57040 

119470 

1 

OJ000103_08 . 0426.C13.ol. ts 
280 



Seq. .ID OJ000103_08,0426.C13 

Strand - + 

End 812 

Method TBLASTX : Cress 

End 748 

Score 473 



Seq. ID OJ00.0103J38.0426.C13 

Strand + 

End 812 

Method TBLASTX : Mai ze 

End 811 

Score 597 



Seq. ID OJ000103_08.0426.C13 

Strand- + 

End '812 

Method TBLASTX : Soybean 

End 811 



57612 



Tj i 



GI 

Exons 

Seq. No. . 
Gene No. 
Start 
Name 
Start . 
GI 

Exons. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



none Score 519 

280. .711, 281. .712, 474. .728, 713. .802, 716. 



311, 736. .807 



57040 

119470 

1 

OJ000103_08.04 2 6.C13.ol. tw 

656 

none 

656. .811, 664. .807 



Seq. ID OJ000103_08.0426.C13 

Strand + 

End 812 

Method TBLASTX : Wheat 

End 811 

Score 171 



Seq. ID OJ000103_08.0426.C14 
Strand 

1609 • 
AAT/NAP 
1609 
553 



57041 
119471 
1 

OJ000103_08.042 6.C14 .ol.np 
1 

7446741 
1..88, 392. .722, 1498. .1609 

probable hexose transport protein F9D12.17 - Arabidopsis 
thaliana gi | 3319354 | gb| AAC26243.il (AF077407) contains 
similarity to sugar transporters (Pfam: sugarjir . hmm, score: 
395.39) [Arabidopsis thaliana] 



End 

Method 

End 

Score 



5704 r 
.119471 
1 

OJ000103_08.0426.C14 .ol.gs 
286 
none 

286. .722, 1498. .1546 

57041 
119471 
1 

OJ000103_08.0426.C14 .ol.tc 
400 

none ■'• ■' 

400. .723,. 407. .511, 674. '.751-, 1496. .1588, 1497. .1574 



Seq. ID OJ000103__08.0426.C14 
Strand 

End 1609 

Method GEN SCAN 

End' 154 6 

Score .74 



Seq. ID OJ000103_08.0426.C14 
Strand 

End 1609 

Method TBLASTX : Cress 

End 1588 

Score 107 



57041 

119471 

1 

OJ000103_08.042 6.C14 .ol.ts 

400 

none 



Seq. ID OJ000103_08.0426.C14 
Strand 

End 1609 

Method- TBLASTX: Soybean 

End 1604 

Score 143 



400. .648, 407. .523, 590. .622, 649. .723, 674. .724, 1496. .1603, 
1497. .1604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57041 

119471 

1 

OJ000103_08.0426.C14 .ol. tm 

4 91. 

none 



Seq. ID OJ000103_08.0426.C14 
Strand 

End 1609 

Method TBLASTX : Maize 

End 1601 

Score 43 



491. .514, 493. .516, 553. .723, 590., 724, 673. .726, 1496. .1600, 
1497. .1601 



57613 




Seq. No: 


57042 


Seq. ID 


OJ000113_08 .0426. 


CI 


Gene No. 


119472 


Strand 


+ 




Start 


6004 


End 


6800 




Name 


OJ000113 08.0426.Cl.o2.np 


Method 


AAT/NAP 




Start 


6004 


End 


6800 




GI 


4512231 


Score 


1239 




Exons 


6004. .6800 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


57042 


Seq. ID 


OJ000113 08.0426. 


CI 


Gene No. 


119473 


Strand 


+ 




Start 


7082 


End 


8187 




Name 


OJ000113 08.0426.Cl.o3.np 


Method 


AAT/NAP 




Start 


7082 


End • 


8187 




GI 


6983860 


Score 


1762 




Exons 


7082 . . 8187 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


57042 


Seq." ID 


OJ000113_08.0426. 


CI 


Gene No. 


119474 


Strand 






Start 


3076 


End 


4579 




Name 


OJ000113 08.0426.Cl.ol.np 


Method 


AAT/NAP 




Start 


■ 3076 


End 


4579 




GI 


5852179. . 


Score . 


262 




Exons 


3076.. 3164, 3268.. 3460, 3535 


. .3735, ^4559. .4579 




GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 






Seq. No. 


57042 


Seq. ID 


OJ000113_08.0426. 


CI 


Gene No. 


119475 


Strand 






Start 


5196 


End 


5386 




Name 


OJ000113 08.0426.Cl.ol.gp 


Method 


AAT/GAP 




Start 


5196 


End 


5386 




GI 


LIB3433-026-P1-KL-C1 


Score 


248 




Exons 


5196. .5386 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 lvOe- 


44 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome .4 


, . BAC clone: tl7804 




Seq. No. 


57042 


Seq. ID 


OJ000113_08.0426. 


CI 


Gene No . 


119476 


Strand 






Start 


8306 


End 


9766 




Name 


OJ000113 08.0426.Cl.o3.tw 


Method 


TBLASTX: Wheat 




Start 


724 9 


End 


7447 




GI 


■none 


Score 


192 




Exons 


7249. .7446, 7265. ,7447 ... 








Seq. No. 


57042 


Seq. ID 


OJ000113_08.0426. 


CI 


Gene No. 


119476 


Strand 






Start 


8306 


End 


9766 




Name 


OJ000113 08-0426. Cl-ol.tm 


Method 


TBLASTX: Maize 




Start 


7499 


End 


7837 




GI 


none 


Score 


248 




Exons 


7499. .7837, 7502. .7708 








Seq. No. 


57042 


Seq. ID 


OJ000113_08.0426. 


CI 


Gene No. 


119476 


Strand 






Start 


8306 


End 


9766 





57614 



Name 

Start 

GI 

Exons 



OJ000113_08.0426.Cl.ol.tw 

7499 

none 

7'499..7849 



Method TBLASTX : Wheat 
End 7849 
Score 316 



Seq. No. 57042 . Seq. ID 

Gene No. 119476 Strand 

Start 8306. End 

Name OJ000113__08 . 0426 . CI . o2 . tw ' Method 

Start 8015 End 

GI none Score 

Exons 8015.. 8062, 8135'. .8389, 8167.. 8388 



OJ000113_08.0426.C1 
9766 

'TBLASTX : Wheat 

8389 

62 



Seq. No. 57042 Seq. ID 

Gene No. 119476 Strand 

Start 8306 End 

Name OJ000113JD8 . 0426 . CI . o4 . np Method 

Start 8306 End 

GI '* 6721516 . Score 

Exons 8306.. 8336, 9514.. 9766 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ000113_08.0426.-C1 

9766 
AAT/NAP 
9766 
181 





Seq. No. 


57042 




Seq. ID 


OJ000113_08, 


,0426. 


.CI 




Gene No. 


119476 




Strand 








: "5 


Start* ... 


'8306 




End 


9766 








Name 


OJ000113 08. 


0426.Cl.o2.gs 


Method 


GENSCAN 






n l 


Start 


8632 




End 


9740 






f *^ 


GI 


none 




Score 


.56 






VJ 


Exons 


8632. .8787, 


9615. .9740 












Seq. No. 


57043 




Seq. ID 


OJ000113_08. 


.0426, 


,C2 


i y 


Gene No. . 


119477 




Strand 


+ 








Start 


65 




End 


2268 






5 

? ''~! 


Name 


. OJ000113 08. 


0426.C2.ol.gs 


Method 


GENSCAN 








Start 


65 




End 


2268 








GI 


none 




Score 


.83 








Exons 


65. . L97,* 616 


i . - 708, 845. .989, 


1331. .2268 . ' 








Seq. No. 


57043 




Seq. ID 


OJ000113_08. 


.0426, 


.C2 




Gene No. 


119478 




Strand 


+ 








Start 


2693 




End 


3177 








Name 


OJ000113 08. 


0426.C2.o4 .np 


Method 


AAT/NAP 








Start 


2693 




. End . 


3177 .• 








GI 


7489803 




Score 


438 








Exons 


2693. .3177 














GI Descrip. 


pol protein 


homolog - maize 


retrotransposon Opie-2 







gi | 3645899 | gb| AAC49502. 1 | (U68408) 5 ? end not determined 
experimentally [Zea mays] 



Seq. No. 57043 Seq. ID 

Gene No. 119479 Strand 

Start 151 End 

Name OJ000113_08 . 0426 . C2 . ol . np Method 

Start ,151 ' End 

GI 6721516 • Score 

Exons 151.. 396, 1639.. 1810 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ000113_08.0426.C2 

3034 
AAT/NAP 
1810 . . 

324 



57615 



# 





Seq. No. 


57043 Seq. ID 


OJ000113_08.0426. 


C2 




Gene No. 


119479 . Strand 








Start 


151 .End 


3034 






Name 


OJ000113 08 . 0426 . C2 . ol . ts Method 


TBLASTX : Soybean 






Start 


688 End 


28 63 






GI 


none Score 


71 






Exons 


688. .786, 869..12U1, 2611..2673, 2722. 
2812. .2856, 2813. .2863 


.27 69, 21 2.3 . . 1 1 bl, 






Seq. No. 


57043 Seq. ID 


OJ000113_08.0426. 


C2 




Gene No. 


119479 Strand 








Start 


151 End 


3034 






Name 


■ OJ000113' -08. 042-6. C2.ol.tm Method 


TBLASTX: Maize 






Start 


2581 End 


2997 






GI 


none Score 


105 






Exons 


2581. .2673, 2583. .2675, 2702. .2965, 2710. .2778, 2806. .2997 




Seq'. No. 


57043 Seq. ID 


OJ000113_08.0426. 


C2 




Gene No. 


119479 Strand 








Start 


151 End 


3034 






Name 


OJ000113 08.0426.C2.ol.tw Method 


TBLASTX: Wheat 






Start 


2726 . End 


3034 






. GI 


none Score 


217 






Exons ■ 


2726.. 3034, 2731.. 2952 








Seq. No. 


57044 Seq. ID 


OJ000113_08.0426. 


C3 




Gene No. 


119480 Strand 


+ 




? 


Start 


1 End 


2410 




: . : 

LU 


Name 


OJ000113 08.0426'.C3.ol.np Method 


AAT/NAP 






Start 


1 End 


2410 




f'Ll 


GI 


4416302 Score 


2701 






Exons 


1. .2410 






?H 

i : =? 


GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




' M 


Seq. No. 


57044. Seq. ID 


OJ000113_08.0426. 


C3 




Gene No. . 


"119481 ■ . , . Strand.- 








Start 


4866 ' ' .End 


23179 






Name 


OJ000113 08.0426. C3. o4 .np Method 


AAT/NAP 




r t 


Start 


4 8 66 End 


23.17 9 






GI 


7340868 Score 


169 






Exons 


4866.-4937, 8872. .8996, 9155. .9447, 15203 .. 15303, 16438. 


.16514, 






22997-. .23179 • 








GI .Descrip. 


(AP001551). hypothetical protein [Oryza 


sativa] 






Seq. No. 


57044 Seq. ID 


OJ000113_08.0426. 


C3 




Gene No. 


119481 Strand 


+ 






Start 


4866 End 


23179 






Name 


OJ000113 08. 0426.C3.o3.np Method 


AAT/NAP 






Start 


10216 End 


14997 






GI 


2708484 Score 


1443 






Exons 


10216. .10319, 10426. .10535, 10685. .107! 


83, 10864. .10920, 





11105. .11260, 11348. .11432, 1154 2 .. 11632 , 12068 .. 12232 , 
12312. .12431, L2735. .12810, 12897 13733, 13924 .. 14231 , 
14352. .14485, 14588 14778, 14876. .14997 



GI Descrip. (U79557) IAA24 [Arabidopsis thaliana] 



57616 




Seq. No. 


57044 


Seq. ID 


OJ000113_08.0426 


. C3 


Gene No. 


119482 


Strand 






Start 


2362 


End 


10942 




Name 


OJ0 : b0113 08.0426.C3.o2.np 


Method 


AAT/NAP 




Start 


2362 


End 


10942 




GI 


6721516 


Score 


624 




Exons 


2362.. 2455, 3140.. 3303, 6507 


..6760, 7171. .7426, 10918.. 


10942 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


57044 


Seq. ID 


OJ000113_08.0426 


.C3 


Gene No. 


119483 


Strand 






Start 


16050 


End 


19370 




Name 


OJ000113 08 . 0426.C3.o3.gs 


Method 


GENSCAN 




Start 


16050 


End 


19370 




GI 


none 


Score 


.46 




Exons 


16050. .'16183, 16316. . 16759, 


16818. .17529, 18294. .18 67 9, 






19128. .19169, 19250.. 19370 








Seq. No:* 


57044 


Seq. ID 


OJ000113_08.0426 


.C3 


Gene No. 


119484 


Strand 






Start 


20824 


End 


23524 




Name 


OJ000113 08 . 0426.C3 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


7 ~ 


End 


691 




GI 


none 


Score 


117 




Exons 


-7. .381, 45. .266, 46. .540, 47 


..580, 50., 


.580, 589. .690, 593. .6' 




641 . . 679 








Seq. No. 


57044 


Seq. ID 


OJ000113_08.0426 


.C3 


Gene No. 


119484 


Strand 






Start 


20824 


End 


23524 




Name 


OJ000113 08.0426.C3.o3. ts 


Method 


TBLASTX .-Soybean 




Start 


71 " 


End 


532 




GI 


none 


Score 


338 




Exons 


71. .532, 100. .261, 101. .262, 


328 . . 444 






Seq. No. 


57044 


Seq. ID 


OJ000113_08.0426 


.C3 


Gene No . . • 


119484 . 


Strand 






Start ' 


20824 


■ End 


23524 




Name 


OJ000113 08.0426.C3.o3.tc 


Method 


TBLASTX: Cress 




Start 


113 ~ 


End 


529 




GI 


none 


Score 


211 




Exons 


113. . 529 








Seq. No. 


57044 


Seq. ID 


OJ000113_08.0426 


.C3 


Gene No. 


119484 


Strand 






Start 


20824 


End 


23524 




Name 


OJ000113 08.0426.C3.o3.tw 


Method 


TBLASTX: Wheat 




Start 


131 


End 


295 




GI 


none 


Score 


210 




Exons 


131. .295, 145. .288, 149. .292 








Seq. No. 


57044 


Seq. ID 


OJ000113J)8.0426 


.C3 


Gene No. 


119484 


Strand 






Start 


' 20824 ' 


End ' 


23524 




Name 


OJ000113 08.0426.C3.o4. tw 


Method 


TBLASTX: Wheat 




Start 


314 


End 


655 




GI 


none 


Score 


96 





57617 




Exons 314. .400, 398. .541, 407. .544, 566. .655, 592. .645 



Seq. No. 


57044 






Seq. ID 


OJ000113_08 . 0426. 


,C3 


Gene No. 


119484 






Strand 






Start 


20824 






End 


23524 




Name 


OJ000113_08 


.0426.C3.o5. 


. tm 


Method 


TBLASTX: Maize 




Start 


749 






End 


1039 




GI 


none 






Score 


296 




Exons ' 


749. . 1000, 


772.. 999, 9£ 


J9. . 


1039, 991 . . 


1038 




Seq. No. 


57044 






Seq. ID 


OJ000113_08.0426. 


C3 


Gene No. 


119484 






Strand 






Start 


20824 






End 


23524 




Name 


OJ000113_08 


.0426.C3.ol. 


ts 


Method 


• TBLASTX: Soybean 




Start 


767 






End 


1380 




GI 


5509260 






Score 


715 




Exons 


767 . . 1375, 


862. .1380, 1294 


. . 1380 






GI Descrip. 














Seq. No. 


57044 






Seq. ID 


OJOOO'113_08 . 0426. 


C3 


Gene No. 


119484 






Strand 


~~ 




Start 


20824 






End 


23524 




Name 


OJ000113 08 


.0426.C3.ol. 


tw • 


Method 


TBLASTX: Wheat 




Start 


896 






End^ 


1372 




GI 


none 






Score 


8 4 




Exons 


896. .985, 992. .1018, 1009. 


.1362, 1019 


. . 1366, 1025. .1153, 






1027. .1365, 


1196. .1372 










Seq. No. 


57044 






Seq. ID 


OJ000113_08 .0426. 


C3 


Gene No. 


119484 






Strand 


— 




Start 


20824 






End 


23524 




Name 


OJ000113 08 


.0426.C3.o4. 


tc 


Method 


TBLASTX: Cress 




Start 


988 






End 


1261 




GI 


none 






.Score 


195 




Exons 


988. .1131, 


989. .1261 










Seq.' No. . 


• 5:704 4 






Se4.. ID 


. OJ00011.3_08.0426., 


C3 : 


Gene No. . 


. 119484 






Strand. 






Start 


20824 






End 


23524 




Name 


OJ000113 08 


.0426.C3.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


, 1040 






End 


1507 




GI 


none 






Score 


571 




Exons 


• . 1040. .1507/ 


1040. .1159, 


1042. .1485, 1193. .1498 




Seq. No. 


57044 






Seq. ID 


OJ000113J)8.0426. 


C3 


Gene No. 


119484 






Strand 






Start 


20824 






End 


23524 




Name 


OJ000113 08 


.0426.C3.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


1553 






End 


1741 




GI 


none 






Score 


243 




Exons 


1553. .1741, 


1564. .1701, 


1644. .1724 






Seq. No. 


57044 






Seq. ID 


OJ000113_08.0426. 


C3 


Gene No. 


119484 






Strand 






Start 


20824 






End 


2352.4 




Name 


OJ000113 08 


.0426.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1556 






End 


1987 





57618 



GI 


none 




Score 


105 




Exons 


1556. .1717, 1730. .1987 








Seq. No. 


-57044 




Seq. ■ ID 


OJ000113_08.0426. 


C3 


Gene No. 


119484 




Strand 






Start 


20824 




End 


23524 




Name 


OJ000113 08. 0426. C3 . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


1742 




End 


2463 




GI 


none 




Score 


905 




Exons 


1742. .2404, 1744. .2418, 2305 


..2463, 2307. .2429 




Seq. No. 


57044 




Seq. ID 


OJ000113_08.0426. 


C3 


Gene No. 


119484 




Strand 






Start 


20824 




End 


23524 




Name 


OJ000113 08. 0426. C3. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


1751 




End 


2392 




GI 


none 




Score 


301 




Exons 


1751.. 2134, 1756.. 2127/ 1763 


..2134, 2168. .2392, 2176. .2343 


Seq. No. 


57044 




Seq. ID 


OJ000113_08.0426. 


C3 


Gene No. 


119484 




Strand 






Start 


20824 




End 


23524 




Name 


OJ000113 08.0426/.C3. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


1931 




End 


238 9 




GI 


none 




Score 


72 




Exons 


1931.. 2026, 2027.. 2158, 2144 


..2389, 2170.. 2337 




Seq. No. 


57044 *■ 




Seq. ID, 


OJ000113_08.0426. 


C3 


Gene No. 


119484 




Strand 






Start 


20824 




End 


23524 




Name 


OJ000113 08. 0426. C3. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


2027 




End 


2356 




GI 


none 




Score 


101 




Exons 


2027. .2149, 2044. .2145, 2168 


..2356, 2224. .2343, 2225. .2344 


Seq. No. 


57044 




Seq. ID 


OJ000113_08.0426. 


C3 


Gene No.. 


•119484 , 




Strand. 






Start 


■ • 20824 '. ' 




- End 


23524 ' 




Name 


OJ000113 08. 0426. C3. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


10391 




End 


11603 




GI 


none 




Score 


164 




Exons 


10391. .10537, 10395. 


.10538, 


10682. .107 92, 10864. .10917, 






11149. .11253/ 11150. 


.11260, 


11152. .11262, 11322. .11432, 






11332. .11433, 11348. 


,11449, 


11523. .11585, 11534. .11596, 






11541. .11603 










Seq. No. 


57044 




Seq. ID 


OJ000113JD8.0426. 


C3 


Gene No. 


119484 




Strand 






Start 


20824 




End 


23524 




Name 


OJ000113 08. 0426. C3. 


ol.'tc 


Method 


TBLASTX: Cress 




Start 


10395 




End 


14963 




GI 


none 




Score 


188 




Exons 


■ 10395. . 10538, 10433. 


.10537, 


10682. .10783, 10721. .10783, 






10863. . 10934, 10864. 


.10935, 


11104. .11253, 11105. .11260, 






11111. . 11260, 11112. 


.11261, 


11113. . 11262, 11347.'. 11433, 






11348. . 11449, 11540. 


.11632, 


11541. .11642, 12053. .12232, 






12055. . 12123, 12066. 


.12233, 


12309. .12365, 12310. .12360, 





57619 



12370. .12438, 12375 124 31, 12732 12812, 12733 12813 , 
12893. .13009, 12897 13028, 14587 .. 14778, 14 588 .. 1477 9, 
14717. .14782, 14871.. 14963 



Seq. No. 


57044 




Seq. ID 


OJ000113_08.0426, 


,C3 


Gene No. 


119484 




Strand 






Start 


20824 




End 


23524 




Name 


OJ000113 08. 04-26. C3. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


10742 




End ' 


11588 




GI 


none 




Score 


. 64 




Exons 


10742. . 10783, 10864 . 


. 10914, 


11149. .11262, 11150. .11260, 






11332. .11433, 11348. 


.11449, 


11534 . .11587, 11541.. 11588 




Seq. No. 


57044 




Seq. ID 


OJ000113_08. 042-6. 


. C3 


Gene No. 


119484 




Strand 






Start 


20824 




End 


23524 




Name 


OJ000113 08. 0426. C3. 


o9. tm 


Method 


TBLASTX: Maize 




Start 


12066 




End 


12959 




.GI 


none 




Score 


160 




Exons 


12066. .12-233, 12069. 


. 12233, 


12083. .12247, 12310 .. 12366, 






12315. .12359, 12376. 


. 12438, 


12379. .12423, 12733 .. 128 13, 






12897. .12959 










Seq.. No. 


57044 




Seq. .ID 


OJ000113_08.0426. 


.C3 


Gene No. 


119484' 




Strand 






Start ■ 


20824 




End 


23524 




Name 


OJ000113 08. 0426. C3. 


06 . ts 


Method 


TBLASTX: Soybean 




Start 


45T068 




End 


12959 




GI- 


none 




Score 


140 




Exons 


12068. .12247, 12087. 


.12233, 


12309. .12431, 12310. .12438, 






12732. .12803, 12733. 


. 12813, 


12893. .12958, 12897.. 12959 




Seq. No. 


57044 




Seq. ID 


OJ000113_08.0426. 


,C3 


Gene No. 


119484 




Strand 






.'Start 


20824 




End 


23524 




Name 


OJ000113 08. 0426. C3. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


13415 




- End . 


13674 




GI 


none 




' Score 


194 




Exons 


13415. .13627, 13417. 


. 13623, 


13422. .13640, 13627.. 13674 




Seq. No. 


57044 




Seq. ID 


OJ000113_08.0426. 


, C3 


Gene No. 


119484 




Strand 






Start 


20824 




End 


.23524." 




Name 


OJ000113 08. 0426. C3. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


13726 




End 


14402 




GI 


none 




Score 


42 




Exons 


137 26.. 13767, 13749. 


. 13940, 


13775. .14137, 13778. .14137, 






14135. .14227, 14142. 


.14204, 


14152. .14220, 14269. .14400, 






14270. .14401, 14270. 


.14401, 


14271. .14402 




Seq. No. 


57044 




Seq. ID 


OJ000113_08.0426. 


,C3 


Gene No . 


119484 




Strand 






Start 


20824 




End 


23524 




Name 


OJ000113 08. 0426. C3. 


o5 . ts 


Method 


TBLASTX: Soybean ' 




Start 


14462 




End 


14948 




GI 


none 




Score 


37 




Exons 


14462. .14488, 14580. 


.14777, 


14581. .14709, 14582. .14779, 





57620 




14618. .14779, 14876 .. 14 947 , 14877. .14948 





Seq. No. 


57044 


Seq. ID 


OJ000113_08.0426, 


. C3 




Gene No. 


119484 


Strand 








Start 


20824 


End . 


23524 






Name 


OJ000113 08 . 0426.C3 .o7 . tm 


Method 


TBLASTX: Maize 






Start 


14584 


End 


14963 






GI 


none 


Score 


210 






Exons 


14584 . .14712, 14 588 .. 14779, 


14615. . 14779, 14871. .14963 






Seq. No. 


57044 - 


Seq. ID 


OJ000113_08.0426, 


. C3 




Gene No. 


119484 


Strand 








Start 


20824 


End 


23524 






Name 


OJ000113_08 . 04 26 .C3 . o4 ,gs 


Method 


GENSCAN- 






Start 


20824 


. End 


23524 






GI 


none 


Score 


.5 






Exons 


20824 .. 21405, 21739 21876, 


23211. .23524 


- 




Seq. No. 


57045 


Seq. ID 


OJ000113__08.0426. 


.C4 




Gene No. 


119485 


Strand 


+ 






Start 


1 


End 


1434 






Name 


OJ000113_08 . 0426. C4 .ol .np 


Method 


AAT/NAP 






Start 


1 


End 


1434 






GI 


5042463 


Score 


400 






Exons 


1..21, 248. .439, 1149. .1304 


, 1351. .1434 






GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




ru 


Seq. No. 


57045 


Seq. ID 


OJ000113_08.0426. 


.C4 




Gene No. 


119486 


Strand 


+ 






Start 


3971 


End 


6236 




"sr 


Name 


OJ000113 08.0426.C4.o2.np 


Method 


AAT/NAP 




f y 


Start 


3971 


End 


6236 






GI . 


4406814 


Score 


368 




H 


Exons 


3971. .4205, '6115. . 6236 








r ^ 


GI Descrip. 


(AC006201) putative peptidyl-prolyl cis-trans isomerase 








[Arabidopsis thaliana] 








i ^ * 


. Seq. No. 


57045 • 


Seq. ID 


OJ000113_08.0426, 


,C4 


-= '-ZZ. 


Gene No. 


119487 


Strand 


+ 






Start 


6858 


End 


7098 






Name 


OJ000113 08.0426.C4 .o2.gp 


Method 


AAT/GAP 






Start 


6858 


End 


7098 






GI 


2442637 


Score ■ 


445 ■ - 






Exons 


6858. .7098 










Seq. No. 


57045 


Seq. ID 


OJ000113_08.0426. 


, C4 




Gene No. 


119488 


Strand 


'+ 






Start 


7547 


End 


8670 






Name 


OJ000113 08.0426.C4.o3.gp 


Method 


AAT/GAP 






Start 


'7547 


End 


8670 






GI 


3107515 


Score 


655 






Exons 


7547.. 7760, 8537.. 8670 










Seq. No. 


57045* 


Seq. ID 


OJ000113JD8.0426. 


,C4 




Gene No. 


119489 


Strand 


+ 






Start 


9029 


End 


10388 






Name 


OJ000113 08.0426.C4 .o4 .gp 


Method 


AAT/GAP 





57621 




Start 


9029 








End 


10388 


GI 


none 








Score 


1165 


Exons 


902y . . ynu, 


A 1 O A 

y io y . 


. yjoo, 


A Q A O 

y o y o . 


.10023, 10124.. 10388 


Seq. No. 


57045 








. Seq. ID 


OJ000113_08.0426.C4 


Gene No. 


119490 








Strand 


+ 


Start 










End 


12909 


Name . 


/^tAAAIIO AO 

OJ000113 08. 


0426. 


C4 .o2. 


gs 


Method 


GEN SCAN 


Start 


12210 








End 


12909 


GI 


none 








Score 


.41 


Exons 


1 A A 1 A 1 A "3 C /I 

12210 . . 12354 


, 12557. .12909 






Seq. No. 


57045 








Seq. ID 


OJ000113_08.0426.C4 


Gene No. 


119491 








Strand 




Start 


14 1 z>Z 








End 


14407 


Name 


/"\ T A A A 1 1 "D AO 

OJUUU113 Uo. 


0426. 


C4 .o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3961 








End 


6233 


GI 


none 








Score 


236 


Exons 


oybl . . 4Uoo , 


3962 . 


.4213, 


4123 . 


.4206, 6113. .6232, 6114. .6233 


Seq. No. 


57045 








Seq. ID 


OJ000113_08.0426.C4 


Gene No. 


119491 








Strand 




Start 


14132 








End 


14407 


Name 


r>L T A A A 1 1 U AO 

OJUUU1 13 Do . 


0426. 


C4 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


TATA 

3979 








End 


■ 6365 


GI 


none 








Score 


254 


Exons 


A "7 A » O A /" 

3979 . .4206, 


3980. 


.4213, 


6113. 


.6247, 6114. .6242, 6115. .6249, 




6321 . .6365 












Seq. No. 


57045 








Seq. ID 


OJ000113_08.0426.C4 


Gene No. 


119491 








Strand 




Start 


1 A 1 *3 O 

14 LoZ 








End 


14407 


Name 


/^\TAAAT"I'D AO 

OJ000113 Oo. 


0426. 


C4 ,o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3986 








End 


6247 


GI 


none 








Score 


219 


Exons 


jyoD . . 4213 , 


3994. 


.4206, 


6113. 


.6247, 6114. .6239 


Seq. No. 


57045 - 








Seq. ID 


OJ000il3_08.0426.'C4 


Gene No. 


1194 91 








Strand 




Start 


14132 








End 


14407 


Name 


OJ000113_08. 


0426. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


/ ODO 








End . 


9095 


GI 


none . . 








Score' 


138 . . 


Exons 


7658 . . 7750 , 


7659. 


.7772, 


7659. 


.7766, 8534. .8701, 8536. .8703, 




.8585 . . 8704 , 


8863. 


.8943, 


8864 . 


.8944, 88.72. .8946, 8879. .8944, 




8915 . . 9094 , 


8934. 


. 9095 








Seq. No. 


57045 








Seq. ID 


OJ000113_08.0426.C4 


Gene No. 


119491 








Strand 




Start 


1 A 1 "3 A 

14132 








End 


14407 


Name 


OJ000113 08. 


0426. 


C4 ,o2. 


tc 


Method 


TBLASTX: Cress 


Start 


8540 








End 


9226 


GI 


none 








Score 


•88 


Exons 


- 8540. .8686, 


8864. 


..9112, 


" 8881. 


.9114,* 9172. .9225, 9185. .9226 


Seq. No. 


57045 








Seq. ID 


OJ000113_08.0426.C4 


Gene No. 


119491 








Strand 





57622 



Start 
Name 
Start 
GI 

Exons 



14132 

OJ000113_08 . 0426 . C4 . ol . ts 
8864 
none 
8864. . 
9188. . 
9898. . 
10137. 



End 14407 
_ Method TBLASTX: Soybean 

End 10263 
-Score 126 

8962, 8872.. 8961, 8986 9114 , 8990.. 9112, 9187:. 9381, 
9388, 9188.. 9388, 9252.-9398, 9897.. 10025, 9897.. 10028, 



10035, 10121, 
.10229 



10225, 10123. .10221, 10132 10263 , 



OJ000113 08. 0426. C4 



Seq. No. 57045 Seq. ID 

Gene No. 119491 Strand 

Start 14132 End 

Name OJ000113_08 . 0426 . C4 . ol . tc Method 

Start 9251 End 

GI none Score 

Exons 9251.. 9388, 9274.. 9387, 9278.. 9394, 9279.. 9395, 9280 

9877. .10020, 9894. .10028, 9898. .10035, 10103 10207 , 

10121. .10222, 10126. .102,15 



14407 

TBLASTX: Cress 

10222 

189 



,9396, 



Seq. No. 57045 
Gene No. 119491 
Start 14132 ■ 

Name . OJ000113_08 . 0426 . C4 . ol . tm 
Start 9353 
GI none 

.Exons ■ 93S3..9388, 9896.. 10006, 9897. 

10121.. i.0231 



Seq. ID OJ000113_08.0426.C4 
Strand 
End 

•Method 
End 
Score 

..10034, 9898.. 10035, 10115 10222, 



14407 

TBLASTX: Maize 

10231 

66 

9898.. 10035, 10115, 



Seq. No. 57045 Seq. ID 

Gene No. 1194 91 Strand 

Start 14132 End 

Name 0 JO 0011 3_0 8.0426.C4.o3.gs Me t hod 

Start 14132 End 

GI none Score 

Exons 14132. .14407 



OJ000113_08.0426.C4 

14407 
GENSCAN 
14407 
.42 



Seq. . No. 


. 57046 


. Seq.- ID . 


OJ0001-13_08 : . 


0426 


.C5 


Gene No . 


119492 


Strand 


+ 






Start 


112 


End 


1992 






Name 


OJ000113 08.0426.C5.ol.np 


Method 


AAT/NAP 






Start 


112 


End 


1992 






GI 


4090200.. 


Score 


280 






Exons 


112. .482, .1966. .1992 










GI Descrip. 


(AJ012310) WUSCHEL protein 


[Arabidopsis 


i thaliana] 






Seq. No. 


57046 


Seq. ID 


OJ000113_08. 


0426 


,C5 


Gene No. 


119492 


Strand 


+ 






Start 


112 


End 


1992 






Name 


OJ000113 08.0426.C5.ol.gs 


Method 


GENSCAN 






Start 


127 


End 


1176 






GI 


none 


Score 


.82 






Exons 


127. .159, 252. .510, 612. .733, 814. .1176 






Seq. No. 


57046 


Seq. ID 


OJ000113_08. 


0426 


.C5 


Gene No. 


119493 


Strand 


+ 






Start 


6498 


End 


6830 






Name 


OJ000113 08.0426.C5.o3.gs 


Method 


GENSCAN 







57623 



Start 


6498 


End 


6830 




GI 


none 


Score 


.78 




Exons 


6498. .6830 








Seq. No. 


57046 


Seq. ID 


OJ000113 08.0426. 


C5 


Gene No. 


119493 -'T' 


Strand 


+ 




Start 


6498 


End 


6830 




Name 


OJ000113 08.0426.C5.o3.np 


Method 


AAT/NAP 




Start 


6498 


End 


6827 - 




GI 


7486045 


Score 


624 




Exons 


6498. .6827 








GI Descrip. 


hypothetical protein F23F1.8 


- Arabidopsis thaliana 






gi I 3420051 Igb IAAC31852.il (AC004680) unknown protein 






[Arabidopsis thaliana] 








Qprj Mo 


57046 


Seq. ID 


OJ000113_08.0426. 


C5 


Gene No. 


119494 


Strand 


- 




Start 


533 


End 


5203 




Name 


OJ000113 08.0426.C5.o2. tc 


Method 


TBLASTX: Cress 




Start 


209 


End 


416 




GI 


none 


Score 


301 




Exons 


209. .391, 210. .416, 310. .393 








Cprr Kin 


57046 * 


Seq. ID 


OJ000113JD8.0426. 


C5 


Gene No. 


119494 


Strand 






Start 


533 


End 


5203 




Name 


OJ000113 08.0426.C5.o2.ts 


Method 


TBLASTX : Soybean 




Start 


215 


End 


416 




GI 


none 


Score 


74 




Exons 


215. .274, 216. .275, 267. .416 


, 278. .385 






Seq. No. 


57046 


Seq. ID 


OJ000113_08.0426. 


C5 


Cpnp No 


119494 


Strand 






Start 


533 


End 


5203 




Name 


OJ000113 08.0426.C5.o2.np 


Method 


AAT/NAP 




Start 


533 


End 


4752 




GI 


66.4819.8 


Score' 


380 . 




Exons 


533.-553, 2507.. 2576, 2900.. 


2999, 4343 


. .44'48," 4560. .4752' 


GI Descrip. 


(AC013483) unknown protein [Arabidopsis thaliana] 






57046 


Seq. ID 


OJ000113JD8 .0426. 


C5 


Gene No. 


119494 


Strand 






Start 


533 


, End 


5203 




Name 


OJ000113 08.0426.C5.o2.gs 


Method 


GENSCAN 




Start 


24 8.1 


End 


5203 




GI 


none 


Score 


.75 




Exons 


2481. .2576, 2900. .2999, 4343 


..4448, 4560. .4876, 5100. .5203 




57046 


Seq. ID 


OJ000113_08.0426. 


C5 


Gene No. 


119495 


Strand 






Start 


6473 


End 


6899 




Name 


OJ000113 08.0426.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


6473 


End 


6899 




GI 


none 


Score 


414 




Exons 


6473..6877, 6479. .6847, 6480 


. .6899 






Seq. No. 


57046 


Seq. ID 


OJ000113_08.0426. 


C5 



57624 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



119-4 95 " " Strand 

6473 End 

OJ000113_08.0426.C5.ol.ts Method 

6476 End 

none" Score 



6899 

TBLASTX : Soybean 

6782 

268 



6476.. 6763, 6496.. 6663, 6497.. 6781, 6498.-6782 



Seq. No. 57046 

Gene No. 119495 

Start 6473 

Name OJ000113_08 . 042 6 . C5 . ol . tc 

Start 6519 

GI none 
Exons 



Seq. ID OJ000113_08 .0426.C5 
Strand 

End 6899 

Method TBLASTX: Cress 

End 68'47 

Score 126 



6519.. 6614, 6539.. 6613, 654 1 .. 6624 , 6610 6669, 6611. .'6847, 
6612". .6830 



Seq. No. 57047 

Gene No. 119496 

Start 1842 

Name OJ000113_08 .0426.C6 . ol .gs 

Start 1842 

GI t none 
Exons 



Seq. ID OJ000113_08.0426.C6 

Strand + 

End • 3929 

Method GENSCAN 

End 3361 

Score .99 



1842. .2051, 2137. .2261, 2347. .3361 



Seq. -No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name . . : 
Start" 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.57047 - 5 

119496 

1842 

OJ000113_08.0426.C6.ol.np 

1842 
6562270 



Seq. ID OJ000113_08.0426.C6, 

Strand + 

End 3929 

Method AAT/NAP 

End 3929 

Score 128 



1842. .2051, 2134. .2261, 2347. .2621, 2652. .2702, 3888. .3929 
(AL132980) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000113_08.0426.C6 

Strand + 

End 3929 

Method AAT/GAP- ; 

End' ' 3011 

Score 839 



57047 
119496 
1842 

OJ000113_08. .04-26.. C6.ol.gp 
2562 '' " ' 
LIB3431-023-P1-K1-B10 
2562. .3011 

'20153/emb 1X57919 | OS12RG14R 8.0e-83 O.sativa random single-copy 
DNA fragment 12RG143R' 



57047 

119497 ... 
3109 

OJ000113_08.042 6.C6.ol.tm 

1831 

none 



Seq. ID OJ000113_08.0426.C6 
• Strand • - 
End 3533 
Method TBLASTX : Mai ze 
End 2220 
Score 213 



1831. .2043, 1833. .2054, 1841. .2047, 2134. .2217, 2154. .2219, 
2155. .2220 



Seq. No. 57047 
Gene No. * 119497 

Start . 3109 

Name OJ000113_08 . 0426 . C6 . ol . ts 

Start 1831 



Seq. ID OJ000113_08 .0426.C6 
Strand 

End 3533 

Method TBLASTX : Soybean 

End 2048 



57625 






GI 


none 








Score 


72 






Exons 


1831 . . 2037, 


1832 


O n A "7 

. . 2U4 / , 


i q -3 *3 
1833 . 


. ZU4 o 








Seq. No. 


57047 ^ 








Seq." ID 


OJ000113 


_08.0426.C6 




Gene No. 


119497" 








Strand 








Start 


3109 








End 


3533 






Name 


OJ000113_08. 


.0426 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2918 








End 


3502 






GI 


none 








Score 


113 






Exons 


2918 . .2971, 


2939 


. . 3076, 


2968 . 


.3081, 2970. .3164, 


3077 . .3169, 






3088 . . 3168, 


3164 


. . 3322, 


3164 . 


.3283, 3169. .3288, 


3302 . .33/3, 






3361 . . 3402, 


3362 


. .3400, 


3363 . 


.3401, 3449. .3502' 






• Seq. No; 


57047 








Seq. ID 


OJ000113_ 


0 0 . U 4 2 0 . C 0 




Gene No. 


119497 








Strand 


- 






Start 


3109 








End 


3533 






Name 


OJ000113_08 , 


, 0426 


. C6 . o2 . 


gp 


Method 


AAT/GAP 






Start 


3109 








End 


3533 






GI 


none 








Score 


819 






Exons 


3109 . . 3533 
















Seq. No. 


57048 








Seq. ID 


OJ000113_ 


08 . 0426 . C7 




Gene No. 


119498 








Strand 


+ 






Start 


538 








End 


1259 




Vs? 


Name 


* OJ000113 08, 


.0426 


,C7 ,ol . 


gs 


Method 


GENSCAN 




p IS 


Start 


538 








End 


1259 




rU 




none 








Score 


.46 






Exons 


* 538.. 553, 1030.. 


1259 






-t. — 






Seq. No. 


57048 








Seq. ID 


"OJ000113. 


08 . 0426 . C7 




Gene No. 


119499 








Strand 


_ 




f'J 


Start 


2255 








End 


2522 






Name 


OJ000113 08. 


.0426 


. C7 . ol . 


gp 


Method 


AAT/GAP 




fii 


Start 


2255 








End 


2521 






GI 


none 








Score 


375 






Exons 


2255. .2521 














W 


Seq. No. 


57048 ' " " 








Seq.'- ID 


OJ000113 


08 . 042 6 . C7 




Gene No. 


119499 








Strand 








Start 


2255 








End 


2522 




ts-w 


Name 


OJ000113 08. 


.0426 


.C7 . o2 . 


gp 


Method 


AAT/GAP 






Start 


2334 








End 


2522 






GI 


1632034 








Score 


29.6- , ■ 






Exons 


2334. .2522 
















Seq. No. 


57049 








Seq. ID 


OJ000113 


_08.0426.C8 




Gene No. 


119500 








Strand 


+ 






Start 


2884 








End 


2998 






Name 


OJ000113 08. 


.0426 


,C8.o3. 


gp 


Method 


AAT/GAP 






Start 


2884 








End 


2998 






GI 


none 








Score 


197 






Exons 


2884. .2998 
















Seq. No. 


57049 








Seq. ID 


OJ000113 


_08.0426.C8 




Gene No. 


119501 








Strand 








Start 


1 








End 


6624 






Name 


OJ000113 08, 


.0426 


.C8.ol. 


np 


Method 


AAT/NAP 





57626 



Start 1 End 2173 

GI 7262680 Score 99 

Exons .*1. ? .67, 1296.. 1489, 1973.. 2173 

GI Descrip. (AC012188) Strong similarity to an unknown protein from 
Arabidopsis thaliana gb | AC002521 .2 and contains IQ 
calmodulin-binding PF| 00612 motifs. ESTs gb | AA395022, gb|T41893 
come from this gene 



Seq. No. ' 


57049 




Seq. ID 


OJ0001'13_08.'0426.C8 


Gene No. 


119501 




Strand 




Start 


1 




End 


6624 


Name 


OJ000113_08 . 0426 . C8 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


16 




End 


333 


GI 


none 




Score ' 


76 


Exons 


16. .75, 17 . . 79, 18 . .80, 


28 . . 


84, 65. .106, 66. .110, 67. .111, 




/— ■— J -1^1'^ 1 1 /"\ -1 **} "1 I'll 

67. .132, 110. .331, 111. 


. 332 , 


112. .333 




Seq. No. 


57049 




Seq. ID 


OJ000113 08 . 04 2 6 ..C8 


Gene No. 


119501- 




' Strand 




Start 


1 




End 


6'624 


Name 


OJ000113 08.0426.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


47 




End 


933 


GI 


none 




Score 


1653 


Exons 


47. .933; 








Seq. No. 


57049 




Seq. ID 


OJ000113_08 . 04 2 6. C8 


Gene No. 


119501 




Strand 


— 


Start 


1 




End 


'6624' 


Name 


OJ000113 08.0426.C8.ol. 


gs 


Method 


GENSCAN 


Start 


220 




End 


6624 


GI 


none 




Score 


.72 


Exons 


220. .839, 893. .1448, 1533. .1589, 2283.. 


2996, 4465. .4648, 




4960. .5093, 6378. .6513, 


6548 


. .6624 




Seq. No. 


57049 




Seq. ID 


OJ000113_08.0426.C8 


Gene No. 


119501 




Strand 




Start 


• . 1 ' • . , ' ■ "... 




End ■ 


6624. 


Name,. 


OJ000113 08.042 6.C8.ol. 


tm 


Method 


TBLASTX: Maize " " ■' 


Start 


339 




End 


6301 


GI 


none 




Score 


46 


Exons 


339. .719, 340. .405, 499 


. .726 


, 508. .726, 


724. .789, 725. .805 




790. .840, 791. .838, 835 


. .993 


, 835. .987, 


840. .1043, 9-90. .11! 




1003. .1194, 1100. .1195, 


6224 


. .6301 




Seq. No. 


57049 




Seq. ID, 


OJ000113_08.0426.C8. 


Gene No. 


119501 




Strand 




Start 


1 




End 


6624 


Name 


OJ000113 08.0426.C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1373 




End 


2447 


GI 


none 




Score 


111 


Exons 


1373. .1450, 1373. .1450, 


1377 


..1451, 1515. .1565, 1516. .1569 




1534. .1566, 1977. .2171, 


2012 


..2152, 2023. .2190, 2304. .2447 




2324,.2446 








Seq. No. 


57049 




Seq. ID 


OJ000113_08.0426.C8 


Gene No. 


119501 




Strand 




Start 


1 




End 


6624 



57627 



Name 

Start 

GI 

Exons 



OJ000113_08.0426.C8.ol. tw 
2418 

none r 

2418. .2543, 24 18 2576, 24 60 . 

2478. .2642, 2490. .2678, 2502. 

2573.. 2656, 2676.-2774, 2689. 

2733. .2864, 2734. .2865, 2734. 

2859. .2993, 2859.-2996 



Method TBLASTX : Wheat 
End 
Score 



2996 
60 



,2600, 2460. .2600, 2478. .2642, 

,2741, 2508. .2690, 2558. .2728, 

,2769, 2703. .2798, 2704. .2790, 

,2865, 2765.. 2887, 2855.. 2992, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57049 Seq. ID 

119501 Strand 

1 End 

OJ000113_08 . 0426 . C8 . o2 . gp Method 

2427- ' • End 

64866_1.R1084 Score 
2427. .2828 

'475784 2.0e-13 (M99575) 85 kDa protein [Babesia bovis] 



OJ000113_08 .0426.C8 

6624 
AAT/GAP 
2828 ■ 
708 



57050 
119502 
1 

OJ000113_08.042 6.C9.ol.np 
1 

2494610 
1..369 

CELL DIVISION PROTEIN FTSZ CHLOROPLAST HOMOLOG PRECURSOR 
gi 1 1079732 (U39877) cpFtsZ [Arabidopsis thaliana] 



Seq. ID OJ000113_08 .0426.C9 

Strand + 

End 369 

Method AAT/NAP 

End .369 

Score ''18 9 



57050 Se<j- ID 

119502 Strand 
1 End 
OJ000113_08 . 0426 . C9 . ol . gp Method 
111 End 
72509JL.R1084 Score 
111. .280 

, 2494610/sp|Q42545 | FTSZ_ARATH 9.0e-72 CELL DIVISION PROTEIN FTSZ 
CHLOROPLAST HOMOLOG PRECURSOR >gi_1079732 (.U39877.) cpFtsZ 
[Arabidopsis thaliana] 1 



OJ000113_08.0426.C9 
+ 

369 

AAT/GAP 

280 

296 



Seq. No. 57050 Seq. ID 

Gene No. 119503 Strand 

Start 1578 End 

Name OJ000113_08/0426.C9. ol . gs ■ ■ Method 

Start ■ 1578 End 

GI none . Score 
Exons 



OJ000113_08.0426.C9 
+ 

5431 

GENSCAN . . 

5431 

.84 



1578. .1647, 2041. .2218, 2782. .2834, 3046. .3184, 4561. .4640, 
5199. .5431 



Seq. No. 57050 

Gene No. 119504 

Start 12107 

Name OJ000113_08 . 0426 . C9 . o3 . np 

Start 12107 

GI ...... . 6553892 

Exons 12107. .12205, 13005 .. 13265, 
GI Descrip. 



Seq. ID OJ000113_08.0426.C9 

Strand + 

End 15017 

Method AAT/NAP 

End 14890 

Score 446 
13332. .14003, 14822. .14890 



(AC012563) putative S-adenosyl-L-methionine : salicylic acid 
carboxyl methyltransf erase [Arabidopsis thaliana] 



57628 






Seq. No. 


57050 


Seq.. ID 


OJ000113_08.0426 


.C9 




Gene No. 


119504 


Strand 


*+ . 






Start 


12107 


End 


15017 






Name 


OJ000113 08.0426.C9.o2.gp 


Method 


AAT/GAP 






Start 


14752 


End " 


15017 






GI 


uC-osflcyp080h06al 


Score 


511 






Exons 


14752. . 15017 










GI Descrip. 


' 4 105124 /gb|AF04 3347 IAF04334 7 


3.'0e-17 


Zea' mays cell wall '' 






invertase (incw4) gene, complete cds 1 








Seq. No. 


57050 


Seq. ID 


OJ000113_08.0426, 


.C9 




Gene No. 


119505 


Strand 








Start ■ 


5686 • 


End 


6568 






Name 


OJ000113 08.0426.C9.o2.gs 


Method 


•GENSCAN 






Start 


5686 


End 


6568 






GI 


none 


Score 


.93 






Exons 


5686. .5855, 6415. .6568 










Seq. No. 


57050 


Seq. ID 


OJ000113 08.0426, 


.C9 




Gene No. 


119506 


Strand 








Start 


• 8487 


End 


11646 






Name 


OJ000113 08.0426.C9.o2.np 


Method 


AAT/NAP 




%xS 


Start 


8487 


End 


11646 




1 ,"s 


GI 


6006381 


Score 


206 




a =s 
: ; s 


Exons 


8487. .8659, 11381. .11646 








fy 


GI Descrip. 


(AP000.559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


57050 


Seq. ID 


OJ000113_08.0426, 


.C9 




Gene No. 


119507 


Strand 


— 




v3 


Start 


15788 


End 


16120 




s y 


Name 


OJ000113 08.0426.C9.o2.tc 


Method 


TBLASTX: Cress 






Start 


110 


End 


257 




n 

f H 


GI 


none 


Score 


213 






Exons 


110. .247, 111. .257 








Li 


Seq. No. 


57050 


Seq. ID 


OJ000113_0 : 8.0426, 


.C9. 




Gene No. 


119507 ' • 


Strand 






r 'H 


Start 


15788 


End 


16120 




f 


Name 


OJ000113 08.0426.C9.o2.ts 


Method 


TBLASTX: Soybean 






Start 


110 


End 


257 






GI 


none 


Score 


212 






Exons 


110. .244, 111. .257 










Seq. No. 


57050 


Seq. ID. 


OJ000113_08.0426. 


,C9 




Gene No. 


119507 


Strand 








Start 


15788 


End 


16120 






Name 


OJ000113 08.0426.C9.ol.tc , 


Method 


TBLASTX: Cress 






Start 


12122 


End 


13256 






GI 


■ none 


Score 


79 






Exons 


12122. . 12193, 13005. .13076, 13059 .. 13256, 13067. .13246 






Seq. No. 


57050 


Seq. ID 


OJ000113_08.0426. 


C9 




Gene No. 


119507 


Strand 








Start 


15788 


End 


16120 






Name 


OJ000113 08.0426.C9.ol.ts 


Method 


TBLASTX: Soybean 






Start 


13193 


End 


13571 





57629 






GI 


4396917 


Score 


125 






Exons 


13193. .13264, 13194 .. 13268, 13335 .. 13571, 1334 6 .. 1354 9, 








13368 . .13571 










GI Descrip. 


29824 64/emb_CAA18228_ 3.0e-23 : 


(AL022223) putative protein 






[Arabidopsis th'aliana] 










Seq. No. 


57050 


Seq. ID 


OJ000113_08 . 0426. 


C9 




Gene No. 


119507 


Strand 


— 






Start 


15788 


End 


16120 






Name 


OJ000113_08 . 042 6.C9.o5 . gs 


Method 


GENSCAN 






Start 


15788 


End 


16120 






GI 


none 


Score 


.42 






Exons 


15788.. 157 93, 161 18.. 16120 










Seq. No. 


57051 


Seq. ID 


OJ000113_08.0426. 


C10 




Gene No. 


119508 


Strand 








Start 


479 


End 


837 






Name 


OJ000113 08.0426.C10.ol.gp 


Method 


AAT/GAP 






Start 


479 


End 


765 






GI 


uC-osf lcyp0-80h'06al 


Score 


214 






Exons 


479. .552, 702. .765 










GI Descrip. 


•4105124/gb|AF043347 |AF043347 


•3.0e-17 


Zea mays cell wall 






'invertase (incw4) gene, complete cds 1 








Seq. No. 


57051 


Seg. ID 


OJ000113_08.0426. 


C10 




Gene No. 


119508 


Strand 






?li 


Start 


479 


End 


837 




f h 


Name 


OJ000113 08.0426.C10.ol.gs 


Method 


GENSCAN 






Start 


479 


End 


837 




~ » 


GI 


none 


Score 


.61 






Exons 


479. .552, 702. .837 








i y 
» 


Seq. No. 


57052 


Seq. ID 


OJ000113_08.0426. 


Cll 




Gene No. 


119509 


Strand 


+ 




-is? 


Start 


" 1 


End 


; 1682 






Name 


OJ000113 08.0426.Cll.ol.hp 


Method . 


AAT/NAP 




f — . 


Start 


1 


End ■ • 


1682 






GI ■ 


5052007 ' 


Score 


798 






Exons 


1..45, 134. .537, 642. .735, 813. .995, 1614. .1682 




; ■ E 


GI Descrip. 


(AF155121) apoplastic invertase [Oryza 


sativa subsp. indica] 




Seq. No. 


57052 


Seq. ID 


OJ000113_08.0426. 


Cll 




Gene No- 


119509 


Strand 


+ 






Start 


1 


End 


1682 






Name 


OJ000113 08.0426.Cll.ol.gs 


Method 


GENSCAN 






Start 


134 


End 


1025 






GI 


none 


Score 


.92 






Exons 


134. .537, 642. .735, 813. .1025 










Seq. No. 


57052 


Seq. ID 


OJ000113_08.0426. 


Cll 




Gene No. 


119509 


Strand 


+ 






Start 


1 


End 


1682 






Name 


OJ000113 08.0426.Cll.ol.gp 


Method 


AAT/GAP 






Start 


251 


End 


890 






GI 


LIB34 33-054-P1-K1-G10 


Score • 


807 






Exons 


251. .537, 642. .735, 813. .890 










GI Descrip. 


M80566/pir MS37047 5.0e-35 beta-f ructof uranosidase (EC 





57630 



T\l 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start"' 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3.2.1.26) - potato >gi_397631_emb_CAA80358_ (Z22645) 
beta-f ructofuranosidase [Solanum tuberosum] 1 



57052 

119510 

1822 

OJ000113_08.0426.Cll.o2.tm 
1 

none 



Seq. ID OJ000113_08.0426.C11 

Strand + 

End 2627 

Method TBLASTX: Maize 

End 1982 

Score 70 



1..60, 12. .50, 122. .328, 143. .319, 338. .364, 418. .486, 419. .490, 
662. .724, 812. .889, 813. .881, 884. .979, 903. .989, 911. .985, 
• 1933. . 1974, 1935. . 1982 



57052 

119510 

1822 

OJ000113_08.0426.Cll.o2. ts 
1 

none 



Seq. ID OJ000113_08.0426.C11 

Strand + 

End 2627 

Method TBLASTX : Soybean 

End 2627 

Score 70 



1..60, 1933. .1974, 1935. .1.982, 2238. .2306, 2240. .2305, 
2303. .2572, 2313. .2573, 2489. .2590, 2574. .2627 



57052 

119510,.: 

1822 

* OJ000113_08.0426.Cll.ol.tc 
4 

none 



Seq. ID OJ000113_08.0426.C11 

Strand + 

End 2627 

Method TBLASTX : Cress 

End 2627 

Score- 56 



4. .57, 122. .226, 230. .331, 374. .493, 412. .510, 640. .720, 
812. .961, 813. .989, 1923. .1973, 1933. .1974, 2238. .2306, 
2240. .2302, 2312. .2587, 2313. .2573, 2589.-2627 



57052 

119510 

1822. 

OJ000113_08..0426.Cll.ol.ts 

122 "' • 



Seq. ID OJ000113_08.0426.C11 

Strand + 

End 2 627 

Method. TBLASTX : Soybean 

End • - ■ 1003 • .. ■ 



none Score -165 

122. .334, 356. .538, 412. .537, 640. .714, 812. .1003, 813. .989 



57052 
119510 
1822 * 

OJ000113_08. 0426.Cll.o2.tw 

380 

none 



Seq. ID OJ000113_08.0426.C11 

Strand + . . 

End • 2627 

Method TBLASTX: Wheat 

End 989' 

Score 106 



380. .499, 412. .492, 494. .538, 640. .738, 812. .988, 813. .989, 
813. .989 



Seq. No. 57052 

Gene No. 119510 

Start 1822 

Name OJ000113_08 . 04 26 . Cll . o2 . gs 

Start 1822 

GI none 

Exons 1822.. 1975,. 2242.. 2557 



Seq. ID OJ000113JD8 . 0426.C11 

Strand + 

End 2627 

Method GENSCAN 

End 2557 

Score .83 



57631 




Seq. No. 


r t a r o 

57052 








oeq . 1 u 


nmnnii^ ns nd9fi PIT 


Gene No . 










Strand 


+ 


Start 


1822 • 








End 


2627 


Name 


OJ000113_08 


.0426 


.Cll.o2. 


.hp 


Method 


AAT/NAP ;. 


Start 


1 o o o 

1828 








End 


. 9fi97 

* £. OZ. f 


GI 


4105125 








Score 




Exons 


1828 . . 1979, 


2237 


. .2627 








GI Descrip. 


(AF043347) 


cell wall invertase; beta- 


rruc rosiaase , incwf* l^ 1 




mays] 












Seq. No. 


57052 








Seq. ID 


OJ000113_08.0426.C11 


Gene No. 


119510 








Strand 


+ 


Start 


1822 








End 


2627 


Name 


OJ000113 08 


.0426 


.Cll.ol. 


. tw 


Method 


TBLASTX: Wheat 


Start 


1921 








End 


2471 


GI 


none 








Score 


81 


Exons 


1921. .1974, 


1943 


. .1984, 


1944. . 


1973, 2238. .2471, 2240. .2455, 




2313. .2471 















Seq. No. 


57052 






Seq. ID 


OJ000113_08.0426. 


Cll 




Gene No. 


119510 






Strand 


+ 






Start 


1822 






End 


2627 






Name 


OJ000113 08 


.0426. Cll.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


2238 






End 


2619 






GI 


none 






Score 


4.21 






Exons 


2238. .2555, 


2240. .2554, 


2488 


. .2619, 2553. .2618 




= ] z 
\ 'Ji 

r 


Seq. No. 


57053 






Seq. ID 


OJ000113_08.0426. 


C12 




Gene No. 


119511 






Strand 


+ 






Start 


. 1 






End 


6025 






Name 


OJ000113 08 


.0426.C12.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


1309 






. GI 


5052007 






Score 


966 






Exons 


1..243, 344 


..747, 884.. 


977, 


1058. .1309 






i , s 


GI Descrip. 


(AF155121) 


apoplastic invertase [Oryza 


sativa subsp.. indxca] 




Seq. No.. 


■ 57053 •• 






• Seq.- ID;, 


OJ000113_08.04 26. 


C12 




Gene' No. 


119511 • 






Strand 


+ 






Start 


1 






End 


6025 






Name 


OJ000113 08 


.0426.C12.ol 


. gs 


Method 


GENSCAN 






Start 


142 






End 


4226 






GI 


none 






Score 


.85 






Exons 


142.. 243, 344. .747, 884 


. . 977 


, 1058. .1270, . 2141. .2292, 








3097. .3286, 


3425. .3617, 


3765 


..4005, 405.8^.-4226 






Seq. No. 


57053 






Seq. ID 


OJ000113_08.0426. 


,C12 




Gene No. 


119511 






Strand 


+ 






Start 


1 






End 


6025 






Name 


OJ000113 08 


.0426.C12.o2 


.np 


Method 


AAT/NAP 






Start 


3118 






End 


6025 






GI 


7340881 






Score 


189 






Exons 


3118. .3196, 


3658. .3802, 


3933 


..4250, 5973. .6025 






GI Descrip. 


(AP001551) 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


57053 






Seq. ID 


OJ000113_08.0426. 


.C12 




Gene No. 


119511 






Strand 


+ 






Start 


1 






End 


6025 





57632 



j 



Name OJ000113_08 . 0426 . C12 . o4 . np Method AAT/NAP 

Start 5105 End 5195 

GI ^ 6721561 Score" 137 

Exons 5105.. 5195 : ■• 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a re_gion of the 
predicted gene.; hypothetical protein [Oryza sativa] 
' gi | 6815086 | dbj | BAA90372 . 1 | (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No.' 

Start 

Name 

Start, 

GI 

Exons 

GI ■ Descrip. 



57053 Seq. ID 

119512 Strand 

9628 End 
OJ000113_08.0426.C12.o3.gs • Method 

9628 End 

none Score 

9628. . 9654, 11022. .1104 5, 1174 3. .13110 



OJ000113_08 .0426.C12 
+ 

13110 
GENSCAN' 
13110 
.98 



Seq. ID 

Strand. 

End 

Method 

End 

Score 



OJ000113_ 
+ 

13110 
AAT/NAP 
13095 
393 



08.0426.C12 



57053 
119512 
9628 

OJ000113_08.0426.C12.o5.np 
11621 
7484689 
11621. .11814, 11926.V13095 

anthranilate N-benzoyltransf erase (EC 2.3.1.144) (clone pchcbtl) 
- clove pink gi | 2239083 | emb | CAB06427 . 1 | (Z84383) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus ] 
gi|2239087|emb|CAB06429.1| , (Z84385) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■ GI 

Exons 

GI Descrip. 



Seq. ID OJ000113_08.0426.C12 
Strand + 
End . 15724 
Method AAT/NAP 
- End 15724 
- ' .. Score ' 148 

13302.. 13411, 13546.. 13713; 15610.. 15724 
PHOTOSYSTEM- II P680 CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) 
gi|82629|pir| IS14140 priotosystem II chlorophyll a-binding 
protein psbB - wheat chloroplast gi I 12357 | emb | CAA3854 1 . 1 1 
(X54749) chlorophyll a-binding protein CP47 [Triticum aestivum] 



57053 

119513 

13302 

OJ000113_08 .04 26.C12.o6.np 

13302 

131277 



Seq. No. 


57053 




Seq. ID 


OJ000113 


Gene No. . 


119514 . 




.Strand 




Start 


5233 




' End 


9192 


Name 


OJ000113 08 


.0426.C12.o3.np 


Method 


AAT/NAP 


Start 


4983 




End 


9033 


GI 


4680183 




Score 


127 


Exons 


4983. .5072, 


8921. .9033 






GI Descrip. 


(AF111709) 


gag-pol protein 


[Oryza sativa subsp. 


Seq. No. 


57053 




Seq. ID 


OJ000113 


Gene No. 


•119514. 




Strand ' 




Start 


5233 




End 


. 9192 


Name 


OJ000113 08 


.0426.C12.o2.gs 


Method 


GENSCAN 


Start 


5233 




End 


• 9192 



indica] 



57633 



GI 

Exons 

Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 



none Score .43 

5233.-5338, 6262. .6325, 7175. .7227, 8512. .8587, 9135. .9192 



57053 

119515 

15364 

OJ000113_08.0426.C12.o4 .gs 

15364 

none 

15364.. 16704 



Seq. ID OJ000113_08.0426.C12 
Strand 

End 17.734 

Method GEN SCAN 

End 16704 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



57053 * Seq. ID OJ000113_08 . 04 26 . C12 

119515 Strand 

15364 End 17734- 

OJ000113__08 .0426.C12.o7.np Method AAT/NAP 

15394 End 17734 

7484692 Score 413 

15394. .16512, 17640. .17734 

anthranilate N-benzoyltransf erase (EC 2.3.1.144) - clove pink 
gi|2239089|emb|CAB06430.1| (Z84386) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus ] 
gi | 3288180 | emb | CAB114 66. 1 | (Z98758) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 



57053 - 

119516 

18977 

OJ000113JD8.0426.C12.ol.tc 

109 

none 

109. .243, 120. .236, 338. .565, 



OJ000113_08.0426.C12 
23192 

TBLASTX: Cress 

1234 

171 



Seq. ID 
Strand 
End 

Method 
End 
Score 

349..429, 466. .525, 578. .703, 



689. .748, 1045. .1125, 1058. .1234 



57053 

119516 

18977 

OJ000113_08> 0426 .C12 - ol . tm 
109' 
none 
109. . 
628. . 
1058. 



240, 338. .433, 349. .429, 
717, 629. .700, 698. .748, 
.1126, 1084. .1248, 1085. 



Seq. ID 
Strand 
End 

Method 
End 

Score 169 
448.-528, 449. 
875.-973, 876. 
.1249 



OJ000113 08.0426.C12 



,23192 

TBLASTX :.Maize 
1249 ' ' 



631, 
962, 



509. 
1045 



628, 
.1134, 



57053 
, 119516 
18977 

OJ000113_08.0426.C12.o2.ts 

109 

none 



Seq. ID OJ000113_08.0426.C12 



Strand 
End 

Method 

End 

Score 



23192 

TBLASTX : Soybean 

1249 

169 



109. .240, 338. .433, 349. .429, 448. .528, 449. .631, 509. .628, 
628. .717, 629. .700, 698. .748, 875. .973, 876. .962, 1045. .1134, 
1058. .1126, 1084. .1248, 1085. .1249 



Seq. No. 57053 Seq. ID 

Gene No. 119516 Strand 

Start 18977 End 

Name OJ000113 08 . 0426 . C12 . o2 . tw Method 



OJ000113_08.0426.C12 
23192 

TBLASTX: Wheat 



57634 




Start 


454 




End 


675 


GI 


none 




Score 


241 


Exons 


454. .663, 455. .673, 509. .673, 601. .675 




Seq. No. 


57053 ^ ' 




Seq. ID 


OJ000113_08.0426 


Gene No. 


119516 




Strand 




Start 


18977 




End 


23192 


Name 


OJ000113 08.0426.C12. 


o3 . tw 


Method 


TBLASTX: Wheat 


Start 


882 




End 


1234 


GI 


none 




Score 


87 


Exons 


9.82.. .980, 1035. .1172, 


1045. 


.1227, 1058 


. . 1234 


Seq. No. 


57053 




Seq. ID 


OJ000113 08.0426 


Gene No. 


119516 




Strand 


— 


Start 


18977 




End' 


23192 


Name 


OJ000113 08.0426.C12. 


ol. ts 


Method 


TBLASTX : Soybean 


Start 


11929 




End 


16506 


GI 


none 




Score 


85 


Exons 


11929. .12132, 12142.. 


12315, 


12334. .123 


63, 12475. .12816, 




12609. .12812, 12885.. 


13028, 


12886. .130 


89, 15400. .15642, 




15461. .15604, 15673.. 


15954, 


15677. .158 


77, 16145. .16306, 




16159. .16347, 16333.. 


16506 







La 



Seq. No. 57 053 

Gene No. 119516 

Start '18977 

Name - OJ000113_08 . 042 6 . C12 . o2 . tm 

Start 11932 

GI none 

Exons 11932. .12060, 12133 .. 12315, 
12513. .12716, 15701. .15952, 



Seq-. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 08.0426.C12 



23192 

TBLASTX: Maize 
16506 
71 

12334. .12363, 12475 .. 12732 , 
15757. .15954, 16145 16330, 



16159. .16329, 1 634 9 .. 16489, 16405.. 16506 



Seq. No. 57053 
Gene No. 119516 
Start 18977 

Name. OJ000113_08 : 0.426 . C12 . ol . tw 

Start' ' 12168 

GI none 

Exons 12168. . 12290, 12169. . 12291, 

12460. . 12528, 12520 .. 12597, 
16100. . 16174, 16187. .16306, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12301. .12378, 
15880. .16173, 
16192. .16305 



OJ000113 08.0426.C12 



23192 

TBLASTX: Wheat. 
16306 - 
148 



12322. 
15899. 



.12375, 
.16030, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



57053 
119516 
18977 

OJ000113_08 .04 2 6.C12.o5.gs 
18977 
none 

18977. .19035, 22692 



Seq. ID OJ000113_08.0426.C12 

Strand . - 
End' 23192 

Method GENSCAN 
End 23192 
Score .59 
22837, 22873..22963, 23126.. 23192 



57054 

119517 

2172 

OJ000323_04 .0424 .C3.ol.gs 

2172 

none 



Seq. ID OJ000323_04 .0424 .C3 
Strand 

End 8650 

Method GENSCAN 

End 8650 

Score .71 



57635 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
"Name 
Start 
GI 

Exons 



2172. .2203, 2490. .5550,. 6428. .6557, 8520. .8650 



57054 

119517 

2172 

OJ000323_04 . 0424 . C3 . ol . np 

2172 

7489083 



Seq. ID OJ000323_04.0424 .C3 
Strand 

End . 8650 

Method AAT/NAP 

End 5781 

Score 1452 



2172;. 4570, 4706. .5321, 5718. .5781 

disease resistance protein Cf-2.1 - currant tomato 
gi| 1184075|gb|AAC15779.1| (U42444) Cf-2.1 [Lycopersicon 
pimpinellifolium] gi 1 1587673 |prf | | 2207203A" Cf-2 gene 
[Lycopersicon esculentum] 



57054 Seq. ID 

119518 Strand 

9066 End 

OJ000323_04 .0424 .C3.ol. tm Method 

1666 End 

none Score 



OJ000323_04.0424.C3 
14308 

TBLASTX: Maize 

4983 

90 



1666. .1848, 1704. .1847, 2352. .2516, 2375. .2509, 2383. .2535, 

2542. .2853, 2546. .2851, 2803. .3000, 3109. .3222, 3148. .3294, 

3154. .3303, 3558.-3599, 3727. .3894, 3.937. .4104, 4591. .4683, 
4663. .4737, -4873. .4983 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323 04. : 0424.C3 



57054 
119518 
9066 

OJ000323J34 .0424 .C3.ol.tw 
1704 
none 

1704. .1847, 1705. .1869, 2159. .2515, 2173. .2520, 2535 
2542. .2592, 3157. .3333, 3257. .3499, 3394. .3519, 3397 
3760. .4032, 4483. .4683, 4672.-4737 



14308 

TBLASTX: Wheat 

4737 

74 



,2591, 
,3711, 



Seq. No. 


57054 










Seq. 


ID ;.OJ000323 


04. 0424. C3 


Gene No. 


119518 








Strand 








Start 


9066 










End 


14 308- 






Name 


OJ000323 04 


.0424 


C3.bl, 


tc 


Method TBLASTX: 


Cress 




Start 


2197 










End 


5211 






GI 


none 










Score 


' 50 








Exons 


2197. . 


2502, 


2299 


.2520, 


2299. 


.2511, 


2320. 


.2502, 


2380. 


.2487, 




2641. . 


2778, 


2641 


.2796, 


2650. 


.2796, 


2800. 


.2937, 


2800. 


.2-937, 




2801. . 


2854, 


2815 


.2934, 


2818. 


.2937, 


2860. 


.2949, 


2956. 


.3045, 




2956. . 


31.02, 


2962 


.3048, 


2962. 


.3048, 


2962. 


-.3048, 


2962. 


:3045, 




2963. . 


3070, 


2970 


.3065, 


3097. 


.3150, 


3106. 


.3147, 


3109. 


.3147, 




3131. . 


3283, 


314 3 


.3343, 


3145. 


.3333, 


3148. 


.3333, 


3148. 


.3336, 




3148. . 


3294, 


3148 


.3294, 


3148. 


.3333, 


3157. 


.3333, 


3166. 


.3336, 




3166. . 


3333, 


3179 


.3274, 


3181. 


.3333, 


3257. 


.3451, 


3329. 


.3484, 




3329. . 


3739, 


3394 


.4026, 


3394. 


.3921, 


3400. 


.4086, 


3400. 


.3654, 




3403. . 


4143, 


3460 


.3648, 


3475. 


.4242, 


3532. 


.4098, 


3541. 


.4266, 




3619. . 


4140, 


3688 


.4239, 


3689. 


.4066, 


3689. 


.3922, 


3820. 


.4239, 




3833. . 


4222, 


3883 


.4266, 


3886. 


.4266, 


3905. 


.4081, 


4121. 


.4231, 




4258. . 


4593, 


4258 


.4686, 


4258. 


.4698, 


4258. 


.4533, 


4258. 


.4677, 




4258. . 


4725, 


42 67 


.4683, 


4267. 


.4677, 


4268. 


.4360, 


4270. 


.4677, 




• 4339.. 


4683, 


4342 


.4683, 


4393. 


.4683, 


4459. 


.4683, 


4459. 


.4674, 




4475. . 


4651, 


4550 


.4660, 


4663. 


.5091, 


4669. 


.4800, 


4675. 


.5106, 



57636 





4681. 


.4995, 


4690 . 


. 5106, 


4768 . 


.5115, 


4846. 


.5121, 


4855. . 


5118, 




4909. 


.5106, 


5185 . 


. 5211 














Seq. No. 


57054 










Seq. 


ID OJ000323 


0.4. 0424. C3 


Gene No. 


11951* 










Strand 








Start 


9066 










End 


14308 






Name 


OJ000323 04 


. 0424 . 


C3.ol. 


ts 


Method * TBLASTX: 


Soybean 


Start 


2320 










End 


5163 






GI 


none 










Score 


69 








Exons 


2320. , 


.2514, 


2656. 


. 2793, 


2659. 


.2787, 


2662. 


.2796, 


2779. . 


3048, 




2800. , 


.2937, 


2803. 


.2919, 


2815 . 


.2934, 


2927. 


.3082, 


2948. . 


3067, 




3103. . 


.3150, 


3109. 


. 3159, 


3109. 


.3261, 


3127. 


.3333, 


314 8. . 


3333, 




3148. , 


.3279, 


3148 . 


. 3336, 


3148 . 


.3333, 


3166. 


.3333, 


3175. . 


3519, 




• 3185., 


.3340, 


• 3314. 


. 3496, 


3394 . 


.3639, 


3395. 


.3649, 


33-97. . 


3663, 




3400. . 


.4071, 


3400. 


. 4005, 


3400 . 


.3477, 


3400. 


.3807, 


3401. . 


3628, 




3469. . 


.3879, 


o c n o 


. obZl , 


Jo4 / . 


.3951, 


3553. 


.4215, 


3610. . 


4416, 




3613. . 


.4023, 


3688. 


.4095, 


3760. 


.4158, 


3904. 


.4266, 


3905. . 


4072, 




3905.., 


.4081, 


3905. 


.4231, 


3949. 


.4239, 


4202. 


.4267, 


4258. . 


4497, 




4258. , 


.4683, 


4258. 


.4653, 


4258. 


.4683, 


4258. 


.4602, 


4267. . 


4665, 




4267., 


.4683, 


4339. 


.4683, 


4339. 


.4680, 


4457'. 


.4645, 


l 4484. . 


4681, 




4552. , 


.4674, 


4552. 


.4674, 


4651. 


.4791, 


4660. 


.4953, 


4681. . 


5115, 




4687. , 


.5163, 


4735. 


.5112 















Seq. No. 57054 
Gene No. . 119518 
Start 9066 

Name OJ000323_04 . 0424 . C3 . o2 . tm 

Start 3394 
GI none 

Exons 3394.. 3555, 3400.. 3702, 3401, 

3604.. 3720, 4105.. 4224, 4108. 
4258. .4572 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 04. 04*24. C3 



14308 

TBLASTX: Maize 
4587 
77 

3529, 3439.-3555, 3604. 
4239, 4111. .4587, 4119. 



,3720, 
,4262, 



Seq. No. 57054 

Gene No. 119518 

Start 9066 

Name -.. OJ000323_04 . 0424 . C3'. o2 . gs 

Start 9066 • 

GI none 
Exons 



OJ000323 04. 0424. C3 



Seq. ID 
Strand 

End 14308 
■ Method GENSCAN 
. End ' 13945 
Score .66 

9066.. 9123, 9567.. 9639, 9714.. 9847, 10096 .. 1014 5, 10621 .. 10726, 
13334. .13488, 13782. .13945 



Seq. No. 57054 

Gene No. 119518 

.Start .9066 

Name . OJ000323_04 . 0424 . C3 . o2 . np 

Start 10615 

GI 5922620 

Exons 10615. . 10745, 13334 13629, 
GI Descrip. (AP000492) EST D15357 (C0514 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 04. 0424. C3 



14308. • 
AAT/NAP 
14308 
344 

13860. .13960, 14259 .. 14 308. 
corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj IBAA85196. 1 | (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.;, hypothetical 
protein [Oryza sativa] 



Seq.' No. 
Gene No. 



57055 
119519 



Seq. ID OJ000323_04 .0424 .C4 
Strand + 



57637 



Start 


1 


End 


75 








Name 


OJ000323 04.0424.C4.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


75 








GI 


6630699 


Score 


101 








Exons 


1..75 












GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 










gi| 6721536 |dbj IBAA89566.il (AP001073) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


57055 


Seq. ID 


OJ000323 


04 . 


A A O A 

. 0424 . 


. C4 


Gene No. 


119520 


Strand 


+ 








Start 


84 


End 


709 ' 








Name 


OJ000323J34 .0424 .C4 .ol.gs 


Method 


GENSCAN 








Start 


84 


End 


£ A O 

64z • 








GI 


none 


Score 


. 52 








Exons 


84. .129, 257. .405, 544. .642 












Seq. No. 


57055 


Seq. ID 


OJ000323_ 


04 . 


. 0424 , 


. C4 


Gene No. 


119520 


Strand 


+ 








Start 


84 


End 


709 








Name 


OJ000323 04.0424.C4.o2.np 


Method 


AAT/NAP 








Start 


202 


End 


709 








GI 


6539570 


Score 


160 








Exons 


202. .4.05,.. 643. .709 












GI Descrip. 


(AP000836) hypothetical prot 


ein [Oryza 


•sativa] 








beq. No. 


57056 


Seq. ID 


OJ000323_ 


04 , 


.0424, 


.C5 


Gene No. 


119521 


Strand 










Start 


1 


End 


13788 








Name 


OJ000323 04.0424 .C5.ol.np 


. Method 


AAT/NAP 








Start 


1 


End 


13788 








GI 


7489084 


Score 


1349 








Exons 


1..21, 675. .1161, 1207. .1791 


, 1864.. 3269, 12734. 


.12894, 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



13093. .13355, 13632.. 13788 

disease resistance protein Cf-2.2 - currant tomato 



gil 1184077 | gb | AAC15780 . 
. pimpinelli folium-]. ■ • ■ 



1| (U42445) Cf-2.2 [Lycopersicon 



57056 

119521 

1 

OJ000323_04 .0424 .C5.ol.tw 

714 

none 



OJ000323 04. 0424. C5 



Seq. ID 

Strand 
End 

Method 
■ End 
Score 

714. .1115, 715. .1113, 1455. .1718, 1674. .1910, 2031. .2252,. 
2466. .2720, -2466! .2666, 3117. .3299, 12578 .. 12664 , 1257 9 .. 12977 , 
12591. .12965, 12725 .. 1297 9, 13358. .13621 



13788 

TBLASTX: Wheat 

13621 

262 



57056 
119521 
1 

OJ000323_04 .0424 .C5.ol. ts 

717 
hone 

717.. 956, 741.. 
789. .1037, 789. 
930.. 1055, 1221 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1043, 789.. 1067, 789., 
.1028, 790/. 1041, 861, 



OJ000323_04.0424.C5 
13788 

TBLASTX: Soybean 

13660 

67 

1052, 789.. 1043, 78-9.. 
.1067, 885. .1010, 



1043, 



1370, 1236.. 1364, 1332.J.838, 1341.. 1913, 



57638 



1347. .1502, 1371. .1565, 1383. .1670, 1383. .1790, 1515. .1910, 
1527. .1934, 1596. .2258, 1599. .2006, 1746. .2150, 1752. .2261, 
1812.. 2222, 1878.. 226.1, 1954.. 2043, 1959.. 2261, 1959.. 2204, 
2031.. 2261, 2104.. 2259, 2104.. 2262, 2139.. 2252, 2319.. 2438, 
2337. .2456, 2388 2438,' 2457 2864., 2457. .2801-*, 2457. .2849, 
2466.. '3023, 2466.. 2882, 2530.. 2613, 2538.. 2885, 2574.. 2687, 
2593. .2694, 2656. .2844, 2683.-2844, 2751. .2873, 2886. .3212, 
2892. .3326, 2898. .3308, 2946.-3323, 2970. .3317, 3066. .3329, 
12654 . .12905, 12722 .. 12919, 12725 .. 12922 , 12725 .. 12907 , 
12725. J 12 901, 12725. .128 92, 12725. .12907, 12725. .12907, 
1274 9. .12874, 127 94. .12919, 13109. .13234, 13133. .13234, 
'13286; .13660, 13286 .. 13660, 13286 .. 13621 , 1328 6 .. 13573, ' 
13367. .13660, 13430.. 13660 



Seq. No. 57056 Seq. ID 

Gene No. 119521 Strand 

Start 1 End 

Name OJ000323__04 . 0424 . C5 . ol . tc Method 

Start 735 End 

GI none Score 

Exons 735. .1043, 738. .1043, 738. .971, 786.. 

789. .902, 789. .1043, 789. .1052, 789.. 

: 852. .1043, 853. .984, 984. .1043, 1329. 



OJ000323_04.0424.C5 
13788 

TBLASTX: Cress 

13660 

■65 

1052, 789. .1067, 789. .1052, 
1067, 790. .951, 792. .1067, 
.1910, 1347. .1997, 



1371; 


.1907, 


1380. 


.2141, 


1386 


. .1781, 


1446. 


.1997, 


1467. .2225, 


1530. 


.2261, 


1599. 


.214IV 


1602 


. .2357, 


1650. 


.2261,. 


1674 . .2222, 


1731. 


.2258, 


1818. 


.1880, 


1818 


. .2261, 


1887. 


.2261, 


1960. .2262, 


1962. 


.2441, 


2032. 


.2262, 


2034 


. .2453, 


2082. 


.2198, 


2163. .2261, 


2319. 


.2441,. 


2319. 


.2414, 


2322 


. .2444, 


2325. 


.2438, 


2457. .2792, 


2457. 


.2720, 


2457. 


.2732, 


2466 


. .2873, 


2466. 


.2876, 


2466. .2864, 


2469. 


.2876, 


2538. 


.2876, 


2580 


. .2885, 


2613. 


.2885, 


2665. .2778-, 


2674. 


.2868, 


2733. 


.2882, 


2892 


. .3014, 


2892. 


.3302, 


2892. .3308, 


2901. 


.3317, 


2901. 


.3311, 


2901 


. .3011, 


2901. 


.3311, 


2910. .3308, 


3051. 


.3311, 


3051. 


.3314, 


3099 


. .3308, 


3120. 


.3308, 


3408. .3446, 


12654 


. .12881 


, 12708. .12848, 


12722. . 


12916, 


12722 


. .12916, 


12725 


.-.12916 


, 12725. .12907, 


12725. . 


12907, 


12725 


. .12907, 


12725 


. .12907 


, 12725. .12916., 


12725. . 


12907, 


12734 


. .12907, 


12800 


. .12907 


,--13106. .13234,. 


13112.. . 


13234, 


.13275 


.,13337, 


132.83 


..13660, 13283. .13405, 


13283. . 


13660," 


13286 


..13660, 


13286 


. .13657, 13286. .13660, 


13289. . 


13657, 


13430 


. .13621, 



13430. .13540, 13502. .13657 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 



57056 

119521 

1 

OJ000323_04 . 0424 . C5 . ol . tm 

804 

none 



OJ000323 04. 0424. C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

804. .917, 894. .1115, 895. .1101, 915. .1037, 1167. .1406, 

1170. .1424, 2583. .2729, 3084. .3239, 3162. .3314, 12758 .. 1297 9, 

12759. .12 965, 13006. .1304 4, 13085. .13327, 13112. .13333 



13788 

TBLASTX: Maize 

13333 

156 



57056 
119521 

1 ' r. 

OJ000323_04.0424 .C5.o2.tm 

1425 

none 



Seq. ID OJ000323_04 . 0424 .C5 
Strand 

End 13788 . 

Method TBLASTX : Mai ze 

End 13630 

Score 105 



57639 



Exons 



1425. .1997, 1476. .2141, 1620 
2319. .2438, 2379.-2444, 2457 
2745.. 2885, 2772.. 2882, 2901 



.2261, 1692. .2357, 2049. .2438, 
.2576, 2457.. 2561, 2736.. 2885, 
.3080, 13358. .13630, 13427.. 13624 



Seq. No. 57056' 
Gene No. 119521 
Start 1 

Name . \ . OJ000323_04 . 0424 . C5 . o2 . gs 
Start 5033 
GI none 

Exons 5033.. 5132, 5726.. 5931, 6070. 

7975. .8145, 8284. .8446, 8953. 
11790. .11936 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 04. 0424. C5 



13788 
GENSCAN 
11936 
.5 

6300, 7059. .7078, 7492. .7682, 
9249, 10728. .10771, 11706 .. 1174 6, 



Seq. No. 
Gene No. 
Start 
Name 
Start ' ' 
GI 

Exons 

GI Descrip. 



57056 Seq. ID OJ000323_04 . 0424 . C5 

119521 . Strand 

1 * End 13788 

Method AAT/NAP 
End 13788 
Score 366 
10804 . .10848, 12587. .12909, 13108. .13788 

(AC002334) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



OJ000323 ,04*:.0424.C5.o2.np 
10804 -IjLvV 
2924777 ' 



Seq. No. 


57057 




Seq.. ID 


OJ000323_04 .0424 -C7 


Gene -No . 


119522 




Strand 


+ 


Start 


6729 




End 


8849 


Name 


■ OJ000323 04. 0424. CI. 


ol - np 


Method 


AAT/NAP 


Start 


6729 




End 


8849 


GI 


696711*2 




Score 


428 


Exons 


6729..67S2, 8157. .88 


149 






GI Descrip. 


(AL138652) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


57057 




Seq. ID 


OJ000323_04.0424.C7 


Gene No. 


119523 . 




Strand 




Start 


550 




End . 


6109 


Name 


OJ000323 04. 0424. C7. 


ql . gs 


Method" 


GENSCAN 


Start' 


550 ■ 




End 


'6109 "* 


GI 


none 




Score 


. 47 


Exons 


550. .648, 1719. .1817 


', 1819.. 


1946, 2114 


-.2258, 5553.-5869, 




6019. .6109 








Seq. No. 


57057 




Seq. ID 


OJ000323_04.0424.C7 


Gene No. 


119524 




Strand 




Start 


9106 




End. ^ . 


13809. 


Name 


OJ000323 04. 0424. C7. 


o3 . gs 


Method 


GENSCAN 


Start 


9106 




End 


13809 


GI 


none 




Score 


.82 


Exons 


9106.. 9689, 9784.. 10167, 10268 1031 9, 


10679. .10908, 




12352. .12499, 13660. 


.13809 






Seq. No. 


. 57057 




Seq. ID 


OJ000323_04.0424.C7 


Gene No. 


119525 




Strand 




Start 


16299 




End 


16585 . 


Name 


OJ000323 04. 0424. C7. 


o4 . tm 


Method 


TBLASTX : Maize' ' . 


Start 


4250 




End 


5261 


GI 


none 




Score 


75 



57640 




Exons 


4250 . . 4369, 


4251 


. . 4379, 


4259 . 


.4381, 4280. .4369, 4301. .4375 




4353 . . 4382, 


4356 


. . 4466, 


4452 . 


.4529, 4464. .4523, 4465. .4527 




4472 . . 4552, 


4474 


. . 4527, 


4576. 


.4725, 4582. .4728, 4584. .4688 




.4594 . . 4692, 


4598 


. . 4735, 


4600. 


.4734, 4604. .4723, 4604. .4729 




4665. . 4742, 


4672 


. .4743, 


4746. 


.4778, 4789. .4905, 4797. .4928 




4798. .4899, 


4798 


. .4914, 


4798. 


.4917, 4799. .4927, 4801. .4905 




4803. . 4913, 


4804 


. .4908, 


4813. 


.4938, 4916. .5035, 4920. .5072, 




4 927 . . 5082, 


4929 


. . 5069, 


4930. 


.5070, 4938. .5063, 4946. .5059, 




4 952 . . 5053, 


4953 


. .5060, 


4955. 


.5053, 4960.'. 5064/ 4961. .5071, 




4968 . . 5054, 


5082 


. . 5240, 


5084 . 


.5146, 5085. .5261, 5086. .5187, 




5093 . . 5260, 


5107 


. . 5214, 


5107 . 


.5220, 5109.. 5237, 5119.. 5238 


Seq. No. 


57057 








Seq. ID 


OJ000323_04.0424.C7 


Gene No. 


119525 








Strand 




Start 


16299 








End 


16585 


Name 


OJ000323_04 , 


. 0424 


. C7 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7662 








End 


8003 


GI 


none 








Score 


266 


Exons 


7662 . . 8003, 


7704 


. .7931, 


7859 . 


.7981 




Seq. No. 


57057 








Seq. ID 


OJ000323_04.0424.C7 


Gene No. 


119525 








Strand 




Start 


16299 








End 


16585 


Name 


OJ000323_04 , 


. 0424 


. C7 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8156 








End 


8539 


GI 


none 








Score 


V 4l 


Exons 


8156. .8269, 


8159. 


. . 8467, 


8160 . 


.8537, 8306.. 8539, 8356.. 8523 


Seq. No. 


57057 








Seq. ID 


OJ000323_04.0424.C7 


Gene No. 


119525 








Strand 




Start 


16299 








End 


16585 


Name 


OJ000323 04, 


. 0424 - 


,C7 ,ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


8157 








End 


8528 


GI 


none 








Score 


189 


Exons 


8157 . . 8357, 


8159. 


. . 8335, 


8364 . 


.8528, 8384. .8449 


Seq. No. 


■ 57057 








Seq. ID. 


■ OJ0.00323_.04-. 04 24. C-7 


Gene No. 


•119525 "' . 








Strand 




Start 


16299 








End 


16585 


Name 


OJ000323 04, 


. 0424 . 


,C7 .ol. 


tw 


Method 


■TBLASTX: Wheat 


Start 


8198 








End 


8615 


GI 


none 








Score 


595 


Exons 


8198 . . 8614, 


8199 . 


. .8615 








Seq. No. 


57057 








Seq. ID 


OJ0.00323._04 . 04 2 4. C7 


Gene No. 


119525 








Strand 




Start 


16299 








End 


16585 


Name 


OJ000323__04 . 


, 0424 . 


.C7 .o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


8541 








End 


8864 


GI 


none 








Score 


268 


Exons 


8541. .8864, 


8543 . 


, .8692 








Seq. No. 


57057 








Seq. ID 


OJ000323_04.0424.C7 


Gene No. 


119525 








Strand 




Start . 


16299 








End 


16585 


Name 


OJ000323 04. 


,0424. 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


9782 








End 


10099 



57641 




GI 


none 


Score 


66 








Exons 


9782. .9835, 9848. .10018, 10022. .10099 










Seq'. No . 


57057 


Seq. ID 


OJ000323_ 


_04 


.0424 


.C7 


Gene No. 


119525 


Strand 










Start 


16299 


End 


16585 








Name 


OJ000323 04 .0424 .C7.o4.gs 


Method 


GENSCAN 








Start . 


16299 


End 


16585 








GI 


none 


Score 


.94 








Exons 


162 99. . 16427, 16538. .16585 












Seq. No. 


' 57058 


Seq. ID 


OJ000323_ 


_04 


. 0424 


. C8 


Gene No. 


119526 


Strand 


+ 








Start 


• 908 


End 


2133 








Name 


OJ000323 04 .0424 .C8.ol.gs 


Method 


GENSCAN 








Start 


908 


End 


2133 








GI 


none 


Score 


.52 








Exons 


908. .1078, 2048. .2133 













Seq. No. 57058 Seq. ID OJ000323_ 

Gene No. 119527 Strand + 

Start 4486 End " 11257 

Name OJ000323_04 . 0424 . C8 . ol . np Method AAT/NAP . 

Start 4296 - . End 8461 

GI 7267528 Score 1862 

Exons 4296. .4839, 5059. .5182, 5474. .7582, 8169. .8461 

GI Descrip. (AL161513) receptor protein kinase-like protein 
thaliana] gi | 7321074 | emb | CAB82121 . 1 | (AL161813) 
kiri*a'se-like protein [Arabidopsis thaliana] 



04. 0424. C8 



[Arabidopsis 
receptor protein 



Seq. No. 57058 

Gene No. 119527 

Start 4486 

Name OJ000323_04 . 0424 . C8 . o2 . gs 

Start 4486 

GI none 
Exons 



Seq. ID OJ000323_04.0424.C8 

Strand + 

End 11257 

Method GENSCAN 

End 11257 

Score .87 



4486.. 7582, 8169. .8383, 9140.. 9211,. 9325.. 9478, 9955.. 10138, 
11206. .11257 



Seq. No. 57058 Seq. ID 

Gene No. 119528 Strand 

Start 17054 End 

Name OJ000323JD4 .04 24 . C8 . o5 . gs Method 

Start 17054 End 

GI none Scqre 

Exons 17054.. 17668 



OJ000323_04.0424.C8 
+ 

17668 
GENSCAN 
17668 
.96. 



Seq. No. 57058 
Gene No. 119529 
Start 10570 

Name OJ000323JD4 . 04 24 . C8 . ol . ts 

Start 4606 
GI none 

Exons - 4606.. 4998, 4612 492-6, " 4621 . 

5011. .5439, 5011. .5358, 5014. 
5037. .5153, 5047. .5430, 5052. 
5095. .5439, 5130. .5357, 5209. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5004, 
.5430, 
.5240, 
.5313, 



OJ000323 04. 0424. C8 



18305 

TBLASTX: Soybean 
13963 
136 

4732. .4995, 4873. 
5014.. 5430, 5023. 
5052.. 5213, 5058. 



5236.. 5433, 5281. 



5430, 
5145, 
5213, 
6087, 



57642 



5283. .5429, 5404. .5793, 5406. .5648, 5430. .5495, 
5458. .5748, 5478. .5792, 5482. .6144, 5521. .5937, 
5602.. 6009, 5616.. 5792, 5625.. 5792, 5626.. 6312, 
5674. .6084, 5746. .6150, 5818. .6225, 5890. .6297, 
5983. .6315, 6034. .6327, 6048 6305, * 6069 .. 6365, 
6213. .6311, 6220. .6315, 6315. .6509, 6319. .6519, 
6328. .6546, 6328. .6546, 6340. .6546, 6354. .6509, 
6376. .6537, 6433. .6729, 6541. .6729, 6547.. 6792, 
6547. .6729, 6547. .6729, 6547. .6732, 6610. .6729,' 
7062. .7139, 7204. .7347, 7239. .7343, 7354. .7524, 
7528. .7581, 8167. .8268, 8168. .8257, 11828 .'. 11848 
12029. .12265, 1204 1 .. 12235, 12270 .. 12407 , 12306. 
12315. .12446, 12322 .. 124 59, 12453 .. 12701 , 12453. 
12456. .12590, 12795 .. 13097 , 12804 .. 13097 , 12804. 
12816. .13004, 12817. . 13005, 12834 .. 13079, 12834. 
12834. .13061, 12835. . 13071, 12840 .. 13079, 12843. 
12855. .12980, 12895 .. 13062, 12904 .. 13068 , 13067. 
13091. .13297, 13097. .13300, 13097 .. 13195, 13097. 
13115. .13300, 13358. . 13411, 13367 .. 13654 , 13370. 
13376. .13516, 13386 .. 13709, 13523 .. 13957 , 13523.- 
13529. .13939, 13577 .. 13954 , 13601 .. 13945, 13688. 
13697. .13960 



5431. .5532, 

5548. .6300, 

5637 . . 6170, 

5962. .6306, 

6192. .6308, 

6328. .6546, 

6375. .6524, 

6547. .6729, 

7048. .7179, 

7365. .7520, 

, 11969. .12181, 

.12578, 

.12491, 

.12926, 

.13079, 

.13103, 

.13300, 

.13216, 

.13510, 

.13915, 

.13963, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57058 

119529 

10570 

OJ000323_04, 
4612 
none 
4612. 
4867. 
5011. 
5022. 
5065. 
5404 . 
5458. 



0424 .C8.ol.-tc 



.4995 
.4917 
.5430 
.5213 
.5358 
.5874 
.5667 
5499. .5798 
5599. .5712 
5662. .5853 
5781. .6143 
6069. .6296 
6301. .6519 
6328. .6528 
6502. .6546 



654.7. 
6586. 
7170. 
8167. 



,6729 
.6732 
,7337 
,8262 



4681. .4839 
4900. .5004 
5014 . .5439 
5023. .5439 



5137 
5431 



.5430 
.6150 



6544 
6547 
6604 



12276. . 12425, 
12294 . . 12452, 
12456. . 12572, 
12615. . 12701, 
12625. . 12666, 
12816. .12962, 
12822. .13079, 
12895. . 13059, 
13042. .13062, 



4684 
4900 
5014 
5023 
5155 
5455 
5479 
5572 
5643 
5722 
6004 
6100 
6325 
6348 
6544 
6552 
6757 
7339 
8366 
12276. .12425, 
12303. .12425, 
12468. .12587, 
12618. .12701, 
12816. .13097, 
12819. .13094, 
13100, 
13100, 



5479. .6024 
5530. .6381 
5616. .5.327 
5716. .6009 
5860. .6150 
6099. .6269 
6319. .6546 
6328. .6546 



.6588 
,6723 
.6657 



7180. .7338 
8168. .8263 



12834. 
12924 . 



13091. . 13297, 



Seq. ID OJ000323_04 .0424.C8 
Strand. 

End 18305 

Method TBLASTX : Cress 

End 13960 

Score 169 
. .4839 
. .5004 
. .5430 
. .5430 
. .5373 
. .5670 
. .5673 
. .5874 
. .5879 
. .6318 
. .6549 
. .6276 
. .6420 
. .6560 
. .6729 
. .6728 
. .6807 
. .7521 
. . 8446 
12279. 
12444 . 
12468. 
12618. 
12816. 
12819. 
12834. 
12972. 
13094. 



4702. 


.5004/ 


4720. 


.4917, 


4945. 


.5193, 


5011. 


.5151, 


5014 . 


.5304, 


5020. 


.5379, 


5028. 


.5213, 


5064 . 


.5348, 


5188. 


.5433, 


5230. 


.5730, 


5458. 


.5814, 


5458. 


.6225, 


5493. 


.5720, 


5497. 


.5811, 


5593. 


.5772, 


5593, 


.6327, 


5644 . 


.594 6, 


•5662. 


.6297, 


5730. 


.6053, 


5734 . 


.5925, 


6021. 


.6296, 


6022. 


.6213, 


6145. 


.6297, 


6175. 


.6315, 


6328. 


.6528, 


6328. 


.6498, 


6379. 


.6546, 


6414 . 


.-6518, ... . 


6547. 


.6729, 


6547. 


.6603, 


6553. 


. 6732, 


•6580. 


.6732, 


7050-. 


.7187, 


7051. 


.7215, 


7546. 


.7581, 


7996. 


.8058, 


11960 


. . 12160, 12267. . 12452, 



12416, 12279. .12587, 

12590, 12453. .12596, 

12590, 12612. .12701, 

12701, 12618. .12701, 

13070, 12816. .13052, 

13079, 12822. .13097, 

12941, 12885. .13097, , 

13025, 13040. .13300, 

13252, 13094 . .13228, 



57643 



13097. .13246, 13118 .. 13297 , 13157 .. 13222 , 13355 .. 13513, 

13355. .13570, 13367 .. 13513, 13374 .. 13610, 13376 .. 13480, 

13385. .13516, 13457 .. 13504 , 134 90 .. 1357 9, 13517 13672 , 

13523. .13939," 13523 .. 13825,- 13529 .. 13939, 13532 .. 13939, 

.13532-: .13732, 13601 13957 , 13610 . ,13723, 13688 .. 1394 8 , 
13697. .13960, 13769.. 13939 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57058 

119529 

10570 

OJ000323_04. 
4900 
none 
4900. . 
5032. . 
5461. . 
5539. . 
5776. . 
6136. , 
6328. . 
12294, 
12617, 
12822. 
12945, 



0424 -C8.ol.tm 



5004, 
5214, 
5520, 
5721, 
6186, 
6297, 
6549, 
.12587, 
.12724, 
.12941, 
.13094, 
13276. .1333-8, 
13385. .13495, 
137.93. .13930 



5020. .5244, 5020 

5056.. 5430, 5125 

5473. .5751, 5482 

5563.. 5946, 5637 

5845. .6255, 5899 

6183.. 6308, 6208 

6421.. 6549, 6568 
, 12469. .12639, 



12801. 
12834. 
1304,9. 
13283. 
13529. 



12.920, 
13013, 
13246, 
13507, 
13759, 



Seq. I 
Strand 
End 

Method 
End 
Score 
. .5262, 
. .5430, 
. .5823, 
. .5759, 
. .6078, 
. .6318, 
. .6729, 
12612. .1 
12804 
12873 
13091 
13358 
13688 



D OJ000323_04.0424.C8 
18305 

TBLASTX: Maize 
13948 
74 

5022.. 5264, 5023.. 5175, 
5341. .5439, 5458. .5676, 
5482. .5895, 5488. .5895, 
5704. .6093, 5752. .5937, 
5923. .6348, 6037. .6225, 
6324. .6794, 6328. .6795, 
11960. .12160, 11969. .12163, 
2698, 12613. .12699, 
3070, 12804. .12869, 
3070, 12903. .13079, 
3246, 13094. .13300, 
3507/ 13382. .13507, . 
3948, 13748. .13930, 



Seq. No. 57058 
Gene No. 119529 
Start 10570 

Name OJ000323_04 . 0424 . C8 . ol . tw 

Start 5176 
GI none 

Exons 5176.. 5430, 5602.. 5919, 5746 

6178.. 6318, 6328.. 6543, 6547 

11366. .11422,,- 11822. .12166, 11825 .. 12151 , 11862 
12177. .122*39," 12194". .12238, 1281 6 . . 12 94 1 , 12828 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 04. 0424. C8 



18305 

TBLASTX: Wheat 
13960 
150 

6009, 5986.. 6297, 6106.. 6297, 
6804, 6547. .6780, 11219 .. 11302 , 

1216.4, 
13079,-' 



12975. .13094, 13358 .. 13504 , 1374 8 .. 1394 8 , 13820. .13960 



Seq. No. 57058 Seq. ID 

Gene No. 119529 Strand 

Start 10570 End 

Name OJ000323_04 . 0424 . C8 . o2 . tm Method 

Start. • 7020 . . End 

GI none Score 
Exons ' 



OJ000323JD4.0424.C8 
18305 

•,TBLASTX: Maize 
8251. 
109 



7020. .7139, 7021. .7146, 7186. .7335, 7203. .7334, 7341. .7520, 
7342. .7542, 7546. .7581, 8168. .8251 



Seq. No. 57058 Seq. ID 

Gene No. 119529 Strand 

Start 10570 End 

Name OJ000323JD4 . 0424 . C8 . o2 . tw Method 

Start 718 6 , End 

GI none Score 

Exons 7186.. 7581, 7408.. 7512 



OJ000323_04.0424.C8 
18305 

TBLASTX: Wheat 

7581 

310 



57644 



Seq. No. 


57058 




Seq. ID 


OJ000323_04.0424.C8 


Gene No. 


119529 




Strand 




Start 


10570 




End' 


18305 


Name 


OJ000323 04. 0424. C8 


. o3 tm 


Method " 


TBLASTX: Maize 


Start 


10114 




End 


10318 


GI 


none 




Score 


200 


Exons 


10114 . . 10311, 10167 


. . 10316, 


10169. .10315, 10169. .10318 


Seq. No. 


57058 




Seq. ID 


OJ000323_04.0424.C8 


Gene No. 


119529 




Strand 




Start 


10570 




End 


18305 


Name 


OJ000323_04.0424.C8 


.o2. ts 


Method 


TBLASTX : Soybean 


Start 


10169 




End 


10365 


GI 


none 




Score 


70 


Exons 


10169. . 10222, 10173 


. . 10235, 


10178. .10237, 10226. .10315, 




10228 . . 10329, 10228 


. . 10320, 


10321. .10362, 10323. .10364, 




10324 . . 10365 








Seq. No. 


57058 ... 




Seq. ID 


OJ000323_04.0424.C8 


Gene No . 


1 1 y bz: y 




Strand 




Start 


10570 




End 


18305 


Name 


OJ000323 04. 0424. C8 


. o2 . np 


Method 


AAT/NAP 


Start 


10570 




End 


15210 • 


GI 


3894383 




Score 


883 


Exons r y . 


* 10570. .10610, 11752 


. .13040, 


13091. .14042, 15165.. 15210 


GI Descrip. 


(AF053993) disease 


resistance protein 


[Lycopersicon esculentum] 



Seq. No. 57058 

Gene No. 119529 

Start 10570 

Name OJ000323_04 . 0424 . C8 . o3 . np 

Start 14645 

GI 7484956 

Exons 14645. .14679, 17055. 
GI Descrip. 



OJ000323 04. 0424. C8 



Seq. ID 
Strand 

End 18305 
Method AAT/NAP 
End 18305 
Score 74 
17157, 17255. .17628, 18224. .18305 
extensin homolog F2401.18 - Arabidopsis thaliana 
gi|2781362|gb|AAB96863.1| (AC003113) F2401.18 [Arabidopsis 
thaliana].; gi | 54 541.87 l.gbl AAD43602 . 1 1 AC005698_1. .(AC005 698) T.3P18. 
[Arabidopsis thaliana] 



Seq. No. 


57058 


Seq. ID 


OJ000323 


Gene No. 


119529 


Strand 




Start 


10570 


End 


18305 


Name 


. OJ000323 04.0424.C8.o4.gs 


Method 


GEN SCAN 


Start 


15557 


End 


16413 


GI 


■ none 


Score 


.63 


Exons 


15557. .15622, 16354.. 16413 






Seq. No. 


57059 


Seq. ID 


OJ000323 


Gene No. 


119530 


Strand 


+ 


Start 


1545 


End 


7666 


Name 


OJ000323 04.0424.C10.ol.gs 


Method 


GEN SCAN 


Start 


1545 


End 


7666 


GI 


none 


Score 


.63 


Exons 


1545. .2129, 2158. .2262, 2295. 


.2531, 2595. .3589, 


4584. .5374, 6114. .6724, 6824. 


.7666 





3591. .4487, 



Seq. No. 



57059 



57645 



Seq. ID OJ000323_04 .0424 .C10 




Gene No. 119530 "Strand + 

Start 1545' End 7666- 

Name OJ000323_04 . 0424 . CIO . ol . np Method AAT/NAP 

Start 1545 End ' 7630 

GI 5922631 Score 6736 

Exons 1545.. 1669, 1928.. 2172, 2431.. 2633, 2679 . .-3-250, 3293.. 3444, 

3571. .4495, 5102. .7630 
GI Descrip. {AP000492} ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 

region' of the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


57059 








Seq. ID 


OJ000323_04.0424, 


.C10 




119531 








Strand 






Start 


7996 








End 


9619 




Name , 


OJ000323.. 04 


.0424 


.C10.O7 


. tm 


Method 


TBLASTX: Maize 




Start 


v 2837 








End 


3097 




GI 


none 








Score 


181 




Exons 


2837. .3097, 


2838 


. .3092 










Seq. No. 


57059 








Seq. ID 


OJ000323JD4.0424, 


.C10 




i r-Q s ^ 1 

X -L Zt -J J -L 








Strand 






Start 


7996 ' 








End 


9619 




Name 


OJ000323 04 


.0424 


,C10.o7 


. tw 


Method 


TBLASTX: Wheat 




Start 


2855 








End 


3257 




GI 


none 








Score 


289 




Exons 


2855. .3163, 


2856 


. .3257 










Seq. No. 


57059 








Seq. ID 


OJ000323_04.0424, 


.C10 




X X Zf *J J -L 








Strand 






Start 


7996 








,End 


9619 




Name 


OJ000323 04 


.0424 


.CIO.06 


.tw 


Method 


TBLASTX: Wheat 




Start 


3835 








End 


4512 




GI 


none- 








Score. . 


147 




Exons 


3835. .4011, 


'4056 


. .4292, 


4 060. 


.4290, .4339. .'4512 ■ 




Seq. No. 


57059 








Seq. ID 


OJ000323_04.0424, 


.C10 


Gene No. 


119531 








Strand 






Start 


7996 








End 


9619.. 




Name 


OJ000323 04 


.0424 


.C.lO.ol 


. tw 


Method 


TBLASTX: Wheat- 




Start 


4512 








End 


4968 




GI 


none 








Score 


4 91 




Exons 


4512. .4967, 


4513 


. .4968 










Seq. No. 


57059 








Seq. ID 


OJ000323JD4.0424. 


.C10 


Gene No. 


119531 








Strand 






Start 


7996 








End 


9619 




Name 


OJ000323 04 


.0424 


.C10.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


4552 








End 


4917 




GI 


none 








Score 


138 




Exons 


4552. .4776, 


4 783 


. .4917 










Seq. No. 


57059 








Seq. ID 


OJ000323_04.0424, 


.C10 


Gene No. 


119531 








Strand 







57 64 6 






Start 


7996 








End 


9619 






Name 


OJ000323 04 


. 0424 


.C10 .o2, 


. tm 


Method 


TBLASTX: Maize 






Start 


4642 








End 


4998 , . . 






GI ' 


none 








Score 


370 






Exons 


4642. .4998, 


4683 


. .4988 












Seq. No. 


57059 








Seq. ID 


OJ000323_04 .0424 


.C10 




Gene No. 


119531 








Strand 








' Start 


7996 








End 


9619 ' 






Name 


OJ000323 04 


. 0424 , 


,C10 .o3. 


. tw 


Method 


TBLASTX: Wheat 






Start 


5083 








End 


5507 






GI 


none 








Score 


429 






Exons 


5083. .5502, 


5127, 


. .5507 












Seq. No. 


57059 








Seq. ID 


OJ000323_04.0424 


.C10 




Gene No. 


119531 








Strand 








Start 


7996 








End 


9619 






Name 


OJ000323 04, 


.0424 .ClO.ol, 


. ts 


Method . 


TBLASTX : Soybean 






Start 


5161 








End 


5562 






GI 


none 








Score 


307 






Exons 


5161. . 5562, 


5178 , 


. .5321 












Seq. No. 


57059 ■ 








.Seq. ID 


OJ000323J)4 .-0424 


.C10 




Gene No. 


119531 








Strand 








Start . 


7996 








End 


9619 






Name 


OJ000-323 04, 


.0424 , 


,C10.o3, 


. tm 


Method 


TBLASTX: Maize 






Start 


5229 








End 


5673 






GI 


none 








Score 


270 






Exons 


5229. . 5483, 


5230, 


. .5484, 


5230 . 


.5487, 5244.. 5489, 550.5.. 5636, 






5506. .5649, 


5647 , 


. .5673 












Seq. No. 


57059 








Seq. ID 


OJ000323_04.0424 


.C10 


* — 


Gene No. 


119531 








Strand 








Start 


7996 








End 


9619 






Name 


OJ000323 04. 


,0424. 


;C10.o8. 


.tw 


Method 


TBLASTX: Wheat 






Start 


5512 








End . 


5796 




5 .s 


GI 


none \ 








. Score .. 


. 275 ■ 




* si 


Exons 


5*512 . . 5793, 


5521. 


. .5610, 


5631. 


.5795, 5701. .5796 . 




13 


Seq. No. 


57059 








Seq. ID 


OJ000323_04 .0424 


.C10 


i3 


Gene No. 


119531 








Strand 








Start 


. 799.6 








End. 


9619 






Name 


OJ000323 04, 


^0424 . 


,C10.o3. 


, ts ■ 


Method 


TBLASTX : Soybean 






Start 


5788 








End 


6177 






GI 


none ... 








Score 


87. . 






Exons 


5788 . . 5892, 


5796. 


. .5882, 


5950. 


.6177, 5951. .6007, 6053. .6 


175 




Seq. No. 


57059 








Seq. ID 


OJ000323_04.0424 


.C10 




Gene No. 


119531 








Strand 








Start' 


7996 








End 


9619 






Name 


OJ000323 04. 


.0424. 


.C10.O5. 


, tw 


Method 


TBLASTX: Wheat 






Start 


5797 








End 


6220 






GI 


none 








Score 


151 






Exons 


5797. .5952, 


5802. 


. .5951, 


5950. 


.6144, 5951.. 6220 






Seq. No. 


57059 








Seq. ID 


OJ000323_04.0424 


.C10 




Gene No. 


119531 








Strand 







57647 




Start 


7996 








End 


9619 




Name 


OJ000323_04 


. 0424 


.CIO.06, 


. tm 


Method 


TBLASTX: Maize 




Start 


6050 








End 


6304 




GI 


none 








Score 


185 




Exons 


6050. . 6304, 


6058 


. . 6165 


***■ 








Seq. No. 


57059 








Seq. ID 


OJ000323 04.0424 


.C10 


Gene No. 


119531 








Strand " 






Start 


7996 








End 


9619 




Name 


OJ000323_04 


. 0424 


.C10. 69, 


. tw 


Method 


TBLASTX: Wheat 




Start 


6236 








End 


6535 




GI 


none 








Score 


135 




Exons 


6236. . 6370, 


6424 


. . 6510, 


6437 . 


. 6535 






Seq. No. 


57059 








Seq. ID 


OJ000323 04.0424 


.C10 


Gene No. 


119531 








Strand 


- 




Start 


7996 








End 


9619 




Name 


OJ000323 04 


. 0424 


.C10 .ol'. 


..tm 


Method 


TBLASTX: Maize 




Start 


6532 








End 


6895 




GI 


none 








Score 


'433 




Exons 


6532 . . 6855, 


6533 


. . 6856, 


6848 . 


. 6895 






Seq. No. 


57059 








Seq. ID 


OJ000323_04.0424 


.CIO 


Gene No. 


119531 








Strand 






Start 


7996 








End 


,3619 




Name 


OJ000323_04 


. 0424 


.C10.o4 . 


. tw 


Method 


TBLASTX: Wheat 




Start 


6538 








End 


6927 




GI 


none 








Score 


404 




Exons 


6538 . . 6849, 


6539 


. . 6925, 


6734 . 


.6925, 6880.;6927 




Seq. No. 


57059 








Seq. ID 


OJ000323_04.0424 


.C10 


Gene No. 


119531 








Strand 






Start 


7996 








End 


9619 




Name 


OJ000323_04 


. 0424 


.C10.o5. 


. tm 


Method 


TBLASTX: Maize 




Start 


6997 








End 


7270 




GI 


none 








Score 


99 




Exons 


• .6997 ... 7095,. 


6998 


. . 7096, 


7087 . 


.7161, 7091. .7174,. 7184, .7270 


Seq. No. 


57059 




- 




. Seq. ID 


OJ000323JD4 .0424 


.C10 


Gene No. 


119531 








Strand 






Start 


7996 








End 


9619 




Name 


OJ000323_04 


. 0424 


.C10.o2 , 


. tw 


Method 


TBLASTX: Wheat 




Start 


7040; 








End 


7654 




GI 


none 








Score 


371 




Exons 


7040 ; .7531, 


7060 


. .7149, 


7190 . 


.7219, 7201, .7.329, 7523.. 7654 


Seq. No. 


57059 








Seq. ID 


OJ000323_04 .0424 


.C10 


Gene No. 


119531 








Strand 






Start 


7996 








End 


9619 




Name 


OJ000323 04 


. 0424 


.C10.o4. 


. tm 


Method 


TBLASTX: Maize 




Start 


7352 








End 


7615 




GI 


none 








Score 


163 




Exons 


7352. .7534, 


7474 


. .7533, 


7511. 


.7615, ' 7513. .7614 




Seq. No. 


57059 








Seq. ID 


OJ000323_04.0424 


.C10 


Gene No. 


119531 








Strand 






Start 


7996 








End 


9619 





57648 



Method GENSCAN 



btart 


7QQC 

/ y i? d 


End 


9568 




none 


Score 


.8 


Exons 


7QQ£ ft^91 R6Q7 


8886, 8961. .9157, 9227. .9568 


beq . jno . 




Seq. ID 


OJ000323_04. 0424. C10 




119531 


Strand 




C f- -a v-f- 


7996 


End 


9619 


Name 


OJ000323 04 .0424. CIO. o2.np 


Method 


AAT/NAP 


Start 


7999 


End 


9619 




6691716 


Score 


1020 


Exons 


7999.-8447, 8521. .8634, 8784.. 


8886, 8961. .9148, 9227. .9406, 




9485. .9619 






GI Descrip. - 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi| 6691717 |dbj |BAA89397.1| (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


57059 


Seq. ID 


OJ000323 04.04/4.C1U 


Gene No. 


119531 


Strand 




Of v-4- 

ot art 


7996 


End 


9619 


Name 


OJ000323 04 .0424 .C10.o3.np 


Method 


TV TV m i XT TV 

AAT/NAP 


otart 


9196 


End 


9619 


GI 


5902447 


Score 


277 


Exons 


9196. .9619 






bi uescrip. 


(AB030283) orf4 [Oryza sativa] 






Seq. No. 


57060 


Seq. ID 


OJ000323_04 .0424 .Cll 


Gene No . 


119532 


Strand 


+ 


otart 


4580 


End 


10446 


Name 


OJ000323 04 .0424 .Cll.o2.gs 


Method 


GENSCAN 


btart 


4580 


End 


10446 


C T 


none 


Score 


.99 


Exons 


4580. .7478, 10022. .10446 






Sea No 


57060 


Seq. ID 


OJ000323_04. 0424. Cll 


Gene No. 


11.9533 


Strand 


+ 


Start 


11120 


End , 


11511 


Name" 


OJ000323 04-;0424.Cli'.ol.gp 


Method 


AAT/GAP 


Start 


11120 


End 


11511 


GI 


61140 1.R1084 


Score 


733 


Exons 


11120. .11511 






GI Descrip. 


'1706958 6.0e-18 (U58284) cellulose synthase [Gossypium 



hirsutum] 

Seq. No. 57060 . 

Gene No. 119534 

Start 1 

Name OJ000323_04 . 0424 . Cll . ol . np 

Start 1 

GI 5902448 

Exons 1 . . 750 

GI Descrip. (AB030283) orf3 [Oryza sativa] 

Seq. No. ' 57060 

Gene No. 119535 

Start 11339 

Name OJ000323 04 . 04 24 . Cll . 06 . tw 



Seq. ID . V ;OJ000323_0.4. 0424. Cll '. 

Strand 

End 750 

Method AAT/NAP 

End 750 

Score ' 1235 



Seq. ID OJ000323_04. 0424. Cll 
Strand 

End 17348 

Method TBLASTX : Wheat 



57649 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

N£me 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



340 
none 

340. .630, 377. .490. 

57060 

119535 

11339 

OJ000323_04. 0424. Cll. o2.tc 

5006 

none 

5006. .507 



End 630 
Score 54 



5081. 
5090. 
5222. 
5495. 
5549. 
5780. 
6023. 
6032. 
6371. 
6386. 
6539. 



,513 
,549 
,540 
,591 
, 600 
, 601 
, 631 
,630 
,662 
,662 
,658 



7126. .721 
10033. .10 



1, 
1, 
4, 
4,' 
4, 
4, 
3, 
3, 
7, 
8, 
8, 
3, 
8, 
107 



5012. 
5086. 
5090. 
5276. 
5495. 
5564 . 
5813. 
6026. 
6041. 
6377. 
6410. 
6614. 
7249. 



.5260, 
.5289, 
.5191, 
.5494, 
;6013, 
.5869, 
.6016, 
.6295, 
.6304, 
.6628, 
. 6628, 
. 6640, 
.'7.332, 



5015. 
5087. 
5108. 
5297. 
5495. 
5639. 
5813. 
6029. 
6170. 
6386. 
6416. 
6937. 
7256. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.5065, 
.5227, 
.5362, 
.5494, 
.5662, 
.5932, 
.6373, 
.6223, 
.6307, 
.6523, 
. 6628, 
.7077, 
.7414, 



D OJ000323 04.0424.C11 



17348 






TBLASTX : 


Cress 




■ 10107 






52 








5078. 


5155, 


DUol. 




5087. 


5494, 


5090. 


.5494, 


5119. 


5280, 


5129. 


.5425, 


5297. 


■5797, 


54 92. 


.6007, 


5522. 


6013, 


5549. 


.6013, 


5657. 


5725, 


5660. 


. 6010, 


5876. 


. 6028, 


5909. 


.5935, 


6029. 


. 6316, 


6032. 


. 6295, 


6317. 


. 6373, 


6317. 


. 6448, 


6386. 


. 6484, 


6386. 


. 6577, 


6446. 


. 6628, 


6500. 


.6628, 


6962. 


.7054, 


7085. 


.7222, 


7447. 


.7476, 


7448. 


.7477, 



57060 

119535 

11339 

OJ000323_04. 

5006 

none 

5006. .5494, 
5114. .5494, 
5495. .5866, 
5549. . 6016, 
5657. . 6007, 
6032 . . 622.6, 
6314. ". 6382, 
6922. .7053, 
7264. .7338, 

57060 

119535 

11339 

OJ000323_04 , 
5012 
none 
5012. 
5099. 
5402. 
5504. 



0424 .Cll. o2.ts 



5036. 
5204. 
5495. 
5549. 
5759. 
6041. 
6386. 
6929. 
7427. 



.5425, 
.5317, 
.6295, 
.6004, 
.6004, 
.6295, 
.'6628, 
.7036, 
.7477, 



5081. 
5267. 
5495. 
5549. 
5897. 
6056. 
6386. 
7094. 
7447. 



Seq. ■ I 
Strand 
End 

Method 

End 

Score 
.5494, 
.5500, 
. 6004, 
.5932, 
.6004, 
.6313, 
.6628, 
.7222, 
.7476, 



D 5J000323_04 . 0424 .Cll 
17348 

TBLASTX: Soybean 
10386 
216 

5086. .5307, 5099. .5488, 
5276.. 5383, 5348. .5500, 
5521. .5715, 5545. .5658, 
5588.. 6010, 5639. .5758, 
6017. . 6304, 6032. . 6301, 
6065. , 6295, .6104. . 6307, , 
6386. . 6628, 64 10 . . 6628 , ' 
7129. .7215, 7256. .7420, 
10033. .10113, 10294. .10386 



0424. Cll. o2.tm 



,5071, 
,5365, 
,5518, 
,5656, 
5606. . 6013, 
5750. . 6004, 



6029. 
6314. 
6383. 



,6295, 
"6382, 
,6577, 



6395. .6619, 



5018. 
5125. 
5454. 
5525. 
5618. 
5822. 
6099. 
6316. 
6386. 
6455. 



5080, 
5355, 
5489, 
5653, 
5932, 
6025, 
6200, 
6378, 
6523, 
6628, 



5039. 
5.132. 
54 95. 
5548. 
5711. 
5930. 
6113. 
6320. 
6386. 
6461. 



Seq.. ID 
Strand - - • 
End 17348 
Method TBLASTX : 
End 6654 
Score 47 
.5299, 5075. .5494, 
.5497, 5159. .5443, 
.5932, 5495. .5872, 
.5715, 5549. .5791, 
.5845, 5720. .5824, 
.6013, 5972.. 6226, 
.6295, 6113. . 6307, 
.6397, 6326. . 6628, 
. 6628, 6386. . 6577, 
.6619, 6467. .6616, 



OJ000323 04. 0424. Cll 



Maize 



5099. 
5243. 
5498. 
5579. 
5747. 
6026. 
6305. 
6328. 
6395. 
6556. 



.5494, 
.5494, 
.5656, 
.5860, 
.6019, 
.6298, 
.6382, 
.6363, 
. 6628, 
. 6654 



57650 



Seq. No. 57060 
Gene No. 119535 
Start 11339 

Name OJ000323_04 . 0424 . Cll . o7 . tw 

•Start 5177 
GI none 

Exons 5177.. 5482, 5243.. 5494, 5290. 

5588. .5878, 5657. .5983, 5750. 
6098. .6316, 6311. .6382, 6437. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5415, 5522 
.6007, 6014 
.6628 



OJ000323 04. 0424. Cll 



17348 

T.BLASTX : Wheat 
6628 
140 

5773, 5558. 
6295, 6032. 



,5845, 
,6280, 



Seq. No. 57060 

Gene No. 119535 

Start 11339 

Name OJ000323_04 . 0424 . Cll . o3 . tm 

Start 6902 

GI none 

Exons 6902.. 7036, 7067.. 7207, 7253. 
16686. .16778 



OJ000323_04.0424.C11 
17348 

TBLASTX: Maize 

16778 

106 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7417, 7448..7477, 10036 .. 10107 , 



Seq. No. 57060 . Seq. ID 

Gene No. 119535 Strand ■ 

Start 11339 End • 

Name OJ000323_04 . 0424 . Cll . o5 . tw Method 

Start 7076' ' End 

GI none Score 

Exons 7076.. 7222, 7256.. 7411. 



OJ000323_04. 0424. Cll 
17348 

TBLASTX: Wheat 

7411 

141 



Seq. No. 57060 ■ . 

Gene No. 119535 
Start 11339 

Name OJ000323_04 . 0424 . Cll . ol . tm 

Start 11316 
GI none 
Exons 11316 

11751 

12452 

1292 9 



11495, 11337. 

11978, 12016. 

12538, 12453. 

13048, 12930. 

13103. .13630, 14029. 
14498. .14638 



11666, 
12381, 
12503, 
13049, 
14079, 



. Seq. ID 
Strand 
End 

Method 

End 

Score 

11342 

12029 

125.36 

12986 

14033 



OJ000323_04. 0424. Cll 
17348 

TBLASTX: Maize 

14642 

373 

11687 
12145 
12549 
13096 



11704, 11687. . 11926, 

12373, 12145. .12381, 

12643, 12549. . 12635,- 

13051, 13096. .13605',.' 

14467, 14034. .14642, 



Seq. No. 57060 

Gene No. . .119535 ... 

Start 1133-9 

Name OJ000323JD4 . 0424 . Cll . ol . ts- 

Start 11328 
GI none 

Exons 11328. .11495, 11342 .. 11716, 

11751. .11927, 12005. .1237 6, 
12452. .12523, 12456 .. 12503, 
12926. .13048, 12 927 .. 1304 9, 
13174 . .13605, 13175. .13603, 
14300. .14470, 14403. .14480 



Seq. ID 

. Strand' 
End 

Method 
End 
Score 

11343 

12016 

12542 

13096 



OJ000323 04. 0424. Cll 



17348 

TBLASTX: Soybean 
14480 
376 

11669, 11696.~. 11926, 
12378, 12292. . 12378, 
12643, 12543. . 12641, 
13221, 13103. . 13183, 



14033. .1447 9, 14 034 .. 14 34 8 , 



Seq. No. 
Gene No. 
Start 



57060 

119535 

11339 



Seq. ID 

Strand 

End 



"OJ000323 04. 0424. Cll 



17348 



57651 



Name 

Start 

GI 

Exons 



OJ000323 04.0424.CH.ol.tc 



Method TBLASTX : Cress 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11334 End 15572 

none " * Score 328 

11334. .11669, 11342.. 11704, 11687 11926, ' 1J.751 . 

12005. .12376, 12016 12381, 12160 12378 , 1*2452. 

12456. .12503, 12530 .. 12643, 12549, 

12933. .13049, 13096 13605, 13103. 



12632, 12932, 



,11924, 
,12538, 
,13048, 



13603, 14033. .14638, 
14034. .14642, 14811 14864, 15399 15572, 154 00 .. 15552. 



57060 
119535 
11339 

OJ000323_04 .0424 .Cll.o3.gs 
11339 ■ 
none 

11339. . 11926, 12025. .12375, 12455 
14033. .14 645, 1474 6. .15059, 15175 



Seq. ID OJ000323_04.0424.C11 
Strand 

End 17348 
Method GEN SCAN 
End 16921 • 

Score . 68 

13048, 13081. .13602, 
15302, 15404. .15665, 



15805. .16021, 16691. .16791, 16856. .16921 



Seq. No. 57060 
Gene No. 119535 
Start 11339 

Name 0 JO 0 0 3 2 3_0 4 . 0 4 2 4 . C 1 1 . o2 . np ' 

Start - 11342 

GI ' 3511285 

Exons 11342. .11926, 12025 .. 1237 5 , 

13126. .13602, 14033. .14 642, 

15203. .15302, 154 04. .15657 
GI Descrip. " (AF081534) cellulose synthase [Populus alba x Populus tremula 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_04.0424.C11 

17348 
AAT/NAP 
15657 
3921 



12455. .12782, 128 64. .13048, 
14746. .14902., 15002. .15090, 



Seq. No. 57060 
Gene No. 119535 
Start 11339 

Name OJ000323_04 . 0424 . Cll'.ol . tw 

Start 11459 
GI none 

Exons . 1145; : 9.. ..11704, 11460. . 11666, 
11802. .11870 ' 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000323_04. 0424. Cll 
17348 

TBLASTX: Wheat 

11870 

233 



11687. .118 69, 11757. .11870, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI - 
. Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57060 Seq. ID 

119535 Strand 

11339 End 

OJ0Q0323_04 .0424 .Cll. o2.gp , Method 

11562 End 

14 908_4.R1084 . . Score 
11562. .11926, 12025.. 12149 

1 1706958 1.0e-70 (U58284) cellulose synthase [Gossypium 
hirsutum] ' 



OJ000323_04. 0424. Cll 

17348 . 
AAT/GAP 
12149 
936 



57060 

119535 

11339 

OJ000323_04. 0424. Cll. o3.tw 

.11870 
none 



Seq. ID OJ000323 04. 0424. Cll 



Strand 
End 

Method 
End • 
Score 



17348 

TBLASTX: Wheat 

12 18 7*** 

69 



11870. .11926, 11871. .11978, 12005. .12187, 12016. .12183 



57652 




Seq. No. 


57060 


Seq.^ ID 


OJ000323 04.0424 


. Cll 


Gene No. 




Strand 






Start 


11339* 


End 


17348 




Name 


OJ000323_0*4 . 0424 . Cll . o3 . gp 


Method 


* AAT/GAP 




Start 


12160 


End 


12517 




GI 


45637_1 . R1084 


Score 


538 




Exons 


12160. .12375, 12455. .12517 








GI Descrip. 


f 3511285 1.0e-22 (AF081534) 


cellulose 


synthase [Populus 


alb. 




Populus tremula] 1 








Seq. No. 


57060 


Seq. ID 


OJ000323 04 . 0424 


. Cll 


Gene No. 


119535 


Strand 






Start 


11339 


End 


17348 




Name 


OJ000323_04 .0424. Cll. o4 . gp 


Method 


AAT/GAP 




Start 


12843 


End 


13292 




GI 


3761534 


Score 


680 




Exons 


12843.. 13048, 13126.. 132 92 








GI Descrip. 


3511285 2.0e-53 (AF081534) 


cellulose ^synthase [Populus 


alba 


■>■ 


Populus tremula] 








Seq. No. 


57060 


Seq. ID 


OJ000323_04.0424 


. Cll 


Gene No. 


119535 


Strand 






Start 


11339 


End 


17348 




Name 


OJ000323_04 .0424. Cll. o4.tw 


Method 


TBLASTX: Wheat 




Start 


12995 **; 


End 


13341 




GI 


none 


Score 


50 




Exons 


12995. . 13048, 12996. . 1304 6, 


13099. .13218, 13103. .13204, 






13225. .13341, 13229. .13339 








Seq. No. 


57060 


Seq. ID" 


OJ000323_04.0424* 


.Cll 


Gene No. 


119535 


Strand 






Start 


11339 


End 


17348 




Name 


OJ000323_04 .0424 .Cll .o2 . tw 


Method 


TBLASTX: Wheat 




Start 


13342 


End 


14182 




GI 


none 


Score 


227 




Exons 


13342. .13605, 13346. .13603, 


14033. .14182, 14034. .14171 




Seq. No. 


57060 


Seq. ID 


0 JO 00323JD 4. 0424 


:C11 


Gene No. 


119535 


Strand 






Start 


11339 


End 


17348 




Name 


OJ000323JD4 .0424 .Cll. o5.gp 


Method 


AAT/GAP 




Start 


15182 


End 


15619 




GI 


4881049 . 


Score 


. 607 




Exons 


15182. .15302, 15404. .15619 








GI Descrip. 


3511285 1..0e-22 (AF081534) 


cellulose synthase [Populus 


alba 




Populus tremula] 








Seq. No. 


57060 


Seq. ID 


OJ000323_04.0424 


.Cll 


Gene No. 


119535 


Strand 






Start 


11339 


End 


17348 




Name 


OJ000323 04.0424.Cll.o3.ts 


Method 


TBLASTX: Soybean 




Start 


15402 


End 


15588 




GI 


none 


Score 


175 




Exons 


15402. .15569, 15403. .15588 








Seq. No. 


57060 


Seq. ID 


OJ000323_04.0424 


.Cll 


Gene No. 


..119535 


Strand 







57653 



Start 


11339 


End 


17348 


Name 


OJ000323 04 . 0424 .Cll . o4 . tm 


Method 


TBLASTX: Maize 


Start 


15402 


End 


15614 . 


GI 


none 


Score 


164 


Exons 


15402. .15614, 15403. .15597 






Seq. No. 


57060 


Seq. ID 


OJ000323_04 . 0424 .Cll 


Gene No . 


1 1 Q R "3 c: 


ol r ana 




Start 


11339 


End 


17348 


Name 


OJ000323 04.0424.Cll.o6.gp 


Method 


AAT/GAP 


Start 


16444 


End 


16925 


GI 


1000 1.R1084 


Score ' 


665 


Exons 


16444. .16737, 16856. .16925 






GI Descrip. 


, 1352442/sp|P48600|IFE2 ORYSA 


2.0e-67 


EUKARYOTIC TRANSLATION 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI' Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



INITIATION FACTOR 4E (EIF-4E) (EIF4E) (MRNA CAP-BINDING PROTEIN) 
(EIF- (IS0)4F 25 KD SUBUNIT) (EIF- (ISO) 4F P28 SUBUNIT) 
>gi 1002917 (U34598) p28 [Oryza sativa] ' 



'Seq. ID 
Strand 
End 

Method 

End 

Score 



OJ00.0323 04. 0424. Cll 



17348 
AAT/NAP 
17348 
157 



57060 
119535 
11339 

OJ000323_04. 0424. Cll. o3.np 
16690 
1352442 

16690. . 16737, 16856 .. 16930, 17290.. 17348 

EUKARYOTIC TRANSLATION INITIATION FACTOR 4E (EIF-4E) (EIF4E) 

(MRNA CAP-BINDING PROTEIN) (EIF- (ISO) 4F 25 KD SUBUNIT) 

(EIF- (ISO) 4F P28 SUBUNIT) gi 11002917 (U34598) p28 [Oryza sativa] 

57061 Seq. ID OJ000323__04 . 0424 . C12 

119536 Strand 

1 End 936 

OJ000323_04 . 0424 . C12 . ol . gp Method AAT/GAP 

1 End 678 

1000_1.R1084 Score 527 

1..43, 225. .374, 504. .678 ? 

■ 13524 42/sp | P4 8600.-I IFE2_ORYSA . 2 . Oe-67 EUKARYOTIC . TRANSLATION 
INITIATION FACTOR 4E (EIF-4E) '.(EIF4E) " (MRNA CAP-fil'NDING PROTEIN) 
(EIF- (ISO) 4F 25 KD SUBUNIT) (EIF- (ISO) 4F P28 SUBUNIT) 
>gi_1002917 (U34598) p28 [Oryza sativa]' 

57061. .Seq. ID OJ0Q0323_04 . 0424.. C12 

119536 . Strand. - * - 

1 End 936 

OJ000323_04.0424.CI2.ol.np Method AAT/NAP.. 

143 End 936 

1352442 Score 439 

143. .374, 504. .695, 916. .936 

EUKARYOTIC TRANSLATION INITIATION FACTOR 4E (EIF-4E) (EIF4E) 
(MRNA CAP-BINDING PROTEIN) (EIF- (ISO) 4F 25 KD SUBUNIT) 
(EIF- (ISO) 4F P28 SUBUNIT) gi 11002917 (U34598) p28 [Oryza sativa] 



57061 Seq. ID 

119536 Strand 

1 ' End 

OJ000323_04 . 04 24 . C12 . ol . tc Method 

232 End 



OJ000323__04 .0424 .C12 
936 

TBLASTX: Cress 
671 



57654 



GI 

Exons 



none Score 52 

232. .297, 234. .308, 306. .374, 307. .372, 501. .557, 552. .671, 
553. .648 



Seq. No. 57061 

Gene No. 119536 

Start 1 

Name . OJ000323_04 . 0424 . C12 . ol . tm 

Start 234 

GI none 
Exons 



Seq. ID OJ000323_04 . 0424 .C12 
Strand 

End 936 

Method ' TBLASTX: Maize 

End 695 

Score 172 



234. .374, 247. .375, 493. .678, 501. .671, 503. .673, 504. .695, 
505. . 681 



Seq." No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57061 

119536 

1 

OJ000323_04.04 24.C12.ol.ts 

246 

none 



Seq. ID OJ000323_04.0424.C12- 
Strand 

End 936 

Method TBLASTX : Soybean 

End 691 

Score 8 6 



246. .371, 246. .374, 256. .372, 501. .542, 501. .539, 506. .541, 
549. .671, 551. .691, 556. .678 



Seq. No. 57061 

Gene No. 119536 

Start 1 • " : 

Name OJ000323_04 . 0424 . C12 . ol . gs 

Start 24 9 

GI none 

Exons 249.. 374, 504.. 672 



Seq. ID OJ000323_04.0424.C12 
Strand 

End 936 

Method GENSCAN 

End 672 

Score .76 



Seq. No. 57062 

Gene No. 119537 

Start 263 

Name OJ0004 03_05 . 04 19 . CI . ol . gs 

Start 263 

GI ' none 

Exons . 263.. 455, 788.. 1198 



Seq. ID OJ000403_05.0419.C1 

Strand + 

End 1223 

Method GENSCAN 

End 1198 

Score .8 



Seq. No. 57062 

Gene No. 119537 

Start 263 

Name OJ0.00403_05 . 04 19 . CI . ol . np 

Start . 336 ... 

GI 6520161 

Exons 336. .467, 777. .1223- 

GI Descrip. ' (AB028198) ZF14 [Arabidopsis thaliana] 



Seq. ID OJ000403_05.0419.C1 

Strand + 

End 1223 

Method AAT/NAP 

End . 1223 . 

Score 398 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57062 

119537 

263 

OJ000403__05.0419.Cl.ol.ts 

785 

none 



Seq. ID OJ000403_05. 0419. CI 

Strand + 

End 1223 

Method TBLASTX : Soybean 

End 1222 

Scor.e . 98 



785. .877, 796. .879, 869. .1003, 897. .956, 941. .1003, 1118. .1222 



Seq. No. 
Gene No. 



57063 
119538 



Seq. ID OJ000403_05.0419.C2 
Strand + 



57655 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 
OJ0004 03_05.0419.C2.ol.np . Method 
1 End 
6520161 ■ v """ • Score 

1..455 

(AB028198) ZF14 [Arabidopsis thaliana] 



57063 
119539 
6807 

OJ000403_05.0419 
3 

none 

3. .200, '23. .112, 

57063 
119539 
6807 

OJ000403_05. 041*9. 
6807 
none 

6807. .6851, 7048. 



Seq. ID. 
Strand ' 
End 

.C2.ol.ts Method 
End 
Score 

176.. 256, 312.. 359 

Seq. ID 
Strand 
End 

C2.o2.gs ' Method 
End 
Score 

.7114 



455 

AAT/NAP 

455 

391 



OJ000403_05.0419.C2 
7114 

TBLASTX: Soybean 

359 * 

249 



OJ000403_05.0419.C2 

7114 
GEN SCAN 
7114 
. 92 



Seq. No. 57064 

Gene No. 119540 

Start 1064 . 

Name OJ000403_05 . 0419 . 

Start 1064 

GI none 

Exons 1064.. 1292 



Seq. ID 
. Strand 
. End " 
C3.ol.gs Method 
•End - 
Score 



OJ000403_05.0419.C3 
+ 

1292 
GENSCAN 
1292 
.4 



Seq. No. 57064 Seq. ID 

Gene No. 119541 Strand 

Start 2238 End 

Name OJ000403_05.0419.C3.o2.gs . Method 

Start ' 223.8 End 

GI none Score .... 

Exons. 2238. .2351, 2409. .2525 



OJ000403_05.0419.C3 

2525 

GENSCAN 

2525 

.99 • 



Seq. No. 57065 Seq. ID 

Gene No. 119542 Strand 

Start 1035 . End 

Name, OJ0.00403_05 .. 04 19 . C4,. ol . gs .../ Method 

Start 1035 End 

GI none ' Score 

Exons 1035. .1307 ' 



OJ000403_05.0419.C4 
+ 

1307 

GENSCAN. . 

1307 

.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 
Gene No. 



57065 
119543 
6774 

OJ000403_05.0419.C4.o3.gs 
6774 
none 

6774. .6805, 7883. .7946, 8934. .8954, 9951. .10127 



Seq. ID OJ000403_05.0419.C4 
Strand + 

10127 
GENSCAN 
10127 
.7 



End 

Method 

End 

Score 



57065 
119544 



Seq. ID OJ000403_05.0419.C4 
Strand + 



57656 






Start 


1 A C A 1 








Name 


OJUUU4Uo Uo . U4 ly . 04 . 04 . gs 


rje tnoa 


P TT M Q C H Ki 




Start 


1 A C A 1 

10341 




1 1 DOR 




GI 


none 


- Score 






Exons 


iac/m in^^R im^"^ 1 1 nop 








Seq. No. 


57066 


Seq. ID 


OJ000403_05.0419.C7 




Gene No. 


119545 


Strand; 


+ ■ * 




Start 


o c n 
ODD 




9 A 0 R 

£ fi U O 




Name 


OJ0004Q3 05 . 04 19 . C / . ol . gs 


ftA /*> 4* V"\ ^\ /-J 






Start 


856 


TTt-iH 

Hjna 


Z 41 U o 




GI 


none 


Score 


7/1 




Exons 


bob. . IU / 4 , llOD. . xooZ , IDoJ . 




3 1 Q1 ^ 1 QQR 940R 




Seq. No. 


57066 


Cart t n 
oeq. iu 


UUUUU4UO Uj.U415i^/ 




Gene No . 


119545 


Strand 


+ 




Start 


856 


End 


2408 




Name 


OJ000403 05,0419. C7.ol.np " 


Method 


AAT/NAP 




Start 


1805 


End 






GI' 


3738089 


Score 


97 R 




Exons 


1805.. 1913, 1998.. 2396 








GI Descrip. 


(AC005617) putative bHLH transcription 


■F — i /-i 4- ^ v* f 7\ y 3 "1 /"^ s~\Y~\ O 1 C 

IaCIOI IHIaDiaopDlb 






thaliana] 






fi 


■Seq. No. 


- 57066 


Seq. ID 


OJ000403__05.0419.C7 




Gene No. 


119546 


Strand 




r.y 


Start 


8479 


End 


R ^OR ' 

OJUO 




Name 


OJ000403 05.0419. C7.ol.ts 


Method 


"POT ACTY • Qnuhoan 
1 DbriO 1 A . OUyUcdll 


5j :J! 


Start 


1824 


End 


9-371; 


! : S 


GI 


none 


Score 


1 9 ^ 




Exons 


1824.. 1916, 1983.. 2087, 2199 


. .2375 




i y 


Seq. No. 


57066 


Seq. ID 


OJ000403_05.0419.C7 




Gene No. 


119546 


Strand 




5- tJ 


Start 


8479 


End 


R ^DR 




Name 


OJ000403 05.0419.C7 .o3.gs 


Method 


Li Ej IN 0 ^rilN 




• Start 


-8479. '•• • ■ 


End, 


R ^OR 


w 


GI 


none 


Score • 


. Dj 




Exons 


8479. .8508 






; . =■ 

■a "xr 


Seq. No. 


57067 


Seq. ID 


OJ000403_05.0419.C8 




Gene No., 


119547 


Strand 


+ 




Start 


675 


End . 


1DDU 




Name 


OJ000403 05.0419.C8.ol.gs 


. Method 






Start 


67.5 


End 


1DDU 




GI 


none 


Score 


A O 




Exons 


675. .693, 1569. .1660 








Seq. No. 


57067 


Seq. ID 


OJ000403_05.0419.C8 




Gene No. 


119548 


Strand 


+ 




Start 


11453 


End 


18142 




Name 


OJ000403 05.0419.C8.o3.gs 


- Method 


GENSCAN 




Start 


11453 


End 


18142 




GI 


none 


Score 


.7 ■ 




Exons 


11453. .14018, 14433. . 14741, ' 


14913. .14992, . 15329 15436, 



15638. .15735, 16030 16169, 17797. .18142 



57657 



Seq. No. 57067 Seq. ID OJ000403_ 

.Gene No. 119548 Strand + 

Start 11453 End 18142 

Name OJ0004 03_05 . 04 19 . C8 . ol*. np Method AAT/NAP 

Start 11480 End 14842 ■ 

GI 7434429 Score 3065 

Exons 11480. .14018, 14433.. 14842 

GI Descrip. hypothetical protein F6H11 
gi | 2827715 | emb'l CAA16688 . 1|' 
like protein [Arabidopsis thaliana] 



05. 0419. C8 



170 - Arabidopsis thaliana 
(AL021684) receptor protein ' kinase 



Seq. No. 57067 Seq. ID 

Gene No. 119548 Strand 

Start ■ 114 53 •* ■* End '■ 

Name OJ000403_05 . 04 19 . C8 . ol . gp Method 

Start 13021 End 

GI 3761671 Score 

Exons 13021.. 13407 

GI Descrip. 28277 15/emb | CAA16688 | 2.0e-26 (AL021684) receptor protein kinase 
- like protein [Arabidopsis thaliana] 



OJ000403_05.0419.C8 
+ 

181-42 
AAT/GAP 
13407 
701 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57067 
119548 1 ' 
11453 

OJ0004 03-05.0419.C8 .o2.gp 
14703 
3761672 

14 703. .15139, 15186. .15208 

57067 
119549 
14697 

OJ000403_05.0419.C8.o5.tm 
944 
none 

944. .1084, 947. .1087, 949. .1098, 1081. .1263, 1092. .1259 



Seq. ID. OJ000403_05.0419.C8 
Strand + 
End 18142 
Method' AAT/GAP 
End 15208 
Score •> 7 96 



Seq. ID OJ000403_05.0419.C8 
Strand 

End 17456 

Method TBLASTX : Mai ze 

End 1263 

Score 92 



57067 

119545 

14697 

OJ000' 

11788 

none 

11788. 

11918. 

11938. 

11992. 

12083, 

12152. 

12266. 

12398. 

12506. 

12788. 

12884 . 

12884, 

13382. 

13888, 



Seq.' ID 
Strand 



OJ000403' 05. 04 19. C8 



.11961, 
,12082, 
, 12045, 
,12333, 
,12232, 
,12220, 
,12478, 
,12478, 
,12688, 
,13255 , 
,13099, 
,13198, 
,13612, 
,14016, 







End 


17456 




19. C8. 


ol.tc 


Method TBLASTX : Cress 






. End 


14778 








Score 42 






11807. 


.11863, 


11851. 


. 11916, 


11918 


. . 12118, 


11918. 


.12070, 


11921. 


. 12481, 


11924 


. .12061, 


11939. 


.12076, 


11944 . 


.12108, 


11990 


. . 12292, 


12002. 


.12076, 


12005. 


.12289, 


12065 


. .12397, 


12086. 


.12469, 


12134 . 


.12304, 


12134 


. . 12481, 


12197. 


.12757, 


12208. 


.12330, 


12212 


. .12340, 


12278. 


.12505, 


12320. 


.12454, 


12385 


. .12480, 


12497. 


.12772, 


12499. 


.12756, 


12506 


. .12757, 


12593. 


.12766, 


12671. 


. 12766, 


12782 


. .13123, 


12797. 


. 12979, 


12869. 


.13030, 


12875 


. .13198, 


12884. 


.13195, 


12884. 


.13195, 


12884 


. .13201, 


13004. 


.13198, 


13012. 


.13122, 


13073 


. .13195, 


13441. 


.13593, 


13600. 


.13932, 


13601 


. .13951, 


13958. 


.14017, 


14264 . 


.14332, 


14426 


. .14533, 



57658 






14431. . 


14562, 


14432. 


. 14566, 


14509. .14778, 14594 


. . 14752 




Seq. No.' 


57067 








Seq. ID 


OJ000403 


_05 . 0419 


.C8 


Gene No. 


119549 








Strand 








Start 


14697 








End 


17456 






Name 


OJ000403 05. 0419. C8. 


ol . tm 


Method 


TBLASTX: 


Mai ze 




Start 


11875 








End 


13201 






GI 


none 








Score . 


658/ 






Exons 


11875.'. 


12339, 


11918. 


. 12337, 


11941. . 12375, 11957 


. . 12373, 






11967. . 


12077, 


12167. 


. 12442 , 


12230. .12484, 12287 


. . 12451, 






12446. . 


12505, 


12448. 


. 12480, 


12506. .12730, 12541 


. . 12717, 






12866. . 


13093, 


12869. 


. L2934, 


12875. .13021, 12884 


. . 13162, 






12956. . 


13201, 


12966. 


. 13121, 


13097. .13195 






Seq. No. 


57067 








Seq. ID 


OJ000403 


_05. 0419 


.C8 


Gene No. 


119549 








Strand 








Start 


14697 








End 


17456 






Name 


OJ000403 05. 0419. C8 . 


ol . ts 


Method 


TBLASTX: 


Soybean 




Start 


11878 








End 


14728 






GI 


none 








Score 


104' 






Exons 


11878. . 


12075, 


11918. 


. 12082, 


11924. .12076, 11924 


. . 12070, 






11924. . 


12076, 


11939. 


. 12076, 


11939. . 12040, 11957 


. . 12481, 






11989. . 


12111, 


12086. 


. 12337,. 


12086. .12400, 12095 


. . 12484, : 






12148. . 


12324, 


12278. 


. 12481, 


12302. .12481, 12383 


. . 12505, 






12386. . 


12757, 


12491. 


. 12757, ' 


12493. .12687, 12494 


. .13294, 






12724 . . 


12924, 


12869. 


.13195, 


12875. .13198, 12884 


. . 13195, 






12884 . . 


13195, 


12886. 


. 12987, 


12895. .13194, 12964 


. . 13095, 






12974. . 


13099, 


13027. 


. 13122, 


13147. .13275, 13400 


. . 13606,. 






13441. . 


13581, 


13589. 


.13966, 


13621. .13932, 13964 


. . 14017, 






13969. . 


14016, 


14431. 


. 14538, 


14432. .14539, 14536 


. . 14724, 






14537. . 


14728 














Seq. No. 


57067 








Seq. ID 


OJ000403 


_05. 0419 


.C8 


Gene No. 


119549 








Strand 








Start 


14697 








End 


17456 






Name 


OJ000403 05. 0419. C8. 


o4 . tm 


Method 


TBLASTX : ] 


Maize 




Start 


. 13201 








End- . 


13534 








none 








Score 


156 






Exons 


13201. . 


13296, 


13202. 


. 13303, 


13297. .13533, 13367 


. . 13534 




Seq. No. 


57067 








Seq. ID 


OJ000403 


_05 . 0419 


.C8 


Gene No. 


. 119549 








Strand 








Start 


14697 . 








End 


17456 " 






Name 


OJ000403 05. 0419. C8 . 


o2 . tm 


Method 


TBLASTX : ] 


Maize 




Start 


13600 








. End 


. 14527 






GI 


none 








Score 


257 






Exons 


13600. . 


13752, 


13601. 


. 13750, 


13696. . 13752, 13751 


. . 13960, 






13752. . 


13799, 


13753. 


. 13932, 


13787. .13957, 13888 


. .14016, 






13955. . 


14017, 


14430. 


. 14483, 


14431. . 14526, 14432 


. .14527 




Seq. No. 


57067 








Seq. ID 


OJ000403 


JDS. 0419 


.C8 


Gene No. 


119549 








Strand 








Start 


14697 








End 


17456 






Name 


OJ000403 05. 0419. C8. 


ol . tw 


Method 


TBLASTX: Wheat- 




Start 


13624 








End 


13918 






GI 


none 








Score 


357 






Exons 


13624. . 


13917, 


13625. 


.13918 











57659 



Seq. No. 


57067 




Seq. ID 


OJ000403_05.0419.C8 


Gene No. 


119549 




Strand 




Start 


• 14697 




End 


17456 


Name 


OJ0004 03 05. 0419.C8 , 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


14527 




End 


■ 14940 


GI 


none 




Score 


387 


Exons 


14527 . . 14823, 14528 , 


. . 14824, 


14810. .14 920, 14 811. .14 921, 




14815 . . 14 922, 14815, 


..14 940' 






Seq. No. 


57067 




Seq. ID 


OJ000403_05.0419.C8 


Gene No. 


H9549 




Strand 




Start 


14 697 




End 


17456 


Name 


OJ0004 03 05 . 0419. C8 , 


. o2.np • 


Method 


AAT/NAP • 


Start 


14697 




End 


17456 


GI 


6503190 




Score 


104 


Exons 


14697 . . 14724 , 17351 . 


. . 17456 






GI Descrip. 


(AF200688) tyrosine 


kinase ZAK1 [ Dictyostelium discoideum] 


d e q . in o . 


57067 




Seq. ID 


OJ000403_05.0419.C8 


Gene No.' 


119549 




Strand 




Start 


14697 




End 


17456 


Name 


OJ000403 05. 0419. C8 . 


, o3 . gp 


Method 


AAT/GAP 


Start 


17346 




End 


17454 


GI 


5867 1.R1084 ■ 




Score . 


129 . 


Exons 


17346. .17454 






GI Descrip. 


? 464986/sp| P35132 |UBC9_ARATH 


5.0e-58 UBIQUITIN-CONJUGATING 



ENZYME E2-17'KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9). (UBCAT4B) >gi_42 18 57_pir S32674 

ubiquitin--protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 57068 
Gene No. . 119550 
Start . . 170 

Name ' . . OJ000403_05'. 0419 . C9 . ol . np 
Start 170 
GI - 130997 

Exons 170.. 748 

GI Descrip. RE PET IT 

gi|8180 

gi | 1700 



Seq. ID OJ000403_05.0419.C9 

Strand + 

■ End • ' 74 8 

Method " AAT/NAP 

End 748 

Score 100 



IVE PROLINE-RICH CELL WALL PROTEIN 1 PRECURSOR 
9 | pir | | A29324 proline-rich protein precursor - soybean. 
49 (J02746) proline-rich protein [Glycine max] 



Seq. No. 57068 Seq. ID 

Gene No. 119551 Strand 

Start 5754 End 

Name OJ000403JD5 . 04 19 . C9 . o3 . gs .Method 

Start 5754 End 

GI none Score 

Exons 5754.. 5782, 6174.. 6312 



OJ000403_05.0419.C9 
+ 

6312 
GENSCAN 
6312 
.97 



Seq. No. 57068 Seq. ID 

Gene No: 119552 Strand 

Start 1771 End 

Name OJ000403_05 . 04 19 . C9 . o2 . np Method 



OJ000403_05.041'9.C9 

4028 
AAT/NAP 



57660 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1351 End 
5852093 Score 
1351. .1467, 2784. .2837 
(AL117264) zwhl6. 1 [Oryza sativa] 

57068 - Seq. ID 

119552 Strand 
1771 End 
OJ000403_05.0419.C9.ol.gs ' Method 
1771 End 
none Score 
1771.. 1890, 1933.. 2025 

57068 ' Seq. ID 
119552 Strand 

1771 End 

OJ000403_05.0419.C9.o2.gs Method 

2450 End 

none ' -Score 
2450.. 2867, 3674.. 3928, 3964.. 4028 



2837 
79 



OJ000403_05.0419.C9 

4028 
GENSCAN 
2025 
.82 



OJ000403_05.0419.C9 

4028 
GENSCAN 
4028 
.87 



Seq. No. 


57068 


Seq. ID 


OJ000403_05. 


0419. 


C9 


Gene No. 


119553 


Strand 








Start 


8281 


End 


8779 






Name 


OJ000403 05.0419.C9.o4.gs 


Method 


GENSCAN 






Start 


8281 


End 


8779 






GI 


none 


Score 


-67 






Exons 


8281. .8394, 8417. .8456, 8489. 


.8779 








Seq. No. 


57069 


Seq. ID 


OJ000403_05. 


0419. 


C10 


Gene No. 


119554 


Strand 








Start 


70 


End 


1271 






Name 


OJ000403 05.0419.C10.ol.gs 


Method 


GENSCAN 






Start 


70 


End 


1255 






GI 


none 


Score 


.43 






Exons 


70. .200, 1192. .1255 










Seq . No . 


57069 


" Seq. ID ' 


OJ000403_05. 


0419:. 


C!0 


Gene No. 


119554 


Strand 








Start 


70 


End 


1271 






Name 


' OJ000403 05.0419. C10. ol.gp 


Method 


AAT/GAP 






Start 


921 


End 


1271 






GI 


none 


Score 


668 : 






Exons 


921. .1271 










Seq. No. 


57070 


Seq. ID 


OJ000403_05. 


0419. 


Cll 


Gene No. 


119555 


Strand 








Start 


1 


End 


77 






Name 


OJ000403 05. 0419. Cll. ol.gp 


Method 


AAT/GAP 






Start 


1 


End ' 


77 






GI 


uC-osflcyp022c06b2 


Score 


142 






Exons 


1. .77 . 










GI Descrip. 


1 50424 37/gb|AC00778 9.1 IAC00778 9 8.0e-25 


i Oryza sativa BAC 


: T49B20 




genomic sequence, complete sequence 1 








Seq. No. 


57070 


Seq. ID 


OJ000403_05. 


0419. 


Cll 


Gene No. 


119556 


Strand 









57661 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI- 

Exons 



1146 

OJ0004 03_05.0419.Cll.ol.gs 
1146 
none 

1146.. 1327, 1377.. 1494 

57071 
119557 
98 

OJ000403__05.0419.C12.ol.gs 
98 

none 

98. .179, 282. .316 

57071 
119558 
825 

OJ000403_05.0419.C12.o2.gs 
825 
none 

825. .1029, 1236. .1305, 2470. .2566, 2935. .3129, 3245. .3430 



End 1494 

Method GENSCAN 

End 1494 

Score .49 



Seq. ID OJ000403_05.0419.C12 

Strand + 

End 316 

Method GENSCAN 

End' 316 

Score .48 



Seq. ID OJ000403_05.0419.C12 
Strand 

End 34 30 

Method GENSCAN 

End ' 34 30 

Score .54 



57071 . 

119558 

825 

OJ0004 03_05. 0419.C12.ol.gp - 
944 

21540 1.R1084 



OJ000403 05-.0419.C12 



Seq. ID _ 
Strand - 
End 3430 
Method r AAT/GAP 
End 2961 
_ Score 1210 

944. .1305, 1390. .1481, 1895. .1965, 2470. .2566, 2935. .2961 
'4835237/emb | CAB42915.il 2.0e-34 (AL049862) putative clathrin 
coat assembly protein [Arabidopsis thaliana] ' 



57071 

119558 

825 

OJ0004 03_05.0419.C12.ol. tm 

1210 

none . 

1210.. 1308, 1235.. 1306, 1237, 
1850. .1966, 1892. .1975, 1893. 
2471. .2566, 2472. .2567, 2484. 
2935. .3003, 3082. .3141, 3086. 
3305. .3379, 3305. .3379 



Seq. ID OJ000403_05.0419.C12 
Strand 

End 3430 
Method TBLASTX : Maize 
End.-- 337 9 . 

-Score 65 

.1308, 1386. .1484, 1389. .1484, 
.1967, 1897. .1968, 2471. .2566, 
.2567, 2927. .3004, 2927. .2992, 
.3130, 3088. .3141, 3304. .3372, 



Seq.- No. 57071 . .. Seq. ID OJ00.0403_05 . 04 19 . C12 

Gene No. 119558 Strand 

Start 825 End 3430 

Name OJ000403_05 . 04 19 . C12 . ol . np Method AAT/NAP 

Start 1389 .. End 3372 

GI 7484872* Score 398 

Exons 1389. .1481, 1895. .1965, 2470. .2566, 2935. .2996, 3087. .3129, 

3304.. 3372 

GI Descrip. clathrin coat assembly protein homolog F18B3.14 0 - Arabidopsis 

thaliana gi | 4 835237 | emb I CAB42915 . 1 | (AL049862) putative ' clathrin 
coat assembly protein [Arabidopsis thaliana] 



Seq. No. 



57072 



Seq. ID OJ000403_05.0419.C13 



57662 



Gene No. 


119559 


Strand 


+ 


Start 


4849,. 


End 


6564 


Name 


OJUUU4U3 05 . 04 19 . CI J . ol . np 


Method 


AAT/NAP 


Start 


484 9 


End 


5841 


GI 


2505879 


Score 


289 • 


Exons 


4849. .5547, 5629. .5841 






GI Descrip. 


(Y12776) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


57072 


Seq. ID 


OJ000403_05.0419.C13 


Gene No. 


119559 


Strand 


+ 


Start 


4 84 9 


End 


6564 


Name 


OJ000403 05 . 04 19 . C13 . ol . gp 


Method 


AAT/GAP 


Start 


4 947 


End 


5099 


GI 


•none ■ 


Score 


279 


Exons 


4 947. . 5099 






Seq. No. 


57072 


Seq. ID 


OJ000403_05.0419.C13 


Gene No. 


119559 


Strand 


+ 


Start 


4849 


End 


6564 


Name 


OJ000403 05 . 04 19 . C13 . o2 . np 


Method 


AAT/NAP 


Start 


5257 


End 


6564. 


GI 


5777617 


Score 


89 


Exons 


5257..5'322, 6441.. 6564 






GI Descrip*- 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


57072 


Seq. ID 


OJ000403_05.0419.C13 


Gene No. 


119560 


Strand 




Start 


5713 


End 


618,4 


Name 


OJ000403 05 . 04 19 . C13 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


4 905 


End 


5448 


GI 


none 


Score 


110 


Exons 


4905. .5009, 4906. .5034, 5116.. 


.5247, 5124. .5219, 5248. .5301, 




5322.. 5393, 5323.. 5448 






Seq. No. 


57072 


Seq. ID 


OJ000403_05.0419.C13 


Gene No. 


119560 


Strand 




Start 


5713 ■ 


End , 


6184- 


Name 


OJ000403 05 . 04 19 . C13 . o2 . gp 


Method 


AAT/GAP 


Start 


5713 


End 


6184 


GI 


none 


Score 


888 


Exons 


5713 . . 6184 






Seq. No'. 


57073 


Seq. ID. 


OJ000323_09.0424.C1 


Gene No. 


119561 


Strand 


+ 


Start 


. 105 


End 


1713 . 


Name 


OJ000323 09 . 0424 . CI . ol . ts 


Method 


TBLASTX : Soybean 


Start 


104 


End 


869 


GI 


none 


Score 


38 


Exons 


104.. 130, 10 5.. 131, 245.. 331, 


246. .344 


, 724. .852, 738. .869, 




7 58.. 865, 789.. 869 






Seq. No. 


57073 


Seq. ID 


OJ000323_09.0424.C1 


Gene No. 


119561 


Strand 


+ 


Start 


105 


End - 


1713 


Name 


OJ000323 09.0424 .CI. ol.np 


Method 


AAT/NAP 


Start 


105 


End 


1713 


GI 


4895195 


Score 


475 



57663 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



105. .338, 744. .961, 1044. .1159, 1474. .1575, 1662. .1713 
(AC007661) putative mitochondrial carrier protein [Arabidopsis 
thaliana] _ -■-* 



57073 
119561 
105 

OJ000323JD9.04 24 .Cl.ol.gs 
129 
none 

129. .338, 744. .920, 1013. .1159, 1474. .1575 



Seq. ID ' OJ000323_09 . 0424 . CI 



Strand 
End 

Method 

End 

Score 



+ 

1713 
GENSCAN 
1575 
.94 



57073 
119561 
105 

OJ000323JD9.0424 .Cl.ol.tm 
842 
none 

842. .919, 843. .923, 1013. .1165, 1021. 
1471. .1530, 1481. .1528 



Seq. ID OJ000323_09 . 04 24 . CI 



Strand 
End 

Method 

End 

Score 



+ 

1713 

TBLASTX: Maize 

1530 

134 

,1155, 1090. .1203, 



Seq. No. 57074 Seq. ID 

Gene No. 119562 Strand 

Start 4 End 

Name OJ000323_09 . 0424 . C2 . ol . gs Method 

Start 4 End' 

GI none . - Score 

Exons 4 . . 6,60 



OJ000323_09.0424 
+ 

660 

GENSCAN 
660 
. 66 



C2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

Start . - 
GI 

Exons 



57074 Seq. ID OJ000323_09 . 0424 . C2 

119563 Strand + 

1004 End 6133 

OJ000323_09. 0424 .C2..o2.np Method AAT/NAP 

1004 End 6133 

6759445 Score 1027 

1004. .1046, 2806. .2928, 3066. .3132, 3226. .3296, 3665. .3782, 
3856.-3929, 4497.. .4567, 4647.. 4723, 4862.. 4899, 5371 . .'54.27,.. 
5642'. . 6133 

(AL137189) putative protein [Arabidopsis thaliana] 



57074 

119563 

1004 

OJ000323_09.0424 . C2 . o2 . gs 
1965 
none 
1965. 
3856. 
5642. 



.2263, 2626.. 2928, 3066 
.3929, 4314. .4369, 4484 
. 6080 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3171, 3226 
.4567, 4647 



OJ000323_09.0424 .C2 
+ 



6133 
GENSCAN 
6Q80. 
.59 

3296, 
4734, 



3665, 
4822. 



,3782, 
,4899, 



Seq. No. 57074 Seq. ID 

Gene No. 119563 Strand 

Start 1004 ' End 

Name OJ000323_09 . 0424 . C2 . ol . gp • Method 

Start 2809 End 

GI 21886 1.R1084 Score 
Exons 



OJ000323_09.0424.C2 
+ 

6133., . - 
AAT/GAP 
4352 
802 



2809. .2928, 3066. .3132, 3226. .3296, 3665. .3782, 3856. .3928, 



57664 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4314. .4352 

'1001478/dbj IBAA10104 
[Synechocystis sp.] ' 



6.0e-15 (D63999) hypothetical protein 



57074 • Seq. ID. 

119563 Strand 

1004 End 

OJ000323J39.0424.C2.o2.gp Method ' 

5387 End 

LIB3432-006-P1-K1-F3 Score 
5387. .5427, 5642. .6034 

1 10014 78/dbj | BAA10104 | 4.0e-24 (D63999) hypothetical protein 
[Synechocystis sp.] 1 



OJ000323_09.0424 .C2 
+" 

6133 
AAT/GAP 
6034 
811 



57074 
119564 
14280 

OJ000323_09.0424.C2.o4 . gs 
14280 
none 
14280 
15701 

16722. . 16829, 17301 .. 17355 , 17534 . .'4-7736 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_09.0424 . C2 
+ 



17736 
GENSCAN 
17736 
.9 



14381, 15064. .15234, 15330 154 07 , 15531, 
15831, 15983. .16037, 16142 16252, 16573. 



15605, 
16641, 



,Seq. No. 
Gene No. 
Start 
Name 
"Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



*GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57074 Seq. ID 

119564 Strand- 

14280 End 

OJ000323_09 . 0424 . C2 . o4 . gp Method 

15091 End 

21781 1.R1084 Score 



OJ000323_0?..0424 .C2 
+ 

17736 
AAT/GAP 
15818 
755 



15091. .15234, 15330. .154 07, 15531. .15605, 15701. .15818 

'2088650 1.0e-34 (AF002109) peroxisomal ATP/ADP carrier protein 

isolog [Arabidopsis thaliana] ' 



OJ000323_09.0424 .C2 
+ 



57074 "Seq. ID 

119564 Strand 
14280 - - •• . End 17736 • . . 

OJ000323_09.0424.C2.o4.np Method " AAT/NAP 

15154 End 17703 

2088650 Score 848 

15154. .15234, 15330 .. 154 07 , 15531 .. 15605, 15701 .. 15831 , 

15983. . 16037, 16142 .. 16252 , 16.573 .. 16641, 16722 .. 1 6829, 

17141. . 17209, 17301. .17355, 17534 . .17703 . 
(AF0021.09) putative peroxisomal membrane carrier protein 
[Arabidopsis thaliana] 



57074 

119564 

14280 

OJ000323_09.0424 !c2.o5.gp 
15561 

uC-osrocyp007g02bl 

15561. . 15605, 15701. .15831, 



Seq. ID OJ000323_09.0424.C2 

Strand + 

End 17736 

Method AAT/GAP 

End 16060 

Score 380 
15983. .16060 



1 2088650 2.0e-43 (AF002109) peroxisomal ATP/ADP carrier protein 
isolog [Arabidopsis thaliana] 1 



Seq. No. 



57074 



Seq. ID OJ000323_09.0424.C2 



57665 



Gene No. 119565 Strand + 

Start 18807 End 19730 

Name OJ000323_09 . 0424 . C2 . o5 . gs Method GENSCAN 

Start 18807 r "\ End 19680 

GI none ' Score 1 

Exons 18807. .19680 ' l ' ' 

Seq. No. 57074 Seq: ID OJ000323_09 . 04 24 . C2 

Gene No;' 119565 Strand 
.Start 18807 End 19730 

Name OJ000323_09 . 0424 . C2 . o5 . np Method AAT/NAP 

Start 18840 < End 19730 

GI 3914665 Score 804 

Exons 18840. . 19730 • 

GI Descrip. 50S RIBOSOMAL PROTEIN L4, CHLOROPLAST PRECURSOR {R-PROTEIN L4 ) 
gi|7440644 |pir| IT09170 ribosomal protein L4, chloroplast - 
spinach gi | 2792007 | emb | CAA75149. 1 I (Y14932) chloroplast 
ribosomal protein L4 [Spinacia oleracea] 



Seq. No. 57074 Seq. ID 

Gene No. 119566 Strand 

Start 6039 End 

Name OJ000323_09 . 0424'. C2 . o3 . gp Method 

Start 6039 End 

GI - ~ .none . . Score 

Exons 6039.. 6431 



OJ000323_09.0424 .C2 

6431 " 
AAT/GAP 
6431 
771 



Seq. No. 57074 Seq. ID 

Gene No. 119567 ..Strand 

Start 7742 End 

Name OJ000323_09 . 0424 . C2 . o3 . gs Method 

Start 7742 End 

GI none Score 
Exons 



OJ000323_09.0424 .C2 

12639 
GENSCAN 
12639 
.66 



7742. .7831, 8018.-. 8197, 8968. .9266, 10281 .. 10339, 12566. .12639 



Seq. No. 57074 Seq. '-ID OJ000323_09 . 0424 . C2 

'Gene'No. 119567 . . Strand - • . ' .: 

Start 7742 * ' '" ' End 12639 

Name OJ000323_09 . 0424 . C2 . o3 . np Method AAT/NAP 

Start 7777 End 9051 

GI 3582334 Score 505 

Exons 7777. .8197, 8968.. 9051 , 

GI Descrip. (AC005496) . hypothetical protein [Arabidopsis thaliana], . 



Seq. No. 


57074 










Seq. ..ID 


OJ000323__09.0424 , 


.C2 


Gene No. 


119568 










Strand 






Start 


17542 










End 


18051 




Name 


OJ000323 


09.0424 


.C2, 


,o6. 


. ts 


Method 


TBLASTX: Soybean 




Start 


585 










End 


843 




GI 


none 










Score 


184 ■ 




Exons 


585. .842, 


661. .8 


43 












Seq. No. 


57074 










Seq. ID 


OJ000323_09.0424< 


.C2 


Gene No. . 


119568 










. Strand 






Start 


17542 










End 


18051 




Name 


OJ000323 


09.0424 


.C2. 


.o7. 


. tm 


Method 


TBLASTX: Maize 




Start 


660 










End 


858 





57666 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

660. .857, 661. .858 

57074 

119568 

17542 

OJ000323_09.0424.C2.ol.ts 
2864 
none " 
2864 
3656 
4315 
4662 

5640. .6062, 5879. .6067 



Score 233 



2929, 3027. .3158, 3064. 

3784, 3663.^3785, 3855. 

4368, 4485.-4559, 4489. 

4763, 4816. .4899, 4817. 



-Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 09. 0424. C2 



18051 

TBLASTX : Soybean 
6067 

74 '•' 

3159, 3214.. 3291, 3231. .3296, 
3932, 3856.. 3927, 4314. .4358, 
4566, 4636. .4734, 4637. .4732, 
4897, 5372.. 5428, 5639.. 6064, 



Seq. No. 57074 
Gene No. 119568 
Start 17542 

Name OJ000323_09 . 0424 . C2 . 06 . tm 

Start 3087 
GI none 

Exons 3087.. 3155, 3088.. 3135, 3095. 

3228. .3296, 3659. .3784, 3662. 
3855.. 3932, 3856.. 3930, 4314. 
4319. .4381, 4447. .4584, 4485. 
*" 4646.. 4702 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 09. 0424. C2 



18051 

TBLASTX: Maize 
4702 
85 

3157, 3223.. 3294, 3226.. 3294, 
3787, 3663.. 3788, 3667.. 3792, 
4370, 4315. .4368, 4315. .4398, 
4562, 4636. .4692, 4637. .4702, 



Seq. No.*' 


57074 








Seq. ID 


OJ000323_09.0424.C2 


Gene No. 


119568 








Strand 




Start 


17542 








End 


18051 


Name 


OJ000323 09, 


.0424. 


C2.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


4640 








End 


5759 


GI 


none 








Score 


126 


Exons 


4640. .4732, 


4654. 


.4734, 


4816. 


.4899, 4E 


J17..4897, 5365. .5427 




5372. .5428, 


5639. 


.5752, 


5640. 


.5759 




Seq. No. 


57074- . 








Seq. ID 


OJ000323_09.0424 .C2- 


Gene No. 


'119568 








Strand ' 




Start 


17542 








End 


18051 


Name 


OJ000323 09, 


.0424. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4703 








End 


6062 


GI . 


none 








Score. 


43 


Exons 


4703. .4732, 


4816. 


.4899, 


4817. 


.48 97, 4E 


12.0. .4930, . 5365. .5427 




5372.. 5428, 


5375. 


.5428, 


5639. 


.5719, 5640. .5720, 5720. .6001 




5721. .6005, 


600.3. 


. 6062 








Seq. No. 


57074 








Seq. ID 


OJ000323_09.0424.C2 


Gene No. 


119568" 








Strand 




Start 


17542 








End 


18051 


Name 


OJ000323 09. 


.0424. 


C2.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5822 








End 


6063 


GI 


none 








Score 


276 


Exons 


5822. .6061, 


5823. 


.6062, 


5947. 


.6063 




Seq. No. 


57074 








Seq. ID 


OJ000323_09.0424.C2- 


Gene No. 


119568 








Strand 




Start 


17542 








End 


18051 



57667 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000323_09.0424 .C2.o4 .ts 

7910 

none 

7910.. 8008, 7959.. 8222, 7967. 

57074 

119568 

17542 

OJ000323_09'.0424 .C2.o5.tm 

7988 

none 

7988. .8158, 7989. .8159, 8151, 
8966. .9031, 8967. .9032, 8968, 
9067. .9132, 9082. .9141 



Method 
End 
Score 
.8221 



TBLASTX: Soybean 

8222 

178 



Seq. ID OJ00032'3_09.0424.C2 
Strand 

End 18051 
Method TBLASTX: Maize 
End . 9141 
Score 195 

.8198, 8159. .8206, '8966. .9031, 
.9033, 9063.. 9128, 9066.. 9131, 



Seq. No. 


57074 








Seq. ID 


OJ000323 


no, n a 9 a 

U y . U ft c. *± , 




Gene No. 


119568 








Strand 








Start 


17542 








End 


18051 






Name 


OJ000323 09. 0424. C2 , 


,.o8 . tm 


Method 


TBLASTX:] 


Mai ze 




Start 


-11773 • 








End 


12105 






GI 


none 








Score 


68 






Exons 


11773. . 


.11892, 


11905. 


. .11946, 


11944 . .12105, 12002 


. .12094 




Seq. No. 


57074 








Seq. ID 


. OJ000323 


HQ f) A 9 A 


P9 


Gene No. 


119568 








Strand 








Start 


17542 








End 


18051 






Name 


OJ000323 09. 0424. C2, 


. ol . tw 


Method 


TBLASTX:' 


wneat 




Start 


11996 








End 


12351 






GI 


none 








Score 


95 






Exons 


11996. , 


.12166, 


11998, 


. . 1Z jo 1 










Seq. No. 


57074 








Seq. ID 


OJ000323 


HQ D A 9 A 


P9 


Gene No. 


119568 








Strand 








Start 


17542 








End 


18051 






Name 


OJ000323 09. 0424. C2 , 


. o3 . tm 


Method 


TBLASTX:! 


Maize 




Start 


15171 








End 


16832 






GI. 


none . 








Score 


116 






Exons 


" * 15171. , 


.15242,. 


15330', 


. .15401,'' 


. 15330. .15410, 15530 


.■ . 15 604, 






15537. , 


.15605, 


15697, 


. .15831, 


15699. .15E 


)21, 15701 


. .15832, 






15957. , 


.16037, 


15957, 


. .16037, 


15983. .16039, 16121 


. .16252, 






16137. , 


.16256, 


16138, 


. .16251, 


16574 . .16642, 16575 


. .16643, 






. 16575. , 


.16646, 


16576, 


. .16644, 


16720. .16827, 16721 


. .16831, 






16721. , 


.16828, 


16722, 


. .16832, 


16733. .16798, 16734 


. . 16832 




Seq. No. 


57074 








Seq. ID 


OJ000323 


_09.0424 


.C2 


Gene No. 


119568 








Strand 








Start 


17542 








End 


18051 






Name 


OJ000323 09. 0424. C2 , 


. o3 . tc 


Method 


TBLASTX:' 


Cress 




Start 


16573 








End 


17700 






GI 


none 








Score 


93 






Exons 


16573. . 


. 16644, 


16573, 


. .16647, 


16721. .16792, 16722 


. .16790, 






16776. . 


.16829, 


17135, 


. .17209, 


17140. .17208, 17295 


. .17360, 






17306. , 


.17368, 


17532, 


. .17669, 


17532. .17684, 17533 


. .17700 





Seq. No. 57074 Seq.' ID OJ000323_09 . 0424 . C2 

Gene No. 119568 Strand 

Start 17542 . * End 18051 



57668 






Name 


OJ000323_09.0424.C2. 


, o4 . tm 


Method 


TBLASTX: Maize 






Start 


17128 




End 


17739 






GI 


none 




Score 


111 






Exons 


17128 .. 17214, 17135. 


. . 17209, 


17140. . 17211, 17141. .17224', 








17273 17374,. 17287. 


. .17361, 


17295. . 17372, 17532 .. 17735, 








17532. .17735, 17533. 


, .17739, 


17536.. 17736 






Seq. No. 


57074 




Seq. ID 


OJ0.00323_09.0424 


.C2 




Gene No. 


119568 




Strand 








Start 


17542 




End 


18051 






Name 


a -r rt rt rt rt rt rt rt ji rt j rt 

OJ000323 09. 04 24 .C2 . 


o5 . ts 


Method 


TBLASTX: Soybean 






Start 


17530 




End 


17721 






GI 


none 




Score 


199 






Exons 


17530 . . 17721, 17531. 


i 17704 , 


17532. .17711 • 






Seq. No. 


57074 




Seq. ID 


OJ000323_09.0424 


. C2 




Gene No. 


119568 




Strand 








Start 


17542 




End 


18051 






Name 


OJ000323 09. 0424. C2. 


06 . gp 


Method 


AAT/GAP 






Start 


17542 




End 


1.8051 






GI 


50074 1.R1084 




Score 


956 






Exons 


17542. .18051 












GI Descrip. 


1 1781299/emb|CAA70700 | 5. Oe- 


•15 (Y09506) 


t rans former- SR 








ribonucleoprotein [Nicotiana 


i tabacum] * 






% r. 

f; 1 


Seq. No. 


57074 




Seq. ID 


OJ000323_09.0424 


. C2 




Gene No. 


119569 




Strand 








Start 


18950 




End 


19679 






Name 


OJ000323 09.-0424.C2. 


ol . tm 


Method 


TBLASTX: Maize' 




i • i 


Start 


18950 




End 


19661 




w 


GI 


none 




Score 


620 




ry 


Exons 


18950. .19330, 18951. 


.19343, 


19356. .19640, 19400 .. 1964 2 , 




s 




19401. .19661 












Seq. No. 


57074 




Seq. ID 


OJ000323_09.0424 


.C2 




Gene No. 


119569 




Strand 








- Start 


• 18950 




End 


19679 






Name 


OJ00032'3 09. 0424. C2. 


ol . t c 


Method 


TBLASTX: Cress 




fill 


Start 


18981 




End 


19661 






GI 


none 




Score 


503 






Exons 


18981. .19343, 19025. 


.19330, 


19403. .19630, 194 04. .19661 






Seq. No. 


57074 




Seq. .ID 


OJ000323_09.0424 


-C2. 




Gene No. 


119569 




Strand 








Start 


18950 




. .End . ■ 


19679 






Name 


OJ000323 09. 0424. C2 . 


o2. ts 


Method 


TBLASTX: Soybean 






Start 


19005 




End 


19214 






GI 


none 




Score 


294 






Exons 


19005. .19214, 19019. 


.19213 










Seq. No. 


57074 




Seq. ID 


OJ000323_09.0424 


. C2 




Gene No. 


119569 




Strand 








Start 


18950 




End 


19679 






Name 


OJ000323 09.0424. G2. 


o3 . ts 


Method 


TBLASTX : Soybean 






Start 


19389 




End 


19679 






GI 


none 




Score 


123 






Exons 


19389. .19619, 19403. 


.19630, 


19403. .19630, 19404. .19679 





57669 



Seq. No. 


57075 








Seq. ID 


OJ000323_ 


_09.0424.C3 


Gene No. 


119570 








Strand 






Start 


2199 








End 


2357 




Name 


OJ000323_09 


. 0424 . 


, C3 . ol . 


gs 


Method 


-GENSCAN 




Start 


2199 








End 


2357 




GI 


none 








Score 


. 94 




Exons 


219.9 . . 2357 














Seq. No. 


57076 








Seq. ID 


OJ000323_ 


_09.0424.C4 


Gene No. 


11957 1 








Strand 


+ 




Start 


2669 








End 


3182 ' y 




Name 


OJ000323 09. 


. 0424 . 


C4 . ol . 


gp 


Method 


AAT/GAP 




Start • 


2 669 








End 


3182 




GI 


none 








Score 


763 




Exons 


2669. .2749, 


2837 . 


.3182 










Seq. No. 


5707 6 








Seq. ID 


OJ000323_ 


_09.0424 .C4 


Gene No. 


119572 . 








Strand 


+ 




Start 


4609' 








End 


. 7285 




Name 


OJ000323_09 , 


, 0424 . 


C4 . o2 . 


gp 


Method 


AAT/GAP 




Start 


4404 








End 


4944 




GI 


none 








Score 


955 




Exons 


4404 . .4944 














Seq. No. 


57076 








Seq. ID 


OJ000323_ 


09. 0424. €4 


Gene No . 


119572 








Strand 


+ 




Start 


4609 








End 


7285 




Name 


OJ000323_09 . 


, 0424 . 


C4 . o2 . 


gs 


Method 


GENSCAN 




Start 


4 609 








End 


7285 




GI 


none 








Score 


.7 




Exons 


4609. .4700, 


4986. 


. 5522, 


5902 . 


.6092, 6135.. 6388, 


6500. .7285 


Seq. No. 


57076 








Seq. ID 


OJ000323_ 


_09.0424.C4 


Gene No. 


119572 








Strand 


+ 




Start 


4609 








End 


7285 




Name 


OJ000323. 09. 


,0424. 


C4.o2. 


np , 


Method . 


•AAT/NAP 




Start 


5032 








End 


7282 . 




GI 


2088647 








Score 


1542 




Exons 


5032. .5522, 


5902. 


.6388, 


6500. 


.7282 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



(AF002109) unknown protein [Arabidopsis thaliana] gi 13158394 
(AF036340) . LRR-containing F-box protein [Arabidopsis thaliana] 



57076 Seq. ID 

119572 . ' Strand 

4 609 End 

OJ000323_09. 0424 .C4 .o3.gp Method 

5173 End 

uC-osflcyp!39f lObl Score 
5173. .5522, 5902. .6004 

'2088647 2.0e-41 (AF002109) hypothetical protein [Arabidopsis 
thaliana] >gi_3158394 (AF036340) LRR-containing F-box protein 
[Arabidopsis thaliana] 1 



OJ000323_09.0424 ,C4 
+ 

7285 
AAT/GAP 
6004 
854 



57076 

119573 

84 



Seq. ID 

Strand 

End 



OJ000323 09. 0424. C4 



2532 



57670 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000323_09.0424 .C4 .ol.np Method 
84 End 
-5852093 Score 
84. .202, 1533. .1582 

(AL117264) zwhl'6.1 [Oryza sativa] 

57076 Seq. ID 

119573 ' ' Strand 

8 4 End 

OJ000323JD9/0424 .C4 .ol.gs Method 

1057 End 

none Score 

1057. .1477, 1483. .1699, 2511. .2532 



AAT/NAP 

1582 

55 



OJ000323_09.0424.C4 

2532 
GENSCAN 
2532 
.67 



Seq. No. 57076 Seq. ID 

Gene No. 119574 Strand 

Start- 7104 End 

Name OJ000323_09 . 0424 . C4 . o4 . gp Method 

Start 7104 ' ^ .End 

GI none. " ' Score 

Exons 7104 . .7616 



OJ000323_09.0424.C4 

7616 
AAT/GAP 
7616 
1022 



Seq. No. 57076 

Gene No. 119575 

■Start 8474 

Name ' .- OJ000323_09 . 0424 . C4 . ©2 . tm 

Start 5035 

GI none 

Exons 5035.. 5190, 5067.. 5450, 5068. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_09.0424.C4 

10568- 

TBLASTX: Maize 

5451 

619 



,5451, 5293. .5451 



Seq. No. 57076 Seq. ID 

Gene No. 119575 Strand 

Start 8474 End 

Name OJ000323_09 . 0424 . C4 . o4 . ts Method 

Start 5044 End 

GI . none Score 

Exons . 5044. .5184, . 507.7. .5307, 5082.. 5306 



OJ000323_09.0424 .C4 
10568 

TBLASTX: Soybean 

5307 

268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57076 

119575 

8474 

OJ000323_09.0424.C4 .ol.tc 

5083. . 
none 

.5083. .5523.,. 5118. .5324, 5945. 
6239. .6382, 6485. .6613, 6502. 
6644. .7165, 7202. .7261 

57076 

119575 

8474 

OJ000323JD9. 0424 . C4 . o2 . ts 

5308 

none 

5308. .5523, 
6188. .6388, 



Seq. ID 
Strand 
End 

Method 

.'End 
Score 



OJ000323 09. 0424. C4 



10568 

TBLASTX: Cress 

7261 ' 

441 

6022, 602.6.. 6175, 6203.. 6388, 
6558, 6590. .7165, 6622.. 7164, 



5897.. 5956, 5945, 
6220.. 6456, 6485. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6025, 5951 
.6613 



OJ000323 09. 0424. C4 



10568 

TBLASTX: Soybean 
6613 
187 

6022, 6044.. 6184, 



57.671 






Seq. No. 


C —f A 1 c 

5707 6 








Seq. ID 


OJ000323 


09 . 0424 . C4 




Gene No . 


119575 








Strand 








Start 


8474 








End 


10568 






Name 


OJ000323_09 


.0424 


.C4.ol. 


tm • 


Method 


TBLASTX : 


Maize 




Start 


54 55 








" End 


7023 






GI 


none 








Score 1 


92 






Exons 


C A C C C C A "3 

54 55. . 5523, 


C A C 1 

5457 


C C A 1 

. . 5531, 


C O A A 

58 92 . 


.6389, 5895.. 6389, 


COAT /"AAT 

5897 . . 6391 






5897 . . 6391, 


6490 


. . 6558, 


64 95 . 


.6557, 6497.. 7021, 


64 99. .6558 






C C AO ^ T C A 

6603 . .6752, 


c a i a 

6614 


" 1 A A 1 

. . 7021, 


6628 . 


.7023, 6640.. 7023 






Seq. No. 


57076 








Seq. ID 


OJ000323 


_09. 0424 .C4 




Gene No. 


119575 








Strand 








Start 


O A T A 

84 /4 








End 


10568 






Name 


•OJ000323 09, 


. 0424 , 


. C4 . ol . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


/"COT 

6587 








End 


6976 






GI 


none 








Score 


444 






Exons 


658 / . . o9 / o, 


a a *o a 

oo34 , 


/"TOO 

. .6/2 9, 


/■TOT 


.6969 








Seq. No. 


57076 








Seq. ID 


OJ000323 


09 . 0424 . C4 




Gene No. 


119575 








Strand 








Start 


8474 








End 


10568 






Name 


/ATAAAOAO AO 

OJ000323 09, 


A A A A 

.0424, 


. C4 . Ol . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6775 








End 


7270 






GI 


none 








Score 


89 




v3 


Exons 


677 5 . .6966,. 


677 6 . 


; . 7030, 


6776 . 


.7024, 6778.. 7026, 


7020 . .7160 






7021 . . 7164 , 


"7 A A C 

7025 . 


. . 7 165, 


7141. 


.7269, 7178.. 7270 




i y 


Seq. No. 


57076 








Seq. ID 


OJ000323 


_09.0424.C4 




Gene No. 


119575 








Strand 






S : E 


Start 


O A 1 A 

8 4/4 








End 


10568 




--5 


Name 


s~\ t A A A O A *3 aa 

OJ000323 09. 


. 0424 . 


. C4 . o4 . 


tm 


Method 


TBLASTX : 


Maize 


t Li 


Start 


1 A A C 

7025 








End 


7598 






GI 


none 








Score 


329 




3 


Exons 


T A A C T A A T 

/ 025 . . 7297 , 


7027 . 


,.7299, 


7028 . 


.7288, 7075.. 7290, 


74 94. .7598 


^ : =? 


Seq. No. 


57076 








Seq.. ID 


OJ000323 


__09 . 0424 . C4 


.5 

r ~7 


.Gene No." 


. 119575 








• Strand 








Start- 


8474 








End 


10568 ■ 




f 1 


Name 


OJ000323 09. 


.0424, 


.C4 .o3. 


gs 


Method 


GENSCAN 




?Q 


Start 


8474 








End 


10474 






GI 


none 








Score 


.65 






Exons 


8474. .8666,. 


8967, 


, .9312, 


.9436. 


.9499, 9822. .9971, 


1 A A /I 1 1 A 1 

10043 . . 1011 






. 10215... 10338, 10418. .10474 . 










. Seq. No. 


57076 








Seq. ID 


OJ000323 


_09. 0424 .C4 




Gene No . 


119575 








Strand 








Start 


8474 








End 


10568 






Name 


OJ000323 09. 


,0424. 


C4.o3. 


tm 


Method 


TBLASTX:: 


Maize 




Start 


8697 








End 


10245 






GI 


none 








Score 


71 






Exons 


8697. .8762, 


8698. 


.8760, 


8769. 


.8870, 8781. .8816, 


8870. .8917, 






8874. .8918, 


8924. 


.8947, 


8958. 


.8996, 8958.. 9035, 


8963. .9031, 






9057. . 9098, 


9100. 


.9213, 


9135. 


. 9215, 9135. . 9227, 


9139. .9264, 






9159. . 9227, 


9236. 


. 9301, 


9238. 


.9303, 9238. .9300, 


9435. .9503, 






9435. . 9503, 


9436. 


.9504, 


9600. 


.9629, 9600.. 9629, 


9602. .9631, 






9644. .9769, 


9649. 


.9771, 


9667. 


.9801, 9809. .9883, 


9814. .9984, 






9814. .9972, 


9819. 


.9974, 


10038 


. .10130, 


10040. .10159, 



57672 



10040. .10156, 10042. .10245 



Seq. No. .57076 Seq. ID 

Gene No. ' 119575 * Strand 

Start 8474 End 

Name OJ000323_09 . 0424 . C4 . o5 . gp Method 

Start 8801 End 

GI 15883_1.R1084 Score 

Exons 8801.. 9320 

GI Descrip. ' 178 1299/emb | CAA70700 | 5.0e-15 (Y09506) 
ribonucleoprotein [Nicotiana tabacum] ' 



OJ000323_09.0424 .C4 

10568 
AAT/GAP 
9320 
987 

trans former-SR 



Seq. No. 57076 

Gene No. 119575 ■ 

Start 8474 

Name OJ000323_09 . 0424 . C4 . o2 . tw 

Start 8858 

GI none 

Exons 8858.. 8941, 9097.. 9195, 9100. 



Seq. No. 

Gene No. 

Start 

Name* 

Start 

GI 

Exons 

GI Descrip. 



OJ000323_09.0424.C4 
10568 

TBLASTX: Wheat 

9506 

85 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9195, 9117. .9227, 9130.^9300, 



9130. .9300, 9432. .9506, 9435. .9506 



OJ000323 09. 0424. C4 



57076 Seq. ID 

119575 Strand 
8474 End 
OJ000323_09.0424.C4.o3.np Method 
9049 ' ; ' End 

7489207 Score 
9049. .9254, 9432.-9499, 9822. .9957, 
10541. .10568 

transformer-SR ribonucleoprotein - common tobacco (fragment) 
gi|1781299|emb|CAA70700.1| (Y09506) transformer-SR 
ribonucleoprotein [Nicotiana tabacum] 



10568 
AAT/NAP 
10568 
280 

10029. . 10154, 



10270. . 10300, 



Seq. No. 


57076 








Seq. ID 


OJ000323_09.0424 


.C4 


Gene No. 


119575 








Strand 






Start 


8474 








End 


10568 




Name 


■ OJ000323 .09.. 


0424 


..C4.o2. 


tc 


Method 


TBLASTX: Cress . 




Start 


.9811-. 








End 


9971 




GI 


none 








Score 


145 




Exons 


9811. .9969, 


9822 


. .9971 










Seq. No. 


57076 








Seq. ID 


OJ000323_09.0424 


,C4 


Gene No. 


119575 








Strand 






Start 


8474 








End 


10568 




Name 


OJ000323 09. 


0424 


.C4.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


9817 








End * 


10144 




GI 


none 








Score 


176 




Exons 


9817. .9972, 


9817 


. .9963, 


9819. 


.9974, 10038. .10130, 10039 


. .10143, 




10040. .10144 














Seq. No. 


57076 








Seq. ID 


OJ000323_09.0424 


.C4 


Gene No. 


119575 








Strand 






Start 


8474 








End 


10568 




Name 


OJ000323 09. 


0424 


.C4 .06. 


gp 


Method 


AAT/GAP 




Start 


9830 








End 


10442 




GI 


3760422 








Score 


563 





Exons 



9830. .9971, 10043. .10151, 10270 10338 , 10418. .10442 



57673 



GI Descrip. 


1781299/emb 


|CAA70700| 5.0e-15 (Y09506) 


trans former— SR 




ribonucleoprotein [Nicotiana 


tabacum] 




Seq. No. 


57077 




Seq. ID 




Gene No. 


119576 




Strand 


+ 


Start 


137 




End 


10099 


Name 


OJ000323 09 


.0424.C5.ol.gs 


Method 


GENSCAN 


Start 


137 




End 


8954 


GI 


none 




Score 


.46 


Exons 


137. .266, 2012. .2196, 2254.. 


2724, 5081 


..5594, 5648.-5742, 




5832 . . 592 4 , 


6zoo..o49o, o914 


..7020, 7160. .7222, 7483. .7583, 




8930 . . 8954 








Seq. • No . 


57077 




Seq. ID 


OJ000323_09;0424 ,C5 ■ 


Gene No. 


119576 




Strand 


+ 


Start 


137 




End 


10099 


Name 


OJ000 J23_(Jy 


.0424 .C5.ol.np 


Method 


AAT/NAP 


Start 


o o o 

822 




End 


905 


GI 


IT ft c o r\ ft A 

5852084 




Score 


78 


Exons 


822 . . 905 








GI Descrip. 


/ 7\ T 1 "1 TO/" / \ 

(AL117264 ) 


zwh0007.1 [Oryza 


sativa] 




Seq". No. 


57077 




Seq. ID 


OJ000323^09.0424 ".C5 


Gene No. 


119576 




Strand 


+ 


Start 


1*37 




End 


100.99 


Name 


OJ000323 09 


.0424.C5.o2.np 


Method 


AAT/NAP 


Start , 


5330 




End 


10099 


GI 


4309760 




Score 


736 


Exons 


5330 . . 5593 , 


5832.. 5935, 6228 


..6493, 6914. .7020, 7160. .7222, 




7483 . . 7656, 


10056. .10099 






GI Descrip. 


(AC006217) 


unknown protein [Arabidppsis thaliana] 


Seq. No. 


57077 




Seq. ID 


OJ000323_09.0424 .C5 


Gene No. 


119577 




Strand 




Start 


9563 




End 


9661 


Name 


OJUUUJ2J 09 


.0424 .C5.ol. tm 


Method 


TBLASTX: Maize 


Start 


5230 




. End 


6319 


GI- 


none 




Score 


98 


Exons 


5230 . . 5316, 


5299.. 5379, 5307 


..5369, 5312. .5386, 5314. .5385, 




5485 . . 5556, 


5486.. 5557, 5558 


..5590, 5559.-5579, 5681. .5749, 




5682 . . 5750, 


5686.. 5751, 5829 


..5927, 5829. .5924, 5831. .5938, 




5831. .5926, 


6263.. 6319, 6265 


..6318, 6269... 6319 


Seq. No. 


57077 




Seq. ID 


OJ000323_09.0424.C5 


Gene No. 


119577 




Strand 




Start 


9563 




End 


9661 


Name 


OJ000323 09 


.0424 .C5.o2.gs 


Method 


GENSCAN 


Start 


9563 




End 


9661 


GI 


none 




Score 


.88 


Exons 


9563. .9661 








Seq. No. 


57077 




Seq. ID 


OJ000323_0S. 0424 ,C5 


Gene No. 


119578 




■ Strand 




'Start 


9782 




End 


10099 - . 


Name 


OJ000323 09 


.0424 .C5.o2. tm 


Method 


TBLASTX: Maize 


Start 


9782 




End 


10099 


GI 


none 




Score 


144 



57674 



Exons 


9782.. 9907, 9783.. 9908, 9855. 


.9908,. 10012. .10098, 10013.. 10099 


Seq. No. 


57078 


Seq. ID 


OJ000323 


_09.0424 .C10 


Gene No. 


119579 


Strand 


+ 




Start ""' 


835 


End ■ 


10690 




Name 


OJ000323 09.0424 .CIO. ol.gs 


Method 


GENSCAN 




Start 


835 


End 


10290 




GI 


none 


Score 


.74 




Exons 


835.-928, 1408. .1679, 3447. .3602, 3694 


. .3976, 4216. .4369, 




4396. .4556, 4744. .4860, 4951. 


.5020, 5107.. 5255, 


5939. . 6040, 




6111. .6311, 6951. .7070, 7210. 


.7428, 8100. .8174, 


8422. .8515, 




8940. .8967, 9426.-9627, 10114 


. .10290 






Seq. No. 


57078 


Seq. ID 


OJ000323 


_09 . 0424 . C10- 


Gene No. 


119579 


Strand 


+ 




Start 


835 


End 


10690 




Name 


OJ000323 09.0424.C10.ol.np 


Method 


AAT/NAP 




Start 


4310 


End 


. 8538 




GI 


7485521 


Score 


490 




Exons 


4310. .4369, 4744. .4860, 4951. 


.5025, 5112.. 5255, 


5939. . 6044, 




6115.. 6316, 7350. .7410, 8076. 


.8174, 8422.. 8538 




GI Descrip. 


hypothetical protein F15J5.30 


- Arabidopsis thaliana 




gi | 5816992 | emb | CAB5364 7 . 1 | (AL110123) 


putative 


protein 




[Arabidopsis thaliana] gi | 7268558 | emb | 


CAB78808. 


1| (AL161547) 




putative protein [Arabidopsis 


thaliana] 


Seq. No. 


57078 


Seq. ID 


OJ000323 


_09. 0424 .C10 


Gene No. 


119579 


Strand 


+ 




Start 


835 


End 


10690 




Name 


OJ000323 09.0424.C10.ol.gp 


Method 


AAT/GAP 




Start 


7262 


End 


8608 




GI 


LIB3432-014-P1-K1-G11 


Score 


787 




Exons 


7262.-7428, 8100. .8174, 8422. 


.8608 






GI Descrip. 


f 58 16992/emb ICAB53647.il 6.0e- 


-18 (AL110123) putative protein 




[Arabidopsis thaliana] ' 








v-fiBeq. . No. 


57078 


Seq. .-ID- 


OJ000323 


J).9. 0424 .C10 


Gene No. 


' 119579' 


Strand 


+ 




Start 


835 


End 


10690 




Name 


OJ000323 09.0424.C10.o4.np 


Method 


AAT/NAP 




Start 


9577 


End 


10690 




GI. 


7340920 


Score 


154 . 




Exons 


9577.. 9611, 10575.. 10690 








GI Descrip. 


(AP001550) hypothetical ^protein [Oryza 


sativa] 




Seq. No. 


57078 


Seq. ID 


OJ000323 


_09. 0424. C10 


Gene No. 


119580 


Strand 


+ ■ 




Start 


10764 . 


End 


14658 




Name 


OJ000323 09.0424.C10.o2.gs 


Method 


GENSCAN 




Start 


10764 


End 


14599 




GI 


none 


Score 


.42 




Exons 


10764. .11019, 12034 .. 12162, 12320 .. 12515 , 13208 


. .13281, 




13537. . 13672, 13854 .. 13925, 14043 .. 14073, 14552 


. .14599 


Seq. No. 


57078 


Seq. ID 


OJ000323 


_09.0424.C10 


Gene No. 


119580 


Strand 


+ 




Start 


10764 


End 


14658 





57675 



Name 

Start 

GI 

Exons 



OJ000323_09 . 0424 . CIO . o2 . gp Method AAT/GAP 
12291 End 13616 

none . Score 1013 

12291. .12515, 13208. .13443, 13537.. 13616 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip-. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI ' Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57078 ' Seq. ID OJ000323_09 . 0424 . C10 

119580 Strand + 

10764 End ' 14658 ' 

OJ000323_09. 0424. C10. oS.np Method AAT/NAP ' - 

13470 End 14658 

4263791 Score 292 

13470. .13672, 13854 .. 13925, 14002 .. 14073, 14217 14288 , 
14552.. 14658 

(AC006068) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



57078 Seq. ID 

119580 Strand 

10764 End 

OJ000323_09 . 0424 . C10 . o3 . gp Method 

14036 End 

LIB34 34-023-P1-K1-C1 Score 



OJ000323_09. 0424 .C10 
+ 

14658 
AAT/GAP 
14658 
282 



14036. .14073, 14217 .. 14288, 14552. .14658 
, 4263791/gb|AAD15451| 6.0e-29 (AC006068) putative receptor 
protein kinase [Arabidopsis thaliana] 1 . 



57078 . 
119581. 
8405 

OJ000323_09. 0424. C10. o3.tm 

4223 

none 



Seq. ID OJ000323_09. 0424 .C10 



Strand 
End 

Method 

End 

Score 



10555 

TBLASTX: Maize 

5019 

98 



4223. .4270, 4304. .4369, 4307. .4369, 4384. .4428, 4730. .4858, 
4740. .4859, 4741. .4860, 4743. .4862, 4950. .4976, 4950. .4982, 
4951. .4989, 4966. .5019, 4974. .5018 



Seq. No. . 57078 

Gene No. 119581 • 4 ■ 

Start 8405 

Name OJ000323_09 . 0424 . C10 . ol . ts 

Start 4307 

GI none 

Exons 4307.. 4369, 4774. .4860, 4918, 



OJ000323_09. 0424 .C10 
10555 

TBLASTX: Soybean 

6040 

81 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5016, 4.950. . 5024,.. 4 951. . 5019, 



5097. .5258, 5105. .5146, 5124. .5228, 5168. .5257, 5939. .6040 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57078 

119581 

8405 

OJ000323_09. 0424 .C10. ol.tc 

4310 

none 



Seq. ID OJ000323_09. 0424. C10 



Strand 
End 

Method 

End 

Score 



10555 

TBLASTX: Cress 

5246 

76 



4310. .4369, 4774. .4860, 4957. .5022, 5112. .5246 



Seq. No.- 57078 Seq. ID 

Gene No. 119581 Strand 

Start 8405 End 

Name OJ000323 09 . 0424 . C10 . ol . tm Method 



OJ000323_09. 0424 .C10 
10555 

TBLASTX: Maize 



57676 




Start 


5945 


End 


7341 




GI 


none 


Score 


128 




Exons 


5945.. 6046, 5957.. 6043, 6080 


..6313, 6110. .6313, 


6997 . . 7059, 




7008.. 7073, 7207.. 7284, 7207 


..7284, 7-276.. 7341, 


7294 . .7329 


Seq. No. 


57078 


Seq. ID 


OJ000323 


09. 0424 . C10 


Gene No. 


119581 


Strand 


_ 




Start 


8405 


End 


10555 




Name 


OJ000323 09.0424'.C10.o3.np : 


Method 


AAT/NAP 




Start 


8405 


End 


10250 




GI 


6006359 


Score 


78 




Exons 


8405.. 8432, 10150.. 10250 








GI Descrip. 


{AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


57078 


Seq. ID 


OJ000323 


09.0424. C10 


Gene No. 


119581 


Strand 






Start 


8405 


End 


10555 




Name 


OJ000323 09.0424 .C10. o2.np 


Method 


AAT/NAP 




•Start 


9443 


End 


10555 




GI 


7340920 


Score 


137 




Exons 


9443.. 9558, 10513.. 10555 








GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 




Seq. No. 


57078 


Seq. ID 


OJ000323 


_0 9. 0424. C10 


Gene No. 


119582 


Strand 






Start 


13323 


End 


13629 




Name 


OJ000323 09.0424.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


13323 


End 


13629 




GI 


none 


Score 


115 




Exons 


13323. .13409, 13328 .. 1344 1, 


13328. .13444, 13535 


. .13627, 



13536. . 13628, 13537.. 13629 



Seq. No. 57078 
Gene No. 119583 
Start 13854 

Name OJ000323_09 . 0424...C10 . o4 . tm 

Start 13854 
GI - none ' 

Exons 13854, 

14002. 

14217. 

14535. 



,13901, 13854. 

,14076, 14003. 

,14279, 14217. 

,14624, 14552. 



,13925, 
,14074, 
,14279, 
,14641, 



Seq. ID 
Strand 
End 

Method. 
. End 

Score 
13855. .13926, 
14004 . . 14090, 
14218. .14301, 
14553. .14621, 



OJ000323 09. 0424. C10 



14641 

TBLASTX: Maize 
14641, ■ 
85 : *."' '•' 

13856. .13933, 
14203. . 14256, 
14219. . 14287, 
14554 . . 14622 



Seq. No. . 57079 Seq. ID 

Gene No.. 119584 / . Strand 

Start 1 End 

Name OJ000323_09 . 0424 . Cll . ol . gp Method 

Start 1 End 

GI LIB3434-023-P1-K1-C1 Score 

Exons 1..93, 357.. 450 

GI Descrip. 1 42637 91/gb | AAD154 51 | 6.0e-29 (AC006068) putative receptor 
protein kinase [Arabidopsis thaliana] 1 



OJ000323_09. 0424. Cll 
+ 

1004 
AAT/GAP 
450 
346 



Seq. No. 57079. . 

Gene No. 119584 

Start 1 

Name OJ000323_09 . 04 24 . Cll . ol . np 



Seq v ID OJ000323_09. 0424. Cll 

Strand + 

End 1004 

Method AAT/NAP 



57677 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1004 
580 



4263791 
1..85, 373. .500, .606. .1004 

(AC006068) putative receptor-like protein kinase- [Arabidopsis 
thaliana] . 



57079 

119584 

1 

OJ000323_09 . 0424 . CI 1 . ol . tc 
2 

none 



Seq. ID OJ000323_09.0424.C11 

Strand + 

End 1004 

Method TBLASTX : Cress 

End 938 

Score 56 

2. .52, 3. .50, 382. .528, 383. .547, 386. .529, 604. .933, 605. .937, 
852. .938 • '•• 



Seq. No. 


57079 






Seq. ID 


OJ000323_09.0424.C11 


Gene No. 


119584 






Strand 


+ 


Start 


1 






End 


1004 


Name 


OJ000323 


09.0424 .Cll .ol, 


> ts . 


Methods- 


TBLASTX : Soybean 


Start 


2 






End 


'937 


GI 


none 






Score 


77 


Exons 


2. .52, 3. 


.74, 373. .528, 


376. 


.528, 383. 


.547, 604. .933, 605. .937 


Seq. No. 


57079 






Seq. ID 


OJ000323_09. 0424 .Cll 


Gene No. 


119584 






Strand . 


+ . " ' * 


Start 


1 






End 


1004 


Name 


OJ000323 


09.0424 .Cll.ol. 


,gs 


Method 


GENSCAN 


Start 


357 






End 


938 


GI 


none 






Score 


. 66 


Exons 


357. .527, 


606. .938 









Seq. No. 57079 Seq. ID 

Gene No. 119584 Strand 

Start 1 End 

Name OJ000323_09 . 0424 . Cll . ol . tm Method 

Start 381 End 

GI- ■ none Score 

Exons 381. .'527; 382. .537, 382 .' . 528 , ' 3B4.. . 539, 603 . '. 953," 605 . . 952, 
879. .959 



OJ000323_09. 0424. Cll 
+ 

1004 

TBLASTX: Maize .. 
959 

203 : 



Seq. No. 57080 

Gene No. 119585 

Start 1 

Name OJ000323_09 . 0424 . C12 . ol . np 

Start 1 . • 

GI 4263791 

Exons 1..118, 699. .963, 1108. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
.End . . 
Score 
1241, 1356.. 1571 
(AC006068) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



OJ000323_09.0424.C12 
+ 

187.4 , 
AAT/NAP 
1571. 
795 



Seq. No. 57080 Seq. ID 

Gene No. 119585 Strand 

Start 1 End 

Name OJ000323_09 . 0424 .C12.ol.gs Method 

Start " 718 End 

GI none Score 

Exons 718.. 963, 1108.. 1241, 1356.. 1568 



OJ000323_09.0424 .C12 
+ 

1874 
GENSCAN 
1568 
.82 



57678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57080 

119585 

1 

OJ000323_09. 0424*.C12.ol.gp 

779 : 

LIB34 33-031-P1-K1-B10 

779. .963, 1108. .1241, 1356. 



.Seq. ID 
Strand 
End 

Method . 
End 
Score 
1486 

1 42 637 91 /gb I AAD154 51 | 8.0e-65 (AC006068) putative receptor 
protein kinase [Arabidopsis thaliana] 1 



OJ000323_09.0424.C12 
+ 

1874 
AAT/GAP 
1486 
809 



57080 Seq.' ID 

119585 - Strand 

1 End 
OJ000323_09.0424.C12.o2.gp Method 

1460 End 

5002802 Score 
1460. .1874 



OJ000323_09.0424.C12 
+ 

1874 • 
AAT/GAP 
1874 
647 



3 



Seq. . No . 

Gene No. 

Start 

Name 

Start 

GI - 

Exons - 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57080 

119586 

2044 

OJ00;0323_09.0424. 
2044 

208_1.R1084 
2044. .2792 
'1815660 2.0e-50 



C12.o3.gp 



Seq. ID OJ000323_09.0424.C12 

Strand + 

End 2792 

Method AAT/GAP. 

End 2792 * 

Score 14 4.8 . 



(U83669) low molecular mass heat shots ft protein 



Oshspl7.3 [Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



57080 
119587 
3195 

OJ000323_09 . 0424 .C12 . o4 . gp 
3195 - 

208_2.R1084 
3195. .3950 

•2119194/pir | I.JC4377 8.0e-47 low^mblecular-we fght ' heat-shock- 
protein - rice >gi_18156'62 (U83670) low molecular massheat 
shock protein Oshspl8.0 [Oryza sativa] 1 



OJ000323_09.0424.C12 
+ 

3950 
AAT/GAP 
3950 
1387 



57080 Seq. ID 

119587 . Strand 

3195 . End . 
OJ000323_09.0424 .C12.o3.gs Method 

3277 End 

none Score 
3277. .3762 



OJ000323_09.0424.C12 
+ 

3950, .... 
GENSCAN 
3762 
.96 



Seq. No. 57080 Seq. ID OJ000323 

Gene No. 119587 Strand + 

Start 3195 End 3950 

Name OJ000323_09 . 0424 . C12 . o3 . np Method AAT/NAP 

Start 3277 , End 3759 

GI • 2119194 Score 813 

Exons 3277.. 3759 

GI Descrip. low-molecular-weight heat-shock protein - rice 
(U83670) low molecular mass heat shock protein 



09.0424 .C12 



gi | 1815662 
Oshspl8.0 [Oryza 



57679 



sativa] 



Seq. No. 57080 Seq. ID 

Gene No. 119588 \.' -' Strand 

Start 4 4 66 End 

Name OJ000323_09 . 0424 . C12 . o4 . gs . Method 

Start 4466 End 

GI none Score 

Exons 4466.. 4562, 5412.. 5512 ' * 



OJ000323_09.0424.C12 
+ 

5512 
GENSCAN 
5512 
.64 



Seq. No. 57080 

Gene No. 119589 ' 

Start 6095 

Name ■ *OJ000323_09 .*042"4 .CI2 .'o5 . gp • 

Start 6095 

GI 208_4.R1084 

Exons 6095.. 6768, 6808.. 6878, 6932, 
GI Descrip. 



Seq. ID OJ000'323_09.0424 .C12 

Strand + 

End 6954 

Method- AAT/GAP 

End 6954 

Score 1248 
.6954 



? 2119194/pir | IJC4377 l»0e-51 low-molecular-weight heat-shock 
protein - rice >gi_1815662 (U83670) low molecular mass heat 
shock protein Oshspl8.0 [Oryza sativa]' 



Seq. No. 


57080 


Seq. ID 


OJ000323_09.0424 


.C12 


Gene No. 


119590 


Strand 


+ 




Start 


12008 


End 


13171 




Name 


OJ000323 09.0424.C12.o8.gs 


Method 


GENSCAN 




Start 


12008 


End 


13171 




GI 


none 


Score 


. 67 




Exons 


12008. .12103, 12427. . 12480, 


12731. . 129- 


46, 13025.. 13171 


- 


Seq. No. 


57080 


Seq. ID 


OJ000323_09.0424 


.C12 


Gene No. 


119591 


Strand 






Start 


2245 


End 


2975 




Name 


OJ000323 09.0424.C12.o2.gs 


Method 


GENSCAN 




Start 


2245 


End 


2975 




GI 


none 


. Score 


.73 




Exons 


2245. .2806, 2920. .2975 








Seq. ' 'No. 


57080 ' 


Seq. ID 


OJ000323_09.0424 


.CI 2 


Gene No. 


119591 


Strand 






Start 


2245 


End 


2975 




Name 


OJ000323 09.0424.C12.o2.np 


Method 


AAT/NAP 




Start 


2248 


End 


2709 




GI 


1815660' 


Score. 


804 




Exons- 


2248. .2709 








GI Descrip. 


(U83669). low molecular mass 


heat .shock 


protein Oshspl7 . 


3 [Oryza 




sativa] 








Seq. No. 


57080 


Seq. ID 


OJ000323_09.0424 


.C12 


Gene No. 


119592 


Strand 






Start 


6363 


End 


' 6842 




Name 


OJ000323 09.0424 .C12.o5.gs 


Method 


GENSCAN 




Start 


6363 


End 


6842 




GI 


none 


Score 


.87 




Exons 


6363. .6842 








Seq. No. 


57080 


Seq. ID 


OJ000323_09.0424 


.C12 


Gene No. 


119592 


Strand 







57680 



Start 
Name 
Start 
GI 

Exons • 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6363 End 6842 

OJ000323_09.0424.C12.o4.np Method . AAT/NAP 
6366 End 6842 

7441302 Score 824 

6366.-6842 

heat shock protein, low molecular weight -rice 

gi 1 1815664 | gb| AAC78394 . 1 1 (U83671) low molecular mass heat shock 
protein Oshspl7.7 [Oryza sativa] 



57080 Seq. ID 

119593 Strand 

7 948 End 
OJ000323_09.04 24 .C12.o6.gs Method 

7948 End 

none Score 

7948. .8153, 8255. .8426 



OJ000323_09.0424.C12 

8426 
GENSCAN 
8426- ■ 
.97 



OJ000323 09.0424.C12 



57080 Seq. ID 

119594 Strand 
97 63 End 
OJ000323_09.0424 .C12.o6.gp Method 
9600 End 
30__1.R1084 Score 
9600.. 9834, -994 9 . . 104 55, 10551 .. 10775 , 
!3913641/sp|064422| F16PJ3RYSA 0.0e+00 
FRUCTOSE- 1> 6-BISPHOSPHATASE, "'"CHLOROPLAST PRECURSOR 
(D- FRUCTOSE- 1, 6-BISPHOSPHATE 1-PHOSPHOHYDROLASE) (FBPASE) 
>gi_30417 77_dbj_BAA25423_ (AB007194) fructose-1, 6-bisphosphatase 
[Oryza sativa] ' , : 



11362 
AAT/GAP 
11362 
2822 

10872. .11362 



Seq. No. 


57080 


Seq. ID 


OJ000323_09.0424. 


;ci2 


Gene No. 


119594 


Strand 






Start 


9763 


End 


11362 




Name ' 


OJ000323 09. 


0424. C12 . o7 . gs Method 


GENSCAN 




Start 


9763 


End 


11288 




GI 


none 


Score 


.97 




Exons . 


97 63...... 98 34, 


9949. ,10455,. 10551 ... 10775 ,.• 


10872:... 11288 , 




Seq. No. 


57080 


Seq. ID 


OJ000323_09.0424, 


.C12 


Gene No. 


119594 


Strand 






Start 


9763 


End 


11362 




Name 


OJ000323 09. 


0424.C12.o5.np Method 


AAT/NAP 




Start 


9766 


.End 


11288 




GI 


3913641 


Score 


1979 




Exons 


9766. .9834, 


9949.. 10455, 1055.1 10775.,. 


10872. .11288 .. . 




GI Descrip. 


FRUCTOSE-1, 6 


-BISPHOSPHATASE, CHLOROPLAST PRECURSOR 





Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



(D-FRUCTOSE-1, 6-BISPHOSPHATE 1-PHOSPHOHYDROLASE) (FBPASE) 
gi | 3041777 | dbj I BAA25423 | (AB007194 ) fructose-1, 6-bisphosphatase 
[Oryza sativa] 



57080 Seq. ID 

119595 Strand 

14215 End 
OJ000323_09.0424 .C12.o4 .tc Method 

698 End 

none Score 

698. .844, 699. .845, 718. .846, 729. .845 



OJ000323_09.0424 .C12 
14373 

TBLASTX: Cress 

846 

199 



'57681 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57080 -Seq. ID 

119595 ■ Strand 

14215 r . End 
OJ000323_09.0424 .C12.ol.tm Method 
699 End 
none Score 



OJ000323_09.0424 .C12 
14373 

TBLASTX: Maize 

1793 

418 



699..962 f 716. .961, 717. .962, 718. .963, 719. .964, 1042. .1245, 
1085.-. 1240, 1103. .1297, 1104. . 12"4 4, ' 1355. .1567, 1356. .1571, 
1359. .1568, 1477. .1572, 1597. .1713, 1641. .1679, 1666. .1731, 
1679. .1732, 1707. .1793 



Seq. No. 57080 Seq. ID OJ000323_09 . 04 24 . C12 

Gene No. 119595 Strand 

Start 14215 End 14373 

Name OJ000323_09 . 0424 . C12 . o3 . ts Method TBLASTX : Soybean 

Start 699 End 1514 

GI. none Score 391 

Exons . 699. .962, 716. .961, 717. .962, 719 .. 964, -109.6 1221, 1103. .1237, 
1104. .1244, 1104. .1241, 1355. .1510, 1356 .. 1514 , .1356 .. 1511 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57080 

119595 

14215 

OJ000323_09.0424-.C12.o3.tw 

732 

none 



Seq. ID OJ000323_09.0424.C12 
Strand 

End .14373 

Method TBLASTX: Wheat 

End 1202 

Score 239 



732. .962, 737. .961, 1103 .. 1174 1104 .. 1169, 1161. .1202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57080 

119595 

14215 

OJ000323_09.0424 .C12.o3.tc 

846 

none 



Seq. ID OJ000323_09.0424.C12 
Strand 

End 14373 

Method TBLASTX : Cress 

End 1562 

Score 181 



846. .962, 848. .961, 852. .962, 866. .964, 1103. .1243, 1104. .1244, 
13.55. .1561, . 1356. .1562 . 



Seq. No. 57080 
Gene No. 119595 
Start 14215 

Name OJ000323_09 . 0424 . C12 . o2 

Start • 2239 

GI none 

Exons 2239.. 2586, 2249.. 2611, 

3289. .3330, 3408. .3758, 
6367. . 6711, 6765. . 6830 

Seq. No. 57080 
Gene No. 119595 
Start 14215 

Name OJ000323_09 . 0424 . C12 . o3 

Start ^ 2242 
GI :t none 

Exons 2242.. 2604, 2243.. 2608, 

3276.. 3332, 3405.. 3776, 
6765.. 6845, 6778.. 6846 



Seq. ID OJ000323_09.0424.C12 
Strand 

End 14373 
.ts Method TBLASTX : Soybean 
: End 6830 
Score 233 
. 2633.. .2698, 2656. .2730,. .3288. .3332, 
34 09. .37 62, 6192. . 6254, 6306. .6728, 



Seq. ID OJ000323_09.0424.C12 
Strand 

End 14373 
.tm Method TBLASTX : Maize 

End 6846- 

Score- 342 
2615. .2746, 2656. .2712, 3274. .3330, 
3406. .3777, 6351. .6728, 6352. .6711, 



57682 



Seq. No. 


57080 




Seq. ID 


OJ000323_09.0424.C12 


Gene No . 


119595 




•Strand 




Start 


14215 


- 


End 


'14373 


Name • 


OJ000323 09.0424. 


C12.o2.tc 


Method 


TBLASTX: Cress 


Start 


2243 




End 


6830 


GI 


none 




Score 


' 189 


Exons 


2243. .2461, 2245. 


.2592, 2525 


..2593, 2656.. 2742, 3289 .: 3330, 




'3414. .3482, ' 3415. 


.3768, 3546 


..3767, 6361.. 6711, 6363.. '6710, 




6771. .6830 








Seq. No. ' 


57080 




Seq. ID 


OJ000323_09.0424.C12 


Gene No.' 


119595 




Strand 




Start 


■ 14215 • 




End • 


14373 


Name 


OJ000323 09.0424. 


C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2411 




End 


6969 


GI 


none 




Score 


197 


Exons 


2411. .2608, 2413. 


.2604, 2624 


..2710, 2656. .2709, 3276. .3332, 




3277.. 3330, 3409. 


.3594, 3411 


..3596, 6529. .6711, 6531. .6728, 




6765. .6860, 6778. 


.6861, 6913 


. .6969 " 




Seq. No. 


57080 




Seq. ID 


OJ000323_09.0424.C12 


Gene No. 


119595 




Strand 




Start 


14215 




"'End 


" 14373 


Name 


QJ000323 09.0424. 


C12.ol.tc 


Method 


TBLASTX: Cress 


Start 


9760 




End 


11087 


GI 


none 




Score 


89 


Exons 


9760... 9837, 9761. 


.9835, 9925 


. .10455, 


9950. . 1018.0, 10219. .10404, 




10244. .10447, 10557 .. 10778 , 


10558. .10776, 1084 5 .. 11087 , 




10869. .11030, 10909. .11040 






Seq. No. 


57080 




Seq. ID 


OJ000323_09.0424 .C12 


Gene No. 


119595 




Strand 




Start 


14215 




End 


14373 


Name 


OJ000323 09.0424. 


C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


9760 . 




End 


10286 


GI 


■none 




Score ■ 


.105: • • •., . 


Exons 


9760. .9837, '9763. 


..9837, 9925 


: .10281, 


9926". .10180,. 10150. .10254, 




10157. .10285, 1024 4. .10279, 


10263. .10286 


Seq. No. 


57080 




Seq. ID 


OJ000323_09.0424.C12 


Gene No . 


119595 




Strand 




Start 


14215 




End 


.14373' 


Name 


. - OJ000323 09.0424. 


C12.ol.ts 


Method 


TBLASTX : Soybean 


Start 


■ 9763 




End 


11087 


GI 


none 




Score 


249 


Exons 


9763..9798, 9793. 


.9837, 9976 


. .10455, 


9983. .10180, 10219. .10404, 




10247. .10453, 10557. .10778, 


10558. .10776, 10845. .11087, 




10872. .11030, 10909. .11040 






Seq. No. 


57080 




Seq. ID 


OJ000323_09.0424.C12 


Gene No. 


119595 




Strand 




Start 


14215 




End . 


14373 


Name 


OJ000323 09.0424. 


C12.o2.tw 


Method 


TBLASTX: Wheat 


Start 


9913 




End 


10245 


GI 


none 




Score 


122 


Exons 


9913.. 10245, 9950 


. . 10162 







57683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57080 
119595 
14215 r . 

OJ000323_t)9.0424.C12.o4 .tm 
10390 
none 
10390. 
10561. 
10869. 



,10455, 10391. .10453, 
,10776, 10740. .10778, 
,11030, 10870. .11100, 



57080 
119595 
14215 • 

OJ000323_09.0424.C12.o9.gs 

14215 

none 

14215. .14373 



Seq. ID 
Strand 
Eri_."* 
Method 
End 
Score 

10398 

10757 



OJ000323 09.0424.C12 



14373. 

TBLASTX: Maize 
11268 
103 

10490, 10548 
10786, 10845 



10909. .11040, 11230. 



10778, 
11087,' 
11268 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_09.0424.C12 

14373 
GENSCAN 
14373 
.52 



Seq. No. 57081 

Gene No. 119596 

Start 1332 

Name OJ000323_09 . 0424 . CI 3 . ol . gs 

Start 1332 

GI none 

Exons 1332.. 1501, 2274.. 2379, 3089. 

5625.. 5717, 6310.. 6933 



Seq. ID OJ000323_09.0424 .C13 

Strand + 

End 6933 

Method ' GENSCAN 

End 6933 

Score .51 

.3330, 4134. .4563, 4655. .5032, 



Seq. No. 57081 Seq. ID. 

Gene No. 119596 Strand 

Start 1332 End 

Name OJ000323_09 . 0424 . C13 . ol . gp Method 

Start 4159 End 

GI none Score 

Exons 4159.. 4563, 4655.. 4763 



OJ000323_09.0424.C13 
+ 

6933 
AAT/GAP 
4763 
954 



Seq. No." 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



-57081 ■ . Seq'. ID 

119596' ' ' ' Strand 

1332 End 
OJ000323_09.0424 .C13.ol.np Method 
4240 End 
7263560 Score 



OJ000323_09. 0424 .CI 3 
+ 

6933 
AAT/NAP 
6914 
874 



4240. .4563, 4655. .5032, 6310. .6914 

(AL161667) putative protein [Arabidopsis thaliana] 



Seq. No. 57081 

Gene No. 119597 

Start 7432 

Name OJ000323_09 . 0424 . C13 . o2 . gp 

Start' 7432 

GI uC-osflcyp032f03bl 

Exons 7432.. 7594 

GI Descrip. '3980384 8.0e-10 (AC004561) 
thaliana] 1 



Seq. ID OJ000323_09.0424.C13 

Strand + 

End * 7594 

Method AAT/GAP 

End 7594 

Score 283 

hypothetical protein [Arabidopsis 



Seq. No. 
Gene No. 



57081 
119598 



Seq. ID 
Strand 



OJ000323 09.0424.C13 



57684 




Start 


7680 








End 


11634 




Name 


OJ000323 09 


.0424 


.C13.o4 


.tm 


Method 


TBLASTX : 


Maize 


Start*" 


4116 








End 


4738 




GI 


none c -- . 








Score 


136 




Exons 


4116. .4148, 


4240 


. .4317, 


4240. 


.4320, 4329.. 4385, 


4366. .4416, 




4375. .4407, 


4416 


. .4505, 


4417. 


.4503, 4462.. 4563, 


4467. .4571, 




4654. .4737, 


4655 


. .4738 










Seq. No.' 


57081 








Seq. ID 


OJ000323 


J39.0424 .C13 


Gene No . 


119598 








Strand 






Start 


7680 








End 


11634 




Name 


OJ000323 09 


.0424 


.C13.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


4432 








End 


6405 




GI 


none 








Score 


69 




Exons 


4432. .4503, 


4654 


. .4764, 


4655. 


.4789, 4703.. 4771, 


4867. .5022, 




4868. .4993, 


6307 


. .6405, 


6309. 


.6404 






Seq. No. 


57081 








Seq. ID 


OJ000323 


_09.0424 .C13 


Gene No. .. 


' 119598 








Strand 






Start 


7680 








End 


11634 




Name 


OJ000323 09, 


.0424 , 


.C13.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


6382 








End 


7136 




GI 


none 








Score 


276 




Exons 


6382. . 6549, 


6382, 


. .6498, 


6544 . 


.6582, 6546.. 6584, 


6552. . 6761, 


• i , 


6553. .6810, 


6694, 


. . 6789," 


6761. 


.6802, -6873'. .6932/ 


• *6874. .6933, 




7000. .7044, 


7010, 


. .7051., 


7062. 


.7136 






Seq. No. 


57081 








Seq. ID 


OJ000323 


09 . 0424 . C13 


Gene No. 


119598 








Strand 






Start 


7680 








End 


11634 




Name 


OJ000323 09. 


.0424, 


.C13.ol. 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


6409 








End 


6783 




GI 


none 








Score 


407 




Exons 


6409. . 6783, 


6453. 


. . 6497, 


6543. 


.6761 






Seq. No. 


57081 








Seq. ID 


OJ000323 


_09.0424 .C13 


Gene No . 


119598 . 








Strand 






Start 


.7680 • 








End 


11634 




Name 


OJ000323 09, 


.0424 . 


.C13.06, 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7481 








End 


7880 




GI 


none 








Score 


71 




Exons 


7481, .7501, 


7602. 


. ,7760, 


7607. 


.7753, 7626. .7760,. 


7666. .7761, 




7676. .7780, 


7746. 


. .7880, 


7777. 


.7875 






Seq. No. 


57.081 . . 








Seq. ID 


O.J0 00 32 3 


_09.0424 .C13 


Gene No . 


119598 








Strand 






Start 


7680 








End 


11634 




Name 


OJ000323 09. 


,0424 . 


.C13.o2. 


np 


Method 


AAT/NAP 




Start 


7680 








End 


11634 




GI 


3980384 








Score 


361 




Exons 


7680. .7992, 


8100, 


, .8318, 


8427. 


.8882, 9012.. 9161, 


11612. . 1163^ 


GI Descrip. 


(AC004 561) unknown protein [Arabidopsis 


; thaliana] 


Seq. No. 


57081 , 








Seq. ID 


OJ000323 


_09.0424.C13 


Gene No. 


119598 








Strand 






Start 


7680 * 








End 


11634 




Name 


OJ000323 09. 


,0424. 


C13.o3. 


ts 


Method 


TBLASTX: 


Soybean 



57685 




Start 


7863 








End 


8297 




GI 


none 








Score 


184 




Exons 


7863. . 7958, 


8115 


. . 8297 






... 




Seq. No. 


57081 








Seq. ID 


OJ000323 


09 . 0424 . C13 


Gene No. 


119598 








Strand 






Start 


7680 








End 


11634 




Name 


OJ000323 09. 


0424 


.C13.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


'7912 








End 


9043 




GI 


none 








Score 


81 




Exons 


7912 . .7965, 


7914 


. .7964, 


8047 . 


.8115, 8055. .8111, 


8073 . . 8297 , 




8082 . . 8294, 


8131 


. .8310, 


8132 . 


.8299, 8302. .8340, 


8306. .8347, 




8310 . .8339, 


8311 


. .8340, 


8337 . 


.8750, 8338.. 8751, 


8339 . . 8,764 , 




8340. . 8750, 


8718 


. .8873, 


8722 . 


.8865, 8814.. 9035,- 


8863*. . 9036, 




8866. . 9036, 


8867 


. . 9043 










Seq. No. 


57081 








Seq. ID 


OJ000323 


09.0424. C13 


Gene No. 


119598 








Strand 






Start 


7680 








End 


11634 




Name 


OJ000323_09. 


0424 


.C13.o3 


• gp 


Method 


AAT/GAP 




Start 


8472 








End 


8924 




GI 


2428164 








Score 


891 




Exons 


8472. .8924 














GI Descrip. 


3980384- 8.0e 


-10 


(AC004 561) hypothetical 


. protein 


[Arabidopsis 




thaliana] 














Seq. No. 


57081 








-Seq. ID 


OJ000323 


JD9.0424 .C13 


Gene No. 


119598 








Strand 






Start 


7680 








End 


11634 




Name 


OJ000323JD9. 


0424 


.C13.o5 


. tm 


Method 


TBLASTX: 


Maize 


Start 


9443 








End 


9724 




GI 


none 








Score 


217 




Exons 


9443 . . 9718, 


9453 


. .9719, 


9454. 


.9720, 9560. .9724 




Seq. No. 


57081 








Seq. ID 


OJ000323 


_09.0424.C13 


Gene No. 


119598. 








Strand 






Start 


7680 ' 








End*. 


li634 ; 




Name 


OJ000323_09. 


0424 


.C'13.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


10026 








End 


10303 




GI 


none 








Score 


361 




Exons 


10026. . 10301 


, 10027. .10302, 10028. .10303, 10028 


. . 10303 


Seq. No. 


57082 








Seq. ID 


OJ000323 


. 09 . 0424 .C17 


Gene No. 


119599 








Strand 


+ 




Start 


311 








End. 


10.37 




Name 


OJ000323 09. 


0424 


.C17.ol 


.gp 


Method 


AAT/GAP 




Start 


311 








End 


884 




GI 


29605 1.R1084 






Score 


439 




Exons 


311. .490, 817. .884 










GI Descrip. 


T 4309759/gb|AAD15528 | 3 


.0e-50 


(AC006217 


1 ) unknown protein with 




Src homology 


3 (SH3) domain profile (PDOC50002) 


[Arabidopsis 




thaliana] 1 














Seq. No. 


57082 








Seq. ID ■ 


OJ000323 


_09.0424 .C17 


Gene No. 


'119599 








Strand 


+ 




Start 


311 








End 


1037 




Name 


OJ000323 09. 


0424 


.C17.ol 


.gs 


Method 


GENSCAN 





57686 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



311 
none 

311. .490, 817-;. 876, 966. 



End 
Score 



1037 
.87 



1037 



57082 Seq. ID 

119599 Strand 

311 End 

OJ000323JD9 . 0424 . C17 . ol . np Method 

313 End ' 

4309759 Score 
313. .490, 817. .876, 966. .1037 

(AC006217) unknown protein [Arabidopsis thaliana] 



OJ000323_09.0424 .C17 
+ 

1037 
AAT/NAP 
1037 
277 



57082 * Seq. ID 

119600 Strand 
994 End 
OJ000323_09 . 04 24 . C17 . o2 . gp Method 
994 End 
34852 JL.R1084 Score • 

994:.1653 

, 1781299/emb|CAA70700| 5.0e-15 (Y09506) transf ormer-SR 
ribonucleoprotein [Nicotiana tabacum] 1 



OJ000323_09. 0424 .C17 
+ 

1653 
AAT/GAP 
1653 
1252 



57082 Seq. ID 

119601 Strand 

4536 : ■ , End 
OJ000323_09.0424 .C17 .o3.gp Method 

4536 End 

none Score 
4536. .5388 



OJ000323_09.0424 .C17 
+ 

5388 
AAT/GAP 
5388 
1662 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



57082 

119602 

6144 

OJ000323_09. 

6144 

none 

6144. .6197, 
8500. .8534, 



0424 .C17.o3.gs 



6220', 
8778, 



,6469, '6719.. 
,8992 



Seq. ID OJ000323_09.0424.C17 

Strand + 

End 8992 

Method GENSCAN 

End 8992 

Score • .67 \ 

.6901, ' 6918. .69*68, 8319. .8424, 



Seq. No. 
Gene No.. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57082 
119603 
2238 •' 

OJ000323_09 . 0424 . C17 . o2 . gs 

2238 

none 

2238. .2342, 3212. .3273, 
5483.-5623, 5676. .5888 

57082 

119603 

2238 

OJ000323_09.0424 .C17.o2.np 

5067 

2464852 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_09.0424.C17 

5926.' ' 
GENSCAN 
5888 
.53 



3931. .4063, 4182. .4736, 5235. .5375, 



Seq. ID OJ000323_09.0424.C17 



Strand 
End 

Method 

End 

Score 



5926 
AAT/NAP 
5894 . 
172 



5067. .5108, 5229. .5375, 5483. .5578, 5676. .5894 
(Z99707) putative protein [Arabidopsis thaliana] 



57687 



Seq. No. 57082 Seq. ID 

Gene No. 119603 Strand 

Start .2238 - - , " - End 

Name OJ00'0323_09 . 0424 . C17 . o4 . gp ' Method 

Start ' 5611 End 

GI LIB3434-026-P1-K1-C8 Score 

Exons 5611.. 5926 

GI Descrip. ' 178 1299/emb | CAA70700 | 5.0e-15 (Y095'06) 
ribonucleoprotein [Nicotiana tabacum] 1 



OJ000323_09.0424 .C17 
5926 

AAT/GAP ' 

5926 

551 

transf ormer-SR : 



Seq. No. 


57082 








Seq. ID 


OJ000323 09. 04^4. CI/ 


Gene No. 


119604 








Strand 




Start 


■ 9598 








End 


10990 


Name 


OJ000323 09. 


.0424. 


C17.o4. 


gs 


Method 


GENSCAN 


Start 


9598 








End 


10990 


GI 


none 








Score 


.68 


Exons 


9598. . 9920, 


10870 


i. .10990 






Seq. No. 


57082 








Seq. ID 


OJ000323_09.0424.C17 


Gene No. 


119605 








Strand 




Start 


.11889 








End 


12742 


Name 


;-OJ000323 09. 


.0424. 


C17.o2. 


ts 


Method . 


TBLASTX : Soybean 


Start 


**307 ' 








End 


879 


..GI 


none 








Score 


72 


Exons 


307. .408, 310. .48 


:9, 311. 


.493, 


814. .'879 




Seq. No. 


57082 








Seq. ID 


OJ000323_09.0424 .C17 


Gene No. 


119605 








Strand 




Start 


11889 








End 


12742 


Name 


OJ000323 09, 


.0424. 


C17 .ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4263 








End 


4580 


GI 


none 








Score 


117 


Exons 


4263. .4346, 


4268. 


.4345, 


4404 . 


.4580, 4412. .4522 


Seq. No. 


57082 








Seq. ID 


OJ000323_09.0424.C17 


Gene No. 


■119605.. 








, Strand . 




Start 


11889 ■ 








End' 


12742 ' "' 


Name 


OJ000323 09. 


.0424. 


C17.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4265 








End 


4580 


GI 


none 








Score 


127 


Exons , 


4265. .4423, 


4266. 


.4424, 


4409. 


.4522,. 441.0. .4580 


Seq. No. 


57082- 








Seq. ID 


OJ000323_09.0424 .C17 


Gene No. 


119605 








Strand 




Start 


11889 








End 


12742 


Name 


OJ000323 09. 


.0424. 


C17.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4930 








End 


5880 


GI 


none 








Score 


46 


Exons 


4930. .4968, 


4941. 


.4970, 


4981. 


.5043, 4993. .5031, 5053. .5109, 




5061. .5108, 


5066. 


.5110, 


5234. 


.5320, 5238.. 5333, 5242.. 5319, 




5346. .5375, 


5347. 


.5376, 


5483. 


.5578, 54f 


34. .5573, 5485. .5577, 




5676. .5735, 


5727. 


.5867, 


5752. 


.5880 




Seq. No. 


57082 








Seq. ID 


OJ000323_09.0424.C17 


Gene No. 


119605 








Strand 




Start 


11889 








End 


12742 



57688 




Name 


OJ000323 09 . 0424 . C17 . o4 . tm 


Method 


TBLASTX: Maize 




Start 


6401 


End 


6989 




GI 


none 


Score 


.-41 




Exons 


6401. .6448, 6524. .6580, 6623. 


.6664, 6623.. 6673, 6724.. 6846, 




6750. .6839, 6912. .6986, 6917. 


.6985, 6921.. 6989 




Seq. No. 


57082 


Seq. ID 


OJ000323_09.0424, 


. C17 


Gene No. 


119605 


Strand 






Start 


11889 


End 


' 12742 • 




Name 


OJ000323 09.0424.C17.o3.tm 


Method 


TBLASTX: Maize 




Start 


9859 


End 


10863 




GI 


" none 


Score 


86 




Exons 


9859.. 9912, 9862. ,9912, 10702 


. .10746, 


10702. .10863, 






■ 10702. .10851, 10703. .10852, 10704 .. 10856,' 10704 .. 10775 




Seq. No. 


57082 


Seq. ID 


OJ000323 09.0424, 


. C17 


Gene No. 


119605 


Strand 


_ 




Start 


11889 


End 


12742 




Name 


OJ000323 09.0424.'c'l7.ol.tw 


Method- 


TBLASTX: Wheat 




Start 


10720 


End 


10861 




GI 


none 


Score 


196 • 




Exons 


10720. . 10848, 10722. .10847, 10742. .108 


61, 10752. .10853 




Seq. No. 


57082 


Seq. ID 


OJ000323_09.0424 , 


.C17 


Gene No. 


119605 


Strand 






Start 


11889 


End 


12742 




Name 


OJ000323 09.0424.C17.o5.gs 


Method 


GENSCAN 




Start 


11889 


End 


12742 




GI 


none 


Score 


.88 




Exons 


11889. .12148, 12632. .12742 








Seq. No. 


57083 


Seq. ID 


OJ000323_09.0424. 


.C18 


Gene No. 


119606 


Strand 


+ 




Start 


441 


End 


2205 




Name 


OJ00032-3 09.0424.C18.ol.np 


Method 


AAT/NAP 




Start 


441 


End 


1961 




GI 


- 72635.65 . • , - • 


Score 


656 




Exons 


441..S75, 996.. 1095, 1214V. 124 8', 1364. 


.1453, ' 1727. .1961' 




GI Descrip. 


(AL161667) transcription factor L2 [Arabidopsis thaliana] 


Seq. No. 


57083 


Seq. ID 


OJ000323_09.0424. 


.C18 


Gene No. 


119606 


Strand 


+ 




Start 


. 441 .• 


End 


2205. 




Name 


OJ000323 09.0424.C18.ol.gs- 


Method 


GENSCAN 




Start 


4.44. 


End . 


1957. 




GI 


none 


Score 


.76 




Exons 


444. .575, 996. .1095, 1211. .1248, 1364. 


.1453, 1727. .1957 




Seq. No. 


57083 


Seq. ID 


OJ000323_09.0424 . 


,C18 


Gene No. 


119606 


Strand 


+ 




Start 


441 


End 


2205 




Name 


OJ0*00323 09.0424.C18.ol.gp 


Method 


AAT/GAP 




Start 


1193 


End 


2205 




GI 


36105 1.R1084 


Score 


1111 




Exons 


1193. .1248, 1364. .1453, 1727., 


.2205 







GI Descrip. 1 3980380 3.0e-19 (AC004561) putative enolase [Arabidopsis 
thaliana] 1 



57689 



Seq. .No. 57083 Seq. ID OJ000323 09.0424.C18 

Gene No. 119607 .Strand 

Start 3506 End ' 

Name OJ000323_09 . 0424 . C18 . o2 . gp Method 

Start 3506 End 

GI 2796662 Score 

Exons 3506.. 36.56 

GI Descrip. 3980380' 3 . 0e-19 (AC004561 )' putative enolase' [Arabidopsis 
thaliana] 



OJ000323_09.0424 
+ 

3656 

AAT/GA^"'" 

3656 

202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57083 

119608 

2937 

OJ000323_09.0424.C18.ol.tc 

4 38 

none 



Seq. ID OJ000323_09.0424.C18 
Strand 

End ' • 3648 

Method TBLASTX : Cress 

End 1950 

Score 140 



438. .557, 443. .556, 447. .578, 449. .562, 967. .1092, 990. .1094, 
995. .1093, 1002. .1094, 1016. .1078/ 1363. .1458, 1364. .1456, 
1394. .1450, 1724. .1909, 1724. .1909, 1726. .1950, 1727. .1879, 
1752. .1865 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57083 

119608 

2937 

OJ000323_09.0424.C18 .ol.tm 

438 

none 



Seq. .ID OJ000323_09.0424.C18 
Strand 

End 364 8 " . 

Method TBLASTX: Maize 

End 2151 

Score . 135 



438. .557, 440. .550, 1002. .1079, 1362. .1457, 1363. .1458, 
1364. .1456, 1716. ".1*895, 1724. .1975, 1726. .1980, 1726. .1965, 
2044. .2085, 2056. .2151 



1" Seq. No. 57083 
L Gene No. 119608 
W Start 2937 

"J Name OJ000323_09 . 0424 . C18 . ol . 

H . Start . 438 

•Jj ' GI ' none " ' ' . 

Exons 438.. 578, 438.. 557, 440. 

1002.. 1079, 1016.. 1078, 
w 1364. .1456, 1385. .1456, 

1726. .1908 

Seq. No. 57083 
Gene No. 119608 
Start 2937 

Name OJ000323_09 . 0424 . C18 . ol . 

Start 438 
GI none 

Exons 438.. 575, 438.. 533, 440. 

1198. .1248, 1212. .1253, 
1367. .1456, 1724. .1900, 



Seq. ID OJ000323_09.0424.C18 
Strand 

End 3648 
ts Method TBLASTX: Soybean 

End-. . 1909 . ■ 

Score 18 6 - 
.556, 449. .568, 986. .1069, 990. .1070, 
1073. .1096, 1335. .1457, 1363. .1458, 
1722. .1898, 1724. .1870, 1724. .1909, 



Seq. ID 6j.000323_09i.-0424.C18 

Strand, - 

End 3648 
tw Method TBLASTX : Wheat 

End 1990 

Score 243 
.574, 443. .532, 990. .1097, 1001. .1093, 
1363. .1458, 1363. .1455, 1364. .1456, 
1735. .1878, 1830. .1886, 1934. .1990 



Seq. No. .57083 Seq. ID OJ000323_09 . 0424 . C18 

Gene No. 119608 Strand 

Start 2937 End 3648 

Name OJ000323_09 . 0424 . C18 . o2 . gs Method GENSCAN 



57690 



Start 
GI 

Exons v . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2937 
none 

2937. .2974, 3159, 



,3246, 3425. 



End 
Score 
,3550 



3550 
. 6 



OJ000323 09.0424.C18 



57083 Seq. ID 

119608 Strand 
2937 End 3648 

OJ000323_09. 0424 .C18 .o2.np Method AAT/NAP 
3176 " ' ' End '3648 

399427 Score 265 

3176. .3246, 3425.-3648 

ENOLASE ( 2-PHOSPHOGLYCERATE DEHYDRATASE) { 2-PHOSPHO-D-GLYCERATE 
HYDRO-LYASE) gi | 99392 | pir | | S24 996 phosphopyruvate hydratase (EC 
4.2.1.11-') - Chlamydomonas reinhardtii gi | 18143 | emb | CAA47043 . 1 | 
(X66412) enolase [Chlamydomonas reinhardtii] 





Seq. No. 


57083 








Seq. ID 


OJ000323_09.0424 


.C18 




. Gene No. 


119608 








Strand 








Start 


2937 








End 


3648 






Name 


OJ000323_09'. 


0424 


,C18 .o2 


. tm 


Method 


TBLASTX: Maize 






Start 


3417 








End 


3628 






GI 


none 








Score 


167 






Exons 


3417 . . 3611, 


3422 


. . 3628 












Seq. No. 


57083 " - 








Seq. ID 


OJ000323_09.0424 


.C18 


fh 

V r 


Gene No. 


119608 








Strand 






f: § 


Start 


2937 








End 


3648 






Name 


OJ000323_09. 


0424 


.C18 .o2 


. tc 


Method 


TBLASTX: Cress 






Start 


3422 








End 


3628 






GI 


none 








Score 


188 






Exons 


3422 . .3628, 


3429 


. . 3611 










fy 


Seq. No. 


57083 • 








Seq. ID 


OJ000323_09.0424 


.C18 




Gene No. 


119608 








Strand 








C -1- -» ■v4- 


z y j / 














% J 


Name 


OJ000323 09. 


0424 


.C18.o2 


.ts 


Method 


TBLASTX : Soybean 






Start 


3422 








■ ' End • 


.3628 . 




% ^ 


GI . 


none' 








Score . 


147 ■ • ~ 






Exons 


3422. .3628, 


3429 


. .3611 










vy 


Seq. No. 


57083 








Seq. ID 


OJ000323_09.0424 


.C18 




Gene No. 


119608 








Strand 








Start 


2937 








• ■ End 


.3648 






■ Name 


OJ000323 09. 


0424 


.C18.o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


3422 








• End ' 


3565 . 






GI 


none 








Score 


130 






Exons 


3422. .3565, 


3429 


. .3560 












Seq. No. 


57084 








Seq. ID 


OJ000323__09.0424 


.C19 




Gene No. 


119609 








Strand 


+ 






Start 


2484 








End 


3606 






Name 


OJ000323 09. 


0424 


.C19.o2 


.gs 


. Method 


"GENSCAN 






Start 


2484 








End 


3347 






GI . 


none 








Score 


.87 






Exons 


2484 . .3347 
















Seq. No. 


57084 








Seq.. ID 


OJ000323_09.0424 


.C19 



57691 



Gene No. 119609 Strand + 

Start ■ 2484 . End . 3606 

Name OJ000323_09 . 0424 . C19 . o2 . gp Method AAT/GAP 

Start 2747 End, 3606 . 

GI 208_3.R10.84 Score 1620 

Exons 2747.. 3606 

GI Descrip. * 2119194 /pir | IJC4377 2.0e-68 low-molecular-weight heat-shock 
protein - rice >gi_1815662 (U83670) low molecular mass heat 
shock protein Oshspl8.0 [Oryza sativa] * 



Seq. No. 57084 Seq. ID 

Gene No. 119609 Strand 

Start 2484 End 

Name OJ000323_09 . 0424 . C19 . o2 . np Method 

Start 2862 End 

GI 2119194 Score 
Exons 2862.. 3344 

GI Descrip. low-molecular-weight heat-shock protein - rice gi 1 1815662 

(U83670) low molecular mass heat shock protein Oshspl8.0 [Oryza 
sativa] 



OJ000323_09.0424.C19 
+ 

3606 
AAT/NAP 
3344 
766 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Des.crip. 



57084 

119610 

4406 

OJ000323_09. 0424 .C19.o3.gs 

4406 

none 



Seq. ID OJ000323_09.0424.C19 



Strand 
End 

Method 

End 

Score 



+ 

6290 
GEN SCAN 
6290 
.81 



4406. .4517, 4600. .4758, 4924. .5661, 5740. .6290 



57084 Seq. ID 

119610 Strand 
4406 End 
OJ000323_09.0424 .C19.o3.np Method 
4 929 End 
7488706 Score 
4929. .5661, 5740. .6290 

probable' transposase - soybean transposon mariner element ,-. . ■ 
Soymarl gi | 3386534 |gb IAAC28384. 1 | '(AF078 934 ) mariner transposase 
[Glycine max] 



OJ000323_09.0424.C19 
+ 

6290 
AAT/NAP 
62 90 
978 



Seq. No. 57084 

Gene No. 119611 

Start 1 

Name OJ000323_09 . 0424 . CI 9 . ol . gp 

Start 1 

GI 5004179 

Exons 1..119, 225.. 301, 613. .695. 

Seq. No. 57084 

Gene No. 119611 

Start 1 

Name OJ000323_09 . 0424 . CI 9 . ol . np 

Start 1 

GI 3980380 

Exons 1..119, 225.. 301, 613. .693, 
GI Descrip. (AC004561) putative enolase 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End. 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method . 
End ■' ' 
Score 
942. .1058, 



OJ000323_09.0424 .C19 

2025 . 
AAT/GAP 
695 
483 



OJ000323 09.0424.C19 



2025 
AAT/NAP 
2025 
829 

1155. .1226, 



1591. :2025 
(2-phospho-D-glycerate hydroylase) 



57 692 






Seq. No. 


57084 








Seq. ID 


OJ000323__09.0424.C19 




Gene No. 


119611 








Strand 






Start 


1 








End 


2025 




Name 


OJ000323_09. 


0424 


.Ci9.ol 


.gs 


Method 


GENSCAN 




Start 


16 








End 


2025 




GI 


none 








Score 


. 87 




Exons 


16.. 119, 259 


L.356, 613. 


.693, 


942. . 1058 


, 1155. .1226, 1591. ,2( 




Seq. No. 


57084 








Seq. ID 


OJ000323_09.0424.C19 




Gene No. 


119612 








Strand 






Start 


6490 








End 


6957 ' - 




Name 


OJ000323 09. 


0424 


.C19.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


245 ' 








End 


1689 




GI 


none 








Score 


69 




Exons 


245. .298, 246. .308, 583 


. . 693, 


608. .694 


, 940. .1059, 942. .106: 






1119. . 1223, 


1147 


. . 1227, 


1153. 


.1230, 1630. .1689, 1633. .1689 




Seq. No. 


57084 








Seq. ID 


OJ000323_09.0424.C19 




Gene No. 


119612 








Strand 






Start 


6490 








End 


6957 




Name 


OJ000323 09. 


0424 


,C19.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1645 








End 


2029 




GI 


none 








Score 


106 




Exons 


1645. . 1722, 


1645 


. .1689, 


1798 . 


.2025, 18 


22. .2025, 1832. .2029 


s | Jj 


Seq. No. 


57084 








Seq. ID 


OJ000323_09.0424.C19 


f ,"E 


Gene No. 


119612 








Strand 






Start ■ 


6490 








' End 


6957 




Name 


OJ000323 09. 


0424 


.C19.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


1798 








End 


2026 


= y 


GI 


none 








Score 


171 


= . 


Exons 


1798 . .2025, 


1817 


. .2026 










Seq. No. 


57084 








Seq. ID 


OJ000323_09.0424.C19 


_ ^ 


Gene No. 


119612 








Strand^ 






Start 


6490 








End 


6957: ;l "' 




Name 


OJ000323 09. 


0424 


.C19'.o2 


. ts 


Method- 


TBLASTX: Soybean ." . 




Start 


1798 








End 


2029 


f ^ 


GI 


none 








Score 


158 




Exons 


1798. .2025, 


1817 


. .2029 










Seq. No. 


57084 








Seq.. ID 


OJ000323_09. 0424.C19 




Gene No. 


119612 








Strand 






Start 


64 90- 








End 


6957 




Name 


OJ000323 09. 


0424 


.C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2814 








End 


3353 




GI 


none 








Score 


110 




Exons 


2814. .2918, 


2858 


. .2917, 


2994 . 


-.3353, 2996.. 3181, 3245.. 3352 




Seq. No. 


57084 








Seq. ID 


OJ000323_09.0424 .C19 




Gene No. 


119612 








Strand 






Start 


6490 








End 


6957 




Name 


OJ000323 09. 


0424 


.C19.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2837 -- r 








End 


3181 




GI 


none 








Score 


84 




Exons 


2837. .2917, 


2838 


. .2918, 


2994. 


.3179, 2996.. 3181 



57693 




Seq. No. 


57084 








Seq. ID 


OJ000323_09.0424 


.C19 


Gene No. 


119612 








Strand 






Start 


6490 








End 


■ 6957 • 




Name 


OJiD00323_09 


. 0424 


.C19.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2874 








End 


3347 




GI 


none 








Score 


68 




Exons 


2874 . . 2918, 


2999 


. . 3181, 


3000 . 


, .3347, 3245'. .3346 




Seq. No. 


57084 








Seq. ID 


OJ000323_09.0424 


.C1'9 


Gene No. 


119612 








Strand 






Start 


6490 








End 


6957 




Name 


OJ000323_09 


. 0424 


.C19.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


2874 ■ 








End 


3362 




GI 


none 








Score 


82 




Exons 


2874 . .2918, 


2993 


. . 3181, 


2994 . 


, .3362, 3245. .3346 




Seq. No. 


57084 








Seq. ID 


OJ000323_09. 0424 


.C19 


Gene No. 


119612 








Strand 






Start 


6490 








End 


6957 




Name 


OJ000323_09 


. 0424 


.C19.o2 , 


. tw 


Method 


TBLASTX: Wheat 




Start 


5793 








End 


6077 




GI 


none 








Score 


283 




Exons 


.5793. . 6077, 


57 99 


. . 589-1, 


5870 . 


. 6010 






Seq. No. 


57084 








Seq. ID 


OJ000323_09. 04-24 , 


.C19 


Gene No. 


119612 








Strand 






Start 


6490 








End 


' 6957 




Name 


OJ000323_09, 


. 0424 


.C19.o4 , 


.gs 


Method 


GENSCAN 




Start 


6490 








End 


6957 




GI 


none 








Score 


. 97 




Exons 


6490 . . 6957 














Seq. No. 


57085 








Seq. ID 


OJ000323_09.0424, 


.C20 


Gene No. 


119613 








Strand 


+ 




Start 


48 6 








End 


650 




Name 


OJ000323_09, 


. 0424 


.C20.ol. 


,gs 


Method 


GENSCAN- 




Start 


"4 8 6 








End 


650 




GI 


none 








Score 


. 4 




Exons 


486. . 650 














Seq. No. 


57085 








Seq. ID 


OJ000323_09.0424 , 


.C20 


Gene No. 


. 119614 








Strand . 






Start 


963 








End 


1520 " v./ 




Name 


OJ000323 09. 


.0424 


,C20.o2. 


.gs"" ' 


Method 


GENSCAN 




Start 


963 








End 


1520 




GI 


none 








Score 


.53 




Exons 


963. .1118, 1473. 


. 1520 










Seq. No. 


57086 








Seq. ID 


OJ000323_09.0424. 


.C22 


Gene No. 


119615 








Strand 


+ 




Start 


1813 








End 


2163 




Name 


OJ000323 09, 


,0424 


.C22.ol. 


gs 


Method 


GENSCAN 




Start - 


1813 








End 


2163 




GI 


none 








Score 


.49 





Exons 1813. .2163 



57694 



Seq. No. 57086 

Gene No. 119616 

Start 2887 

Name - OJ000323_09 . 0424 . C22 . o2 . gs 

Start 2887 

GI none 

Exons 2887. .3047, 3071. .3236 

Seq. No: 57087 

Gene No. 119617 

Start 17 

Name OJ000323_09 . 0424 . C23 . ol . gs 

Start 17 

GI none 

Exons 17.. 180, 198.. 398 

Seq. No. 57088 

Gene No. 119618 

Start 1600 

Name OJ000250_7 9 . 0421 . CI . ol . gs 

Start 1600 

GI none 

Exons 1600. .1641, 1826. .1951 



Seq. ID OJ000323_09.0424.C22 
Strand 

End 3236 

Method ' GENSCAN 

End 3236 

Score . 7 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_09.0424.C23 
398 

GENSCAN 
398 
. 7 



Seq. ID OJ000250_79.0421.C1 

Strand + 

End 1951 

Method GENSCAN 

End 1951 

Score .92 



•Seq. No. 57088 

Gene No. 119619 

Start 2739 

Name OJ000250J7 9 . 0421 . CI . o2 . gs 

Start 2739 

GI none : ' 
Exons 



Seq. ID OJ000250_79.0421.C1 

Strand . + 

End 6959 

Method GENSCAN 

End 6959 

Score .74 



2739. .2746, 3872. .3991, 5003. .5188, 5557. .5690, 5939. .6018, 
6819. .6959 



Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. ID OJ000250_79.0421.C1 
Strand + 
End 8461 
.Method • AAT/GAP 
End 84 61 

Score 717 



57088 
119620 
8048 

OJ000250_79. 0421.Cl.ol.gp 
8048 ' 

LIB34 32-059-P1-K1-D8 
8048. .8461 

'5734616/dbj IAP000391. 1 IAP000391 0,.0e+00 Oryza sativa genomic 
QNA, chromosome 6, clone : P0538C01 \ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000250_79.0421.C1 

Strand + 

End 8543 

Method AAT/GAP 

End 8543 

Score 112 



57088 
119621 
8465 

OJ000250_79.0421.Cl.o2.gp 
8465 

LIB34 77-003-P1-K1-E9 
8465. .8543 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 
Gene No. 
Start 



57088 

119622 

16192 



Seq. ID OJ000250_79.0421.C1 
Strand + 
End 17617 



57695 



Name 

Start 

GI 

Exons 



OJ000250_7 9 . 0421 . CI . o5 . gs Method GENSCAN 

16192 End 17617 

none Score .78 

16192. .16264, 16351 16499, 174 53 ... 17 617 



Seq. No. 57088 

Gene No. 119623 

Start 23625 

Name OJ000250_7 9 . 0421 . CI . o7 . gs 

Start 23625 

GI none 

Exons 23625.-24425 



Seq. ID OJ000250_79.0421.C1 

Strand + 

End 24425 ' 

Method GENSCAN 

End 24425 

Score .57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57088- 
119624 
24367 

OJ000250_7 9.0421.Cl.ol.np 

24367 

4680179 



Seq. ID- OJ000250J79. 0421.01 

Strand + 

End 29270 

Method AAT/NAP 

End 29270 

Score 4989 



24367. .24412, 24 692 .. 28697, 29247. .29270 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



57088 

119624 

24367 

OJ000250_7 9. 0421.01. o8.gs 

24692 . 

none 

24692. .25621, 25703. .28744 



Seq. ID OJ000250_79.0421.C1 

Strand + 

End 29270 

Method GENSCAN 

End 28744 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



57088 

119625 

7506 

OJ000250_7 9.0421.Cl.o3.gs 

7506 
none 



Seq. ID OJ000250_79.0421.C1 
Strand 

End 9049 

Method GENSCAN 

End 9049 

Score . .86 



7506. .7557, 7610. .7766, 8639.. 8807, 8945.. 9049 



Seq. No. 57088 

Gene No. 119626 

Start 10265 

Name OJ000250_79 . 0421 . CI . o4 . gs. 

Start ' 10265 ; 

GI none 
Exons 



Seq. ID OJ000250_79.0421.C1 
Strand 

End 15105 

Method GENSCAN 

End .15105. ... 

Score .77 



10265. .10388, 10969 .. 11111, . 11200 11358,. 11.678 .. 1 1962, 
15064. .15105 



Seq. No. 57088 

Gene No. 119627 

Start 18121 

Name , OJ000250_79 . 0421 . CI . o2 . tw 

Start 4197 

GI none 
Exons 



Seq.' ID OJ000250_79.0421.C1 
Strand 

End 28693 

Method TBLASTX : Wheat 

End 28099 

Score 626 



4197. ,4256, 27560 .. 28099," 27742.. 28095 



Seq. No. 
Gene No. 



57088 
119627 



Seq. ID OJ000250_79.0421.C1 
Strand 



57696 



Start 
Name 
Start 
GI 

Exons 



18121 

OJ000250_79.0421.C1, 

18121 

none 

18121. .18562, 19756. 
22183. .22264 



End 

Method 
End : 
Score 



06. gs 

.19839, 20553. .20788, 20888 21258 , 



28693 
GENS CAN 
22264 
.52 



Seq. No. 57088 

Gene No. 119627 

Start 18121 

Name OJ000250_79 . 0421 . CI . 08 . tw 

Start 24853 

GI none 

Exons 24853. -.25050, 24854.. 25051 

Seq. No. 57088 

Gene No. 119627 

Start 18121 

Name OJ000250_79 . 0421 . CI, 06 . tw 

Start * 25100 

GI none 

Exons 25100. .25297, 25103 .. 2545.3 

Seq. No. 57088 

Gene No. 119627 

Start 18121 

Name OJ000250J79 . 0421 . CI . 06 . tm- 

Start 25103 

GI none 

Exons 25103. .25408, 25103.. 25312 

Seq. No. 57088 

Gene No. 119627 

Start 18121 

Name OJ000250_7 9 . 0421 . CI . o7 . tw 

Start 25787 

GI none 

Exons : 25787. .26140' 



Seq. ID OJ000250_79.0421.C1 

Strand - 

End 28693 

Method TBLASTX : Wheat 

End 25051 

Score 213 



Seq. ID OJ000250_79.0421.C1 
Strand 

End 28693 

Method TBLASTX: Wheat 

End 25453 

Score 323 



Seq. ID OJ000250_79. 0421.£1 
Strand 

End '28693 

Method TBLASTX : Maize 

End 25408 

Score 242 



Seq. ID OJ000250_79.0421.C1 
Strand 

End 28693 

Method TBLASTX : Wheat 

End 26140 

Score . 259 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57088 
119627 
18121 

OJ000250_79. 0421 . CI . o4 . tw 
26272 
none 

26272. .26712, 26273 .. 26755, 26276 26752 



Seq. ID OJ000250_79.0421.C1 
Strand 

28693 

TBLASTX: Wheat 
26755 
529 



End 

Method 

End 

Score 



57088 
119627 ■ 
18121 

OJ000250_7 9.0421.C1 .o4 .ts 

26309 

none 

26309. .26623 



Seq. ID OJ000250_79.0421.C1 
Strand 

End 28693 

Method TBLASTX : Soybean 

End 26623 

Score 198 



Seq. No. 
Gene No. 



57088 
119627 



Seq. ID OJ000250_79.0421.C1 
Strand 



57697 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18121 End 

OJ000250_79.0421.Cl.o4 .tm Method 

263.38 End 

none Score 
26338. .26580, 26342.. 26785 



57088 

119627 

18121 

OJ000250_79.0421.Cl.ol.ts 

26696 

none 

26696. .26728, 26696 .. 26728 , 
26846. .27091, 26848 .. 27087 



28693 

TBLASTX: Maize 

26785 

371 ' 



Seq. ID OJ000250_79.0421.C1 
Strand 

End 28693 ' 

Method TBLASTX : Soybean 

End 27091 

Score 57 
26732. .26785, 26735 .. 26875, 



Seq. No. 57088 

Gene No. 119627 

Start 18121 

Name OJ000250_7 9 . 0421 . CI . o5 . tw 

Start 26845 

GI none 

Exons 26845. .27105, 26846.. 27106 

Seq. No. 57088 

Gene No. 119627 

Start 18121 

Name OJ000250_7 9 . 04 21 . CI . o5 . tm 

Start 26858 

GI none 

Exons 26858. .27172, 26893. .27171 



Seq. No. 
Gene No. 
Start 
Name ; 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_79.0421.C1 

Strand ' - 

End 28693 

Method TBLASTX : Wheat 

End 27106- ' 

Score 366 



Seq. ID OJ000250_79.0421.C1 
Strand 

End 28693 

Method TBLASTX : Mai ze 

End 27172 

Score 306 



57088 
119627 . 
18121 

OJ000250_7 9.0421.Cl.o3.tw 
27107 ■ 
none 

27107. .27532, 27109 .. 27525, 27182.. 27532 



Seq. ID OJ000250_79.0421.C1 
Strand 

28693 

TBLASTX: Wheat 
27532 
58.4 



End 

Method 

End 

Score 



57088 

119627 

18121 

OJ000250_79.0421.Cl.o3.ts 

27113 

none 

27113. .27361 



Seq. ID OJ000250_79.0421.C1 
Strand 

End 28693 

Method ' TBLASTX : Soybean 

End 27361 

Score 205 



Seq. No. 57088 

Gene No. 119627 

Start 18121 

Name OJ000250_7 9 . 0421 . CI . o2 . tm 

Start 27179 

GI none 

Exons 27179. .27532, 27184.. 27525 

Seq. No. 57088 

Gene No. 119627 * 



Seq. ID OJ000250_7 9 . 0421 . CI 
Strand 

End 28693 

Method TBLASTX: Maize 

End 27532 

Score 452 



Seq. ID OJ000250_7 9 . 04 21 . CI 
Strand 



57698 




Start 


18121 




End 


28693 




Name 


OJ000250_7 9. 0421 .CI . 


ol . tc 


Method 


TBLASTX: Cress 




Start 


27797 , f 




End 


- 28123 




GI 


none 




Score 


' 90- 




Exons 


27797. .27979, 27980. 


. 28123, 


27982. .28122 




Seq. No. 


57088 




Seq. ID 


OJ000250J79.0421. 


CI 


Gene No. 


119627 




Strand 


_ 




Start 


18121' 




""■ End ' " 


28693 " 




Name 


OJ000250 7 9. 0421 .CI . 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


27887 




End 


28147 




GI 


none 




Score 


301 




Exons 


27887 .. 28147, 27898. 


. 28146 








Seq. No. 


57088 




Seq. ID 


OJ000250J79.0421. 


CI 


Gene No. 


119627 




Strand 






Start 


18121 




End 


28693 




Name 


OJ000250_7 9 . 0421 .CI . 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


27945 




End 


28237 




GI 


none 




Score 


90 ' " 




Exons 


27945 . .28046, 27945 . 


.28148, 


27946.-28233, 27947.. 28237 




Seq. No. 


57088 




Seq. ID 


OJ000.250_79.0421. 


CI 


Gene No. 


119627 




Strand 






Start 


18121* 




End . n . 


28693 




Name 


OJ000250_7 9. 0421 .CI . 


ol . tw 


Method 


.TBLASTX: Wheat 




Start 


28106 




End 


28693 




GI 


none 




Score 


685 




Exons 


28106. .28693, 28165. 


.28611 








Seq. No. 


57088 




Seq. ID 


OJ000250J79.0421. 


CI 


Gene No. 


119627 




Strand 






Start 


18121 




End 


28693 




Name 


OJ000250_7 9. 04 21. CI . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


28285 




End 


28693 




GI 


none 




Score 


229 




Exons 


28285 . ..28440-, 28286. 


. 284 47., 


2844 4. .28 605,. 284 45 ., 28 693, 






28607. .28690 










Seq. No. 


57089 




Seq. ID 


OJ000250_79.0421. 


C2 


Gene No. 


119628 




Strand 


+ 




Start 


.264 




End 


540 




Name 


. QJ000250 7 9. 04.21. C2. 


o2 . gp 


Method 


AAT/GAP . 




Start 


264 




End 


540 




GI 


61605 1.R1084 




Score 


468 ' 




Exons 


264. .540 










GI Descrip. 


' 5852 170/emb| AL117265.il OST17804 l.Oe- 


137 Oryza sativa 






indica ( GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone:tl7804 




Seq. No. 


57089 




Seq. ID 


OJ000250_79.0421. 


C2 


Gene No. 


119629 




Strand 


+ 




Start 


1084 




End 


6283 




Name 


OJ000250 79. 0421. C2. 


ol . gs 


Method 


GENSCAN 




Start 


1084 




End 


2300 




GI 


none 




Score 


.43 





Exons 1084. .2016, 2160. .2300 



57699 



Seq. No. 


57089 


Seq. ID 


OJ000250_79.0421.C2 


Gene No. 


119629 


Strand 


+ 


Start 


1084 


End 


6283 


.Name 


OJ000250J7 9 . 04 21 . C2 ;ol . np - 


Method 


AAT/NAP 


Start 


1084 


End. 


6280 


GI 


6983860 


Score 


1502 


Exons 


1084. .2151, 2981. .3203, 3504. 


.3823, 4830.. 5709, 5858.. 6280 


GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy type 




(AF061282) [Oryza sativa] 






Seq. No. 


57089 


Seq. ID 


OJ000250_7 9. 04 21 . C2 


Gene No. 


119629 


Strand 


+ 


Start 


1084 


End 


6283 


Name 


OJ000250 79 . 0421 . C2 . o3 . gs • 


Method • 


GENSCAN • 


Start 


5039 


End 


6283 


GI 


none 


Score 


• 8 


Exons 


5039..5.051, 5690.. 5722, 5988. 


. 6283 




Seq. No.-.. 


57089 


Seq. ID 


OJ000250_7-9 . 0421 . C2 


Gene No. 


119630' 


Strand 




Start 


H30 


End 


1665 


Name 


OJ000250 79.042l.C2.o3.gp 


Method 


AAT/GAP 


Start 


H30 


End 


1665 


GI 


uC-osflcypl62a07al 


Score 


735 


Exons 


**ll3-0.. 1409, 1509..1665 






GI Descrip. 


*4680l79/gb|AAD27547.l|AFlll709 l 2T-0e 


-40 (AF111709) polyprotein 




[Oryza sativa subsp. indica] ' 






Seq. No. 


57089 


Seq. ID 


OJ000250_79.0421.C2 


Gene No. 


H9631 


Strand 




Start 


3077 


End 


3828 


Name 


OJ000250 79.0421.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1246 


End 


1602 


GI 


none 


Score 


296 


Exons 


1246..1602, 1254..1424, 1461. 


.1601 




,,Seq.. No. 


57089 


Seq. ID 


OJ000250_7 9.0421.C2 . 


Gene No. • 


ii963i 


Strand 




Start ^ 


3077 


End 


3828 


Name 


OJ000250 79.042l.C2.o2. tm 


Method 


TBLASTX: Maize 


Start 


1483 


End 


1797 


GI 


none 


Score 


213 


Exons 


1483..1746, 1509..1670, .I7ll. 


.1797 




Seq. No. 


57089 


Seq. ID 


OJ000250_79.0421.C2 


Gene No. 


H9631 


Strand 




Start 


3077 


End 


3828 


Name 


OJ000250 79.042l.C2.o2.gs 


Method 


GENSCAN 


Start 


3077 


End 


3828 


GI 


none 


Score 


.94 


Exons 


3077. .3130, 3244. .3828 






Seq. No. 


57089 


Seq. ID 


OJ000250_79.0421.C2 


Gene No. 


119632 


Strand 




Start 


5851 - 


End 


6235 


Name 


OJ000250 79.0421.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5851 


End 


6235 



57700 




GI 


none 






Score 


*D T O 

3 /o 


Exons 


COC1 /"I 


coco 




a i o a 




beq. ino. 


j / uoy 






oeq. l U 


UJUUUZDU /y . Ufl^l . 


Gene No. 


119632 ~ 






Strand 




Start 


5851 






End 


6235 


Name 


OJ000250 79 


.0421, 


.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


5879 






End 


6139 


GI 


none 






Score 


277 ■ ' 


Exons 


5879. .6139, 


5890. 


. .6138 







Seq. No. 


57090 


Seq. ID 


OJ000250_79.0421.C3 


Gene No. 


119633 


Strand 


+ 


Start 


1584 ' 


End 


6101 • 


Name 


OJ000250 79.0421.C3.ol.np 


Method 


AAT/NAP 


Start 


1584 


End 


6101 


GI 


4680179 


Score 


5399 


Exons 


1584. .2666, 2700. .6101 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 


beq . jno . 


57090 


Seq. ID 




Gene No. 


119634 


Strand 


+ — 


Start 


8178 


End 


9874 


Name 


OJ000250 79.0421.C3.o2.gp 


Method 


AAT/GAP ' 


Start 


8178 


End 


8560 


GI 


uC-osf Icyp033a04bl 


Score 


704 


Exons 


8178. .8560 * 






GI Descrip. 


f 6016845/dbj | AP000570 . 1 1 AP000570 3.0e 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone: P0711E10 ' 




Seq. No. 


57090 


Seq. ID 


OJ000250_79.0421.C3 


Gene No. 


119634 


Strand 


+ 


Start 


8178 


End 


9874 


Name 


OJ000250 79.0421.C3.o3.np 


Method 


AAT/NAP 


St.art 


8328 


End 


9874 


GI 


6063554 


Score 


120 


Exons 


8328. .8370,- 9702. .9874 






GI- Descrip. 


(AP000615) : ESTs AU075609 (C63344 ) ', C718 


50(E04 64), C98 611 (E04 64) 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No.. 


57090 


Seq. ID 


OJ000250J79. 


0421, 


.C3 


Gene No. 


119635 


Strand 


.+ 






Start 


11026 


End 


16591 






Name 


OJ000250 79.0421.C3.o.4.np 


Method 


AAT/NAP 






Start 


11026 


End 


16591 






GI 


4680179 


Score 


3880 






Exons 


11026. .1108 9, 13225. .16591- 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 






Seq. No. 


57090 


Seq. ID 


OJ000250_79. 


0421, 


,C3 


Gene No. 


119635 


Strand 


+ 






Start 


11026 


End 


16591 






Name 


OJ000250 79.0421.C3.o3.gs 


Method 


GENS CAN 






Start 


12791 


End 


16567 






GI 


none 


Score 


.57 






Exons 


12791. . 12794, 137 10 .. 15683, 15804.. 16567 







57701 




Seq. No. 


57090 


Seq. ID 


OJ000250_79.0421. 


C3 


Gene No. 


119636 


Strand 






Start 


6562 


End 


12036 




Name 


OJ000250_79.0421.C3.o2.gs 


Method 


GENS CAN 




Start 


6562 


End 


11876 




GI 


none 


Score 


.47 




Exons 


6562.. 7428, 7856. ;7903, 10814 


'. . 11006, 


11035. . 11255, 11-700- 


Seq. No. 


57090 


Seq. ID 


OJ000250J79.0421. 


C3 


Gene No. 


119636 


Strand 






Start 


6562 


End 


12036 




Name 


OJ000250_7 9. 0421.C3.o2 .np 


Method 


AAT/NAP 




Start 


6835- 


End' 


-12036 • 




GI 


5852180 


Score 


620 




Exons 


6835.. 7261, 7312. .7423, 8403. 


.8467, 11985. .12036 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


57090 


Seq. * ID 


OJ000250_79.0421. 


C3 


Gene No. 


119636 


Strand 






Start 


6562 


. End 


12036 




Name 


OJ000250 79.0421.C3.o3.gp 


Method 


AAT/GAP 




Start 


11252 


End 


11985 




GI 


101153 1.R1084 


Score 


344 




Exons 


11252 , .11290, 11737'. .11985 








GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 l.Oe- 


115 Oryza sativa' 






indica(GLA4) genomic DNA, chromosome 4 


, BAC clone :tl7804 


t 


Seq. No. 


57090 


Seq. ID 


OJ000250_79.0421. 


C3 


Gene No. 


119637 


Strand 






Start 


17123 


End 


17476 




Name 


OJ000250 79.0421.C3.o9.tw 


Method 


TBLASTX: Wheat 




Start 


1824 


End 


2023 




GI 


none 


Score 


211 




Exons 


1824.. 2021, 1826.. 2023 








Seq. No. 


. -57090 


Seq. ID 


GJ000250 79.042r.-C3 


Gene No. 


119637 ' 


Strand 






Start . 


17123 


End 


17476 




Name 


OJ000250 79.0421.C3.o7.tw 


Method 


TBLASTX: Wheat 




Start 


2057 


End 


2408 




GI 


none 


Score 


293 




Exons 


. 2057. .2251, 2058. .2408. 








Seq. No. 


57090 


Seq. ID 


' OJ000250_79, 0421. 


C3 


Gene No. 


119637 


Strand 






Start 


17123 


End 


17476 




Name 


OJ000250 79.0421.C3.o6.tm 


Method 


TBLASTX: Maize 




Start 


2058 


End 


2363 




GI 


none 


Score 


232 




Exons 


2058.. 2363, 2072.. 2236 








Seq. N'gk 


57090' 


Seq. ID 


OJ000250_79.0421. 


C3 


Gene' No. 


119637 


Strand 






Start 


17123 r : 


End 


17476 




Name 


OJ000250 79.0421.C3.o7.tm 


Method 


TBLASTX: Maize 




Start 


2720 


End 


13522 





57702 




GI 


none 


Score 


186 




Exons 


2720.. 2860, 2721. .3044, 13235 


. . 13522, 


13246 . . 13347 




.... • 
Seq. No. 


57090 


Seq. ID 


OJ000250_79. 0*421 


.C3 


Gene No. 


119637 


Strand 






Start 


17123 


End 


17476 




Name 


OJ000250 79.0421.C3.o8.tw 


Method 


TBLASTX: Wheat 




Start 


2726 


End 


13582 




GI 


none 


Score 


161 ^ 




Exons 


2726. .2935, 2727. .2936, 2981. 


.3094, 2982.. 3095, 3123.. 3164, 




13235. .13426, 13255 .. 13326, 13280 .. 13363, 13424 .. 13576, 






134 60. .13582, 13471. .13581 








Seq. No. 


57090 


Seq. ID 


OJ000250_79.0421 


.C3 


Gene No. 


119637 


Strand 






Start 


17123 


End 


17476 




Name 


OJ000250 79 . 04 21 . C3 . 08 . tm 


Method 


TBLASTX: Maize 




Start 


• 3165 


End 


13818 




GI 


none 


Score 


170 




Exons 


3165.;3314, 3182. .3313, 13657 


. .13818, 


13658. .13816 




Seq. No. 


57090 


Seq. ID 


OJ000250_79.0421. 


.C3 


Gene No. 


119637 


Strand 






Start 


17123 


End 


17476 




Name 


OJ0 002 50^-7 9 . 042l.C3. o4. tw 


Method 


TBLASTX: Wheat 




Start 


3264 


End 


14236- 




GI 


none 


Score 


52 




Exons 


3264. .3314, 3368. .3703, 3369., 


.3746, 13754 . .14236, 13765. 


. . 14061 




13868. . 14203, 14089.. 14232 








Seq. No. 


57090 


Seq. ID 


OJ000250J79.0421. 


.C3 


Gene No. 


119637 


Strand 






Start 


17123 


End 


17476 




Name 


OJ000250 79.0421.C3.o3.tm 


Method 


■ TBLASTX: Maize 




Start 


3369 


End 


14290 




GI 


none 


Score 


358 




Exons 


- 3369. .3800,. 3408, .3587, '3599.. , 


.3793, .13820. .14290, 13894 , 


. .14067 


Seq. No. 


57090 


Seq. ID 


OJ000250_79.0421. 


.C3 


Gene No. 


119637 


Strand 






Start 


17123 


End 


17476 




Name 


OJ000250 79.0421.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3687 


End J 


14572 




GI 


none 


Score 


57 




Exons 


.3687... 3719, 3689... 3.718/ 3723, . 


.4082, .37.25... 3763, 3791 ... 4081, * 




14177. .14218, 14207. .14542, 14213 14 572 , 14218. .14571 




Seq. No. 


57090 


Seq. ID 


OJ000250J79.0421. 


,C3 


Gene No. 


119637 


Strand 






Start 


17123 


End 


17476 




Name 


OJ000250 79.0421.C3.o5.tw 


Method 


TBLASTX: Wheat 




Start 


3795 


End 


14587 




GI 


none 


Score 


380 




Exons 


3795. .4097, 3797. .4081, 3798., 


.4091, 14285. .14587, 14285. 


, . 14521 




14287. . 14571 








Seq. No. 


.57090 


Seq. ID 


OJ000250_79.0421. 


,C3 



57703 




Gene No. 


119637 






Strand 






O 4 i v4- 

otarr 


i 71 o-3 






End 


17476 




Name 


ujuuuzdu /y. 


n a o i 
U 4 Z I 


. Lo . Oj . tm 


Method 


TBLASTX : Maize 




Star-t 


■■ jolo 






End 


14653 


UP. . 


GI 


none 






Score 


345 




Exons 


oo Id. . 4 I oJ, 


j y uy 


..41 dz , o y oy . 


.4163, 14306. .14653, 14308, 


1 A CA Q 

. . I 4 D4 y 


Seq. No. 


57090 






Seq. ID 


OJ000250_79.0421 


.C3 


Gene No. 


119637 






Strand 






btart 










17476 




Naine 


ujuuuzdu /y. 


U 4 Z I 


. Lj . O J . tW 


Method 


TBLASTX : Wheat 




Start 


4 u y o 






End 


15013 






none 






Score 


587 




Exons 


/IAQQ y| COO 




/ c i q 1 /i g. Q Q 

. . 4 d i y , 1 4 Do o 


. .15013, 


14596. .14745, 14705. .1500 


Seq. No. 


57090 






Seq. ID 


OJ000250J79.0421, 


.C3 


Gene No. 


119637 






Strand 






bt art 


171 oo 
1 / J 






End 


17476 




Name 


ujuuuzdu /y. 


U 4 Z I 


. Lj .Oj. tS 


Method 


TBLASTX : Soybean 




Start 


/ 1 A A 
4 IU4 






End 


14839 




GI 


none 






Score 


192 




Exons 


4 iu 4 . . 4 d4 y , 


41 IZ I 


. . 4 J4 o , 14 Dy4 


. .14839 






Seq . No . „ 


C ~l C\ Q A 

d /uyu 






Seq. ID 


OJ000250 79.0421, 


.C3 


Gene No. 


119637 






Strand 






Start 


17123 






End 


17476 




Name 


uj uuuz ou / y . 


U4Z I , 


. Lj . oz . tin 


Method 


TBLASTX: Maize 




btart 


4 1 oy 






End 


15013 




GI 


none 






Score 


467 * • 




Exons 


4 1 oy . . 4 d i y , 


4 I / U . 


/I COO y| 1 7H 

. . 4 DZ D , 4I/U. 


.4532, 14660. .15013, 14662, 


. . 14745, 




1 / £ £ "3 1 /I QQQ 

1400J. .i4yyo 


1 A { 

, 1 4 i 


3Z I . . IDUUU 








Seq. No. 


57090 






Seq. ID 


OJ000250_79.0421, 


■ C3 


Gene No. 


119637 






Strand 






btart 


i 71 

i / IZj 






End 


17476 




Name 


ujuuuzdu / y . 


U4Z i , 


. UJ . OZ . tw 


Method 


TBLASTX: Wheat 




otart 


A R 1 "3 _ 
4 DZ D 






End 


15580 






none 






Score 


657 




Exons 


/COT RHftQ 

4 dz j . . duo y , 


4 JJ 4 . 


, . OUyU, 1 DUJ 4 


. .15576, 


15053. . 15580 




beq. no. 


o / u y u 






Seq. ID 


OJ000250_79.0421. 


.C3 ' 


Gene No. 


119637 






Strand 






Start . 


17123 






End: 


17476. 




Name 


ujuuuzdu /y. 


042l! 


.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


4 /oo 






End . 


1560.4 




GI 


none 






Score 


91 




Exons 


A "7 QQ ^ Q7n 


4971, 


..5114, 4973., 


.5113, 15287. .15460, 15295. 


. .15408, 




ID4 Dl . . IDOU4 


, 15463. .15603 








OcCj. IN U . 








Seq. ID 


OJ000250_79.0421. 


,C3 


Gene No. 


119637 






Strand 






Start 


17123 






End 


17476 




Name 


OJ000250 79. 


0421, 


.C3.o2.ts 


Method 


TBLASTX: Soybean 




Start 


4878 






End 


15625 




GI 


none 






Score 


296 




Exons 


4878. .5138, 


4883. 


..5137, 15379, 


. . 15624, 


15380. . 15625 





57704 





Seq. No. 


57090 




Seq. ID 


OJ000250 79. 0421. C3 




Gene No. 


119637 




Strand 


- 




Start 


moo 
1/123 




End ' 


17476 




Name 


OJ000250 79.0421 


. C3 . o4 . tm 


Method 


TBLASTX : Mai ze 




Start 


4 937 




End 


15718 




GI 


none 




Score 


374 




Exons 


iinoT coovi yinoo 

4 937 . . 5224 , 4 938 


. . 5228 , 15427 , 


. . 15714 , 


15428 . . 15718 




Seq. No. 


57090 ' 




Seq. ID 


OJ000250 79:0421;C3 




Gene No. 


119637 




Strand 


- 




Start 


17123 




End 


174 7 6 




Name 


OJ000250 79.0421 


. C3 . ol . tw 


Method 


TBLASTX : Wheat 




Start 


r Am 

5097 




End 


16213 




• GI 


none 




Score 


701 




Exons 


5097 . . 5723, 5153 


. . 5722, 15587 , 


. . 16213, 


15589 .. 16092 , 16144. .16212 




Seq. No. 


■ 57090 




Seq. ID 


OJ000250_79.0421.C3 




Gene No. 


119637 




Strand 






Start 


17123 




End 


17476 




Name 


OJ000250 79.0421 


.C3.ol. tm 


Method 


TBLASTX : Maize 




Start 


5277 




End 


16354 




GI 


none 




Score 


231 




Exons 


5277.. 5438, 5285 


..5431, 5435.. 


,5860, 5436. .5876, 5592.. 5861, 


% 




15770. .15-928, 15772. .15924, 15925. .16038, 15926 .. 16354 , 






16031. ."16066, 16135.-. 16353,- 






cj = 


Seq. No. 


57090 




Seq. ID 


OJ000250_79.0421.C3 




Gene No. 


119637 




Strand 






Start 


17123--*- ■ 




End 


17476 


I : = 


Name 


OJ000250 79.0421 


.C3.o6.tw 


Method 


TBLASTX: Wheat 


w 


Start 


5723 




End 


16546 


pi § 


GI 


none 




Score 


325 




Exons 


5723.. 5992, 5724 


..6056, 5727.. 


,6035, 16213. .16437, 16214. .16546 


f !l 


Seq. No. 


57090 




Seq. ID 


OJ000250_79.0421.C3 




Gene No. 


119637 




Strand 






Start' 


17123- • . - 




End 


17476 . - .- 




Name 


OJ000250 '79.0421 


. C3. o4 . gs 


Method 


GENSCAN 




Start 


17123 




End 


17476 




GI 


none 




Score 


.48 




Exons 


17123. .17476 










• Seq. No. 


57091 




Seq. ID 


. OJ000250_79.0421.C4 . 




Gene No. 


119638 




Strand 


+ 




Start 


1187 




End 


2280 . . 




Name 


OJ000250 79.0421 


. C4 .ol.gs 


Method 


GENSCAN 




Start 


1187 




End 


2280 




GI 


none 




Score 


.44 




Exons 


1187. .1328, 1515 


..1681, 2023.. 


2130, 2215.. 2280 




Seq. No. 


57091 




Seq. ID 


OJ000250 79. 0421. C4 




Gene No. 


119639 




Strand 


+ 




Start 


2988 




End 


5339 




Name 


• OJ000250 79.0421 


. C4.ol.np 


Method 


AAT/NAP 




Start 


2988 




End 


5339 




GI 


5257279 




Score 


2058 




Exons 


2988. .3533, 3881 


..4116, 4747.. 


5339 





57705 



rrf 



GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and 




homologues . 


(L35053) [Oryza 


sativa] 




Seq. No. 


57091 




Seq. ID 


OJ000250 


Gene No. 


119639 T 




Strand 


+ 


Start 


2988 




End ' 


5339 


Name 


OJ000250_79. 


0421 .C4 . o2 .gs 


Method 


GENSCAN 


Start 


2988 


End 


4180 


GI 


none 




Score 


.52 


Exons 


2988 . . 3501, 


3699. . 3769, 3881 


. .4180 




Seq. No. 


57091 




Seq. ID 


OJ000250 


Gene No. 


119639 




Strand 


+ 


Start 


2988 




End ■ 


5339 


Name 


OJ000250_79 . 


0421.C4.ol.tw 


Method 


TBLASTX : 1 


Start 


4640 




End 


5026 


GI 


none 




Score 


156 


Exons 


4640. . 4855, 


4663. .4845, 4842 


..4901, 4892. .5026 


.Seq. No. 


57092 




Seq. ID 


OJ000250 


Gene No . 


119640 




Strand 


+ 


Start 


627 




End 


1095 


Name 


OJ000250 79. 


0421.C6.ol.gp 


Method 


AAT/GAP 


Start 


627 




End 


1095 


GI 


LIB3434-038- 


•Pl-Kl-Fl 


Score 


706 «>• 


Exons 


•627.. 1095 r 








GI Descrip. 


•5257255/dbj 


|AP000364.1|AP000364 0.0e+00 Oryza ; 




. DNA, chromosome 8, clone : P002 6F07 1 




Seq. No. 


57092 




Seq. ID 


OJ000250_ 


Gene No. 


119641 




Strand 




Start 


439 




End 


529 


Name 


OJ000250 79. 


0421.C6.ol.gs 


Method 


GENSCAN 


Start. 


439 




End 


529 


GI 


none 




Score 


.43 


Exons 


439. .529 








Seq. No,., 


"57093 




Seq. ID 


OJ0002'50_ 


Gene No." 


119642 




Strand 




Start 


3931 




End 


4724 


Name 


OJ000250 79. 


0421.C7.ol.gp 


Method 


AAT/GAP 


Start 


3931 




End 


4724. 


GI 


none 




" Score 


1308 \ 


Exons 


3931. .4492,, 


460.8. .4724 






Seq. No. 


57093 




Seq. ID 


OJ000250_ 


Gene No. 


119643 




Strand 




Start 


6385 




End 


7638 


Name 


OJ000250 79. 


0421.C7.o2.gs 


Method 


GENSCAN 


Start 


6385 




End 


7638 




none 




Score 


.92 


Exons 


6385. .7638 








Seq. No. 


57094 




Seq. ID 


OJ000250_ 


Gene No. 


119644 




Strand 


+ 


Start 


339 




End 


1592 


Name 


OJ000250 79. 


0421.C8.ol.gs 


Method 


GENSCAN 



57706 



Start . 339 

GI none 

Exons 339.. 603, 685.. 1592 

Seq. No. ' 57094 
Gene No. 119645 
Start 2449 

Name OJ000250J79 . 0421 . C8 . o2 . gs 

Start • 2449 
GI none 
Exons ■ 



End 
Score 



1592 
.71 



Seq. ID OJ000250_79.0421.C8 
Strand 

End 8490 

Method GENSCAN 

End 7594' 

Score . 6 



2449. .2696, 3514. .3671, 3749. .3861, 5337. .5649, 5729. .5886, 
6112. .6385, 6551. .6705, 6732. .7041, 7193. .7328, 7534. .7594 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip'. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 
Gene No. 



57094 • 
119645 
2449 

OJ000250_79.0421.C8.ol.tm 

4612 ' 

none 



•Seq. ID' OJ000250_79.0421.C8 
Strand 

End 84 90 

Method TBLASTX: Maize 

End 5342 

Score.. 552 



4612. .5334, 4612. .4851, 4671. .5342 



57094 
119645 
2449 

. OJ000250_7 9 . .0421 . C8 . ol . np 
4668 
6630685 
4668. .7268, 8434. .8490 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ000250_79.0421.C8 
Strand 

8490 

AAT/NAP ■ . 
8490 
4173 



End 

Method 

End 

Score 



57094 

119645 

2449 

OJ000250_7 9.0421.C8.o2.ts 

4683 

none 



Seq. ID OJ000250J79.0421.C8 
Strand 

End 8490 . 

Method TBLASTX : Soybean 

End 5324 

Score 85 



4683.'. 4901, 4935.. 5324, 4936..5076, 4941.. 5135 



57094 

119645 

2449 

OJ000250_7 9.0421.C8.ol.tc 

4686 

none 



Seq. ID OJ000250_79.0421.C8 
Strand 

End 84 90. 

Method TBLASTX: Cress 
End ' 5141 
.Score . 72 



4686. .4898, 4738. .4863, 4917. .5051, 5055. .5141 



57094 

119645 

2449 

OJ000250_7 9.0421.C8.o5.tw 

4719 

none 



Seq. ID OJ000250_79.0421.C8 
Strand 

End 8490 

Method TBLASTX : Wheat 

End 5055 

Score 59 



4719. '.4901, 4732. .4848, 4926. .5051, 4951. .5055 



57094 
119645 



Seq. ID OJ000250_79.0421.C8 
Strand 



57707 





Start 


2449 








End 


8490 






Name 


OJ000250_79 


. 0421 . 


C8 . o4 . 


tw 


Method 


TBLASTX: Wheat 






Start 


5112 








End 


5525 






GI 


none 








Score 


87 






Exons 


5112 . . 5345, 


5373. 


. 5525 












Seq. No. 


57094 








Seq. ID 


OJ000250_79.0421, 


.C8 




Gene No. 


119645 








Strand 








Start 


2449 








End- 


8490 






Name 


OJ000250_79 


. 0421 . 


C8.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


5457 








End 


5893 






GI 


none 








: Score 


233 






Exons 


5457. .5708, 


5458 . 


. 5775, 


5701 . 


.5892, 5705. .5893 






Seq. No. 


57094 








Seq. ID 


OJ000250J79.0421, 


. C8 




Gene No. 


119645 








Strand 








Start 


2449 








End 


8490 






Name 


OJ000250_79 


. 0421 . 


C8 . ol . 


ts 


Method 


TBLASTX : Soybean 






Start 


5696 








End 


6304 






GI 


5509260 








Score 


290 






Exons 


5696. . 6079, 


5698 . 


. 6078, 


6094 . 


.6303, 6095.. 6304 






GI Descrip. 


— 
















beq. no. 


d / uy H 








Seq. ID 


OJ000250_79.0421, 


, Lb 




Gene No. 


119645 








Strand 








Start 


24 4 9 








■ End 


8490 






Name 


OJ000250 79 


.0421. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


5710 








End 


6159 




i'4 


GI 


none 








Score 


282 






Exons 


5710. .6075, 


5723. 


.6055, 


5865. 


.6059, 6094.. 6159 




"~ 



















Seq. No. 57094 

Gene No. 119645 

Start 2449 

Name- OJ000250_79 . 0421 . C8 . o4 . tm 

Start 6011 

GI' none • ' 

Exons 6011.. 6328? 6013 .. 6*327 , * 6014 , 



Seq. ID OJ000250_79.0421.C8 
Strand 

End 84 90 

Method TBLASTX: Maize 

End 6334 

Score' .• . 328 ■ ■ , 

.6334 ; ' ' ' • 



Seq. No. 57094 

Gene No. 119645 

Start 2449 

Name OJ000250_79.04 21.C8 .o2. tm 

Start 6349 

GI . none 

Exons 6349.. 6795, 6419.. 6460, 6464, 
6795.. 7139, 6838. .7203, 7137, 



Seq. ID OJ000250_79.0421.C8 
Strand 

End 84 90. 

Method . TBLASTX: Maize . 

End 7208 

Score 45 
.6778, 6541. .6786, 6774. .7136, 
.7208 



Seq. No. 57094 

Gene No. 119645 

Start 2449 

Name OJ000250 J7 9 . 04 2 1 . C8 . o3 . tw 
Start ' 6442 

GI none ' 

Exons 6442.. 6522, 6550.. 6708, 6551. 



Seq. ID OJ000250J79.0421.C8 
Strand 

End 8490 

Method TBLASTX : Wheat 

End 678 6 

Score 100 

.6697, 6697. .6786, 6710. .6775 



Seq. No. 



57094 



Seq. ID OJ000250 79. 0421. C8 



57708 



Gene No. 


119645 








Strand 




Start 


2449 








End 


8490 


Name 


OJ000250 79. 


0421 


. C8 . o3 . 


ts 


Method 


TBLASTX : Soybean 


Start 


- 6568 7 








End 


7 028 


GI 


none 








Score 


105 


Exons 


6568 . . 6795, 


6819 


. . 7004 , 


6819. 


.7028, 6838. .7008 


Seq. No. 


57094 








Seq. ID 


OJ000250_79.0421.C8 


Gene No. 


119645 








Strand 




Start 


2449 








End 


8490 


Name 


OJ000250 79. 


0421 


. C8 . o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


6571 








End 


6992 


GI 


none 








Score 


113 


Exons 


6571 . . 6795, • 


6774 


. .6992 








Seq. No. 


57094 








Seq. ID 


OJ000250__79.0421.C8 


Gene No. 


119645 








Strand 




Start 


2449 








End 


8490 . 


Name 


. OJ000250_79 . 


0421 


.C8 .o2 . 


tw 


Method 


TBLASTX -.Wheat 


Start ' 


6873 








End 


7268 


GI 


none 








Score 


176 


Exons 


6873. .7157, 


6874 


. .7161, 


7142. 


.7186, 7161. .7184, 7168. .7260, 




7197. .7268, 


7213 


. . 7263, 


7218 . 


.7268 




Seq. No. 


57095 








Seq. ID 


OJ000250_79.042^.C9 


Gene No. 


119646 








Strand 




Start 


1 








End 


3436 


Name 


OJ000250 79. 


0421 


.C9.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


1241. 


GI 


7489803 








Score 


711 


Exons 


1..55, 641.. 


1241 











GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi I 3645899 |gb| AAC49502.il (U68408) 5 f end not determined 
experimentally [Zea mays] 



Seq. No. 57095 

Gene No. 119646 

Start 1" 

Name OJ000250_7 9 . 0421 . C9 . o3 . np 

Start 1 

GI 4416301 

Exons 1..44, 1838. .2340, 2368. .2534, 2568. .3436 
GI Descrip.- _ (AF105716) gag protein [Zea mays] 



Seq. ID OJ000250_79.0421.C9 
Strand. . . .7. . : • 

End '' 34 36' 
Method AAT/NAP 
End 3436 
Score 501 



Seq. No. 57095 

Gene No. 119646 

Start 1 

Name OJ000250J7 9 . 04 21 . C9 . ol . gs 

Start 600 

GI none 
Exons 



Seq.. ID .OJ000250J791Q421.C9 
Strand 

End 3436 

Method GENSCAN 

End 3400 
Score .87 



600. .1235, 1273. .1393, 1537. .2995, 3007. .3400 



Seq. No. 57095 

Gene No. . 119646 . 

Start 1 

Name OJ000250_7 9 . 0421 . C9 . ol . tm 

Start 624 



Seq. ID OJ000250_79.0421.C9 
Strand 

End 3436 

Method TBLASTX : Maize 

End 98 9 



57709 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 222 

624. .866, 637. .870, 861. .989, 874. .981 



57095 

119646 

1 

OJ000250_79.0421.C9.o3.tw 

624 

none 

624. .830 



Seq. ID OJ000250_79.0421.C9 
Strand 

End 3436 

Method TBLASTX : Wheat 

End 830 

Score 194 



Seq. No. 57095 

Gene No. 119646 

Start 1 

Name OJ000250_7 9 . 0421 . C9 . ol . tw 

Start 897 

GI none 

Exons 897.. 1256, 997 .. 1125, 1175 . 

Seq. No. 57095 

Gene No. 119646 

Start 1 

Name O JO 0025 0_7 9 . 0 4 2 1 . C 9 . o2 . tm 

Start 990 

GI none 

Exons 990.. 1232, 991.. 1248, 1252, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No, 



Seq. ID OJ000250_79. 0421.C9 
Strand 

End • • • 3436 

Method TBLASTX : Wheat 

End 1256 

Score 82 
1204 

Seq. ID OJ000250_79.042l\c9 
Strand 

End 3436 

Method TBLASTX : Mai ze 

End 1330 

*t Score 156 
1329, 1256.. 1330 



57095 
119646 
1 

OJ000250_79.0421.C9.o2.np 
1199 
4416301 

1199. .1362, 1830. .2340, 2368. .2534, 2568. .3436 
(AF105716) gag protein. [Zea mays] 



Seq. ID OJ000250_79.0421.C9 
Strand 

End 3436 

Method AAT/NAP 

End 3436 

Score 506 



-57095 
119646- ' 
1 

OJ000250_7 9.0421.C9.o4 .np 

1635 

7489737 



Seq, ID OJ0.00250_79.0421.C9 

Strand ' - " ".' 

End .3436 

Method AAT/NAP 

End 3436 

Score 500 



1635.. 1849, 1935.. .2420, 2448.. 3436 

gag protein homolog - maize retrotransposon Opie-2 

gi| 3645898 | gb | AAC4 9501 . 1 | (U68408) in-frame stop codon; possibly 

a post-transposition mutation [Zea mays] 



57095 

119646 

1 

OJ000250_79.0421.C9.o2.tw 

2978 

none 



Seq. ID. -OJ000250_79.0421.C9 
Strand 

End 3436 

Method TBLASTX : Wheat 

End 3295 

Score 65 



2978.. 3292, 3195.. 3293, 3200.. 3295 



57096 
119647 



Seq. ID OJ000250_79. 0421. C10 
Strand + 



57710 



Start 


698 








End 


1146 


Name 


OJ000250 79 


.0421 


. C10 . ol 


. gs 


Method 


GENSCAN 


Start 


698 








End . 


114 6 


GI 


none 








Score 


1 


Exons 


698 . .1146- 












Seq. No. 


57096 








Seq. ID 


0 JO 0025 0_7 9.0421.C10 


Gene No. 


119648 








Strand 


+ 


Start 


1881 ' 








End ■ 


3313 


Name 


OJ000250 79 


.0421 


.ClO.ol 


. np 


Method 


AAT/NAP 


Start 


1878 








End 


3152 


GI 


7228441 








Score 


111 


Exons 


1878 . . 2062, 


3106 


. .3152 








GI Descfip*. 


(AP001366) • . 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


57096 








Seq. ID 


OJ000250_79.042l.Cl0 


Gene No. 


119648 








Strand 


+ 


Start 


1881 








End 


3313 


Name 


OJ000250 79 


.0421 


,C10.o2 


. gs 


Method 


GENSCAN 


Start 


18.81 








End 


-3 3 1 3 


GI 


none 








Score 


. 67 


Exons 


1881 . . 2187 , 


2291 


. .2533, 


2632. 


.2789, 311 


38.. .3313 


Seq. No. 


57096 








Seq. ID 


OJ000250 79. 0421. C10 


Gene No. 


119649 








Strand 


- 


Start 


4510 








End 


4780 


Name 


OJ000250_79 


. 0421 


.C10 .o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2143 








End 


2418 


GI 


none 








Score- " 


179 


Exons 


2143 . . 2418 












Seq. No. 


57096 








Seq. ID 


OJ000250J79. 0421. C10 


Gene No. 


119649 








Strand 




Start 


4510 








End 


4780 


Name 


OJ000250_79 


.0421 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize • 


Start ' 


2269 








End 


2750 


GI 


none . 








Score . 


139 


Exons 


2269 . .2430, 


* 2367 


. .2429,' 


244'9. 


.2532,. 2631.t267.£,. 2679. .2750. 


Seq. No. 


57096 








Seq. ID 


OJ000250_79. 0421. C10 


Gene No. 


119649 








Strand 




Start 


4510 








End 


4780 


Name 


OJ000250 79 


.0421 


.ClO.ol 


• tw 


. Method 


TBLASTX: Wheat . 


Start 


2461 








End 


3000 


GI 


none 








Score 


82 


Exons 


2461 . . 2532, 


2631 


. .2675, 


2675. 


.2710, 2676. .2831, 2762.. 2830, 




2836. . 3000, 


2862 


. .2999 








Seq. No. 


57096 








Seq. ID.. 


OJ000250J79. 0421. C10 


Gene No. 


119649 








Strand 




Start 


4510 








End 


4780 


Name 


OJ000250 79 


.0421 


,.C10.o3 


.gs 


Method 


GENSCAN 


Start 


4510 








End . 


4780 


GI 


none' 








Score 


.84 


Exons 


4510. .4628, 


4717 


. . 4780 









Seq. No. 57097 Seq. ID OJ000250_7 9 . 04 21 . CI 1 



57711 



Gene No. 


119650 


Strand 


+ 






Start 


8019 


hnd 








Name 


OJ000250 79 . 0421 . Cll . o3 . gs 


Method 


GENSCAN 






Start 


8019 


End 


1 O O A O 

1234 3 






GI 


none 


Score 


. /y 






Exons 


8019. .8210, 11888. .12343 










Seq. No. ' 


57097 


Seq. ID 


OJUOOzoO 13. 


U4 Z 1 


. CI 1 


Gene No. 


119651 


' Strand 


+ 






Start 


12879 


End 


13305 






Name 


OJ000250 79.0421.Cll.ol.gp 


Method 


AAT/GAP 






Start 


12879 


End ' 


13305 






GI 


LIB34 34-038-P1-K1-F1 


Score 


481 






Exons 


12879. .13305 • 










GI Descrip. 


' 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 








Seq. No. 


57097 


Seq. ID 


OJ000250_79. 


0421 


. Cll 


Gene No. 


119652 


Strand 








Start 


4261 


End 


7547 






Name 


OJ000250 79.0421.Cll.ol.np 


Method 


AAT/NAP 






Start 


4261 


End 


7547 






GI 


6815052 


Score 


384 






Exons 


4261. .4379, 4458.-4532, 4614. 


.4766, 7519.. 7547 






GI Descrip-. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. ; No. 


57097 


Seq. ID 


OJ000250J79. 


0421 


. Cll 


Gene No. 


119652 


Strand 








Start 


4261 


End 


7547 






Name 


OJ000250 79.0421.Cll.o2.gs 


Method 


GENSCAN 






Start 


5683 


End 


7264 






GI 


none 


Score 


.96 






Exons 


5683. .5749, 7149. .7264 










Seq. No. 


57097 


Seq. ID 


OJ000250_79. 


04 21 


. Cll 


Gene No. 


119653 


Strand 








Start 


• 12582 


End 


13476 






Name ' * 


OJ000250 79.042l.Cll.o4 . gs 


Method 


GENSCAN " 






Start 


12582 


End 


13476 






GI 


none 


Score 


.89 






Exons 


12582. .12656, 13117 .. 13240, 13303. .13476 






Seq. No. 


57098 


Seq. ID 


OJ000350_60. 


0419 


.C3. ., 


Gene No. 


119654 


Strand . 








Start 


1 ... 


End 


.2418 






Name 


OJ000350 60.0419.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2418 






GI 


4680179 


Score 


3608 






Exons 


1..2418 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


57098 


Seq. ID 


OJ000350_60. 


0419 


.C3 


Gene No. 


119654 


Strand 








Start 


1 " ' 


End 


2418 






Name 


OJ000350 60.0419.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


505 






GI 


none 


Score 


230 







57712 



Exons 



2. .346, 6. .347, 249. .347, 277. .351, 342. .497, 344. .505, 351. .497 



Seq. No. 57098 

Gene No. 119654 

Start 1 

Name OJ000350_60 . 04 1 9 . C3 . ol . gs 

Start . 51 

GI none 

Exons 51. .2361 



Seq. ID OJ000350_60.0419.C3 
Strand 

End 2418 

Method GENS CAN 

End 2361 

Score .82 



Seq. No. 57098 Seq. ID 

Gene No. 119654 Strand 

Start 1 End 

Name OJ000350_60-. 04 1 9 . C3 . ol . tw Method 

Start 59 End 

GI none Score 

Exons , 59. . 685, 60. . 629 



OJ000350_60.0419.C3 
2418 

TBLASTX: Wheat 

685 

294 



Seq.' No. 57098 Seq. ID 

Gene No. 119654 - Strand 

Start 1 End 

Name OJ000350_60 . 0419 . C3 . o4 . tm Method 

Start 554 End 

GI • none * ' Score 

Exons ' 554 . .844, 558. .845 



OJ000350_60.0419.C3 
2418 

TBLASTX: Maize 

845 

216 



Seq. No. 57098 Seq. ID 

Gene No. 119654 - Strand 

Start 1 Endv 

Name OJ000350_60 . 04 19 . C3 . o2 . ts Method 

Start 643 End 

GI none Score 

Exons 643. .774, 644. .904, 645.-899 



OJ000350_60.0419.C3 
2418 

TBLASTX : Soybean 

904 

151 



Seq. No. 57098 Seq. ID 

Gene No. 11965.4 Strand 

Start . -1 ... End* 

Name " OJ000350_60 . 04 19 . C3 . ol . tc Method 

Start 668 " End 

GI none " Score 

Exons 668.. 811, 669.. 809, 812.. 985 



OJ000350_60.0419.C3 

2418 . • - ' 
TBLASTX: Cress' 
985 
75 



Seq. No.. 57098 . Seq. ID 

Gene No. 119654 Strand 

Start 1 .. . End 

Name OJ000350_60 . 04 19 . C3 . o2 . tw Method 

Start 692 End 

GI none Score 

Exons 692.. 1228, 696.. 1259 



OJ0.Q035.0_60. 0419.. C3 
2418 

TBLASTX: Wheat 

1259 

338 



Seq. No. 57098 Seq. ID 

Gene No.' 119654 Strand 

Start 1 End 

Name OJ000350_60 . 04 1 9 . C3 . o2 . tm Method 

Start 1250 \ - End - 

GI none Score 

Exons 1250.. 1612, 1259.. 1612, 1263.. 1613 



OJ000350_60.0419.C3 
2418 

TBLASTX: Maize 

1613 

170 



57713 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



57098 

119654 

1 

OJ000350_60. 

1262 

none 

1262. . 1684, 



0419.C3.o3.tw 



1263. .1652 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_60.0419.C3 
241*8 

TBLASTX: Wheat 

1684 

347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57098 

119654 

1 

OJ000350_60. 

14 33 

none 

1433. . 1678, 



0419.C3.o3.ts 



1533. .1661 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_60.0419.C3 
2418 

TBLASTX: Soybean 

1678' ■ 

66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57098 

119654 

1 

OJ000350_60. 

1649 

none 

1649. .1963, 
1995. .2141 



Seq. ID OJ000350_60.0419.C3 
Strand 

End 2418 

Method TBLASTX: Maize 

End 2149 

Score 50 

1692. .1742, 1765. .1821, 1770. .1823, 1970. .2149, 



0419.C3.o3.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



57098 

119654 

1 

OJ000350_60. 

1685 

none 

1685. .1987, 

57098 

119654 

1 

OJ000350_60, 

1699 

none 

1699. . 1968, 
2064. .2093 



0419.C3.o5.tw 



1701. .1985, 1906. 



Seq. ID OJ000350_60.0419.C3 
Strand 

2418 

TBLASTX: Wheat 
1987 
272 



End 

Method 
End 
Score 
.1986 



Seq. ID OJ000350_60.0419.C3 
Strand 
■ End • •• 2418 
Method TBLASTX : Soybean 
End 2095 
Score 193 
1700. .2059, 1701. .1991, 2019. .2057, 2063. .2095, 



04l9.C3.ol. ts 



S ; eq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57098 

119654 

1 

OJ000350_60. 

2036 

none 

2036. .2413, 



0419.C3.o4.tw 



2039.. 2404, 2079. 



Seq. ID. OJ000350_60-.0419.C3 

Strand - 

End 2418 

Method TBLASTX : Wheat 

End 2414 

Score 205 
.2414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



57098 

119654 

1 

OJ000350__60. 

2072 

none 



0419.C3.o2. tc 



Seq. ID OJ000350_60.0419.C3 
Strand 

End 2418 ■• . 

Method TBLASTX : Cress 

End 2389 

Score 180 



57714 



Exons 



2072. .2389 



Seq. No. 

Gene No". 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57098 

119654 

1 

OJ000350_60.0419.C3.o5.tm 

2217 

none 

2217. .2408, 2219. .2410, 2219. 



57099 
119655 
1 

OJ000350_60.0419.C4'.ol.np 
1 

6983860 
1..782 

(AP001168) Similar' to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. ID 


OJ000350 60.0419. 


. C3 


Strand 






End 


2418 




Method 


TBLASTX : Maize 




End 


2410. 




Score 


133 




2410 






Seq. ID 


OJ000350_60.0419. 


,C4 


Strand 






End 


3571 




Method 


AAT/NAP 




End 


782 




Score 


768 







Seq. No. 


57099 






Seq. ID 


OJ000350_60.0419. 


C4 




Gene No. 


119655 






Strand 








Start 


1 






End 


3571 






Name 


OJ000350 


_60.0419.C4 . 


o2 . tw 


Method 


TBLASTX : Wheat 




W 


Start 


13 






End ■ 


'243 




r ;™S 


GI /U- 


none 






Score 


175 




fu 


Exons 


13. .243 












CJ 


Seq. No. 


57099 






Seq. ID 


OJ000350_60.0419. 


C4 


la? 


Gene No. 


119655 






Strand 








Start 


1 






End 


3571 






Name 


OJ000350 


_60. 0419. C4 . 


ol . gs 


Method 


GENS CAN 






Start 


25 






End 


3571 




3 . 


GI 


none 






Score 


.77 




r .1! 


Exons 


25. .819, 


1055. .1083, 


1122. 


.1675, 1757. 


.1944, 2393. .2451, 





2916. .3036, 3554. .3571 



Seq. No. 57099 

Gene No. 119655 

Start 1 

Name OJ000350_60 . 04 19 . C4 . ol . tm 

Start 58 

GI .none 

Exons 58.. 363, 233.. 349 



Seq. ID OJ000350_60. 0419.C4 
Strand 

End 3571 

Method TBLASTX : Maize 

End . 363 

Score .85 



Seq. No. 57099 

Gene No. 119655 
Start . 1 

Name. OJ000350_60 . 04 19 . C4 . ol . tw 

Start 244 

GI none 

Exons 244.. 606, 245.. 604 



Seq. ID OJ000350_60.0419.C4 
Strand 

End 3571 

Method TBLASTX : Wheat 

End 606 

Score 147 



Seq. No. 57099 

Gene No. 119655 

Start 1 

Name OJ000350_60 . 04 19 . C4 . ol . gp 



Seq. ID OJ000350_60.0419:C4 
Strand 

End 3571 

Method AAT/GAP 



57715 



Start 1158 End 1611 

GI 95437_1.R1084 Score 765 

Exons 1158.. 1611 

GI Descrip. ' 4512226/dbj | AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 

gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence 1 



Seq. No. 57100 Seq. ID 

Gene No. 119656 Strand ' 

Start 1143 End 

Name OJ000350_60 . 04 1 9 . C5 . ol . np Method 

Start 1143' End 

GI 4680500 Score 

Exons 1143.. 1393, 2660.. 2690" 

GI Descrip. (AF119222) hypothetical protein [Oryza sativa] 



OJ000350_60.0419.C5 

2690 
AAT/NAP 
2690 
77 



Seq. No. 


57100 


Seq. ID 


OJ000350_60 , 


.0419. 


. C5 


Gene No. 


119656 


Strand 








Start 


1143 


End 


2690 






Name 


OJ000350 60.0419.C5.o2.gs 


Method 


GENSCAN 






Start 


2111 


End 


2362 






GI 


none 


Score 


.9 






Exons 


2111. .2362 










Seq. .No. 


57101; 


Seq. ID 


^OJ000350_60. 


.0419, 


.C7- 


Gene No. 


119657 


Strand 








Start 


231 


End 


1051 






Name 


OJ000350 60.0419.C7.ol.gs 


Method 


GENSCAN 






Start 


231 


End 


1051 






GI 


none 


Score 


.45 






Exons 


231. .350, 477. .666, 841. .1051 










Seq. No. 


57102 


Seq. ID 


OJ000350_60. 


.0419. 


.C17 


Gene No. 


119658 


Strand 


+ 






Start 


25 


End 


886 






Name 


OJ000350 60.0419.C17.ol.gp 


Method 


AAT/GAP 






Start 


25 


End . 


826 






GI' 


'286580 .... 


Score" 


'795 






Exons 


25. .82, 253. .452, 583. .826 










GI Descrip. 


6006373/dbj |BAA84803.1| 2.0e- 


37 (AP000559) Similar 


to NAM 1. 




protein (AC005310) [Oryza sativa] 








Seq. No., 


57102 


Seq. ID 


OJ000350_60, 


.0419. 


..CI 7. 


Gene No. 


119658 


Strand 


+ 






Start. 


25 


End 


886 . 






Name 


OJ000350 60.0419.C17.ol.gs . 


Method 


GENSCAN 






Start 


284 


End 


854 






GI 


none 


Score 


1 






Exons 


284. .452, 583. .854 











Seq. No. 57102 Seq. ID 

Gene No. 119658 Strand 

Start 25 End 

Name ' OJ000350_60 . 04 19 . C17 . ol . np Method ' 

Start 284 End 

GI 6730944 Score 

Exons 284.. 452, 583.. 886 



OJ000350_60.0419.C17 
+ 

886 

AAT/NAP 

886 

761 



57716 




GI Descrip. (AB028186) OsNAC7 protein [Oryza sativa] 





Seq. No. 


57102 . 








Seq. ID 


OJ000350_60. 0419 


.C17 




Gene No. 


119658 








Strand 


+ 






Start 


25 








End 


886 






Name 


OJ000350 


60. 0419.C17 


,o2 


. tm 


Method 


TBLASTX: Maize 






Start 


298 








End 


436 






GI 


none 








Score 


189 






Exons 


298 . ; 435, 


299. .436 














Seq. No. 


57102 








Seq. ID 


OJ000350_60 . 0419 


.C17 




Gene No. 


119658 








Strand 


+ 






Start 


25 








End 


886 






Name 


OJ000350 


60. 0419. C17 


,ol , 


. tc 


Method 


TBLASTX-: Cress 






Start 


305 








End 


833 






GI 


none 








Score 


140 






Exons 


305 . .448, 


313. . 378, 


582. 


. .833, 


611 . . 832 








Seq. No. 


57102 








Se r q. ID 


■'OJ000350_60-.0419 


.C17 




Gene No. 


119658 








Strand 


+ . 






Start 


25 








End 


886 






Name 


OJ000350 


60.0419.C17 


.o2. 


. ts 


Method 


TBLASTX: Soybean 






Start 


310 








End 


451 






GI . 


none 








Score 


218 




V» 


Exons -* 


310 . .447, 


311 . .451 












-. < E 


Seq. No. 


-57102 








Seq. ID 


OJ000350_60. 0419 


.C17 


? ^ 


Gene No. 


119658 








Strand 


+ - ; " 






Start 


25 








End 


886 






Name 


OJ000350 


60. 0419.C17 


.ol. 


. ts 


Method 


TBLASTX: Soybean 




\ 


Start 


569 








End 


854 






GI 


none 








Score 


385 






Exons 


569. .850, 


570. .854, 


732 . 


. . 854 








% ; c? 


Seq. No. 


57102 








Seq. ID 


OJ000350_60.0419 


.C17 




Gene No. 


119658 








Strand 


+ 




f~ 


Start 


25 








End,. . * 


88.6- 






Name 


OJ000350 


60 i .0419.Ci7 


.ol. 


, tm 


- Method 


. TBLASTX: Maize 






Start 


576 








End 


833, 






GI 


none 








Score 


158 






Exons 


576. .725, 


587 . . 721, 


729. 


, . 827, 


731 . .817 


, 731. .832, 735. .833 




Seq. No. 


• 57102 








Seq. ID 


OJ000350_60,0419 


vC17 




Gene No, . 


119658' 








Strand 


+ 






Start 


. 25 








End 


886 






Name 


OJ000350 


60.0419.C17 


.ol, 


. tw 


Method 


TBLASTX: Wheat 






Start 


614 








End 


830 






GI 


none 








Score 


96 






Exons 


614 . .715, 


615. .740, 


744. 


, .830, 


746. .826 








Seq. No. 


57103 








Seq. ID 


OJ000350_60.0419 


.C18 




Gene No. 


119659 








Strand 


+ 






Start 


1 








End 


94 






Name 


OJ000350 


60.0419.C18 


.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


94 






GI 


6730944 








Score 


113 





Exons 1. . 94 



57717 




GI Descrip. (AB028186) OsNAC7 protein [Oryza sativa] 



Seq. No. 


57103 






Seq. ID 


OJ000350_ 


60 , 


.0419 


. C18 


Gene No. 


": il9660 






Strand 


+ 








Start 


1644 






End 


1813 








Name 


OJ000350_60 . 0419. CI 8 , 


. ol . 


.gs 


Method 


GENSCAN 








Start 


1644 






End 


1813 








GI 


none 






Score 


. 74 








Exons 


1644. .1813 
















Seq. No. 


57104 






Seq. ID 


OJ000350 


60 . 


,0419 


. C19 


Gene No. 


119661 






Strand 










Start 


988 






End 


1131 








Name 


OJ000350_60 . 04 19. CI 9. 


. ol . 


.gs 


Method 


GENSCAN 








Start 


988 






End 


1131 








GI 


none 






Score 


. 78 








Exons 


988. .1131 
















Seq. No. 


57105 






Seq. ID 


OJ000350 


60 . 


,0419 


. C22 


Gene No. 


119662 






Strand 


+ 








Start 


55 






End 


78 








Name 


OJ000350_60 . 0419 . C22 . 


.ol . 


.gs 


Method 


GENSCAN 








Start 


55 






End 


78 








GI 


none 






Score 


. 65 








Exons ' r - 


55..78 
















Seq. No. 


57106 ' 






Seq. ID 


OJ000350_ 


60. 


,0419 


.C27 


Gene No. 


119663 






Strand 










Start 


1 






End' 


1295 








Name 


OJ000350 60.0419.C27. 


.ol. 


,np 


Method 


AAT/NAP 








Start 


1 






End 


1295 








GI 


6742729 






Score 


1768 








Exons 


1..352, 458. .1295 
















GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 











Seq. No. 57106 

Gene No. 119663 

Start - 1 ' 

Name OJ000350_60 . 04 19 . C27 . ol . tw 

Start 2 

GI none 
Exons 



Seq. ID OJ000350_60.0419.C27 
Strand 

End 1295 

Method TBLASTX : Wheat 

End 511 

Score 375 



2. .370, 3. .374, 221. .379, 365. .505, 366. .458, 407. .511 



Seq. No. . 57106 
Gene No. . .119663 

Start 1 

Name OJ000350_60 . 04 19 . C27 . ol . tm 

Start 44 

GI none 

Exons 44. .358, 75. .347, 365. .463 



Seq. ID OJ000350_60.0419.C27 
Strand 

End 1295 

Method TBLASTX : Mai ze 

End 4 63 

Score 140 



Seq. No. 57106 Seq. ID 

Gene No. 119663 Strand 

Start 1 End 

Name OJ000350_60 .0419. C27 . ol . gs Method 

Start 51 End 

GI none Score 



OJ000350_60.0419.C27 

1295 
GENSCAN 
1198 
.4 



57718 



Exons 



51. .708, 832. .1198 



Seq. No. 57106 

Gene No. 119663 

Start . 1 

.Name OJ000350_60 . 04 19 .C27 . o2 . tw 

Start 512 

GI none 

Exons 512. .592, 513. .593, 513. .596, 
626..748, 672. .758, 744. .839, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 60.0419.C27 



1295 

TBLASTX: Wheat 
908 
78 

518. .598, 520. .597, 626. .751, 
746. .835, 845. .907, 861. .908 



Seq. No. 57106 Seq. ID 

Gene No. 119663 Strand 

Start 1 End 

Name OJ000350_60 .0419. C27 . ol . ts Method 

Start 941 End 

GI none Score 

Exons 941.. 1183, 999.. 1178 



OJ000350_60.0419.C27 
■1295 • 

TBLASTX: Soybean 

1183 

80 



Seq. No. 57106 Seq. ID 

Gene No. 119663 Strand 

Start 1 ^End 

Name OJ000350__60 .0419. C27 . o2 . tm Method 

Start 1013 End 

GI none Score 

Exons 1013.. 1207, 1217.. 1294 



OJ000350_60.0419.C27 
1295 

TBLASTX: Maize 

1294 

88 



Seq. No. 57106 

Gene-No. 119663 

Start 1 

Name OJ000350_60 . 04 19 . C27 . o3 . tw 

Start 1047 

GI none 

Exons 1047.. 1283, -1047.. 1256, 1052. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_60.0419.C27 
1295 

TBLASTX: Wheat 

1294 

163 



1276, 1256. .1294, 1257. .1289 



Seq. No. 57107 ... • Seq. ID 

Gene. No. ■ .119664 - ■ .,- Strand 

Start ' • -429 ' . ' End 

Name OJ000350_60 . 04 19 . C28 . ol . gs. Method 

Start 429 End 

GI none Score 

Exons 429.. 560 



OJ000350_60.0419.C28 

+>.<..'... 
560 

GEN SCAN 

560 

.66 



Seq. No. 57108 Seq. ID 

Gene No.' 119665 Strand 

Start 816 End 

Name OJ000350_60 .0419. C32 . ol . gs Method 

Start 816 End 

GI none Score 

Exons 816.. 902, 1194.. 1262 



OJ000350_60.0419.C32 
+• 

1262 
GENSCAN 
1262 
. 67 



Seq. No. 57109 Seq. ID 

Gene No. 119666 Strand 

Start 82 End 

Name . OJ000350_60 . 04 19 . C33 . ol . gs Method 

Start 82 End 

GI none Score 



OJ000350_60.0419.C33 

+ . - 

1479 

GENSCAN 

1479 

. 63 



57719 



Exons 



82. .205, 1385. . 1479 



Seq. No. 


57109 


Seq. -ID 


OJ000350_60.0419. 


C33 


Gene No. 


119667 


Strand 






Start 


152 . . 


End 


1283 . 




Name 


OJ000350- 60.0419.C33.ol.np 


Method 


AAT/NAP 




Start 


152 


End 


1283 




GI 


5042463 


Score 


123 




Exons 


152.. 218, 277.. 438, 1086.. 1283 






GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 




Seq. No. 


57110 


Seq. ID 


OJ000350_60.0419. 


C35 


Gene No. 


119668 


Strand 


+ 




Start 




' End • ' 


■ 1196 ■ 




Name 


OJ000350 60. 0419.C35.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1196 




GI 


6983860 


Score' 


1809 




Exons 


1 . . 1196 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AF061282) [Oryza sativa] 








Seq. No. 


57110 


Seq. ID 


OJ000350_60.0419. 


C35 


Gene No. 


119668 


Strand 


+ 




Start 


1 


End 


1196 




Name. 


OJ0Q0350 60.(X419!c35 f p3.tw 


. Method 


TBLASTX: Wheat 




Start 


3 , ■ - 


End 


210 




GI 


none 


Score 


162 




Exons 


3.-. 101, 5. .97, .96. .128, 97. . 


135, 166. . 


210 




Seq. No. 


57110 


Seq. ID 


OJ000350_60.0419. 


C35 


Gene No. 


119668 


Strand 


+ 




Start 


1 


T~l _ -J 

End 


1196 




Name 


OJ000350 60-0419. C35.ol.tw 


Method 


TBLASTX: Wheat 




Start 


225 ~~ 


End 


702 




GI 


none 


Score 


571 




Exons 


225. .701, 344. .697, 421. .702 








Seq. No. 


57110 


Seq. ID. 


'." Oj000350_60!0419. 


C35 


Gene No. 


119668 


Strand 


+ 




Start 


1 • 


End 


1196 




Name 


OJ000350 60.0419.C35.o2.tm 


Method . 


TBLASTX: Maize 




Start 


318 


End 


665 




GI 


none . 


Score 


. 259 




Exons 


318. .650, 344. .664, 345. .665 








Seq. No. 


57110 


Seq. ID 


OJ000350_60.0419. 


C35 


Gene No. 


119668 


Strand 


+ 




Start 


1 


End 


1196 




Name 


OJ000350 60.0419.C35.ol.tc 


Method 


TBLASTX: Cress .. 




Start 


399 


End 


725 




GI 


none 


Score 


92 




Exons 


399. .581, 582. .725, 593.-724 








Seq. No. 


57110 


Seq. ID 


OJ000350_60.0419. 


C35 


Gene No. 


119668 


Strand 


+ 




Start 


1 


End 


1196 




Name 


OJ000350 60.0419.C35.ol.ts 


Method 


TBLASTX: Soybean 





57720 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



489 End 
none Score 

489. .749, 500. .748 

57110 Seq. ID 

119668 Strand 
1 End 
OJ000350_60 .0419. C35 . ol . tm Method 
666 End' 
none Score 

666.-983, 668. .979 



749 
288 



OJ000350_60.0419.C35 
+ 

1196 

TBLASTX: Maize 

983 

446 



57110 

119668 Strand 

1 End 
OJ000350_60 .0419. C35 . o2 . tw Method. 

7 08 End 

none Score 

708. .1193, 711. .1187, 764. .1195 

57110 Seq. ID 

119668 Strand 

1 ' ' End 
OJ000350_60 .0419. C35 . o3 . tm Method 

989 End •-. 

none Score 

989. .1186, 990. .1193 



Seq. ID OJ000350_60.0419.C35 



+ * 
1196 

TBLASTX : Wheat 

1195 

541 



OJ000350_60.0419.C35 
+ 

1196 ■ 

TBLASTX: Maize ^ 

1193 

24 3 



57111 

119669 

1 

OJ000350_60.0419.C36.ol.np 
1 

6063554 
1..99, 189 



Seq. ID 
Strand 
End 

Method 
End 
Score 

378, 463. .515,. 1571. .1742 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 {E0464 ) 
correspond, to a region of the predicted gene hypothetical 
protein' [Oryza sativa] 



OJ000350_ 
+ 

1742 
AAT/NAP 
1742 
171 



60.0419.C36 



57111 Seq. ID 

119669 Strand 

1 End 
OJ000350_60 . 0419 ? C36 . ol ..gs. ,. Method 

165 End 

none ' Score 

165. .408, 414: .553,. 919. .1035. 



OJ000350_60.0419.C36 
+ 

1742 

: GENSCAN 
1035 
.92 



57111 Seq. ID 

119669 Strand 
1 End 
OJ000350_60 .0419. C36 . ol . gp Method 
1148 End 
2428185 Score 
1148. .1583 

5852170/emb|AL117265. 1 IOST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17 8 04 



OJ000350 
+ 

1742 
AAT/GAP 
1583 
679 



60.0419.C36 



57721 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57112 Seq. ID 

119670 Strand 

858 End 
OJ000350_6.0 . 04 19 . C42 . ol . np Method 

858 End 

4063770 Score 
858.. 1110, 1837. .1875 

(AB004906) transposase [Ipomoea purpurea] 



OJ000350_60.0419.C42 
+ 

1875 
AAT/NAP 
1875- 
98 



57112 Seq. ID 

119671 Strand 

616 End 
OJ000350_60 . 04 19 . C42 . ol . gs Method 

616 End 

none Score 
616. .768 



OJ000350_60.0419.C42 
768 

GENSCAN 
•768 
.44 



Seq. No. 57113 Seq. ID OJ000350_ 

Gene' No. 119672 Strand + 

Start 647 End 783 

Name OJ000350_60 . 04 19 . C43 . ol . gs Method GENSCAN 

Start 647 End 783 

GI none Score .7 

Exons 647.. 783 



60..0419.C43 



Seq. No. 57114 Seq. ID. 

Gene No. _ 119673 . Strand 
Start ""76. - . End 

Name OJ000350_60 . 04 19 . C4 6 . ol . gs Method 

Start 76 End 

GI none Score 

Exons 76.. 197 



OJ000350_60.0419.C46 
+ 

197 

GENSCAN 

197 

.47 



Seq. No. 57114 Seq. ID OJ000350_60 . 0419 . C4 6 

Gene No. 119674 Strand + 

Start 1232 End 1325 

Name ' . OJ000350_60 . 04 19 . C4 6 . ol . gp Method AAT/GAP 

Start "1232 End 1325 

GI LIB3477-003-P1-K1-E9 Score 132 

Exons 1232.. 1325 

GI Descrip. 1 24 98586/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 57115 

Gene No. 119675 

Start 876 

Name OJ000350_60 . 04 19 . C4 9 . ol . gs 

Start 876 

GI none 

Exons 876.. 913, 1369.. 1508 

Seq. No. 57115 
Gene No. . '119675 

Start 876 

Name OJ000350_60 . 04 19 . C4 9 . ol . gp 

Start 1322 



60.0419..C49 



Seq. ID OJ000350_ 

Strand + 

End 1670 

Method GENSCAN 

End 1508 

Score .54 



Seq. ID OJ000350_60.0419.C49 

Strand + 

End 1670 

Method AAT/GAP 

End 167 0 



57722 





GI 


none 




Score 


374 




Exons 


1322. .1508, 1644. .1670 










Seq. No. 


57116 




Seq. ID 


OJ000350 60.0419.C50 




Gene No. 


119676 




.Strand 


+ 




Start 


i *d n o 




End ' 


1465 




Name 


OJ000350_60 . 0419 . C50 . ol . 


, gs 


Method 


GENSCAN 




Start 


1308 




End 


1465 




GI 


none 




Score 


. 99 




Exons 


1308 . . 14 65 










' Seq. No. 


57116 




Seq. ID 


OJ000350 60.0419.C50 




Gene No. 


119677 




Strand 


- 




Start 


1306 ' 




End 


14 82 ■ 




Name 


OJ000350_60. 0419.C50.ol. 


gp 


Method 


AAT/GAP 




Start 


1306 




End 


1478 




GI 


none 




Score 


. 279 




Exons 


1306 . . 1478 










Seq. No. 


57116 




Seq. ID 


OJ000350_60.0419.C50 




Gene No. 


119677 




Strand 






Start 


1306 




End 


1482 




Name 


OJ000350 60 . 0419. C50 . ol . 


tm 


Method 


TBLASTX: Maize 


C '"XT 


Start 


1311 




End 


1482 




GI 


none 




Score 


43 




Exons 


1311. .1340, 1317. .1460, 


1331 . 


.1468, 1333. .1482, 1343. .1465 


I 'Li 
f r = 


Seq. No. 


57116 




Seq. ID 


OJ000350_60.0419.C50 




Gene No. 


119677 




Strand 




^rf 


Start 


1306 




End 


1482 


W 


Name 


OJ000350 60 . 0419.C50 .ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


1326 




End 


1465 




GI 


none 




Score 


154 


s 

f% ■ 


Exons 


1326. . 14 63, 1331.. 14 65, 


1331 . 


.1465 




i 

== 


Seq. No. 


57117 




Seq. ID 


OJ000350__60.0419.C51 




Gene No. 


119678 




Strand 






btart 


85'5 




End' 


1238 


Vs? 


Name 


OJ000350 60.0419.C51.ol. 


gp 


Method 


AAT/GAP 




Start 


855 




End 


1238 




GI 


LIB34 34-057-P1-K1-E3 




Score 


682 




Exons 


855. .1238 










GI Descrip. 


' 6041757/gb|ACpll806. 1 1 AC011806 0.0e+00. Genomic .Sequence For. 






Oryza sativa Clone 10P20 


, Lembnt Strain, Complete Sequence, 






. complete sequence 1 










Seq. No. 


57117 




Seq. ID 


OJ000350_60.0419.C51 




Gene No. 


119679 




Strand 






Start 


740 




End 


912 




Name 


OJ000350 60.0419.C51.ol. 


gs 


Method 


GENSCAN 




Start 


740 




End 


912 




GI 


none 




Score 


.41 




Exons 


740. . 912 










Seq. No. 


57118 . 




Seq. ID 


OJ000350_60.0419.C53 




Gene No. 


119680 




Strand 


+ 




Start 


1 




End 


799 



57723 



Name OJ000350_60 . 04 19 . C53 . ol . np Method AAT/NAP 

Start 1 .... . . End 7 99 

GI 7488211 Score 72., 

Exons 1..69, 293..799. 

GI Descrip. probable sugar transport* - protein F23E12.14 0 - Arabidopsis 

thaliana gi | 3080420 | emb | CAA18739. 1 | (AL022604) putative sugar 
transporter protein [Arabidopsis thaliana] 

gi | 7270482 | emb | CAB8024 7 . 1| (AL161587) putative sugar transporter 
protein [Arabidopsis thaliana] 





Seq. No. 


57118 


Seq. ID 


OJ000350_60.0419.C53 




Gene No. 


119680 


Strand 


+ 




Start 


1 


End 


799 




Name' 


OJ000350 60.0419.C53.ol.gs- 


Method 


GENSCAN 




Start 


44 


End 


187 




GI 


none 


Score 


. 71 




Exons 


44 . . 187 








Seq. No. - 


57119 


Seq. ID 


OJ000350_60.0419.C56 




Gene No. 


119681 


Strand 


+ 




Start 


1 


End 


896 




Name 


OJ000350_60. 0419.C56.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


875 




GI 


4680203 


Score 


807 >, 




Exons 


1 . .875 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




.Seq. No. 


57119 


Seq. ID 


OJ000350_60. 0419.C56 


IQ 


Gene No.. 


119681 


Strand 


+ 


b zr 


Start 


1 


End 


896 




Name 


OJ000350 60 . 04 19 . C56 . ol . gs 


Method 


GENSCAN 


fli 


Start 


56 


End 


896 


I . 


GI 


none 


Score 


.8 


L :_s 


Exons 


56. . 685, 699. . 896 






'•z.. 3 
"sJt 


Seq. No. 


57119 


Seq. ID 


OJ000350_60.0419.C56 


r ~" 


■Gene No. 


■119682 • 


Strand 






Start 


523 


End' 


959 - >^ 




Name 


OJ000350 60.0419.C56.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


821 




GI 


none 


Score 


319 




Exons 


1..399, 2... 445, 405. .4.64, 425 


. .469, 428. .469, 472. .567, . 






476.. 535, 514... 654, 515.. 655, 


583. .663 


, 667.. 735, 668.. 736, 






755.. 820, 756*. .821 








Seq. No. 


57119 


Seq. ID 


OJ000350_60.0419.C56 




Gene No. 


119682 


Strand 






Start 


523 


End 


959 




Name 


OJ000350 60.0419.C56.ol.gp 


Method 


AAT/GAP 




Start 


523 


End 


959 




GI 


LIB34 31-028-P1-N1-A10 


Score 


728 




Exons 


523. .861, "889. .959 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-li 






protein [Sorghum bicolor] 1 








Seq. No. 


57120 


Seq. ID 


OJ000350_60.0419.C57 




Gene No. 


119683 


Strand 


+ 



57724 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000350_60.0419.C57.ol.np 

1 ■ . . 

4680204 



End 

Method 

End 

Score- 



4495 
AAT/NAP 
4495 
628 



1..231, 1643. .2300, 2396. .3468, 4477. .4495 
(AF114171) hypothetical protein [Sorghum bicdlor] 



57120 
119683 
1 

OJ000350_60':0419.C57.o2.gs 
2408 
none 

2408. .2537, 
4019. .4276 



Seq. ID OJ000350_60.0419.C57 

Strand + ' 

End 4495 

Method GENSCAN 

End 4276 

Score .51 
2663. .2781, 2783 .. 3329, 3407 .. 34 68, 3573 . .3839*, 



Seq. No. 


57120 


Seq. ID 


OJ000350_60.0419.C57 


Gene No. 


119684 


Strand 




Start 


. 3913 


End 


44 95 


Name 


OJ000350 60-0419. C57.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1628 


End 


1954 


GI 


none 


Score 


142 


Exons 


1628. .1783, 1639. .1764, 1778. 


.1918, 1837. .1917, 1928. .1954 


Seq. No. 


57120 


Seq. ID 


OJ000350_60.0419.C57 


Gene No. 


119684 


Strand' 




Start 


3913 


End 


4495 


Name • 


OJ000350 60.0419.C57.o3.np 


Method 


AAT/NAP 


Start 


3913 


' End 


4495 


GI 


5042454 


Score 


194 


Exons 


3913. .3966, 4199. .4495 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 



Seq. No. 57121 Seq. ID 

Gene No. 119685 Strand 

Start 1 End 

Name OJ000350_60 .04 19- C58 . ol . np Method 

Start' 1 ' End" 

GI 5042454 Score 

Exons 1..400, 1032.. 2491 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



OJ000350_60.0419.C58 

2491 
AAT/NAP 
2491 " " 
2604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57121 Seq. ID 

119685 Strand 
1 . End 
OJ000350_60 .0419. C58 . ol . gp Method 
433 End 
2428323 Score 
433. .891 

5803242/dbj | AP000399. 1 1 AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



OJ000350_60.0419.C58 

2491 . , 

AAT/GAP 

891 

653 



Seq. No. 
Gene No. 
Start 
Name 
Start 



57121 

119685 

1 

OJ000350 
1031 



_60.0419.C58.o2.gs 



Seq. ID 

Strand 

End 

Method 
End 



OJ000350_60.0419.C58 

2491 

GENSCAN 

2383 



57725 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name * 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

1031.. 1307, 1470.. 2383 

57121 

119685 

1 

OJ000350_60.0419.C58 . o2 . tm 

1031 

none 

1031. .1174, 1035. .1169 

57121 
119685 

1- 

OJ000350_60. 0419.C58.ol.tw 

1676 

none 

1676. .1933, 1755. .1949, 1916. 

57121 

119685 

1 

OJ000350_60. 0419.C58.ol.tm 

1778 

none 

1778.. 2026, 1779.. 2063 

57122 
119686 
1450 

OJ000350_60.0419.C61.ol . gs 
1450 
none 
1450. .1579 

57122 

119686 

1450 

OJ000350_60.0419.C61.ol.np 

1450 

5902448 

1450. .1756 

(AB030283) orf3 [Oryza sativa] 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.52 



OJ000350_60.0419.C58 
2491 

TBLASTX: Maize 

1174 

125 



OJ000350_60.0419.C58 
2491 

TBLASTX: Wheat 
2068 
86 

2014., 1917.. 2009, 2021.. 2068 
OJ000350 60.0419.C.58 



Seq. ID 
Strand 
■ End 
Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 

Score , 



Seq. ,ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2491 

TBLASTX: Maize 

2063 

92 



OJ0.0p350_60.0419.C61 
+ 

1756 
GENSCAN 
1579 
. 92 



.OJ000350_60.0419.C61 
■*+'■.. 

1756' 

AAT/NAP 

1756 

508 



OJ000350 60.0419. C61. 



57122 Seq. ID 

119687 Strand 
1 End 148 

OJ000350_60 .0419. C61 . ol . gp Method AAT/GAP 
1 End 148 

uC-osflcypl77g01al Score 260 

1. .148 

, 4884864/gb|AAD31846.1|AF1335.30_l 4.0e-12 (AF133530) water 
channel protein MipH [Mesembryanthemum crystallinum] ' 



Seq. No. 
Gene No. 
Start 



57123 

119688 

217 



Seq. ID OJ000350_60.0419.C62 
Strand + 
End 977 



57726 




Name 


OJ000350 60.0419.C62.ol.np 


Method 


7\ 7\ T* / NT 7\ D 






C4- -i -v +- 

otart 


217 


End 


j I ! 






bl 


5902447 


Score 


y o f 






Exons 


217.. 977 










b± uescrip. 


(AB030283) orf4 [Oryza sativa] 








Seq. No. 


57123 


Seq. ID 


OJ000350_60. 


0419. 


C62 


Gene No. 


119688 


Strand 


+ 






btart 


217 


End 


y / / 






Name 


OJ00035U 60 . 04 ly . Cd^ . o.l . gs 


Method 


C* TT NT C C* 7\ NT 






C4- -, v- +- 

otart 


341 


End 


y u o 






bl 


none 


Score 


. Do 






Exons 


341. .491, 574. .905 










Seq. No. 


57124 


Seq. ID 


OJ000350_60. 


0419. 


C64 


Gene No. 


119689 


Strand 


+ 






bt art 


461 


End 


ODD 






Name 


OJ000350 60 . 04 19 . C64 . ol . gs 


Method 


bhNbbAN 






b tart 


461 


End 


boo 






C T 

bl 


none 


Score 








Exons 


461. .856 










Seq. . No. 


57125 


Seq. . ID 


OJ000350_60. 


0419. 


C65 


Gene No. 


119690 


Strand 


+ 






btart. 


254 , 


End 


o i y 






Name 


OJ00035-0_60.0419.C65.ol.gs 


Method 


'bbNbbAN, 






btart 


O C A 


End 


6 i y 






bl 


none 


Score 


*7 1 






Exons 


254. .319 










beq . ino . 


57125 


Seq. ID 


UJ UUUjjU dU . 


0419. 


C65 


Gene No-. 


119691 


Strand 


+ _ 






Start 


499 


End 


6270 






Name 


OJ000350_60.0419.C65.o2.np 


Method 


7\ 7\ rp / KT 7\ T3 






btart 


4 99 


End 


/- o *7 n 
bZ / U 






bl 


5852180 


Score 


JO/ 






Exons 


499. .536, 4081. -.4151, 5144.. 


5261, 5313 


. .O/ZD, 


.6270 .. 


GI Descrip. 


' (AL117265) zhb'00010.1 [Oryza 


sativa] 








Seq. No. 


57125 


Seq. ID 


OJ000350_60. 


0419. 


C65 


Gene No. 


119691 


Strand 


+ 






btart 


499 


End 


oZ / u 






Name 


OJ000350 60.0419.C65.o3.gs 


Method 


ri?MCP7\ NT 

bbNbLAN 






Start 


5128 


End . 


by bo 






bl 


none 


Score 


A Q 






Exons 


5128.. 5261, 5313.. 5955 










beq. No. 


57125 


Seq. ID 


OJUUUobU bU . 


0419. 


C65 


Gene No. 


119692 


Strand 








Start 


1 


End 


2118 






Name 


OJ000350 60.0419.C65.ol.np 


Method 


AAT /NAP 






Start 


1 


End 


2118 






GI 


4680341 


Score 


407 






Exons 


1..21, 1733. .2118 










GI Descrip. 


(AF128457) hypothetical protein • [Oryza 


sativa subsp 


>. indica] 


Seq. No. 


57125 


Seq. ID 


OJ000350_60. 


0419. 


C65 



57727 



Gene No. 119693 Strand 

Start 4000 End 4385 

Name , ■ OJ000350_60.0419.C65.ol..gp Method AAT/GAP 

Start r " 4000 End 4385" 

GI uC-osflcyp033a04bl Score * 657 

Exons 4000.. 4385 

GI Descrip. 1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA/ chromosome 1, clone : P0711E10 ' 



Seq. No. 57126 Seq. ID OJ000350_60 . 04 19 . C66 

Gene No. 119694 Strand + 

Start 1 End 770 

Name OJ000350_60.0419.C66.ol.np Method AAT/NAP 

Start ■ 1 End 770 

GI 6691191 Score 626 

Exons 1 . . 770 

GI Descrip. (AC007534) F7F22.15 [Arabidopsis thaliana] 

OJ000350_60.0419.C66 
+ 

770 

TBLASTX: Cress 
398 
<:4 8 



Seq. No. 


57126 








Seq. ID 


OJ000350_60.0419.C66 


Gene No. 


119694 








Strand 


+ 


Start 


1 * 








End 


770 


Name 


OJ000350 


60.0419.C66 


.ol, 


.gs 


Method 


GENSCAN 


Start 


18 








End 


724 


GI 


none 








Score 


.82 


Exons 


18. .252, 


418'. .724 










Seq. No. 


57126 








Seq. ID 


OJ000350_60.0419.C66 


Gene No. 


119694 








Strand 


+ 


Start 


,1 








End 


770 . : 


Name 


OJ000350 


60.04i9.C66* 


.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


105 








End 


437 


GI 


none 








Score 


273 


Exons 


105. .437 












Seq. No. 


57126 








Seq. ID 


pJ000350_60.0419.C66 


Gene No. 


119694 








Strand 


+ 


Start 


. 1 








End ■ 


770 


Name 


OJ000350 


60.0419.C66 


.ol, 


,ts 


Method 


TBLASTX: Soybean 


Start 


419 








End 


770 


GI 


none 








Score 


73 


Exons 


419. .460, 


420. .461, 


458. 


. .553, 


•459. . 680 


, 617. .679, 662. .766, 




672. .770, 


676. .768 











Seq. No. 57126 Seq; ID 

Gene No. 119694 ' Strand 

Start 1 End 

Name OJ000350_60 .0419. C66 . ol . tc Method 

Start 15 End 

GI - none Score 

Exons .... 15.. 92, 96.. 398,. 141.. 395 ;* 



Seq. No. 57126 Seq. ID 

Gene No.- 119694 Strand 

Start 1 End 

Name OJ000350_60 .0419. C66 . o2 . tw Method 

Start 443 End 

GI none Score 



OJ000350_60.0419.C66 
+ 

770 

TBLASTX: Wheat 

769 

168 



57728 




Exons 


443. .640, 450. .692, 4o3 


/T A A 

. .644, 


653 . . 7 69 






Seq. No. 


C "7 1 O "7 

o flZl 




Seq. ID 


OJ000350 60.0419 


. C67 


Gene No. 


119695 




Strand 






Start 


69 




End . 


530 




Name 


OJUOUooO 60 . 04 19 . Co7 . ol 


. np 


Method 


AAT/NAP 




Start 


69 




End 


527 




GI 


C A A A A AC 

59024 4 6 




Score 


1 A A 

700 




Exons 


d A C A *"7 

69 . . 527 










GI Descrip. 


(ABU302o3) ortb LOryza 


sativa' 


1 






Seq. No. 


57127' 




Seq. ID 


OJ000350_60.0419 


.C67 


Gene No. 


119695 




Strand 


+ 




Start 


a a 
69 




T-l _ J 

End 


C O A 

530 




Name 


OJ000350 60 . 04 19 . C67 . ol 


.gs 


Method 


GEN SCAN 




Start 


o a 

o2 




End 


530 




GI 


none 




Score 


. 98 




Exons 


o2 . . b JO 










Seq. No.- . 


57127 




Seq. ID 


OJ000350_60.0419 


-C67 


Gene No. 


119696 




Strand 






Start 


O A C 

o4 5 




End 


1 968 




Name 


OJ000350 60 . 04 19 . C67 . o2 


.gs 


Method 


GENSCAN 




Start 


845 




End 


1678 




GI. " ^ 


none 




Score 


.81 




Exons 


84 5 .. 1678 










Seq. No. 


57127 




Seq. ID 


OJ000350 60.0419 


. C67 


Gene No. 


119696 




Strand 






Start 


845 




End 


1968 




Name 


OJ000350 60.0419.C67.o2 


.np 


Method 


AAT/NAP 




Start 


848 




End 


1968 




GI 


5902445 




Score 


1955 




Exons 


848. .1968 










GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 




Seq I* No. 


57127 




Seq. ' ID ■ 


OJ000350_60..0419 


. C 6 7 


Gene No. 


119696 ' 




Strand 






Start 


845 




End 


1968 




Name 


OJ000350 60.0419.C67.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


857 




End 


1471 




GI 


none 




Score 


62 




Exons 


857... 994, .861.. 983, 980 


. .1138, 


1193. .1471, 1209. .1310, 






, 1362. .1451 










Seq. No. 


57127 




Seq. ID 


OJ000350_60.0419, 


.C67 


Gene No. 


119696 




Strand 






Start 


845 




End 


1968 




Name 


OJ000350 60.0419.C67.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


896 




End 


1129 




GI 


none 




Score 


102 




Exons 


896. .997, 897. .998, 977, 


. . 1129, 


978. .1028 




Seq. No. 


57127 




Seq. ID 


OJ000350_60. 041-9. 


,C67 


Gene No. 


119696 




Strand 






Start 


845 




End 


1968 




Name 


OJ000350 60.0419.C67.o3, 


. tm 


Method 


TBLASTX: Maize 





577-29 






Start 


"1 O A 1 

124 1 




End 


1514 




GI 


none 




Score 


56 




Exons 


1241. .132/, 133/. .1420, 


i o c 
1350 . 


.1424, 1407. .1514, 1415. .1513 




Seq. No. 


57127 


1 


Seq. ID 


OJ000350_60.0419.C67 




Gene No. 


119696 




Strand 






Start 


o4 D 




End 


1968 




Name 


OJ0UU35U 60 . 04 1 9 . C6 / . Ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


1584 




End' " 


1966 




GI 


none 




Score 


55 




Exons 


1584. .1631, 1586. .1771, 


1586 . 


.1966, 1662. .1964, 1814. .1966 




Seq. No. 


57127 




Seq. ID 


OJ000350_60.0419.C67 




Gene No. 


119696 




Strand 






Start 


84 5 




End 


1968 




Name 


OJQ0035Q 60 . 04 19 . C67 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1616 




End 


1966 




GI 


none 




Score 


65 




Exons 


1616. .1663, 1617. .1664, 


1635 . 


.1958, 1653.. 1958, 1655.. 1966 




Seq. No. 


57128 




Seq. ID 


OJ000350_60.0419.C68 




Gene No. 


119697 




Strand 






Start 


1 




End 


1811 


^ '=3. 


Name 


OJ000350 60.0419.C68.ol. 


np 


Method 


AAT/NAP 


"*t~ 

% 


Start 


1 " 




End 


1507 




GI 


5902445 " • 




Score 


2555 


f |j 


Exons . 


1. . 1507 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


c 57128 




Seq. ID 


OJ000350_60.0419.C68 




Gene No. 


119697 




Strand 






Start 


1 




End 


1811 


1 


Name 


OJ000350 60.0419.C68.o4. 


tw 


Method 


TBLASTX: Wheat 


-j . 


Start 


1 




End 


312 




GI 


none 




Score 


106 




Exons 


1..72, 42. .143, 46. .144, 


153. 


.311, 154 


. .312 




Seq. No. 


57128 ' 




Seq. • ID 


OJ000350_60.0419.C68 




Gene No. 


119697 




Strand 






Start 


1 




End 


1811 




Name 


OJ000350 60.0419.C68.ol. 


gs 


Method 


GENSCAN 




Start 


39. 




End 


1765 




GI 


none 




Score 


.68 




Exons . 


39.. 824, 836.. 1570, 1706 


.1765 






Seq. No. 


57128 




Seq. ID 


OJ000350_60.0419.C68 




Gene No. 


119697 




Strand 






Start 


1 




End 


1811 




Name 


OJ000350 60.0419.C68.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


315 




End 


744 




GI 


none 




Score 


47 




Exons 


315. .743, 345. .566, 472. 


.744 








Seq. No. 


57128 




Seq. ID 


OJ000350_60.0419.C68 




Gene No. 


119697 




Strand 






Start 


1 




End 


1811 




Name 


OJ000350 60.0419.C68.o2. 


tm 


Method 


TBLASTX: Maize 



57730 




Start 


4 02 




End 


844 




GI 


none 




Score 


87 




Exons 


402. .428/ 426. .569, 439. 


.570, 


591 . . 779, 


592 . .747 , 752 . . i 


344 


Seq. No. 


57128 ' - 




Seq. "'ID 


OJ000350 60.0419, 


.C68 


Gene No. 


119697 




Strand 


- 




Start 


1 




End 


1811 




Name 


OJ000350_60 .0419.C68.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


513 




End 


94 3 




GI 


none 




Score 


58 




Exons 


513. .740, 547. .717, 749. 


.943, 


753 . . 896 






Seq. No. 


57128 




Seq. ID 


OJ000350 60.0419. 


.C68 


Gene No. 


119697 




Strand 


- 




Start 


1 




End 


1811 




Name 


OJ000350_60 . 04 19 . C68 . o3 . 


tw 


Method 


TBLASTX : Wheat 




Start 


788 




End 


1106 




GI 


none 




Score 


176 




Exons . 


788. .1105, 789. .1106 










Seq. No. 


57128 




Seq. ID 


OJ000350 60.0419. 


,C68 


Gene No. 


119697 . " 




Strand 






Start 


1 




'End 


1811 




Name 


OJ000350 60.0419.C68.ol.*m 


Method 


TBLASTX: Maize 




Start 


v 107 6 




-End 


1432 




GI 


' none 




Score 


101 




Exons 


1076. .1369, 1076. .1432, 


1086. 


. 1391 






Seq. No. 


57128 




Seq. ID 


OJ000350 60.0419. 


,C68 


Gene No. 


119697 




Strand 


- 




Start 


1 




End 


1811 




Name 


OJ000350 60.0419.C68.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


1106 




End 


1562 




GI 


none 




Score 


270 




Exons 


1106.. 1561, 1107.. 1562 










Seq. No. 


. 57128- . 




Seq. ID 


OJ0 ; 00350_60.0419.. 


,C68 


Gene No. 


119697 




Strand 






Start 


1 




End 


1811 




Name 


OJ000350 60.0419.C68.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1157 




End 


1522 




GI 


none 




. Score 


138 




Exons 


1157. .1291, 1298. .1522 










Seq. No. 


57128 




Seq. ID 


OJ.000350_60 . 0419. 


C68 


Gene No. 


119697 




Strand 






Start 


1 




End 


1811 




Name 


OJ000350 60.0419.C68.o2. 


np 


Method 


AAT/NAP 




Start 


1574 




End 


1811 




GI 


5902444 




Score 


345 




Cj A (J I 15 


1574 . . 1811 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


57129 




.Seq.. ID 


OJ000350_60.0419. 


C69 


Gene No. 


119698 




Strand 






Start 


1 




End 


1109 




Name 


OJ000350 60.0419.C69.ol. 


np 


Method 


AAT/NAP 





57731 



Start 


1 


End 


1109 




GI 


C A A O A A A 

59024 4 4 


Score 


1888 




Exons 


1 . . 1109 








GI Descrip. 


/ TinnoAOOO \ i\. fiat 

(AB0o02oo) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


57129 


Seq. ID 


OJ000350_60.0419 


.C69 • 


Gene No. 


119698 


Strand 


- 




Start 


1 


End 


1109 . 




Name 


OJ000350 60 . 04 19 . Coy . oz . tw 


Method 


TBLASTX: Wheat 




Start 


4 


End 


240 




GI 


none 


Score 


57 




Exons 


4 . . Z 4 0 , 1U..Z4U 








Seq. No. 


57129 


Seq. ID 


OJ000350_60.0419, 


.C69 


Gene No. 


119698 


Strand 






Start 


1 


End 


1109 




Name 


/"\TAAAOCA C A A/110 f* C _ "I 

OJ000J50 60 . 04 19 . Co9 . ol . gs 


Method 


GENSCAN 




Start 


4 5 


End 


1011 




GI 


none 


Score 


.71 




Exons 


4 o .. 1011 








Seq. No. 


57129 . 


Seq. ID 


OJ000350 60.0419. 


.C69 


Gene No. 


119698 


Strand 


_ 




Start 


1 


End 


1109 




Name 


/"\~rAAAOC-A /"A A /I 1 A f~* f~ C\ _ -I -j 

OJ000350 60 . 04 19 . C69 . ol . tw 


Method 


TBLASTX: Wheat- 




Start 


TO /I 

724 


End 


1102 




GI . c 


none 


Score 


110 ^ 




Exons 


TO/I 1 "1 A i nio 1 1 A A 

724. .1101, 818. .1102 








Seq. No. 


57130 


Seq. ID 


OJ000250_64.0419. 


. C3 


Gene No. 


119699 


Strand 


+ 




Start 


1 


End 


2681 




Name 


OJ000250 64.0419.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2338 




GI 


7228451 


Score 


120 




Exons 


1..136, 830. .1057, 2278. .2338 








GI Descrip. 


■(AP001366) EST AU055734 (S20025 ) corresponds to a region' 


of the 


predicted gene./' hypothetical protein 


[Oryza sativa] 




beq. jno . 


57130 


Seq. ID 


OJ000250_64.0419, 




Gene No. 


119699 


Strand 


+ 




Start 


1 


End 


2681 




Name 


OJ000250 64.0419. C3.o2.np , 


Method 


AAT/NAP 




Start 


4 


End 


2681 




GI - 


130593 • 


Score. 


403 




Exons 


4. .115, 1628. .2681 









GI Descrip. ENZYMATIC POLYPROTEIN [CONTAINS: ASPARTIC PROTEASE ; 

ENDONUCLEASE; REVERSE TRANSCRIPTASE ] gi | 76775 | pir | I S00854 
hypothetical protein 5 - carnation etched ring virus 
gi| 58863|emb|CAA28360| (X04658) pot. ORF 5 (AA 1-659) [Carnation 
etched ring virus] gi | 225356 | prf | | 1301227E ORF 5 [Carnation 
etched ring virus] 



Seq. No. 
Gene No. 
Start 
Name 



57130 

119699 

1 

OJ000250 



64 .0419.C3.ol. tw 



Seq. ID OJ000250_64 .0419.C3 

Strand ~ + 

End 2681 

Method TBLASTX : Wheat 



57732 



Start 

GI. 

Exons 



1597 
none 

1597. .1740, 1729. .1974 



End 
Score 



1974 
74 



Seq. No. 57131 Seq. ID 

Gene No. 119700 Strand 

Start 162 End 

Name OJ000250_64 . 0419 . C4 . ol . gs Method 

Start ' 162 End 

GI none Score 

Exons 162 . . 338 



OJ000250_64 .0419.C4 
+ 

338 

GENSCAN 

338 

.93 



Seq. No. 57131 

Gene No. ■' 119701 
Start 1693 

Name OJ000250_64 . 04 19 . C4 . o2 . gs 

Start 1693 
GI none 

Exons 1693.. 1786, 2024.. 2098, 2118. 

3861. .4130 



Seq. ID OJ000250_64 .0419.C4 

Strand + 

End 4130 

Method GENSCAN 

End 4130 

Score .71 

.2232, 237-6.. 2878, 3008.. 3507, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57131 Seq. ID 

119701 Strand 

1693 End 

OJ000250_64 . 0419'. C4 . ol . np Method 

1997 End 

6539588 Score 
1997. .2247, 3493. .3524 

(AP000837) hypothetical protein [Oryza sativa] 



OJ000250_64 .0419.C4 
+ 

4130 
AAT/NAP 
3524 
161 



57132 

119702 

48 

OJ000250_64 . 0419.C5.ol.gs 
48 

none 
48. .814 



Seq. ID OJ000250_64 .0419.C5 

Strand + 

End 827 

Method GENSCAN 

End 814 

Score . 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57132 Seq. ID 

119702 Strand 

4 8 End 

OJ000250_64 . 0419 . C5 . ol . np . Method 

203 . End 

7489803 . Score 
203. .827 

pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| (U68408) 5 ? end not determined 
experimentally [Zea mays] 



OJ000250_64 .0419.C5 
+ 

827 

AAT/NAP 
827 
269 



57133 Seq. ID 

119703 Strand 

1 End 

OJ000250_64 . 0419.C6.ol.np Method 

1 End 

6721512 Score 
1..154, 890. .914 

(AP001072) hypothetical protein [Oryza sativa] 



OJ000250_64 .0419.C6 
914 

AAT/NAP 
914 
91 



57733 



Seq. No. 57134 Seq. ID 

Gene No. 119704 Strand 

Start 636' End • 

Name OJ000250_64 . 04 19 . C7 . ol . gs Method 

Start ■ 636 End 

GI none Score 

Exons 636.. 914 



OJ000250_64.0419.C7 
+ 

1355 
GENSCAN 
914 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI 1 ' Descrip . 



57134 Seq. ID OJ000250_ 

119704- Strand + 

636 End 1355 

OJ000250_64 . 0419.C7 .ol.np Method AAT/NAP 

710 End 1355 

6006359 Score 54 
710. .794, 1312. .1355 

(AP000559) hypothetical protein [Oryza sativa] 



64. 0419. C7 



Seq. ID 

Strand 

End 

Method 
End 



OJ000250 64. 0419. C8 



57135 
119705 
1 

OJ000250_64.0419.C8.ol.np 

1 

4115365 

1..299, 345.. 762, 1083.. 1151 * - , 

(AC005957) putative retroelement pol polyprptein [Arabidopsis 
thaliana] 



; ^H^.*-Score 



1151 
AAT/NAP 
1151 
356 



Seq. No. 57135 Seq. ID OJ000250_64 . 04 19 . C8 

Gene No. 119705 Strand 

Start 1 End 1151 

Name OJ000250_64 . 04 19 . C8 . o2 . np Method AAT/NAP 

Start 656 End 1151 

GI 7248394 Score 277 

Exons 656.. 1035, 1073.. 1151 

G.I Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to .a' region of the predicted gene ; r Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 57136 . 
Gene No. . 119706 

Start 402 

Name OJ000250_64 . 04 19 . C9 . ol . gs 

Start 402 

GI none 

Exons 402.. 633 



Seq. ID. OJ000250_64.0419.C9 

Strand + 

End - 633 

Method GENSCAN 

End 633 

Score .97 



Seq. No. 57137 Seq. ID 

Gene No. 119707 Strand 

Start 29 End 

Name OJ000250_64 . 04 19 . C12 . ol . gs Method 

Start 2 9 End 

GI none Score 
Exons 



OJ000250_64 .0419.C12 

1481 
GENSCAN 
147 7 
.59 



29. .575, 791. .863, 958. .1047, 1069. .1371, 1414. .1477 



57734 



Seq. No. 57137 Seq. ID 

Gene No. 119707 Strand" 

Start 29 " End 

Name .OJ000250_64 . 04 19 . C12 . ol . np Method 

Start 129 ' ' End 

GI 6742729 Score 

Exons 129. . 1481 

GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 



OJ000250_64.0419.C12 

1481 
AAT/NAP 
1481 
1031 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57138 Seq. ID 

119708 Strand 

1 End 1623' " 
OJ000250_64 . 0419.C13.ol.np Method AAT/NAP 

1 End • 1623 

4680203 • Score 1077 
1. .1623 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ000250 64.0419.C13 



57139 
119709 . 
1 

OJ000250_64 .0419.C14.ol.np 
1 

4680183 



Seq. ID OJ000250_64 .0419.C14 

Strand + 

End 2504 

Method AAT/NAP 

End 2504 

Score 191 



1..52, 1738. .18.08, 2415. .2504 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ000250 64.0419.C15 



Seq. No. 57140 Seq. ID 

Gene No. 119710 Strand 

Start 366 End 824 

Name OJ000250_64 . 04 19 . C15 . ol . np Method AAT/NAP 

Start 366 End 824 

GI 4680179 Score 673 

Exons 366. .824 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 5714.1 

Gene No. 119711 

Start 1 

Name OJ000250_64 . 04 19 . C24 . ol . np 

Start 1 

GI 7228451 

.Exons 1. .52, 311. .796, 1073. .1159 ' 

GI Descrip. (AP001366) EST. AU055734 (S20025) corresponds to a -region of the 
predicted gene.; hypothetical protein- [Oryza sativa] 



Seq. v ID OJ0002-50_64.0419.C24. 

Strand' -' 

End 1159 

Method AAT/NAP 

End 1159 

Score 514 



Seq. No. 


57141 




Seq. ID 


OJ000250_ 


64 


.0419 


C24 


Gene No. 


119711 




Strand 










Start 


. 1 




End 


1159 








Name 


OJ000250 


64 .0419.C24 .ol.gs 


Method 


GENSCAN 








Start 


621 




End 


994 








GI 


none 




Score 


.68 








Exons 


621. .754, 


931. .994" 












Seq. No. 


57142 




Seq. ID 


OJ000250_ 


64 


.0419 


C25 


Gene No. 


119712 




Strand 


+ 








Start 


164 




End 


208 









57735 



Name 

Start 

GI 

Exons 



OJ000250_64 . 0419.C25.ol.gs Method GENSCAN 

164 End 208 

none Score .9 
164.. '208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57142 Seq. ID OJ000250_64 .'0419. C25 

119713 Strand 

2787 End 2874 

OJ00025CT64. 0419X25. ol.gp ' Method AAT/GAP 

2787 End 2874' 

5867_1.R1084 Score 130 

2787.. 2874 

, 464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) ; (UBIQUITIN' 

CARRIER PROTEIN 9) (UBCAT4B) >gi_42l857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA7 8714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



57143 Seq. ID 

119714 Strand 
73 End 
OJ000250_64 . 0419 . C26 . ol . gp Method 
'73 End 
LIB34 32-05 9-P1-K1-D8 Score 
73. .273, 304. .556 

'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



OJ000250_64 .0419.C26 
+ 

556 

AAT/GAP 

556* 

637 



Seq. No. 57143 Seq. ID 

Gene No. 119715 Strand 

Start 478 End 

Name O JO 0025 0_6 4 . 0 4 1 9 . C2 6 . o2 . gp Method 

Start 478 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons ■ 478.. .568 - : • 

GI Descrip. ' 24 9858 6/sp.j Q4 0638 | MPOljORYSA 2 . Oe- 2 4 MAJOR POLLEN ALLERGEN ORY 

S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 

sativa] 1 



OJ000250_64.0419.C26 
+ 

568 

AAT/GAP 

568 

124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

GI Descrip. 



57143 

119716 

634 

OJ000250_64.0419.C26..ol.gs 

634 

none 



Seq.. ID OJ000250 . 64 . 0419.C26 



Strand 
End 

Method 

End 

Score 



+ 

2177 " 
.'GENSCAN 
2177 
.69 



634. .715, 1444. .1611, 1861. .1968, 2149. .2177 



57143 

119717 

1011 

OJ000250_64. 
1011 
6498436 
1011. .1131, 



0419.C26.ol.np 



1397. .1702 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_64 . 0419.C2 6 

1702 
AAT/NAP 
1702 
386 



(AP000815) hypothetical protein [Oryza sativa] 



57736 




Seq. . No. 


57144 




Seq. ID 


OJ000250 


_64 


.0419 


.C27 


Gene No. 


119718 




Strand 










Start 


350 




End 


1456 








Name 


OJ000250_64 . 0419.C27 .ol 


.gs 


Method 


GENSCAN 








Start 


350 




End 


1456 








GI 


none 




Score 


. 61 








Exons 


350.. 473, 132 3.. 1456 














Seq. No. 


57145 




Seq. ID 


OJ000250 


_64 


.0419 


.C28 


Gene No. 


119719 




Strand 










Start 


1242 




End 


2991 








Name 


OJ000250 64 .0419.C28.ol 


.np " 


Method 


AAT/NAP 








Start 


1242 - 




' End 


2991 








GI 


4433620 




Score 


164 








Exons 


1242. .1267, 2635..2769, 


2854. 


, .2991 










GI Descrip. 


(AF107586) -putative cell division control protein 


[Dendrobit 




grex Madame Thong-IN] 














Seq. No. 


57145 




Seq. ID 


OJ000250 


_64 


.0419 


.'C28 


Gene No. 


119719 




Strand 










Start 


1242 




End 


2991 








Name 


OJ000250 64.0419.C28.ol 


.gs 


Method 


GENSCAN 








Start 


2067. 




End 


2626 








GI 


none 




Score 


.46 








Exons 


2067. .2079, 2418. .2626 














Seq. No. 


57145 




Seq. ID 


OJ000250_ 


_64 


.0419 


.C28 


Gene No. 


119719 




Strand 










Start 


1242 




End 


2991 








Name 


OJ000250 64.0419.C28.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2635 




End 


2908 








GI 


none 




Score 


149 








Exons 


263S..2772, 2635. .2769, 


2636. 


.2770, 28 


33. .2901, 


28 


34 .'.2908, 




2852. .2902 














Seq. No. 


57146 




Seq. ID . 


OJ000250_ 


_6"4 


.. 0:419 


.C29 


Gene No . 


119720 ' 




Strand 


+ " 








Start 


159 




End 


884 








Name 


OJ000250 64.0419.C29.ol 


.np 


Method 


AAT/NAP 








Start 


159 




End 


8 84 








GI 


7248393 




Score 


504 








Exons 


159.. 435, 475... .884. 














GI Descrip. 


(AP00138 9) hypothetical 


protein [Oryza 


sativa]' 








Seq. No. 


57147 




Seq. ID 


OJ000250_ 


_64 


.0419 


.C33 


Gene No. 


119721 




Strand 










Start 


1 




End 


1254 








Name 


OJ000250 64.0419.C33.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1254 








GI 


5902445 




Score 


996 








Exons 


1. .1254 














GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


57148 




Seq. ID 


OJ000250_ 


_64 


.0419 


.C34 


Gene No. 


119722 




Strand 


+ 








Start 


1 




End 


1479 









57737 



Name OJ000250_64 . 0419.C34 .ol . np Method AAT/NAP 

Start 1 End 1479 

GI 7248394 .... Score 1707 ,,. 

Exons 1..4 9, 320.. 1479 - 

GI Descrip. (AP001389) ESTs C97394 (C601I3) , AU075824 (R0165 ) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thai iana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse " transcriptase domain 
' (AC006446) 



Seq. No. 


57148 


Seq. ID 


OJ000250_ 


64 


.0419. 


C34 


Gene No. 


119722 


Strand 


+ 








Start 


1 


End 


1479 








Name 


OJ000250 64.0419.C34.ol-.gs 


Method 


GENSCAN 








Start 


34 


End 


945 








GI 


none 


Score 


.52 








Exons 


34. .945 












Seq. No. 


5714 9 


Seq. ID 


OJ000250_ 


64 


.0419! 


C35 . 


Gene No. 


119723 


Strand 


+ 








Start 


1 


End 


920 








Name 


OJ000250 64.0419.C35.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


902 








GI 


4544372 


Score 


491 








Exons 


1. .902 












GI Descrip. 


(AC006920) putative retroelement pol polyprotein 


[Arabidopsis 




thaliana] 












Seq. No. 


57149 


Seq. ID 


OJ000250_ 


64 


.0419. 


C35 


Gene No. 


119723 


Strand 


+ 








Start * 


1 


End 


920 








Name 


OJ000250 64.0419.C35.ol.gs 


Method 


GENSCAN 








Start 


10 


End 


765 








GI 


none 


Score 


.8 








Exons 


10. .525, 552. .765 












Seq. No. - 


• 57150 - 


. Seq. ID 


OJ000250_ 


64 


.0419. 


C36 


Gene No. 


■ 119724 


Strand 


+ 








Start 


40 


End 


330 








Name 


OJ000250 64.0419.C36.ol.gs 


Method- 


GENSCAN 








o tart 


40 


End 


330 








GI 


none 


Score 


.4. 








Exons 


40. .330 












Seq. No. 


57150 


. Seq. ID 


OJ000250_ 


64 


.0419. 


C36 


Gene No. 


119725 


Strand 










Start 


2524 


End 


2687 








Name 


OJ000250 64.0419.C36.ol.np 


Method 


AAT/NAP 








Start 


2524 


End 


2687 








GI 


4416302 


Score 


127 








Exons 


2524. .2687 












GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 








Seq. No. * 


57151 


Seq. ID 


OJ000250_ 


64 


.0419. 


C43 


Gene No. 


1-19726 


Strand 


+ 








Start 


502 


End 


714 








Name 


OJ000250 64.0419.C43.ol.gs 


Method 


GENSCAN 









57738 



Start 
GI 

Exons 



502 
none 
502. .714 



End 
Score 



714 
.9 



Seq. Nov 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57151 

119727 

1266 

OJ000250_64< 

1266 

none 

1266. .2227, 

57151 
119727 " 
1266 

OJ000250_64 . 
1588 
7248394 
1588.. .1627, 



0419.C43.o2.gs 



2314 . .3146, 



0419.C43.ol.np 



2951. .4746 



Seq. ID 
Strand 
End 

Method 
" End' 
Score 
4400. .4697 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_64 .0419.C43 

4746 
GENSCAN 
4697 
.53 



OJ000250_64 .0419.C43 

4746 
AAT/NAP 
4746 
1361 



(AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165 ) , D38 985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



%-4 


Seq. No. 


57152 


Seq. ID 


OJ000250_64 , 


.0419, 


.C54 


^. = 


Gene No. 


119728 


Strand 


+ 






f Li 


Start 


494 


End 


1072 






LLf 


Name 


OJ000250 64.0419.C54.ol 


. np Method 


AAT/NAP 






Start 


494 


End 


1072 








GI 


6721560 


Score 


145 








Exons 


494. .662, 821. .1072 












GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 






s 




gi | 6815085 | dbj | BAA90371 


.11 (AP001081) 


hypothetical 


protein 






[Oryza sativa] 












Seq. No. . 


-. 57153 


-. Seq. ID 


OJ000250_64 , 


.0419, 


.C57 




Gene No . 


119729 


Strand 


+ 






%'J 


Start 


1 


End 


118 








Name 


OJ000250 64.0419.C57.ol 


. np Method 


AAT/NAP 








Start 


1 


End 


118 








GI 


7340920 


Score 


150 








Exons 


1..118 , . 












GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


57153 


Seq. ID 


OJ000250_64 . 


.0419. 


.C57 




Gene No. 


119730 


Strand 










Start 


851 


End 


952 








Name 


OJ000250 64.0419.C57.o2 


. np Method 


AAT/NAP 








Start 


851 


End 


952 








GI 


7340905 


Score 


125 








Exons 


851. .952 












GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 








Seq-. No. 


57154 


Seq. ID 


OJ000250_64 . 


.0419. 


,C58 




Gene No. 


119731 


Strand 


+ 








Start 


1 


End 


4063 







57739 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_64 .0419.C58.ol.np 
1 

6721512 

1. .146, 174. .309, 352. .467, 



Method AAT/NAP 

End 1762 

Score 73 
1693. .1762 



(AP001072) hypothetical protein [Oryza sativa] 



57154 

119731 
1 

OJ000250_64 .0419.C58.ol.gs 

999 

none 



Seq. ID OJ000250_64 . 0419.C58 



Strand 
End 

Method 

End 

Score 



■+ 

4063 ' 
GENSCAN 
4063 
.9 ' 



999. .1081, 1256. .1398, 1633. .1719, 1801. .1925, 1994. .2188, 
2259 . .2317, 2446 . .3159, 3296 . . 3392 , 3542 4063 • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57154 

119731 

1 

OJ000250_64 .0419.C58.o3.np 



1688 
6721561 
1688. .1756, 



OJ000250_64.0419.C58 
+ 

4063 
AAT/NAP 
3160 ... 
1040 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2317, 2398. .3160 
(AP001073) EST AU082058 (C12976 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 681-5086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



1994. .2188, 2259. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57154 Seq. ID 

119732 Strand 

1 End 

OJ000250_64 .0419.C58.o2.np Method 

1 End 

7523517 Score 
1. .83, 228..S39 

(AP001633) hypothetical protein [Oryza sativa] 



OJ000250_64 .0419.C58 
539 

AAT/NAP 
539 
202 



57154 ' 

119733 

4676 

OJ000250_64 . 0419 . C58 . o2 . gs 

4676 

none. 

4676. .5056, 5120. .5242 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250__64..0419.C58 

5354 

GENSCAN 

5242 

.86 . ■ • 



Seq. ID OJ000250_64.0419.C58 



57154 

119733 Strand 
4676 End 5354 

OJ000250_64 . 0419.C58 . o4 . np Method AAT/NAP 
4679 End 5354 

7228457 Score 639 

4679. .5354 

(AP001366) Similar to 'Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, - polyprotein . (AF098806) -[Oryza 
sativa] 



Seq. No. 



57155 



Seq. ID 

57740 



OJ000250 64.0419.C59 



Gene No. 


119734 


Strand 










Start- 


1 


End 


2000 








Name 


ujuuuzou o4 . U4 i y . coy . oi . np 


Method 


AAT/NAP 








Start 


l 


End 


2000 • 








GI 


CQnO/1 A C 

oyUz4 4 3 


"Score 


1873 








Exons 


i too 01c o r» n r\ 












GI Descrip. 


(ABUoUzo3) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


57155 


Seq. ID' 


OJ000250_ 


64 


.0419. 


C59 


Gene No. 


119734 


Strand 










Start 


1 


End 


2000 








Name 


OJ000250 64 ".0419.C59.ol.gs ' 


Method 


GENSCAN 








Start 


20 


End 


1810 








GI 


none 


Score 


.76 








Exons 


20. .266, 320. .1316, 1416. .1810 










Seq. No. 


57155 


Seq. ID 


OJ000250_ 


64 


.0419. 


C59 


Gene No. 


119735 


Strand 










Start 


2064 


End 


3260 








Name 


OJ000250 64 .0419.C59.o2.gs 


Method 


GENSCAN 








Start 


2064 


End 


2552 








GI 


none 


Score 


.99 








Exons 


2064.. 2552 












Seq. No. 


57155 


Seq. ^ID 


OJ000250_ 


64 


. 0 4*1 9 . 


C59 


Gene No. 


119735 


Strand 










Start 


2064 


End 


3260 








Name 


OJ000250 64 .0419.C59.o2.np 


Method 


AAT/NAP 








Start 


2067 


End 


3260 








GI 


5902444 


Score 


398 








Exons 


2067.. 2639, 3220.. 3260 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


57156 


Seq. ID 


OJ000250_ 


64 


;;0 419. 


C60 


Gene No. 


119736 


Strand 










Start 


1 


End • 


2737 








Name , 


OJ000250 64.:0419.C60.ol.np ■ 


. Method 


AAT/NAP' 








Start • 


1 


End 


1983- 








GI 


6498436 


Score 


447 








Exons 


1..138, 238. .744, 793. .852, 


1866. .1983 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 








Seq. No. 


57156 


Seq. .ID. 


OJ00025CT 


64 


. 0419'. 


C60 


Gene No. 


119736 


' Strand 










Start 


1 


End 


2737 








Name 


OJ000250 64 .0419.C60.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


1589 








GI 


6705984 


Score 


432 








Exons 


1..84, 1126. .1589 












GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 








Seq. No. 


57156 


Seq. ID 


OJ000250_ 


64 , 


.0419. 


C60 


Gene No. 


119736 


Strand 










Start 


1 


End 


2737 








Name 


OJ000250 6.4. 0419. C60.o3.np 


Method 


AAT/NAP 








Start 


893 


End * . 


2737 








GI 


6721562 


Score 


416 









Exons 893.. 936, 1954.. 2737 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gr| 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57157 
119737 " 
1 

OJ000250_64 .0419.C61.ol.np 
1 

6721512 



Seq. ID OJ000250_64 .0419.C61 

Strand ' +' 

End 2776 

Method AAT/NAP 

End 2776 

Score 64 



1.-.116, 1057. .1160, 1188, .1334, 1472. .1543, 2743:. 2776 
(AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 57157 

Gene No. 119737 

Start 1 

Name OJ000250_64 . 04 19 . C61 . o2 . gs 

Start 2110 

GI none 
Exons 



Seq. ID OJ000250_64.0419.C61 

Strand + 

End . 277-6 

Method GENSCAN 

End 2713 

Score .82 



2110. .2180, 2402. .2528, 2564. .2713 



Seq. No. 57157 

Gene No. " 119738 

Start 1 

Name OJ000250_64 . 04 1 9 . C61 . o2 . np 

Start 1 

GI 7523517 

Exons 1..32, 1208.. 1552 

GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000250_64.0419.C61 
Strand 

End 1552 

Method AAT/NAP 

End 1552 

Score 201 



Seq. No. 57157 

Gene No. 119738 

Start 1 

Name"" OJ000250_6'4 .041 9y.C6-l . ol . gs 

'Start 2 6 - 

GI none 

Exons 26.. 443, 619.. 1113 



Seq. ID OJ000250_64.0419.C61 
Strand 

End 1552 
Method ' GENSCAN. 
End . 1113 
Score .82 



Seq. Np. 57158 

Gene No.. . . . 119740 ... 

Start 754- 

Name OJ000250_64 . 04 1 9 . C62 . ol . gs 

Start 754 

GI none 

Exons 754.. 1305 



Seq. ID OJ000250_64 .0419.C62 

Strand - 

End 1305 

Method GENSCAN " 

End 1305 

Score .75 



Seq. No. 57159 

Gene No. 119741 

Start 2489 

Name OJ000250_64 . 04 19 . C63 . ol . gs 

Start 2489 

GI - none 

Exons 2489.. 2624, 3535.. 3923 



Seq. ID OJ000250_64 .0419.C63 

Strand + 

End 6050 

Method GENSCAN . 

End - 3923 

Score .43 



57742 




Seq. No. 


57159 








Seq. ID 


OJ000250_64 .0419 


.C63 


Gene No . 


119741 








Strand 


+ 




Of- -1 v+- 


'2489 








End 


6050 




Name 


OJ000250 64 


.0419 


.C63.ol 


.gp 


Method 


AAT/GAP 




Start 


2528 








End 


4034 




bl 


44750 1.R1084 






Score 


986 




Exons 


2528. .2624, 


3535 


. .3911, 


3992. 


.4034 






GI Descrip. 


'1657619 4. 


0e-18 


(U72504) G5p 


[Arabidopsis thaliana] >gi 30 < 




/ 7\ TT A. A AA *> £ \ 

(Ar U4 yZ J b ) 


putative transmembrane protein G5p [Arabidopsis* 




tnaiianaj 














Seq. No. 


o / io y 








Seq. ID 


OJ000250_64.0419, 


.C63 


Gene No. 


1 1 y / 4 1 








Strand 


+ 




Start 


A A O A 

2 4 o y 








End 


6050 ■ 




Name 


f\ T A A A A [I A /"* yl 

OJ000250 64 


.0419 


.C63.ol 


.np 


Method 


AAT/NAP 




Start 


3555 








End 


6050 




GI 


6572067 








Score 


416 




Exons 




3992 


. .4083, 


4239. 


.4296, 5706. .6050 




GI Descrip. 


/7\T 1 A A >i c A \ 

(AL133452 ) 


putative protein [Arabidopsis thaliana] 




Seq. No. 


57 ioy 








Seq. ID- 


OJ000250_64.0419. 


.C63 


Gene No. 


1 1 A T /I A 

iiy/42 








Strand 






Start 


A 1 T C 

4 7 75 








End 


.5012 




Name 


• OJ000250 64 


.0419. 


.C63.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


352,7 








End. 


i 4084 




GI 


none 








Score 


462 * 




Exons 


A C A H A A 1 A 

352 / . . jyio, 


3534 , 


. . 3911, 


3556. , 


.3912, 3989. .4039, 4010. .4084, 




'/AAA /IAO>l 

4U22 . . 4 Uo4 














Seq. No. 


C "7 1 C A 








Seq. ID 


OJ000250_64 .'0419. 


,C63 


Gene No. 


1 1 A 1 A A 

ii y /42 








Strand 






Start 


4775 








End 


5012 




Name 


OJ000250_64 


.0419, 


.C63.ol. 


,tw 


Method 


TBLASTX: Wheat 




Start 


O COT 








End 


3727 




Lri 


none 








Score 


215 




Exons 


A C A 1 A "7 A T 

352 / . . 3 /27 , 


3534. 


. .3725 










Seq. No. 










Seq.' ID 


OJ000250_64.0419. 


C63 


Gene No. 


119742 








Strand 






otart 


4775 








End 


5012 




Name 


OJ000250_64 


.0419. 


,C63.ol. 


, ts 


Method 


TBLASTX: Soybean 




Start 


ACTA 

35 / o 








End 


4075 




GI 


none 








Score 


309 . 




Exons 


ACTA AAA/" 

3578 . . 3886, 


3579. 


. .3911, 


3989! . 


.4075 






Seq. No. 


57159 








Seq. ID 


OJ000250_64.0419. 


C63 


Gene No. 


119742 








Strand 






Start 


4775 








End 


5012 




Name 


OJ000250 64 


.0419. 


C63.ol. 


tc. 


Method 


TBLASTX: Cress 




Start 


3579 








End 


3863 




GI 


none 








Score 


255 




Exons 


3579. .3863, 


3581. 


.3862 










Seq. No. 


> 57159 








Seq. ID 


OJ000250_64 .0419. 


C63 


Gene No. 


119742 








Strand 






Start 


4775 








End 


5012 




Name 


OJ000250 64 


.0419. 


C63.o2. 


tm 


Method 


TBLASTX: Maize 





57743 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4754 End 

none Score 

4754. .5011, 4868. .4969, 4869. .5012 

57159 Seq. ID 

119742 Strand 

4775 End 
OJ000250_64 . 0419.C63.o2,gs Method 

4775' End 

none Score 
4775. .4873 



5012 
69 



OJ000250_64.0419.C63 

5012 

GENSCAN 

4873 ' 

.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ^ 



57160 Seq. ID 

119743 . Strand 

1 ' End 

OJ000250_64 .0419. C65 . ol . np Method 

1 End 

5042463 Score 
1..76, 304. .515, 1047. .1081 
(AC007789) unknown protein [Oryza sativa] 



OJ000250_64.0419.C65 
+ 

1081 
AAT/NAP 
1081 
103 



57160 Seq. ID 

119744 . Strand 

126 ' End 
OJ000250__64 .0419.C65.ol.gs Method 

126 End 

none Score 
126. .220 



OJ000250_64.0419.C65 
220 

GENSCAN 

220 

.78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57161 
119745 
211 

OJ000250 
211 
none 

211. .307, 



_64.0419.C68.ol.gs 



444 . .823 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_64 .0419.C68 
836 

GENSCAN 

823 

.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57161 Seq. ID OJ000250_64 . 04 1 9. C68 

119745 Strand 
211 End 836 

OJ000250_64 . 0419.C68.ol.np Method AAT/NAP 
4 43 End 836 

.6721561 . Score 431 

443. .836 

(AP001073) EST AU082058 (C1297 6 ) corresponds to -a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 ( C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza .sativa] 



Seq. No. 
Gene No. 
Start 
■ Name 
Start 
GI 

Exons 



57162 Seq. ID 

119746 Strand 

52 End 
OJ000250_64 . 0419, C72 . ol . gs Method 

52 End 

none Score 
52. .214 



OJ000250_64.0419.C72 
+ 

214 

GENSCAN 
214 
. 9 



57744 



Seq. .No. 


57163 


Seq. ID 


OJ000250_64.0419 


.C73 


Gene no . 


1 1 y / 4 / 


Strand 


+ 




Start 


A 1 C 

4 / b 


End 


bl / 




Name 


OJUUUZoU o4 . U4 1 y . C / 3 . Ol . gs 


Method 


GENSCAN 




Start 


4 / b 




a i *7 
bl / 




GI 


none 


Score 


A C 

. 4 o 




Exons 


A~l a coo CCC C\ H 

4/b..oJz, 003 . . bl / 








Seq. No. 


57164 


Seq. ID 


OJ000250_64.0419, 


.C74 


Gene No. 


119748 


Strand 


+ 




Start 


1 


End 


z y / 4 




Name 


OJ000250 64.0419.C74.ol.np 


Method 


AA1 / NAF 




Start 


1 * 


End 


z y / 4 




GI 


4680186 


Score 


o o o 
Zoo 




Exons 


1..114, 1880. .1928, 2769. .2974 






GI Descrip. 


(AF111709) unknown [Oryza . sativa subsp 


indica] 




Seq. No. 


57164 


Seq. ID (j 


OJ000250_64.0419, 


.C74 


Gene No. 


119748 


Strand 


+ 




Start 


1 


End 


Z3 /4 




Name 


OJ000250 64.04T9.C74.o2.gs 


Method 


GENSCAN 




Start 


1213 


End 


o o o o 
Z31Z 




GI 


' none 


Score 


.72 




Exons 


.1213. .1303, 1350. .1480, 2769.. 


2922 






beq. No. 


57164 


Seq. ID 


OJ000250_64.0419< 


.C74 


Gene No. 


119749 


Strand 






Start 


2521 


End 


2902 




Name 


OJ000250 64.0419.C74.ol.gp 


Method 


AAT/GAP 




Start 


2521 


End 


2902 




GI 


uC-osflcyp033a04bl 


Score 


651 




Exons 


2521. .2902 








GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


57165 ■ ' 


Seq. ID 


OJ000250_64. 0419. 


.C7 5- 


Gene No. 


119750 • 


Strand 






Start 


157 


End 


2540 




Name 


OJ000250 64.0419.C75.ol.gs 


Method 


GENSCAN 




Start 


157 


End 


2161 




GI 


none 


Score . 


.6 




Exons 


157 . . 242, 538 . . 976, . 19.92. ..2046, 2115... 


2161 




Seq. No.. 


57165 ' . 


Seq. ID 


OJ000250_64.0419. 


,C75 


Gene No. 


119750 


Strand 






Start 


157 


End 


2540 




Name 


OJ000250 64.0419.C75.o2.tw 


Method 


TBLASTX: Wheat 




Start 


178-7 


End 


1963 




GI 


none 


Score 


112 




Exons 


1787. .1963, 1791. .1919, 1804.. 


1947 






Seq. No. 


57165 


Seq. ID 


OJ000250_64.0419. 


,C75 


Gene No. 


119750 ■ 


Strand 






Start 


157 


End 


2540 




Name 


OJ000250 64.0419.C75.ol.np 


Method 


AAT/NAP 




Start 


1791 


End 


2540 





57745 



GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 

GI "Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2443320 Score 808 

1791. .2540 

(D85597) polyprotein [Oryza australiensis] 



57165 

119750 

157 

OJ000250_64 .0419.C75.ol.tw 

2141 

none 



Seq. ID OJ000250_64 .0419.C75 
Strand 

End 2540 

Method • • TBLASTX : Wheat 

End 2412 

Score 122 



2141. .2281, 2157. .2297, 2280. .2411, 2281. .2412 



Seq. ID OJ000250_64.0419.C76 

Strand + 

■End 109 ' 

Method AAT/NAP 

End 109 

Score 154 



57166 
119751 
1 

OJ000250_64 .0419.C7 6.ol.np 
1 

6983860 
1..109 

(AP001168.) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



57166 
.1197-52 
■"28 

OJ000250_64 .0419.C76.ol.gs 

28 

none 
28. .155 



Seq. ID OJ000250_64.0419.C76 
Strand 

End 155 

Method GENSCAN 

End 155 ■ 

Score . 6 



57167 
119754 
658 

OJ000250_64 .0419.C77.ol.np 
658 

4680186 
658. .88 4, 1012. . 1169 . ' • 

(AF111709) unknown [Oryza sativa subsp. indicaj 



Seq. ID OJ000250_64.0419.C77 
Strand 

End 1169 

Method AAT/NAP 

End 1169 

Score 335 - 



57167 
119754 
658 

OJ000250_64 .0419.C77.o2.np 
951 ' ' 

5852180 
951. .1026, 1079. .1169 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ000250_64 .0419.C77 
Strand 

End 1169. 

Method , , AAT/NAP 

End 1169 

Score * 4 4 



57168 

119755 

519 

OJ000250_64 .0419.C7 8.ol.gs 

519 

none 

519. . 1328 



Seq. ID OJ000250_64 .0419.C78 

Strand + 

End 1328 

Method GENSCAN 

End 1328 

Score . .93- 



Seq. No. 



57169 



Seq. ID OJ000250_64.0419.C79 



57746 



Gene No. 119756 Strand + 

Start 1 End 1938 

Name - OJ000250_64 . 0419 . C79 . ol . np.. Method AAT/NAP 

Start 1 -End 1938 

GI* 4680179 . Score 1787 

Exons -1..962, 996.. 1938 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 

Seq. No. ' 57169 Seq. ID OJ000250_64 . 04 19 . C7 9 ' 

Gene No. 119756 Strand + 

Start 1 End 1938 

Name OJ000250_64 . 0419 . C79 . ol . gs Method GENSCAN 

Start 42 End 1830 

GI none - ■ Score . 65 

Exons 42. .268, 365. .831, 881. .999, 1005. .1074, 1441. .1830 



Seq. No. 57170 
Gene No. 119757 
Start 1 

Name , OJ000250_64 . 0419 . C80 . ol 

Start 1 

GI 5922631 

Exons 1..87, 653.. 907, 1034.. 

GI Descrip. (AP000492) ESTs C26347 ( 
region of the predicted 
retrotransposon Cinful- 
gi| 6016864 |dbj IBAA85207 
C26347 (C12145) , AU078074 
predicted gene.; Simila 
Cinful-1. (AF049110) [0 



np 



Seq. ID OJ000250_64 .0419.C80 

Strand + 

End 1125 

Method AAT/NAP 

End 1125 

Score 70 



1125 

C12145) ,AU078074 (C12145) correspond to 

gene.; similar to prpol; Zea mays 
1. (AF049110) [Oryza sativa] 
.11 (AP000570) ESTs 

(C12145) correspond to a region of the 
r to prpol; Zea mays retrotransposon 
ryz'a " sativ 





Seq. No. 


57170 


Seq. ID 


OJ000250_64.0419.C80 




Gene No. 


119757 


Strand 


+ 


2 


Start 


1 


End 


1125 




Name 


OJ000250 64.0419.C80.ol.gs 


Method 


GENSCAN 




Start 


423 ' 


End 


647 




GI 


■ none ' ' . . • 


Score .. 


.87 . . .; 




Exons 


423. .647 






r ^ 


Seq. No. 


57171 


Seq. ID 


OJ000250_64 .0419.C82 




Gene No. 


119758 


Strand 


+ 




Start 


. 578 . 


End 


783 




Name 


OJ000250 64.0419..C82.ol.gs ■ 


Method 


GENSCAN 




■ Start 


578 


End 


783 




GI 


none 


Score 


.85' 




Exons 


578. .783 








Seq. No. 


57171 


Seq. ID 


OJ000250_64.0419.C82 




Gene No. 


119759 


Strand 






Start 


473 


End 


802 




Name 


OJ000250 64.0419.C82.ol.np 


Method 


AAT/NAP 




Start 


473. 


End 


802 




GI 


5295955 


Score 


89 




Exons 


473.. 802' 








GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01555) 






[Oryza sativa] 







57747 



Seq. No. 
Gene No. 
Start. 
Name - 
Start 
GI 

Exons 

GI Descrip. 



57.172 
119760 

1 . 

OJ000250_64.0419.C83.ol.np 
1 

7228457 



Seq. ID OJ000250_64 .0419.C83 
Strand 

End 2881 

Method AAT/NAP V 

End 2881 

Score 918 



1..30, 812. .867, 931. .1982, 2855. .2881 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein . " (AF098806) [Oryza 

sativa] 





Seq. No. 


57172 






Seq. ID 


OJ000250 


_64.0419 


. C83 




Gene No. 


119760 






Strand 










Start 


1 






End 


2881 ' 








Name 


OJ000250_64 . 04 19 . C83 


. ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


807 






End 


1401 








GI 


none 






Score 


65 • 








Exons 


807. .875, 808. .942, 


808 


. .918, 


1021. .1401, 1022. 


.1315 






Seq. No. 


57173 






Seq. ID 


OJ000250 


_64 . 04 1.9 


. C84 




Gene No. 


119761 






Strand 


+ 








Start 


336 






End 


7 61 








Name 


OJ000250 64.0419.C84 


.ol 


. gs 


Method 


GENSCAN 








Start 


336 






End 


761 . , 






%'4 


GI 


none 






Score 4 


.73 








Exons 


336. .372, 664. .761 














f\\ 


Seq. No. 


57174 






Seq. ID 


OJ000250 


64.0419 


. C8 6 




Gene No. 


119762 






Strand 


+ 






: ; 5 


Start 


1 






End 


1325 








Name 


OJ000250 64.0419.C86 


.ol 


. np 


Method 


AAT/NAP 








Start 


1 






End 


1325 








GI 


7248395 






Score 


183 






s 


Exons 


1. .54, 1120. . 1325 
















GI Descrip. 


(AP001389)^ hypothetical protein [Oryza 


sativa] 






""4 


Seq. No. 


57175 . 






Seq.. ID 


OJ000250_ 


_6 4. 041.9 


. C87 




Gene No. 


119763 






Strand 


+ 






\ .'-i 


Start 


56 






End 


282 






S. — c 


Name 


OJ000250 64.0419.C87 


.ol 


.gs 


Method 


GENSCAN 








Start 


56 






End 


282 








GI 


none 






Score 


.88 








Exons 


56. .282 
















Seq. No. 


57176 






Seq. ID 


OJ000250_ 


_64 .0419 


.C88 




Gene No. 


119764 






Strand 


+ 








Start 


640 






End* 


1520 








Name 


OJ000250 64.0419.C88 


.ol 


.gs 


Method 


GENSCAN 








Start 


640 






End 


1520 








GI 


none 






Score 


.58 








Exons 


640. .872, 1283. .1520 
















Seq. No. 


57176 






Seq. ID 


OJ000250_ 


_64 .0419 


.C88 




Gene No. 


119764 






Strand 


+ 








Start 


640 






End 


1520 








Name 


OJ000250 64.0419.C88 


.ol 


.gp 


Method 


AAT/GAP 








Start 


1299 






End 


1409 







57748 



GI uC-osf Icyp088bl2bl Score 147 

Exons 1299.. 1409 

GI Descrip. 1 5257255/dbj I AP000364 . 1 | AP000364 3. Oe-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57176 Seq. ID OJ000250_64 . 04 1 9 . C88 

119765 Strand 

1 End 1997 

OJ000250_64.0419.C88.ol.np Method AAT/NAP 

1 End - 1997 

6721561 Score 97 

1.. 66, 1889.'. 1997 

(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.;- hypothetical protein [Oryza sativa] 
gi | 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12 97 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



57177 

119767 

765 

OJ000250_64.0419.C90.ol.gs 

765 

none 

765. .860, 927. .1071. 

57178 
119768 
154 

OJ000250_64 .0419.C91.ol.gs-- 
154 
none 

154. .295, 533. .664, 1188. 
2362. .2445, 2524. .2778 • 



Seq. ID OJ000250_64.0419.C90 

Strand + 

End 1071 

Method GEN SCAN 

End 1071 

Score . 65 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1627, 1706. 



OJ000250_64.0419.C91 
+ 

2778 
GENSCAN 
2778 
. 61 

,2128, 2204.. 2263, 



Seq. No. 57179 Seq. ID 

Gene. No.. .'119769 ' Strand 

.Start 24 6 " End 

Name OJ000250_64 .0419. C95 . ol . gs Method 

Start 246 End 

GI none Score 

Exons 246.. .416, 507.. 1348 



OJ000250_64..0419.C95 

1348 • . 

GENSCAN 

1348 

.74 



Seq. No. 57179 Seq." ID 

Gene No. 119770 Strand 

Start 1682 End 

Name OJ000250_64 .0419. C95 . o2 . gs Method 

Start 1682 End 

GI none Score 

Exons 1682.. 1918, 1997.. 2728, 3318.. 3710 

Seq. No. 57180 Seq. ID 

Gene No. 119771 Strand 

Start 353 - . End . 

Name OJ000250_64 . 04 19 . C97 . ol . gs Method 

Start 353 End 

GI none Score 



OJ000250_64. 0419.C95 

3710 
GENSCAN 
3710 
. 68 



OJ000250_64.0419.C97 
739 

GENSCAN 

739 

.77 



57749' 



Exons 



353. .469, 555. .739 



Seq. No. 57181 
Gene No. 119772 

Start . 158 . 

Name OJ000250_64 . 0419 . C104 . ol . gs 

Start 158 

GI a .-rione 

Exons 158.. 307, 354. .419 



Seq. I'D OJ000250_64 .0419.C104 

Strand + - - 

End 419 

Method GENSCAN 

End 419 

Score .89 



Seq. No. 57181 

Gene No. 119773 

Start 669 

Name OJ000250_64 .0419 . C104 . o2 . gs 

Start 669 

GI none 

Exons 669.. 1012 



Seq. ID OJ000250_64.0419.C104 

Strand - 

End 1012 

Method ■ GENSCAN 

End 1012 

Score .53 



Seq. No. 57182 

Gene No- 119774 

Start 114 

Name OJ000250_64 . 04 19 . C107 . ol . ts 

Start 108 

GI none 
Exons • 



Seq. ID OJ000250_64.0419.C107 

Strand 

End 815 

Method TBLASTX : Soybean 

End 815 

Score 143 



108. .290, 111. .290, 113. .292, 702. .815 



Seq. No. 57182 

Gene No. 119774 

Start 114 „ 

Name- OJ000250_64 . 0419 . C107 . ol . gs 

Start 114 

GI none 

Exons 114.. 289, 729.. 782 



Seq. ID OJ000250_64.0419.C107 
Strand 

End 815 

Method GENSCAN 

End 782 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57182 

119774 

114 

OJ000250_64 .0419.C107.ol.tm 

114 

none 



Seq. ID OJ000250_64 .0419.C107 

Strand 

End 815 

Method TBLASTX: Maize 

End 815 

Score 217 



114. .293, 114. .290, 115. .291, 116. .292, 122. .298, 705. .815, 
717. .809,. 727. .813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start 



57183 

119775 

3408 

OJ000250_64 .0419.C108.ol.np 
983 

3043678 



Seq. ID OJ000250_64.0419.C108 
Strand 

End 14732 

Method AAT/NAP 

End 14732 

Score 448 



983. .1080, 3689. .3775, 4232. .4382, 4824. .4904, 6261. .6368, 
64 43. .6604, 10570. .10662, 12017. .12231, 12362. .1244 8, 
13212. .13303, 14593.. 14732 

(AB011149) KIAA0577 protein [Homo sapiens] 



57183 

119775 

3408 



Seq. ID OJ000250_64 .0419.C108 
Strand 

End 14732 



57750 



Name 
Start 
GI . 
Exons 



OJ000250 64.0419.C108.ol.tm Method TBLASTX: Maize 



3405 

none 

3405. 

3643. 

4258. 

6258. 



,3521, 3405. 

,3819, 3645. 

,4419, 4258. 

,6395, 6258. 



,3521, 3406. 

,3824, 3651. 

,4419, 4833. 

, 6395, 6259. 



End 



10690 



Score 97 

,3522, 3523.. 3564, 3643.-3822, 

,3827, 4236. .4418, 4248. .4418, 

,4910, 4833. .4910, 4834. .4911, 

.6405, 6259. .6405, 6480. .6608, 



6481. .6639, 10563. .10643, 10571. .10690, 10572. .10649 



Seq. No. 57183 

Gene No. 119775 

Start '3408 

Name OJ000250_64 . 0419 . C108 . ol . gs 

Start 3408 • 

GI none 

Exons 3408.. 3546, 3643.. 3818, 4260. 

6481.. 6576, 6654.. 6797, 7537. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 64.0419.C108 



14732 
GEN SCAN 
14694 
.61 

.4417, 4835. .4904, 6261. .6402, 
.7663, 9456.. 9593, 10570 .. 10662 , 



12017. .12231, 12362. .124 4 8, 13212. .13303, 14 593. .14 694 



Seq. No. 


57183 




Seq. ID. 


OJ000250 


_64.0419.C108 


Gene No. 


119775 




Strand 






Start 


3408 




End 


14732 




Name 


OJ000250 64. 


0419.C108.o2.ts 


Method 


TBLASTX : 


Soybean 


Start 


3637 




End 


4394 




GI 


none 




Score 


152 




Exons 


3637 . . 3819', 


3640. .3819/ '3642 


. .3824, 4233. .4394, 


4289 . . 4372 


Seq. No. 


57183 




Seq. ID*' 


OJ000250 


64 . 0419. C108 


Gene No. 


.119775 




Strand 






Start 


3408 




End 


14732 




Name 


OJ000250 64. 


0419.C108.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


4792 




End 


6608 




GI 


none 




Score 


65 




Exons 


4792. .4908, 


4813. .4908, 4830 


..4910, 48 


36. .4919, 


6258. .6368, 




6259. .6366, 


6481.. 6606, 6483 


. .6608 






Seq. No. '. 


57.183 




Seq. ID 


.OJQ0025.0 


_64 .0419. CIO 8 


Gene No . 


119775 




.Strand ' 






Start 


3408 




End 


14732 




Name 


OJ000250 64. 


0419.C108.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


6258 




End 


13304 




GI 


none 




Score 


67 




Exons 


6258. .6365, 


6258. . 6386, 6480 


...6608, 64 


88. . 6544, 


6496. . 6609,- 




10571. .10669, 10572. .10670, 


12018. .12239, 12019 


. .12240, 




12037. .12240, 12361. .12447, 


12362. .12445, 12362 


. .12448, 




13208. . 13297 


, 13209. .13304, 


13209. .13289, 13211 


. .13300 


Seq. No. 


57183 




Seq. ID 


OJ000250 


_64.0419.C108 


Gene No. 


119775 




Strand 






Start 


3408 




End 


14732 




Name 


OJ000250 64. 


0419.C108.o2.tm 


Method 


TBLASTX:! 


Maize 


Start 


12145 




End 


13306 




GI 


none . 




Score 


129 




Exons 


1214'5\ .12240, 12147. .12239, 


12361. . 12450, 12362 


. .12448,- 



13199. .13306, 13199. .13303 



Seq. No. 57184 Seq. ID OJ000250_64 . 04 19 . C109 



57751- 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



119776 Strand 

477 End 2069 

OJ000250_64 . 04 19 ; C109 . ol . gs Method GENSCAN 

477 End c " 2069 

none Score. .96 

477. .593, 1172. .1224,' 2015. .2069 



Seq. No. 57185 

Gene No. 119777 

Start 137 ' 

Name OJ000250_64 . 04 19 . C110 . ol . gs 

Start 137 

GI none 

Exons 137.. 153, 534.. 604,- 1294.-. 1448 



Seq. ID OJ000250_64 .0419. C110 

Strand + 

End 1448 

Method GENSCAN 

End 1448 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57185 Seq. ID 

119778 Strand 

1 End 

OJ000250_64 . 0419 . C110 . ol . np Method 

1 End 

3024898 Score 



OJ000250_64 .04 19. C110 

3319 
AAT/NAP 
3319 
409 



1..110, 1225. .1442, 2272. .2376, 2456. .2548, 3120. .3319 
PRE-MRNA SPLICING FACTOR ATP- DEPENDENT RNA HELICASE PRP16 
(KIAA0224), (HA4657) gi | 1504028 | dbj | BAA13213 | (D86977) similar to 
putative : ATP-dependent RNA helicase K03H1.2 of C . elegans (S41025) 
[Homo sapiens] gi 13123906- (AF038391) pre-mRNA splicing factor 
[Homo sapiens] 



Seq. No. 57185 

Gene No. 119779 

Start 4196 

Name OJ000250_64 . 04 19 . CI 10 . ol . tm 

Start 2271 

GI none 

Exons 2271.. 2324, 2307.. 2384, 2311. 

3119.. 3310, 3120.. 3272 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_64 .0419. C110 
4430 

TBLASTX: Maize 

3310 

50 



.2385, 2437. .2562, 2438. .2551, 



Seq. No.' 57185 ' - 

Gene No. 119779 

Start 4196 

Name OJ000250_64 . 0419 . CI 10 . ol . ts 
Start . . 2271 

GI none 

Exons 2271.. 2384, 2287.. 2385, 2437. 

Seq. No. 57185 

Gene No. 119779 

Start 4196 

Name OJ000250_64 . 04 19 . CI 10 . o2 . tc 

Start 2277 

GI none 

Exons 2277.. 2384, 2278.. 2376, 2437. 

Seq. No. 57185 

Gene No. 119779 

Start 4196 

Name OJ000250 64 . 04 19 . C110 . ol . tc 



Seq. -ID OJ000250_64.0419.C110 
Strand 

End 4430 

Method TBLASTX : Soybean 

End . 2562 ,, 

Score 54 
.2562, 2441. .2527, 2470. ..2556 

Seq. ID OJ000250__64 .0419. C110 
Strand 

End 4430 

Method TBLASTX : Cress 

End 2562 

Score 51 
.2562, 2441. .2545 

Seq. ID OJ000250_64. 0419. C110 
Strand 

End 4430 

Method TBLASTX : Cress 



57752 






Start 


3119 




End 


3310 






GI 


none 




Score 


150 






Exons 


3119 . . 3310, 


3120. . 3278 










Seq. No. 


57185 




Seq. ID 


OJ000250 64.0419 


.C110 




Gene No. 


119779 




Strand 


- 






Start 


4196 




End 


4430 






Name 


OJ000250_64 


. 0419. C110. o2.ts 


Method 


TBLASTX : Soybean 






Start 


3119 




End 


3310 






GI 


none 




Score 


87 






Exons 


3119. . 3310, 


3126. . 3275 










Seq. No. 


57185 




Seq. ID 


OJ000250 64.0419 


. C110 




Gene No. 


• 119779 




Strand 








Start 


4196 




End 


4430 






Name 


OJ000250_64 


.0419. C110. o2.np 


Method 


AAT/NAP 






Start 


4196 




End 


4401 






GI 


7529720 




Score 


108 






Exons 


4196. . 4401 












GI Descrip. 


(AL132969) 


peroxiredoxin-like 


protein 


[Arabidopsis thaliana] 




Seq. No. 


57185 




Seq. ID 


OJ000250_64.0419 


.C110 




Gene No. 


119779 




Strand 








Start 


4196 




End 


4430 






Name 


OJ000250_64 


■0419.G110.o2.tm 


Method 


TBLASTX: Maize 




f f| 


Start 


4255 




End 


4430 




ri ! 


GI 


none 




"Score 


140 






Exons 


4255. . 4377,, 


4266. . 4430, 4266. . 


,4397 






- '~ 


Seq. No. 


57186 




Seq. ID 


OJ0.00250_64.0419 


.cm 


1.3 


Gene No . 


119780 




Strand 


+ 






Start 


2699 




End 


5463 






Name 


OJ000250 64 


.0419.Clll.o2.np 


Method 


AAT/NAP 






Start 


2699 




End 


5463 






GI 


7489554 




Score 


51 






Exons 


2699. .2727, 


4113. .4204, 5353.. 


5463 






= : = 


GI Descrip.- 


probable ribosomal protein .-Sll, ■ mitochondrial • - rice 





qi I 1841357 |dbj IBAA12798.1I ' (D85382) mitochondrial ribosomal 
protein Sll (nuclear encoded) [Oryza sativa] 



Seq. No. 


57186 




Seq. ID 


OJ000250_64 , 


.0419 


.cm 


Gene No. 


119781 




Strand 








Start. 


1667- 




End. 


8809. 






Name 


OJ000250 64 .0419.Clll.ol 


.np 


Method 


AAT/NAP 






Start 


1667 




End 


3755 






GI 


6561612 




Score 


145 






Exons 


1667.. 1695, 3590.. 3755 












GI Descrip. 


(AF197624) ATPase alpha 


subunit [Zamia 


f loridana] 






Seq. No. 


57186 




Seq. ID 


OJ000250_64 . 


.0419 


.cm 


Gene No. 


119781 




Strand 








Start 


1667 




End 


8809 






Name 


OJ000250 64. 0419. Clll. o3 


.np 


Method 


AAT/NAP 






Start 


2886 




End 


8809 






GI 


7489611 




Score 


40 






Exons 


2886. .2932, 3566. .3666, 


5253. 


.5323, 874 


8. .8809 






GI Descrip. 


hypothetical protein 483 


- rice mitochondrion 







57753 



gi I 769721 1 dbj IBAA06825.il (D32052) ORF483 [Oryza sativa] 



Seq. No. 


5718 6 








Seq. ID 


.OJ000250 


Gene No. 


119781 








Strand 




Start 


1667 








End 


8809 


Name 


OJ000250 64 


. 0419 . 


,Clll.o2 


.gs 


Method 


GENSCAN 


Start 


3539 








End 


6831 


GI 


none 








Score 


.52 


Exons 


3539. .3557, 


3799, 


, .3871', 


4030. 


.4152, 6580. .6706, 


Seq. No. 


57186 








Seq. ID 


OJ000250 


Gene No. 


119781 








■Strand 




Start 


1667 








End . 


8809 


Name 


OJ000250 64 


.0419. 


Xlll.o4 


.np- 


Method 


AAT/NAP 


Start 


5997 








End 


8809 ■ 


GI 


439277 








Score 


91 



Exons 5997. .6066, 7255. .7470, 8768. .8809 

GI Descrip. (X69205) ORF589 [Triticum aestivum] 



Seq. No. 


57186 


Seq. ID 


OJ000250 


Gene No. 


119781 


Strand 




Start 


1667 


End 


8809 


Name 


OJ000250 64.0419.Clll.o5.np 


Method 


AAT/NAP 


Start - 


6194 


End 


7934 


GI 


6094106 


Score 


74 


Exons 


6194. .6223, 7858. .7934 






GI Descrip. 


MITOCHONDRIAL 60S RIBOSOMAL 


PROTEIN L2 




Seq. No. 


57186 


Seq. ID 


OJ000250 


Gene No. 


119781 


Strand 




Start 


1667 


End 


8809 


Name 


OJ000250 64.0419.Clll.o6.np 


Method 


AAT/NAP 


Start 


7997 


End 


8599 


GI 


2500452 


Score 


45 


Exons 


7997. .8271, 8483. .8599 






GI Descrip. 


MITOCHONDRIAL RIBOSOMAL PROTEIN S12 




Seq. , No. 


57187 


./ 

Seq. ID 


OJ000250 


Gene No. 


119783 " 


Strand 




Start 


1 


End 


858 


Name 


OJ000250 64.0419.C112.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


858 


GI 


7440172- ■ 


Score 


123 


Exons 


1. .148, 517. .632, 753. .858. 






GI Descrip. 


ribosoftfal protein S4 -. rice 


mitochondrion 




gi I 3025870 | gb|AAC26506. 1 1 (AF055706) ribosomal ] 




sativa] 






Seq. No. 


57188 


Seq. ID 


OJ000250 


Gene No. 


119784 


Strand 


+ 


Start 


533 


End 


1041 


Name 


OJ000250 64.0419.C126.ol.np 


Method 


AAT/NAP 


Start 


533 


End 


1041 


GI 


7106512 


Score 


85 


Exons 


533. .592, 666. .712, 951. .1041 





64.0419.C126 



GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



57754 




Seq. No. 


57188 






Seq. ID 


OJ000250_64 .0419 


.C126 


Gene No. 


1 1 Q*7 Q A 
1 1 =J / O fi 








T 




Start 


c: n n 






Cjna 


i n a i 

1 U fi.l 




Name 




Ol . 


gs 


IVVf /*n ^ \*\ /"\ 


O Ei IN O Vw-rUN • 




Start 


bob 






jjnci 


y h d 




GI 


none 






Score 






Exons 


CCC ICO Q Ci R OA R 












Seq. No. 


57189 






Seq. ID 


OJ000250_64 .0419 


.C128 


Gene No. 


1 1 y / O 0 






Cf ra r»H 






Start 


o o c 

lib 






Hjna 


1 Z H J 




Name 


(jjuuuzou b4.U4ny.cizo. 


Ol . 


gs 


\J[ **** ^ W y-v /«3 


Hi Vi o L-r\lN 




Start 


o o c 
lib 






Ejna 


11D / 




GI 


none 






Score 






Exons 


OOC 1 d A QAQ 11C7 

lib . . 1 bn f y<!o. .lib/ 












beq. no. 


57189 






Seq. ID . 


, OJ000250_64.0419. 


. C128 


Gene, No. 


119.785 






Strand 






Start 


226 






End 


1243 




Name 


OJ000250 64.0419.C128. 


ol. 


np 


Method 


AAT/NAP 




Start 


340 






End 


1243 




GI 


7489805 






Score 


651 




Exons ■ 


340. . 1243 












GI Descrip. 


polyprotein - maize retrotransposon Cinful-1 






gi | 4206306 I gb|AAD1161^ 


>.ll 


(AF049110) prpol[Zea mays] 




Seq. No. 


57189 






Seq. ID 


OJ000250_64.0419 


.C128 


Gene No. 


119785 






Strand 






Start 


226 






End 


1243 




Name 


OJ000250 64.0419.C128. 


ol. 


tm 


Method 


TBLASTX : Maize 




Start 


341 






End 


636 




GI 


none 






Score 


197 




Exons 


341. .574, 343. .636" , 












Seq. No. 


' 57189 






Seq. ID 


OJ000250_64, 04-19 


.C128 


Gene No . . 


119785 






. Strand 






Start 


226 






End 


1243 ' 




Name 


OJ000250 64.0419.C128. 


ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


346 






End 


663 




GI 


none 






Score 


98 




Exons 


346. .513, . 523... 663 . 












Seq. No. 


57189 






Seq. ID . 


OJ000250_64 .0419 


.C128 


Gene No. 


119785 






Strand 






Start 


226 






End 


1243 




Name 


OJ000250 64 .0419.C128. 


ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


436 






End 


825 




GI 


none 






Score 


136 




Exons 


436. .636, 661. .825 












Seq. No. 


57189 






Seq. ID 


OJ000250_64 .0419 


.C128 


Gene No. 


119785 






Strand 






Start ' 


22 6 






End 


1243 




Name 


OJ000250 64.0419.C128. 


o2. 


tm 


Method 


TBLASTX: Maize 




Start 


655 






End 


933 




GI 


none 






Score 


53 





57755 



Exons 



655. .933, 664. .870 



Seq. No. 57189 

Gene No. 119785 

Start 226 

Name OJ000250_64 . 0419. C128 . o3~. tm 

Start 964 

GI none 

Exons '964.. 1200, 965.. 1198 



Seq. JD OJ000250_64 .0419.C128 
Strand 

End ■ 1243 

Method TBLASTX : Mai ze 

End 1200 

Score 118 



Seq. No. 57190 

Gene No. 119786 

Start 1 

Name OJ000250_64 . 04 19 . C129 . ol . np 

Start 1 

GI 7489805 

Exons 1 . .1664 

GI Descrip. polyprotein - maize ret.rotransposon Cinful-1 

gi|4206306|gb|AAD11615;l| (AF049110) prpol-EZea mays] 



Seq. ID OJ000250_64.0419.C129 
Strand 

1664 
AAT/NAP 
1664 
1309 



End 

Method 

End 

Score 





Seq. No. 


57190 




Seq. ID 


OJ000250_64 .0419. 


C129 




Gene No. 


119786 




Strand 


— 






Start 


1 




End 


1664 






Name 


OJ000250 


64.0419.C129.ol.gs 


Method 


GENS CAN 




y 


Start 


194 ' 




. End 


1251 






GI 


none 




Score 


.42 




f 1 = 


Exons 


194 . . 369, 


704. .1101, 1174. .1251 








Seq. No. 


57190 




Seq. ID 


OJ000250_64 .0419. 


C129 




Gene No. 


119786 




Strand 








Start 


1 




End 


1664 




r | a 


Name 


OJ000250 


64.0419.C129.ol.ts 


Method 


TBLASTX: Soybean 






Start 


216 




End 


583 






GI 


none 




Score 


59 






Exons 


216. .308, 


233. .583, 423. .566 








r ~* 


Seq. No. 


. 57190 




Seq. ID 


OJ000250_64 .0419. 


Cl-29 




Gene No. 


119786 ■ 




Strand 






C5 


Start 


1 




End 


1664 






Name 


OJ000250 


64 .0419.C129.o2.tw 


Method 


TBLASTX: Wheat 




•z Sar 


Start 


242 




End 


658 






GI 


none 




Score 


115 






Exons 


242. ,658, 


. 344 . .562, 348. .608 










Seq. No. 


57190 




Seq. ID 


OJ000250_64.0419. 


C129 




Gene No. 


119786 




Strand 








Start' 


1 




End 


1664 






Name 


OJ000250 


64 .0419.C129.o2.tm 


Method 


TBLASTX : Maize 






Start 


335 




End 


709 






GI 


none 




Score 


169 






Exons 


335. .709, 


348. .608 










Seq. No. 


57190 




Seq. ID 


OJ000250_64.0419. 


C129 




Gene No. 


119786 




Strand 








Start 


1 




End 


1664 






Name 


OJ000250 


64 .0419.C129.ol.tm 


Method 


TBLASTX: Maize 






Start 


742 




End 


1099 





57756 






GI 


none 


Score 


216 








Exons 


/42..1U98, 743. .1099 












Seq. No. 


57190 


Seq. ID 


OJ000250_64 


.0419. 


C129 




Gene No. 


119786 


Strand 










Start 


1 


End 


1664 








Name 


OJ000250 64 . 04 19 . C129 . ol . tw 


Method 


TBLASTX: Wheat 






Start 


772.- 


End 


l£Z / 








GI 


none 


Score 


zd y 








Exons 


7/2. .122/, //3..1201, 808.. 


i o a o o n. o 

1203, o9o . . 


Q Q A 

y o 4 








Seq. No. 


57191 


Seq. ID 


UoUuV ZdU o4 , 


n a i q 
. U4 1 y . 


C142 




Gene No. 


119787 


Strand 










Start 


351 


End 


" 967 








Name 


OJ000250 64 . 04 19 . C142 . ol . gs 


Method 


GENSCAN 








Start 


O C 1 

351 


End 


o2U 








GI 


none 


Score 


o 
. o 








Exons 


Or 1 COO /"OH O O A 

351. .533, 6o0..o20 












Seq. No. 


5/191 


.... 

*' Seq. ID 




, U4 i y . 


C142 




Gene No. 


119787 


Strand 










Start 


351 


End 


967 








Name 


OJ000250 64.0419.C142.ol.np 


Method 


■ AAT/NAP 








Start 


381= 


End. " , 


q a n 
yb / 






x 'szr 


GI 


6815052 


Score-* 


o o c 






^' = 


Exons 


381. .484, ' 775. .-967 










ru 


GI De scrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






fJJ 


Seq. No. 


57192 


Seq. ID 


OJUUU25U 64 , 


.0419. 


C14 3- 




Gene No. 


119788 


Strand 


+ 








Start 


290 


End 


356 






?! = 

I y 


Name 


OJ000250 64.0419.C143.ol.gs 


Method 


GENSCAN 






3 


Start 


290 


End 


ODD 








GI / 


none 


Score 


. 64 








Exons 


290.. 356 v • 












Seq. No. 


57192 


Seq, B ID 


OJUUU2pU b4 ■ 


. u 4 1 y . 


C1'4 3 




Gene No. 


.119789 


Strand 








S3 


Start 


719 


End 


1443 








Name 


OJ000250 64.0419.C143.ol.np 


Method 


AAT/NAP 








Start 


719 


End 


1 A A O 

144 J 








GI. 


6721516 


Score 


2 67 








Exons 


719.. 1058, 137.0.. 1443 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


oaf 1 1 

OQL J. V CI J 








Seq. No. 


57193 


Seq. ID 


OJ000250_64 . 


,0419. 


C144 




Gene No. 


119790 


Strand 


+ 








Start 


349 


End 


475 








Name 


OJ000250 64.0419.C144.ol.gs 


Method 


GENSCAN 








Start 


349 


End 


475 








(IT 


none 


Score 


.49 








Exons 


349. .475 












Seq. No. 


57193 


Seq. ID- 


OJ000250_64 . 


.0419. 


C144 




Gene No.' 


119791 


Strand 










Start 


1 


End 


799 








Name 


OJ000250 64.0419.C144.ol.np 


Method 


AAT/NAP 







57757 



Start 


1 




End 


799 






GI 


6721516 




Score 


336 






Exons 


1 . . 27 , 4 40. 


.799 










GI Descrip. 


( APUU1U /2 ) 


hypothetical protein [Oryza 


satiya] 


- 




Seq. No. 


57194 




Seq. ID 


OJ000250_ 


64 


.04 


Gene No. 


119792 




Strand 








ot art 


384 




End 


/ 31 






Name 


OJ000250 64 


.0419.C145.ol.gs 


Method 


GENSCAN 






Start 


384 




End 


731 






GI 


none 




Score 


. 5 






Exons 


384. .474, 528. .731 










Seq. No. • 


57195 




• Seq.' ID 


OJ000250_ 


64 


.04 


Gene No. 


119793 




Strand 


+ 






Start 


115 




End 


o r\ r\ 

200 






Name 


OJ000250 64 


.0419.C146.ol.gs 


Method 


GENSCAN 






Start 


115 




End 


200 






GI 


none 




Score 


. 76 






Exons 


115. .200 












Seq. No. 


57195 




Seq. ID 


OJ000250_ 


64 


. 04 


Gene No . 


119794 




Strand 


+ 








1247 




End 


5991 






Name 


GJ000250 64 


.0419.C146.o4.np 


Method- 


AAT/NAP 






Start 


1247 




End 


5991 






GI 


7489805 




Score 


1817 






Exons 


1247. . 1409, 


3568. .5991 










GI Descrip. 


polyprotein 


- maize retrotransposon Cinful-1 








gi| 42063061 


gb| AAD11615.il (AF049110) prpol [Zea mays] 



Seq. No. 57195 

Gene No. 119794 

Start 1247 

Name OJ000250__64 . 0419.C14 6-. o3 .gs 

Start 2603 

GI none ' 

Exons 2603.. 2626, 3214 ..\ 3251, 3591, 
5390.. 5661 



Seq. ID OJ000250_64 .0419.C146 

Strand + 

End 5991 

Method GENSCAN 

End 5661 

'Score' - . 68 

.3772, 3815.. 4698, 4 990 .. 5134'., 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57195 

119795 

1 

OJ000250_64 .0419.C14 6.ol.np 
1 

6721517 



Seq. ID OJ000250_64.0419.C146 
Strand 

End . 3517 .... 

Method AAT/NAP 
End 3165 
Score 496 



1..38, 596. .1412, 1537. .2095, 3133. .3165 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 

57195 Seq. ID OJ000250_64 . 04 19 . C14 6 

119795 Strand 

1 End 3517 

.OJ000250_64 . 0419.C14 6.o3.np Method AAT/NAP 

1 End 2414 

4539660 " Score 469 

1..32, 594. .1550, 1636. .2175, 2215. .2414 
(AF061282) polyprotein [Sorghum bicolor] 



57758 



Seq. No. 


57195 


Seq. ID 


OJ000250_64 .0419 


.C146 


Gene No . 


119795 


Strand 






Start 


1 


End 


3517 




Name 


OJ000250 64.0419.C146.o4 . tw 


Method 


TBLASTX : Wheat 




Start 


640 


End 


978 




GI 


none 


Score 


99 




Exons 


640. .768, 647. .766, 820. .978, 884. .940 






Seq. No. 


57195 


Seq. ID 


OJ000250_64 .0419 


.C146 


Gene No. 


1 1 y / yo 


Strand 






Of -j y>f 


1 


End 


JOl / 




Name 


OJ000250 64.0419.C146.o2.np 


Method 


AAT/NAP 




otart 


1293 


End 


14 67 






1780975 


Score 


29 




Exons 


1293. .1467 








GI Descrip. 


(Y10392) gag protein [Human 


endogenous 


retrovirus K] 




Seq. No. :v 


■57195 


Seq. ID 


OJ000250_64 .0419 


.C146 


Gene No . 


119795 


Strand 






Start 


1 


End 


3517 




Name 


OJ000250 64.0419.C146.o2.gs 


Method 


GEN SCAN 




Start 


1362 


End 


2353 




GI 


none 


Score 


. 54 




Exons 


1362. .1449, 1658. .1834, 2166 


.2353 








57195 


Seq. ID 


OJ000250_64 .0419 


.C146. 


Gene No . 


119795 


Strand 






Start 


1 


End 


3517 




Name 


OJ000250 64.0419.C146.ol.gp 


Method 


AAT/GAP 




b tart 


2805 


End 


3517 




GI 


20494 3.R1084 


Score 


936 




Exons 


2805.. 2838, 2905.. 3517 








GI Descrip. 


' 1402876/emb|CAA66826| 2 . Oe- 


44 (X98130) 


i putative phosphate 




permease [Arabidopsis thaliana] >gi 1495255 emb CAA66116 




(X97484) orfOl [Arabidopsis 


thaliana] ' 






Seq. No. 


57195 


Seq. ID 


OJ00'0250_64 . 0419, 


.C146 


Gene No . 


119796 


Strand 






Start 


3580 


End 


4086 




Name 


OJ000250 64.0419.C146.ol.tm 


Method 


TBLASTX: Maize 




btart 


3580 


End 


39.63 




H T 


none . 


Score " 


373 




Exons 


3580. .3963, 3603. .3950 








Seq. No. 


57195 


Seq. ID 


OJ000250_64.0419. 


.C146 


Gene No . 


119796 


Strand 






Start 


3580 


End 


4086 




Name 


OJ000250 64.0419.C146.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3636 


End 


4056 




GI 


none 


Score 


87 




Exons 


3636.. 3950, 3636.. 3950, 3637 


. .4056, 3640. .3954 




^Seq; No. 


57195 


Seq. ID 


OJ000250_64 . 0419. 


C146 


Gene No. 


. 119796 


Strand 






Start 


3580 


End 


4086 




Name 


OJ000250 64 .0419.C146.ol.ts 


Method 


TBLASTX: Soybean 





57759 




Start 


3682 








End 


4086 




GI 


none 








Score 


O fT O 

263 




Exons 


3682 .. 4086, 


3732 , 


. .3890 










Seq. No. 


57195 








Seq. ID 


OJ000250_64 .0419 


-C146 


Gene No. 


119797 








Strand 






Start 


4 333 








End 


4 / DO 




Name 


OJ000250 64 


.0419. 


. C14 6 . o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


4333 








End 


4 /DO 




GI 


none 








Score 


2 61 




Exons 


4333 . .4755, 


4335 , 


. . 4550, 


4 590 . 


.4754 






Seq. No. 


57195 








Seq. ID 


OJ000250_64 .0419 


.C146 


Gene No. •• 


119798 








Strand - 






Start 


4966 








End 


5610 




Name 


OJ000250 64 


.0419. 


.C146.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4966 








End . 


5229 




GI 


none . 








Score 


180 




Exons 


4966. .5229 















Seq. No. 


57195 








Seq. ID 


OJ000250_64 .0419. 


C146 


Gene No. 


119798 








Strand 






Start 


4966 








End 


5610 




Name 


OJ000250_64 


.0419. 


C146.o3 


. tw 


Method 


TBLASTX: Wheat 




Start - 


• 5077 








End 


5463" 




GI 


none 






Score ■ 


2.09 




Exons 


5077. .5463 














Seq. No. 


•57195 








Seq. ID 


OJ000250_64 . 0419. 


C146 


Gene' No . 


119798 








Strand 






o car u. 










End 


DD1U 




Name 


OJ000250 64 


.0419. 


C146.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5232 








End 


5595 




GI 


none 








Score 


354 ' • 




Exons 


5232. .5594, 


5233. 


.5595 










Seq. No. 


57195 ■ 








Seq. ID 


OJ0002.50_.64-. 0419 : 


C146 


Gene No . " 


119798 








Strand 






Start 


4966 








End 


5610 




Name ' 


OJ000250 64 


.0419. 


C146.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


5263 








End 


5610 




GI 


none 








Score 


64 




Exons 


5263. ..5379, 


5392. 


.5610 










Seq. No." 


57196 








Seq. ID 


OJ0002'50_64 .0419. 


C147 


Gene No. 


119799 








Strand 






Start 


155 








End 


948 




Name 


OJ000250 64 


.0419. 


C147.ol 


. np 


Method 


AAT/NAP 




Start 


155 








End 


948 




GI 


4512231 








Score 


1219 




Exons 


155. . 948 














GI Descrip. 


(AB014741) i 


ORF0 protein 


[Oryza sativa] 






Seq. No. 


57196 








Seq. ID 


OJ000250_64.0419. 


C147 


Gene No. 


119799 








Strand 






Start 


155 








End 


948 




Name 


OJ000250 .64 


.0419. 


C147.ol 


.gs • 


Method 


GENSCAN 





57760 




S tart 


id I 


bna 


o a o 




none 


Score 


. / J 


Exons 


I.C'l /ITQ /IOC c^n c t; £T Q /I Q 






beq . NO . 


cni en 

j / iy / 


beq. id 


ujuuuzou o4.u4iiy.uiou 




1 1 QP.no 


Strand 




Start 


1 


End 


826 


Name 


OJ000250_64.0419.C150.ol.np 


Method 


AAT/NAP 


otart 


1 


End 


826 




DDjUDoO 


Score 


955 


Exons 


1 QOC 






GI Descrip. 


(Aruuuyoyj oimiiar to copia- 


type pol polyprotein . (AF105716) 




[Oryza sativa] 






Seq. No. 


o / 19 / 


Seq. ID 


OJ000250_64 .0419.C150 


Gene No. 


119800 


Strand 




Start 


1 


End 


826 


Name 


OJ000250 64.0419.C150.ol.tc 


Method 


TBLASTX: Cress 


Start 


3 


End 


416 - • , 


GI ' 


none 


Score 


198. 


Exons 


3. .416 







Seq. No. 57197 

Gene No. 119800 

Start 1 

Name OJ000250_64 . 0419.C150 . ol ..ts 

Start 3 

GI none 

Exons -3..461, 52.. 204, 271.. 390 



Seq. ID OJ000250_64 .0419.C150 
Strand • - 
End 82 6 

Method TBLASTX: Soybean 
End 4 61 

Score 55 



Seq. No. 57197 

Gene No. 119800 

Start 1 

Name OJ000250_64 . 04 19 . C150 . ol . tm 

Start 3 

GI none 
Exons 



Seq. ID OJ000250_64 .0419.C150 
Strand 

End 82 6 

Method TBLASTX: Maize 

End ' 641 

Score 249 



3. .569, . 40. .387, 451.. 57-Q, 568.'. 6=1-8., 570.. 641 



Seq. No. 57197 

Gene No. 119800 

Start 1 

Name OJ000250_64 . 0419 . C150 . o2 . tw 

•Start . 3. 

GI none 

Exons >3..134, 5. .124, 6. .125, 141. 

Seq. No. 57197 

Gene No. 119800 

Start 1 

Name OJ000250_64 . 04 19 . CI 50 . ol . gs 

Start 41 

GI none 

Exons 41.. 698 ' 



Seq. ID OJ000250_64 .0419.C150 
Strand 

End 826 

Method TBLASTX: Wheat, 

End. . 218 

Score 50 " . 
.218 

Seq." ID OJ000250_64 .0419.C150 
Strand 

End 826 

Method GENSCAN 

End 698 

Score . 94 



Seq. No. 
Gene No. 
Start 



57197 

119800 

1 



Seq. ID OJ000250_64.0419.C150 
Strand 

End 826 



57761 



• 



Name 


0JUUU2bU 64 . 04 19 . C150 . ol 


. tw 


Method 


Start 


o o o 




End 


GI . 


none 




Score 


Exons 


cnn *5 1 o con ^01 

juj..oyu, ji/..oyu, o^i. 


. / y / , 


con QO A 


Seq. No. 


57197 




Seq. ID 


Gene No. 


119800 




Strand 


otart 


i 




bna 


Name 


OJ000250_64 .0419.C150.o2 


. tm 


Method 


Start 


64 4 




End 


GI 


none 




Score 


Exons 


644. .181, 645. .797, 645. 


. 824 , 


646.. 825 


Seq. No. 


o / 1 y o 




Seq. ID 


Gene No. 


119801 




Strand 


Start 


717 




End 


Name 


UJUUUZOU D4, .U4iy.Ll0l.Ol 


.np 


Method 


Start 


717 




End 


GI 


64 98 4 36 




Score 


Exons 


717. .934, 983. .1756 






GI Descrip. 


(AP000815) hypothetical ; 


protein [Oryza 


Seq. No.. 


57199 




Seq. ID 


Gene No . 


119802 




Strand 


Start 


155 . 




End ■ 


Name 


OJ000250 64.0419.C152.ol 


.np 


Method 


Start 


155 




End 


bl 


4378066 




Score 


Exons 


155.. 1066, 1549.. 1587 






GI Descrip. 


(AF098806) polyprotein [Sorghum bicolo; 




gi|4680208|gb|AAD27571.1|AF114171 12 (, 




[Sorghum bicolor] 






Seq. No. 


57199 




Seq. ID 


Gene No. 


119802 




Strand 


Of vf 

otart 


155 




End 


Name 


OJ000250. 64.0419.C152.ol 


. tw.- 


Method 


Start 


156 \ • ' • ' 




End 


GI 


none 




Score 


Exons 


156. .224, 249. .440, 429. 


.575 




Seq. No. 


57199 . 




Seq. ID ., 


Gene No. 


•119802 




Strand 


Start 


155 




End 


Name ■ 


OJ000250 64.0419.C152.ol 


. tm 


Method 


Start 


159 




End 


GI 


none 




Score 


Exons 


159. .518, 251. .511 






Seq. No. 


57199 




Seq. ID 


Gene No. 


119802 




Strand 


Start 


155 




End 


Name 


OJ000250 64.0419.C152.ol 


.ts 


Method 


Start 


162 




End 


GI 


none 




Score 


Exons 


162. .305, 194. .304, 311. 


.517, 


312. .536 



TBLASTX: Wheat 

824 

138 



826 

TBLASTX: Maize 

825 

113 



+ 

1756 
AAT/NAP 
1756 
891 



+ 

1721 
AAT/NAP 
1587 
585- 



+ 

1721 

TBLASTX :Wheat 

575 

44 



+ , . 
1721 

TBLASTX: Maize 

518 

386 



+ 

1721 

TBLASTX: Soybean 

536 

101 



57762 



Seq. No. 


57199 


Seq. ID 


OJ000250_64 


.0419. 


C152 


Gene No. 


119802 


Strand 


+ 






btart. 


1 c. c 


bno 


1 701 

1 / z 1 






Name 


ujuuuzdu o4 . U4 i y . gio^ . oi . gs 


Me tnou 


GhiNbGAN 






Start 


lOD 


hna 


1 / Z 1 






GI 


none 


Score 


Q A 

. o4 






Exons 


ice too lyin/i 1 701 
IDO../OZ, 14 U4 . . 1 / 1 










beq. no. 


D /^UU 


beq. id 


OJUUUzdU o4 


A/1 Q 

. U4 1 y . 


Cloo 


Gene No. 


119803 


Strand 


+ 






Start 


245 


End 


786 






Naine 


OJ000250 64.0419.C153.ol.np 


Method 


AAi / NAr 






Start 


245 


End 


*7 O C 

/do 






GI 


6539585 ■ 


Score 


lib 






Exons 


245. .409, 710. .786 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sat iva] 






Seq. No. 


57201 


Seq. ID 


OJ000250 64 


0419. 


C154 


Gene No. 


llyoU4 


Strand 


+ 






Start 


173 


End 


zblo 






Name 


OJ000250 64.0419.C154.ol.gs 


Method 


GENSCAN 






Start 


173 . . 


End 


zol 3 






GI 


none 


Score 


A 1 






Exons 


173.. 227, 1587.. 1651, 1921.. 


2180, 2295 


. . zo by , zi4 DO 


.2513 


Seq. No. 


57202 


Seq. ID 


OJ000250_64 


0419. 


C156 


Gene No. . 


119805 


Strand 


■ + 






Start 


2324 


End 


"3 1 O A 
3 lZ4 






Name 


OJ000250 64.0419.C156.ol.gs 


Method 


GENSCAN 






Start 


2324 


End 


J124 - 






GI 


none 


Score 


. 4 y 






Exons 


2324..2368, 2428. .2719, 2854 


. .3124 








Seq. No. 


57202 


Seq. ID 


OJU0U250 64 


0419. 


C156 


Gene No. 


119806 


Strand 








Start 


340 


End 


3673 






Name 


OJ000250 64 .-0419.C156.ol.np- 


Method 


AAT/NAP" 






btar z 


340 • • ' " . 


End 


3673 






GI 


5902445 


Score 


327 






Exons 


340.. 400, 3281.. 3673 










bi uescrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


■ 57202 


.Seq. ID 


OJ000250_64 ; . 


Q419, 


C156 


Gene No. 


119806 


Strand 








otart 


340 


End 


3673 






Name 


OJ000250 64.0419.C156.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3268 


End 


3656 






GI 


none 


Score 


65 






Exons 


'3268. .3429, 3310.. 3534, 3540 


..3656, 3544. .3639 






Port M*^i" 

o e q * in o . 


57202 


Seq. ID 


OJ000250_64 . 


0419. 


C156 


Gene No. 


119806 


Strand 








Start 


340 


■End 


3673 






Name 


OJ000250 64 .0419.C156.ol. tm 


Method 


TBLASTX: Maize - 




Start 


3280 


End 


3534 






GI 


none 


Score 


109 






Exons 


3280.. 3375, 3343.. 3534, 3362 


. .3520 









57763 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57202 
119806 

-34 0 

OJ000250_64 . 0419 . C156 . ol . tw 

3343 

none 



Seq. ID OJ000250_64.0419.C156 
Strand 

End ... 3673 

Method TBLASTX : Wheat 

End 3672 

Score 117 



3343. .3537, 3350. .3544, 3514. -.3672, 3538. .3633, 3540. .3671 



Seq. ID OJ000250_64.0419.C157 
Strand + 
End 2034 
Method AAT/NAP 
End • 2034 
Score 361 
1..22, 278. .560, 678. .923, 1861. .2034 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativ.a] 



57203 

119807 

1 

OJ000250_64 .0419.C157 .ol.np 

1 .. .. 

6063554 



57203 

119808 

674 

OJ000250_64\ 0419.C157.ol.gs 
-674 
none 

674. .955, 1768. .1845 



Seq. ID OJ000250_64.0419.C157 
Strand 

End 184 5 

Method GENSCAN 

End 1845 

Score .45 



V-sf 



Seq. No. 57204 

Gene No. 119809 

Start 1 

Name OJ000250_64 . 04 19 . C160 . ol . np 

Start 1 

GI 4680179 

Exons 1..389, 417.. 2573 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000250_64.0419.C160 
Strand + 

2573 
AAT/NAP 
2573 
2953 



End 

Method 

End 

Score 



Seq,. No. -57204 

Gene No. 119809 

Start 1 End 

Name OJ000250_64 . 0419 . C160 . ol . gs Method 

Start 195 . End , 

GI none Score 

Exons 195.. 366, 390 .. 847, . 943, .2449 



Seq. ID OJ000250_64 . 0419.C160 
Strand + 

2573 
GENSCAN 
2449 
.74 . 



Seq. No. 57204 
Gene No. . 119809 

Start 1 

Name OJ000250_64 . 04 19 . C160 . o4 . tw 

Start 474 

GI none 

Exons 474 . .827 



Seq. ID OJ000250_64.0419.C160 

Strand + 

End 2573 

Method TBLASTX : Wheat 

End 827 

Score 238 



Seq. No. 57204 

Gene No. 119809 

Start 1 

Name OJ000250 64 . 04 19 . C160 . o2 . tw 



Seq. ID OJ000250_64.0419.C160 

Strand + 

End 2573 

Method TBLASTX: Wheat 



57764 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



958 End 

none Score 

958. .1398, 959. .1441, 983. .1438 

57204 Seq. ID 

119809 Strand 

1 End 
OJ000250_64 . 0419.C160.o3.ts Method 

995 .<r - End 

none Score 
995.. 1309 



1441 
535 



OJ000250_64.0419.C160 
+ 

2573 

TBLASTX : Soybean 

1309 

198 



Seq. No. 57204 

Gene No. 119809 

Start 1 

Name OJ000250_64 . 04 19 . C160 . o2 . tm 

Start 1024 

GI none 

Exons 1024.. 1266, 1028.. 1495 

Seq. No. 57204 

Gene No. 119809 

Start 1 

Name OJ000250_64 . 0419 . C160 . ol . ts 

Start 1382- 

GI none 

Exons 1382.. 1414, 1382.. 1414, 1418, 



Seq. ID 
Strand : 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_64.0419.C160 
+ ■ 

2573 

TBLASTX: Maize 

1495 

394 



OJ000250_64.0419.C160 
+ 

2573 

TBLASTX: Soybean 

1777 

57 



.1777, 1421. .1561, 1534. .1767 



Seq. No. 57204 Seq. ID 

Gene No. ■ 119809 Strand 

Start 1 End 

Name OJ000250_64 . 0419 . CI 60 . o3 . tw Method 

Start 1490 End 

GI none Score 

Exons 1490.. 1792, 1531.. 1791 



OJ000250_64.0419.C160 
+ 

2573 

TBLASTX: Wheat 

1792 

408 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' - 
Name 
Start 



End 

Method 
End 
Score 



57204 
119*809 
1 

OJ000250_64 . 0419.C160.o3.tm 
1511 
none 

1511. .1858,. 1579. . 1857. . 

57204 
119809 
1 

OJ000250_64. 0419.C160.ol.tw 
1793 . 
none 

1793.. 2218, 1795.. 1857, 1876.. 2211 



Seq. .ID OJ000250_64.0419..C160 
Strand ' ' ' + ' 

2573 

TBLASTX: Maize 
1858 
319 



Seq. ID 
Strand 
End 

Method 
End 
Score 



57204 Seq. ID 

119809.-- Strand 

1 End 

OJ000250_64 . 0419 . C160 . o2 . ts Method 

1799 End 



OJ000250_64.0419.C160 
+ 

2573 

TBLASTX: Wheat 

2218 

587 



OJ000250_64.0419.C160 
+ 

2573 

TBLASTX: Soybean 
2047 



57765 





GI 


none 








Score 


207 






Exons 


1799. . 2047 
















Seq. No. 


57204 








Seq. ID 


OJ000250 64.0419 


.CI 60 




Gene No. 


1.19809 . 








Strand 


+ 






Start 


1 








End . 


2573 






Name 


OJ000250 64 


. 0419 


.C160.O1. 


tm 


Method 


TBLASTX: Maize 






Start 


1865 








End 


2218 






GI . 


none 








Score 


451 






Exons 


1865. .2218, 


1876 


. .2211 












Seq. No. 


57204 








Seq. ID 


OJ000250 64.0419, 


.C160 




Gene No. 


119809 








Strand 


+ 






Start 


1 








End 


2573 






Name 


OJ000250 64 


.0419 


.C160.O5. 


tw 


Method 


TBLASTX: Wheat 






Start 


2246 








End 


2509 






GI 


none 








Score 


210 






Exons 


2246. .2509, 


,2428 


. .2478 












Seq. No." 


57205 








Seq. ID 


OJ000250_64.0419, 


.C162 




Gene No. 


119810 








Strand 


+ 






Start 


1 








End 


783 






Name 


OJ000250 64 


.0419 


.C162.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


783 








6721516 








Score 


290 






Exons 


1..92, 572. 


.783 












f\i 


GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


57206 








Seq. ID 


OJ000250_64 .0419. 


.C163 


L-ll 


Gene No. 


119811 








Strand 








Start 


1 








End 


706 






Name 


OJ000250 64 


.0419 


.C163.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


706 




= 


GI 


4416302 








Score . 


525 






Exons 


• 1. .706 
















GI Descrip. 


(AF105716) 


copia- 


-type pol 


, polyprotein 


[Zea .mays] 






Seq. No. 


57206 








Seq. ID 


OJ000250 .64 .0419 , 


-C163 




Gene No. 


119811 








Strand 








Start 


1 








End 


706 






Name 


OJ000250 64 


.0419 


.C163.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


1 








End . 


248 






GI 


none 








. . Score 


181 






Exons 


1..228, 6.. 


248 














Seq. No. 


57206 








Seq. ID 


OJ000250_64.0419. 


,C163 




Gene No. 


119811 








Strand 








Start 


1 








End 


706 






Name 


OJ000250 64 


.0419 


,C163.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


6 








End 


233 






GI 


5509260 








Score 


66 






Exons 


6. .233, 16. 


.138, 


33. .227 












GI Descrip. 


















Seq. No. 


57206 ' 








Seq. ID 


OJ000250_64.0419. 


C163 




Gene No. 


119811 








Strand 








Start 


1 








End 


706 





57766 



Name 

Start 

GI 

Exons 



OJ000250_64 . 04 19 . C163 . ol . gs Method GENSCAN 

39 End 626 

none Score . 67 
39. .626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57206 

119811 

1 

OJ000250_64 . 0419.C163.ol.tm 

249 

none 



Seq. ID OJ000250_64.0419.C163 

Strand 

End 706 

Method TBLASTX : Mai ze 

End 684 

Score 63 



249. .407/ 310. .411, 321. .359, 420. .665, 420. .683, 460. .684 



57206 

119811 

1 

OJ000250_64 . 0419.C163.ol.tw 

345 

none 



Seq. ID - OJ000250_64.0419.C163 

Strand 

End 706 

Method TBLASTX : Wheat 

End 683 

Score 48 



345. .434, 355. .408, 449. .592, 456. .593, 456. .602, 609. .683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57207 
119812 
1 

OJ000250_64'. 0419.C164 .ol.np 
1 

2443320 
1. .1342 

(D85597) polyprotein [Oryza australiensis ] 



Seq. ID OJ000250_64.0419.C164 
Strand 

End 1342 

Method" AAT/NAP 

End 1342 

Score 1580 



57207 

119812 

1 

OJ000250_64 .0419.C164.ol.tw 
9 

none 



Seq. ID OJ000250_64.0419.C164 
Strand 

End 1342 

Method TBLASTX : Wheat 

End 443 

Score - 120 ■ 



'9... 1.55, 13. .144, 194. .406, 195. .392, 196 .. 411, -.282 .. 443, 



57207 

119812 

1 

OJ000250_64.0419.C164 . o2 . tw 

901. 
none 

901. .1113, 903.. 1247 . 

57208 

119813 

122 

OJ000250_64.0419.C166.ol.gs 

122 

none 

122. .931 



Seq. ID OJ000250_64 .0419.C164 
Strand 

End 1342 

Method TBLASTX: Wheat 

End 1247 

Score 67 



Seq. ID OJ000250_64 .0419.C166 

Strand + 

End 931 

Method GENSCAN 

End 931 

Score . 63 



Seq. No. 
Gene No. 
Start 



57209 

119814 

1 



Seq. ID OJ000250_64.0419.C172 
Strand + 
End 1191 



57767 



Name OJ000250_64 . 0419 . C172 . ol . np Method AAT/NAP 

Start 1 End 1191 

GI ; 4680179 *" Score 1267 

Exons 1..1191 

. GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 





Seq. No. 


57209 






Seq. ID 




Gene No. 


119814 






Strand 




Start 


1 






End 




Name 


OJ000250_ 


64.0419.C172 


. ol . tw 


Method 




Start 


172 






End 




GI 


none 






Score 




Exons 


172 . . 669, 


174 .. 671 








Seq. No. 


57209 






Seq. ID 




Gene No. 


119814 






Strand 




Start 


1 






End 




Name 


OJ000250_ 


64.0419.C172 


.ol.ts 


Method 




Start 


178 






End 




GI 


none 






Score 




Exons 


178 . . 423 










Seq. No. 


57209 






Seq. ID 




Gene No:. 


119814 






Strand 


' ZT 


Start ^ 


1 






End 




Name 


OJ000250_ 


64.0419.C172 


. ol . tm 


Method 


fj ; 


Start 


244 






End 


f H 


GI 


none 






Score 




Exons 


244 . . 597, 


246. .590 






¥4 
%4 


Seq. No. 


57209 






Seq. ID 


fij 


Gene No. 


119814 






Strand 




. Start 


1 






End 




Name 


OJ000250_ 


64.0419.C172 


.o2. tw 


Method 


Vz 


Start 


711 






End 


"'4 


GI 


none 






Score 


. 


Exons 


711 . . 114 8 


, 729. . 1115-, " 


734. -.1147 


%~4 


Seq. No. 


57209 






Seq. ID 




Gene No. 


119814 






Strand 




Start 


1 






End 




Name 


OJ000250_ 


64.0419.C172. 


.o2.tm 


Method 




Start 


813 






. End 




GI 


none 






Score 




Exons 


813. . 1127 


, 876. .1040, 


1079. . 


1126 




Seq. No. 


57209 






Seq. ID 




Gene No. 


119814 






Strand 




Start 


1 






End 




Name 


OJ000250 


64.0419.C172. 


.o2. ts 


Method 




Start 


962 






End 




GI 


none ■ 






Score 




Exons 


. 962. .1147 


, 963..1T48 








Seq. No\ 


57210 






Seq. ID 




Gene No. 


119815 






Strand 




Start 


1 






End 



OJ000250_64.0419.C172 
+ 

1191 

TBLASTX: Wheat 

671 

638 



OJ000250_64.0419.C172 
+ 

1191 

TBLASTX: Soybean 

423 

196 



OJ000250_64 .0419.C172 
+ 

1191 

TBLASTX: Maize 

597 

465 



OJ000250_64.0419.C172 
+ 

1191 

TBLASTX: Wheat 

1148 

481 



OJ000250_64.0419.C172 
+ 

1191 

TBLASTX: Maize 

1127 . 

274 



OJ000250_64.0419.C172 
+ 

1191 

TBLASTX : Soybean 

1148 

182 



OJ000250_64 .0419.C17 4 
+ 

1935 



57768 




Name 


UJUUUZDU 04 . U 4 1 y . CI / 4 . Ol 


.np 


Method 


AAT/NAP 




Start 


I 




End 


1935 




GI 






Score- 


1320 




Exons 


1..14Z, 1/b. .Zoo, 1U/I.. 


1206, 


1255. . 1935 




GI Descrip. 


(ArUUiUoUj nypotneticai 


protein [Oryza 


sat iva ] 




Seq. No. 


57210 




Seq. ID 


OJUUUzoU o4.U419. 


C174 


Gene No. 


119815 




Strand 


+ 




Start 


I 




End 


i y oo 




Name 


OJUUUzoU o4 . U4 iy . CI /4 . Ol 


.gs 


Method 


GENSCAN 




Start 


4 (Jo 




End 


1883 ' 




GI 


none 




Score 


.75 




Exons 


4Uo..oUU, 1U/1. . looJ 










Seq. No. 


57210 




Seq. ID 


OJ000250_64.0419. 


C174 


Gene No. 


119815 




Strand 


+ 




otart 


1 




End 


1935 




Name 


UJUUUZdU b4 . U4 iy . CI /4 . OI 


. tw 


Method 


TBLASTX: Wheat 




Start 


coo 




End 


1016 




GI 


none 




Score 


2 95 '* 




Exons 


coo inn c/ic qio icq 


..1000, 782. .859, 906. .1016 




oeq . no . 


C 7 0 1 1 




Seq. ID 


OJ000250_64 .0419. 


LI / J 


Gene No. 


119816 




Strand 


+ 




Start 


105 




End 


3506 




Name 


OJ000250 64.0419.C175.ol 


.gs 


Method, 


GENSCAN 




Start 


105 




End 


3231 




GI 


none 




Score 


.65 




Exons 


105.. 323, 905.. 982, 1328 


. .1382 


!, 2528.. 


2718, 3115.. 3231 







Seq. No. 


57211 




Seq. ID 


OJ000250_64 . 0419.C175 




Gene No. 


119816 




Strand 


+ 




Start 


105 




End 


3506 




Name 


OJ000250 64 


.0419.C175.ol.gp 


Method 


AAT/GAP 




Start 


2527 




End 


3506 




GI 


none 




Score 


456 




Exons- 


2527. .2718, 


2902. .2990, 3465. 


.3506 




%4 


Seq. No..*- 


57211 




Seq. ID 


OJ000250_64 .0419.C175 




Gene No. 


119817 




Strand 






Start 


2924 




End 


4833 




Name 


OJ000250 64 


.0419.C175.ol.np 


Method 


AAT/NAP. 




Start . 


2924 




End 


4833 




GI 


7248394 




Score' . 


218 




Exons 


2924. .3036, 


3582. .3802, 4199., 


.4520, 4£ 


JOS. .4833 




GI Descrip. 


(AP001389) 


ESTs C97394 (C60113) ,AU075824 (R0165) , D38 985 (R0165) 






correspond 


to a region of the 


predicted gene . -Similar to 



Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 57212 Seq. ID 

Gene No. 119818 * Strand 

Start 174 - , End 

Name OJ000250_64 . 0419 . C176 . ol . gs Method 

Start 174 End 

GI none Score 



OJ000250_64 .0419.C176 

2065 ■ 
GENSCAN 
2065 
.49 



57769 



Exons 



174. .282, 427. .921, 1042. .1386, 1515. .1598, 1625. .1748, 
1917. .2065 



Seg. No. 57213. 

Gene No. 119819 

Start 4 6 

Name OJ000250_64 . 04 19 . C177 . ol . gs 

Start 46 

GI none 

Exons ' ' 46. .145, 220. .415, 648. .722 

Seq. No. 57214 

Gene No. 119820 
Start • ■ 4 52 

Name OJ000250_64 . 0419 .C178 . ol . gs 

Start 452 

GI none 

Exons 452.. 860, 1036.. 1205 



Seq. ID OJ000250_64.0419.C177 

Strand + 

End 722 

Method GENSCAN 

End 722. 

Score .83 



Seq. ID OJ000250_64.0419.C178 
Strand 

End 1205 

Method GENSCAN 

End 1205 

Score .83 



Seq. No. 57215 

Gene No. 119821 

Start 590 

Name OJ000250_64 . 04 19 .C179 . ol . gs 

Start 590 

GI none * 

Exons 590 .". 742 



Seq. ID OJ000250_64.0419.C179 

Strand + 

End 742 

Method GENSCAN 

End 742 

Score .57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. : No. 
Gene No. 
Start 
Name 
Start . 
GI. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57215 
119822 
1827 

OJ000250_64 .0419.C179.ol.np 
1827 
6630685 
1827. . 1975 

(AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ000250_64.0419.C179 
Strand 

1975 
AAT/NAP 
1975 
146 



End 

Method 

End 

Score 



57216 
119823 
1 

OJ000250_64.0419.C180.ol.np 

.1 

6.630685 
1..724 

jAP000969) Similar to copia-type pol polyprotein;.. (AF105716) 
[Oryza sativa] 



Seq, ID OJ000250_64.04I9.C180 
Strand 

End 724 

Method AAT/NAP 

End 724 . 

Score ' 899 . 



57216 

119823 

1 

OJ000250_64 .0419.C180.ol.gs 
14 

none 
14. .696 



Seq. ID OJ000250_64.0419.C180 

Strand 

End 724 

Method GENSCAN 

End 696 

Score .98 



Seq. No. 
Gene No. 



57216 
119823 



Seq. ID OJ000250_64.0419.C180 
Strand 



57770 




Start 


1 






End 


1 O A 
/ Z 4 


Name 


OJ000250_ 


64.0419.C180.ol, 


. tm 


Method 


rBLAbix : Maize 


Start 


106 






End 


0 /z 


GI 


none 






Score 


JoU • 


Exons 


106. . 567, 


1 0 7 . . 5 3 2 , 4.5 9 . . 


Z~ C £ 

.ODD, 


A o n CIO 

4oU , . 0 /z 




Seq. No. 


57216 






beq. id 


UJUUUZDU Ofi.U^l:? 


Gene No. 


119823 " 






Strand 




Start 


1 






End 


724 


Name 


OJ000250_ 


64 . 0419 . CloO . ol . 


. ts 


Metnoa 


i dlao i a . ooyoean 


Start 


233 






End 


/Zl 


GI 


5509260 






Score 


ZOO 


Exons 


233. . 532, 


233 . . 319, 238 . , 


. 720, 


241.. 720 


COX TOT 

, 5o 4 . . /z 1 


GI Descrip. 












Seq. No. 


57216 






Seq. ID 


OJUUUzoU b4i.U4iy 


Gene No. 


119823 






Strand 




Start 


1 






End 


724 


Name 


OJ000250 


/- A A 4 I A pi ft A «1 

64 .0419. CloO. ol, 


. tw 


Method 


rpDT 7\ Q TV • WVi oaf 

i dlao i a . wneau 


Start 


2.41 






End. 


111 


GI 


none 






Score 


o c 
O 0 


Exons 


241 .. 417, 


247 . . 594, 248 . . 


. 532 , 


251 . . 604 


, 384 . . bo /, 4oU . . 




595 . . 621, 


628 . . 717 








Seq. No. 


57216 






Seq. ID 


OJ000250_64 .0419 


Gene No. 


119823 






Strand 




Start 


1 






End 


/ z 4 


Name 


.OJ000250_ 


64 . 0419. C180 .ol 


. tc 


Method 


TBLASTa : Cress 


Start 


352 






End 


624 


GI 


none 






Score 


69 


Exons 


352 . . 624 , 


A *7 O r i a 

478 . .579 








Seq. No. 


57217. 






Seq. ID 


(JJUUUZDU D4.U4iy 


Gene No. 


119824 






Strand-.;.. 




Start 


58 






End y ' : 


828 


Name 


■*- OJ000250 


_64.0419.C181.ol 




Method 


GEN SCAN 


Start 


58 • 






End ' 


828 


GI 


none 






Score 


.66 


Exons 


58. .828 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



57218 
119825 

1 

OJ000250_64.0419.G18 3.ol.np 
1 

4680186 
1. .270 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000250_64 .0419.C183 

Strand , + 

End. . 270 

Method AAT/NAP 

End 270 " 

Score 232 



Seq. ID OJ000250_64 .0419.C183 
Strand 

End 199 

Method AAT/GAP 

End 199 

Score 374 



57218 
119826 
1 

OJ000250_64.0419.C183.ol.gp 
1 

uC-osflcyp033a04bl 
1..199 

1 6016845/dbj | AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 



57771 



DNA, chromosome 1, clone : P0711E10 1 

Seq. No. 57218 Seq. ID ^ OJ000250_64 . 04 19 . C183 

Gene No. 119827 Strand 

Start 664 End 1298 

Name OJ000250_64 . 04 19 . C183 . o2 vnp Method AAT/NAP 

Start 664 End 1298 

GI 6907087 Score ■ 143 : ■ 

Exons 664.. 765, 1249.. 1298 

GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E22 15 ) correspond to t 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57219 

119828 

673 

OJ000250 
673 
none 
673. . 977 



64 -0419.C186.ol.gs 



■Seq.- ID OJ000250_64.0419.C186 

Strand + 

End 977 

Method GENSCAN 

End 977 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000250_64.0419.C187 



57220 

119829 Strand . +. 

123 End 1282 

X>J000250_64 .0419.C187 .ol.gs Method GENSCAN 

123 -«. End 1282 

none Score .41 

123. .194, 317. .449, 466. .529, 121.8. .1282 



57220 Seq. ID 

119830 Strand 
1430 End 
OJ000250_64 . 0419.C187 .ol.gp Method 
1430 End 
2427387 ■ Score 
1430. .1767 

5852170/embl AL117265. 1 IOST17804 3.0e-94 Oryza sativa.'. 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17 8 04 



OJ000250_64 .0419.C187 
+ 

1767 
AAT/GAP 
1767 
589 



Seq. No. 57221 Seq. ID 

Gene No. 119831 Strand 

Start 1 End 

Name OJ000250_64,. 04.19 . C1.88 . ol . np Method. 

Start 1 End 

GI 6063554 Score 

Exons 1. .75, 913. .1086 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000250_64 . 0419.C18 8 
+ 

108 6 

AAT/NAP. 
1086 
131 



Seq. No. 57221 Seq. ID 

Gene No. 119831 Strand 

Start 1 End 

Name OJ000250_64 . 04 19 . C188 . ol . gp Method 

Start 4 91 End 

GI 2428185 Score 

Exons 491.. 926 



OJ000250_64 . 0419.C18* 
+ 

1086 
AAT/GAP 
926 
715 



57772 




GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



Seq. No. 


3 1 ZZL 




beq. ID 


OJUOOz oU 


H A A /I 1 Q PIOO 

o4 . U4 1 y . Cloo 


Gene No. 


liyooz 




Strand 


+ 




Start 


1 O "7 O 

lz /o 




Lna 


O 1 1 A 

z l iy 




Name 


LMUUUzoU 04 


ft / T ft O 1 O O s-* r- 

. U4iy .Lioo . oi . gs 


Method 


bLNbCAN 




Start 


lz /o 




hna 


O 1 A tZ 

ZlVD 


- 


GI 


none 




Score 


.8 




Exons 


1278. .1281, 


1636. .2105 








Seq. No. 


0 / ZZ 1 




Seq. ID 


OJ000250 


b4 . U4 1 y . Cloo 


Gene No. 


1 -1 ft o o o 

119ooz 




Strand 


+ 




Start - 


1 O T O 

lz /o 




End 


2119 




Name 


/^taaaopa c/i 


. U4±y.cioo . oi . tw 


Method 


TBLASTX : 1 


wneat 


Start 


1 /Dl 




End 


2119 




GI 


none 




Score 


340 




Exons 


1 /Dl . . zO / 1 , 


1 / dZ . . zOo / , lo4 / 


. .2074, 2067. .2111, 


O A ^ O O 1 1 ft 

zOoo . .2112, 




2072. .2119 










Seq. No. 


57221 




Seq. ID 


OJ000250 


64 . 04 iy . Cloo 


Gene No. 


119832 




Strand 


+ 




Start 


1278 




' End 


2119 




Name 


OJ000250 64 


.0419.C188.o2.np 


Method 


AAT/NAP 




Start 


1753 




End 


2063 




GI 


2443320 




Score 


45fr 




Exons 


1753. .2063 










GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 




beq. No. 


57222 




Seq. ID 


OJ000250 


o4 . U4 i y . ci y i 


Gene No . 


119833 




Strand 


+ 




Start 


1 




End 


4410 




Name 


OJ000250 64 


.0419.C191.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3772 




GI 


7523689 




Score 


227 




Exons 


1..49, 526. 


.1037, 3726.. 3772 








GI Descrip. 


(AC0095261 


Similar to At hi la 


ORF 1 [Arabidopsis 


thaliana] 


Seq. No. 


57222 




Seq. ID 


OJ000250_ 


64 . 04 19 . Ciyi 


Gene No. 


119833 




Strand 


+ 




Start 


1 




End 


4410 




Name 


OJ000250 64 


.0419.C191.ol.gs 


Method 


GENSCAN 




Start 


260 




End 


935 




GI 


none 




Score 


.94 




Exons ' 


260.. 361, 393.. 935 








Seq. No. 


57222 




Seq. ID 


OJ000250_ 


/- / ft /l 1 ft, p 1 ft l 

64 . 04 iy . ci yi 


Gene No. 


119833 




Strand 


+ 




Start 


1 




End 


4410 




Name 


OJ000250 64 


.0419.C191.o2.gs 


Method 


GENSCAN 




Start 


1111 




End 


2360 




GI 


none 




Score 


.87 




Exons 


1111. .1231, 


1237.. 1367, 1560 


. .2360 






Seq. No. 


57222 




Seq. ID 


OJ000250_ 


_64 . ; &4'19.C191 


Gene No. 


119833 




Strand 


+ 




Start 


1 




End 


4410 





57773 



Name OJ000250_64 . 04 19 . G191 . o2 . np Method AAT/NAP 

Start 1428 End 2138 

GI 7488857 Score 299 

Exons 1428. .2138 • ■ ' . 

GI Descrip. hypothetical protein - fava bean (fragment) 

gi I 2522230 | dbj IBAA22788.il (AB007467) retrotransposon-like gene 
the first amino acid was determined to be leucine [Vicia faba] 



-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI : 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57222 

119833 

1 

OJ000250_64 .0419.C191.ol.tw 

1458 

none 

1458. .1601, 1644. .1829, 1646. 

57222 

119833 

1 

OJ000250_64 .0419.C191.o3.gs 

3103 

none 

3103. .3250, 3988. .4095, 4235. 



1C 


Seq. No. 


57223 




Gene No. 


119834 


f ; i 

s ■ a- 


Start 


1 




Name 


OJ000250 




Start 


1 




GI 


6983860 




Exons 


1. . 620 


: j Jj 


GI Descrip. 


(AP00116 






(AF06128 


Vj 


Seq. No. 


57223 




Gene No. 


' 119834 


? — 


Start 


1 - . 




Name 


OJ000250 


l;J 


Start 


2 


£5 


GI 


none 




Exons 


2. .115, 




Seq. No. 


57223 




Gene- No. 


119834 




Start 


1 




Name 


OJ000250 




Start 


45 




GI 


none 




Exons 


45. .623 




Seq. No. 


57223 




Gene No. 


119834 




Start 


1 




Name 


OJ000250 




Start 


153 




GI 


none 




Exons 


153. .575 



Seq. ID 


OJ000250 


Strand 


+ 


End 


4410 


Method 


TBLASTX : ' 


End 


1829 


Score 


100- • 


1828 




Seq. ID 


OJ000250 


Strand 


+ 


End 


4410 


Method 


GENSCAN 


End 


4410 


Score 


.92 


4410 




Seq. ID 


. OJ000250 


Strand 


+* 


End 


623 


Method 


AAT/NAP 


End 


620 


Score 


1014 



(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 



Seq. ID OJ000250_64.0419.C197 
Strand . + 

623 

TBLASTX: Maize . 
380 
407 



End 

Method 
End 
Score 
.379 



Seq.. ID OJ000250_64.0419.C197. 

Strand + 

End 623 

Method GENSCAN 

End 623 

Score . 95 



Seq. ID OJ000250_64.0419.C197 

Strand + 

End 623 

Method TBLASTX: Wheat - 

End 575 

Score 394 



523 



57774 



Seq. No. 57224 

Gene~No. 119835 

Start 180 

Name OJ000250_64 . 0419 . C198 . ol . gs 

Start 180 

GI none 

Exons 180.. 478, 486.. 633 



Seq. ID OJ000250_64.0419.C198 

Strand + 

End 716 

Method GEN SCAN 

End 633 

Score" .77 



Seq. No. 57224 

Gene No. 119835 

Start 180 

Name OJ000250_64 . 0419 . CI 98 . ol . tm 
Start ' 195 ■ 

GI none 
Exons 



Seq. ID OJ000250_64.0419.C198 

Strand + 

End 716' 

Method TBLASTX: Maize 

End 714 

Score 82 



195. .302, 446. .505, 496. .714, 508. .714 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 



57224 ■ 
119835 
180 

OJ000250_64.0419.C198.ol.np 
210 

1707008 
210. .435, 497. .716 

(U78721) 30S ribosomal protein" S5 .. [Arabidopsis thaliana] 



Seq. ID OJ000250_64.0419.C198 

Strand + 

End 716 

Method AAT/NAP 

End 716 

Score 103 



57225 
119836 
1 

OJ000250_64 .0419.C199.ol.np 

1 

5725342 
1..237, 1256. .1316 

(X93159) ribosomal protein S5 [Spinacia oleracea] 



Seq. ID OJ000250_64.0419.C199 

Strand + 

End 1316 

Method AAT/NAP 

End 1316 

Score 244 



57225 

119836 

1~ 

OtJ000250_64 .0419.C199.ol.tw 

2 

none 

2. .238, 8. .235, 82. .237. 



Seq. ID OJ000250_64.0419.C199 

Strand + 

End 1316 

Method TBLASTX : Wheat 

End 238 

Score 205 



Seq. No. 57225 
Gene No. ' * 119836 

Start 1 

Name OJ000250_64 . 0419 . CI 99 . ol . tm 

Start 103 

GI none 

Exons 103.. 237, 158.. 238 



Seq. ID OJ000250_64.0419.C199 

Strand + 

End 1316 

Method TBLASTX: Maize 

End 238 

Score 134 



Seq. No. 57225 

Gene No. 119836 

Start . 1 

Name OJ000250_64 . 0419 . CI 99 . ol . gs 

Start 107 

GI none 



Seq. ID OJ000250_64.0419.C199 

Strand + 

End ' 1316 

Method GENSCAN 

End 738 

Score .76 



57775 



Exons 


107. .237, 616. .738 






Seq. No. 


57226 






Seq. ID 


Gene No. 


119837 






Strand 


CM 1 

otarL. 


406 






bnct 


Name 


OJ000250 64. 


0419.C200.ol 


.gs 


Method 


Start 


406 






End 


GI 


none 






Score 


Exons 


406. .489, 1243. .1420 






Seq. No. 


57226 






Seq. ID 


Gene No. 


119837 






Strand 


Start 


406 






End 


Name 


OJ000250 64. 


0419.C200.oi: 


.np 


Method 


Start 


1243 






End 


GI 


5725342 






Score 


Exons 


1243. .1492 








GI Descrip. 


(X93159) ribosomal protein S5 


[Spinaci< 


Seq. No. 


57226 






Seq. ID 


Gene No. 


119838 






Strand 


btart 


3641 






_na 


Name 


OJ000250 64. 


0419.C200.o2, 


.gs 


Method 


Start 


3641 






End 


GI 


none 






Score 


Exons 


3641. .3726, 


4073. .4157 






Seq. No. 


57226 






Seq. ID 


Gene No . 


119838 






Strand 


Start 


3641 






End 


Name 


OJ000250 64. 


0419.C200.o3. 


• gp 


Method 


otart 


3662 






End 


GI 


5816475 






Score 


Exons 


3662. .4027 








GI Descrip. 


50424 37/gb| AC007789. 1 | AC007789 1.0e-65 




genomic sequence, complete sequence 


Seq. No. 


57226 






Seq. ID 


Gene No. 


119839 






Strand 


Start 


1215 






End 


Name 


OJ000250 64. 


0419.C200.ol, 


,gp 


Method 


Start 


1215 






End 


GI 


2134 1.R1084 






Score 


Exons 


1215. .1724 









+ 

1492 
GENSCAN 
1420 
.66 



OJ000250_64 .0419.C200 
+ 

1492 
AAT/NAP 
1492 
308 



OJ000250_64.0419.C200 
+ 

4157 
GENSCAN 
4157 
. 61 



OJ000250_64 .0419.C200 
+ 

4157 
AAT/GAP 
4027 
482 



OJ000250_64 .0419.C200 

1724 
AAT/GAP 
1724 
911 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



f 5042437/gb|AC007789.1|AC007789 llOe-65 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



57226 

119839 

1215 

OJ000250_64 . 0419.C200.ol. tm 

1243 

none 



Seq. ID OJ000250_64 .0419.C200 
Strand 
End 

Method 
End 
Score 



1724 

TBLASTX: Maize 

1505 

282 



1243. .1491, 1244. .1495, 1273. .1500, 1329. .1505 



57226 
119839 



Seq. ID OJ000250_64.0419.C200 
Strand 



57776' 






otart 


1 0 1 c; 
1Z 10 


Lna 


1 no/ 

1 /Z4 






Name 


(JJUUUZoU b4 . U4 i y . CZUU . Ol . tw 


Method 


l BLAb IX : wneat 






Start 


1Z4 J 


Lna 


1 o c o 






GI 


none 


Score 


lo / 






Exons 


J. . IoDJ/ 1Z4 4 . . lOO 0, 1Z/J., 


. 1 ODO 








Seq. No. 


57226 


Seq. ID 


OJ000250_64.0419 


.C200 




Gene No. 


119839 


Strand 








O -4- 

Start 


iz lo 


Lna 


1 H OA 
1 /Z4 






Name 


UJUUUZoU o4 . U4 1 y . LZUU . Ol . tc 


Method 


i bLAb 1 a : tress 






Start 


124 4 




1 4 yo 








none 


Score 


JoO 






Exons 


iz44..i4yo, izoy..i4uy, iz / o . . 


. 1 4 y 4 








Seq. No. 


57226 


Seq. ID 


OJ000250_64.0419 


.C200 




Gene No. 


119839 


Strand 








btart 


IZ 10 




1 /Z4 






Name 


OJUUUZoU o4 . U4 1 y . CzUU . Ol . t s 


Metnoa 


TBLASTX : Soybean 






Start 


1 O A A 

124 4 ^ • 


End 


1 c n n 

louy . 






GI 


none 


Score 


o o o 
^> 5Z 






Exons 


1Z44..10U1, lzM..lDl)y, IJjo. . 


i r n o 

. louz 








Seq. No. 


57227 


Seq. ID 


OJ000250_64.0419 


.C203 




Gene No. 


119840 


Strand 


+ 




W 


Start 


C Q C\ 

boU 


t? *j 


QIC 
O 10 






Name 


OJUUUZoU o4 . U4 1 y . C2U3 . ol . gs 


Method 


GEN SCAN 






Start 


c o n 
boU 


End 


o lo 






GI 


none *■ 


Score 


. /I 




E-3 


Exons 


OoU. . / 4 o , / 4 o . . o 1 0 








- =■ 


Seq. No. 


57228 


Seq. ID 


OJ000250_64.0419 


.C204 




Gene No. 


119841 


Strand 








btart 


zy o 


Lna 


iu y i 




_ 


Name 


OJUUUZoU o4 . 04 1 y . CZU4 . Ol . gs 


Method 


GEN SCAN 






Start 


zy o 


Lna 


i uy i 




"'4 


bl 


none 


Score 


. /o 




f~ ■ 


Exons 


z y o . . 4 o u . 4 y / . . o 1 4 , . y o i . . i u y i , 








% y> 


Seq. No. 


57229 


Seq. ID 


OJ000250_64.0419 


.C205 




Gene No. 


119842 


Strand 


+ 




r ^ 


btart 


1 1 o 
1 IZ 


End 


Jzl 






Name 


AT^nnocn a a n /i i n rone «i 

OJUUU2oU o4 . U4 iy . C2Uo . ol . gs 


Method 


~C XT C Z™ 1 7\ XI 

GENS CAN 






Start. 


112 - . . ..- ' 


End 


321 






GI 


none - v 


Score 


. y 






Exons 


112 . .321 










Seq. No. 


o / ZZ3 


Seq. ID 


OJOUUzoU o4.U4iy 


. CzOo 






119843 


Strand 


+ 






Start 


479 


End 


1047 






Name 


OJ000250 64.0419.C205.ol.gp 


Method 


AAT/GAP 






Start 


479 


End 


1047 






GI 


4879016 


Score 


848 






Exons 


479. .1047 










GI Descrip. 


6041757/gb|AC011806.1 IAC011806 0.0e+00 


Genomic Sequence 


For 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



57777 



Seq. No. 57230 Seq. ID 

Gene No.. 11984 4 Strand 

Start 149 End 
Name . OJ000250_64 . 0419 .'C212 . ol . gs Method 

Start 149 End 

GI none' Score 

Exons 149.. 769 



OJ000250_64.0419.C212 
+ 

919 

GEN SCAN 

"769 

.75 



Seq. No. 


57230 




Seq. ID 


OJ000250_64 .0419 


.C212 


Gene No. 


119844 




Strand 


+ 




Start 


149 




End 


919 




Name 


OJ000250 64 


.0419.C212.ol.np 


Method 


AAT/NAP 




Start 


149 




End 


919 




GI ■ 


6983860 




Score 


1108 




Exons 


149. .919 










GI Descrip. 


(AP001168) 
(AF061282) 


Similar to 22 kDa 
[Oryza sativa] 


leaf irin 


cluster; Ty3-Gypsy 


type 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57230 

119844 

149 

OJ000250_64 . 0419.C212.ol.tw 

332 
none 

332. .688, 355. .432, 362. .685 



Seq. ID. OJ000250_64 .0419.C212 

Strand ' + 

End 919 

Method TBLASTX : Wheat 

End 688 

Score 280 



57231 
119845 
1 

OJ000250_64 . 0419.C215.ol.np 
1 

2443320 
1. .1002 

(D85597) polyprotein [Oryza australiensis ] 



Seq. ID OJ000250_64.0419.C215 
Strand 

End 1002 

Method AAT/NAP 

End 1002 

Score 1269 



57231 

11984,5 

1 

OJ00025.0_64 .0419.C215.o2.tm 
84 

none 

84. .389, 105. .296 



Seq. ID OJ000250_64.0419.C215 

Strand - 

End '1002 ■ 

Method TBLASTX: Maize ' 

End 38 9 

Score 71 



Seq. No. 57231 
Gene No. . 119845 

Start 1 

Name OJ0002.50_64 . 04 19 . C215 . ol . gs 

Start 149 

GI none 

Exons 149. .263 



Seq. ID OJ000250_64.0419.C215 
Strand 

End 1002 

Method GENSCAN 

End 2 63 

Score .94 



Seq. No. 57231. 

Gene No. 119845 

Start ' 1 

Name . OJ000250_64 . 04 19 . C215 . ol . tw 

Start 177 

GI none 



Seq. ID OJ000250_64.0419.C215 
Strand 

End 1002 

Method TBLASTX : Wheat 

End 957 

Score 233 



57778 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



177. .515, 178. .492, 207. .494, 503. .640, 513. .632, 647. .898, 

, 649. .900, 650. .901, 894. .956, 901. .957 

57231' Seq. ID OJ000250_64 . 0419 . C215 

119845 Strand ' •- 

1 - End 1002 

OJ000250_64 . 0419 . C215 . ol . tm Method TBLASTX : Maize 

539 End 935 

none Score 93 

539. .628, 664. .900, 677. .814, 857. .898, 909. .935 

57231 Seq. ID OJ000250_64 . 0419 . C215 

119845 Strand 

1 End 1002 

OJ000250_64 . 0419 .C215 . ol . ts Method TBLASTX : Soybean 

656 End 987 

5509260 Score 102 

656. .814, 664. .897, 900. .986, 904 .. 987 



57232 
.119846 
1 

OJ000250_64.0419.C216.o2.np 
1 

4680186 

1..77, 2096. .2174, 3014. .3214 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000250_64 .0419.C216 

Strand + 

End 3214 

Method AAT/NAP 

End 3214 

Score 362 



Seq. ID OJ000250_64.0419.C216 
Strand 

End 3147 

Method AAT/NAP 

End 708 

Score 985 



57232 
119847 
1 

OJ000250_64.0419.C216.ol.np 
1 

7248394 
1. .708 

(AP0Q1389). ESTs C97394 (€60113) , AU075824 (R0165) , D38985 (R0165-) 
correspond' to ' a region 'of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



Seq. No. 57232 . Seq. ID 

Gene No. 119847 ^ Strand 

Start 1 End 

Name OJ000250_64 . 041 9 . C216 . ol . ts Method 

Start 247 End 

GI none Score 

Exons 247.. 609 • 



OJ000250_64..0419.C216 
3147 

TBLASTX: Soybean 

609 

195 



Seq. No. 57232 Seq. ID 

Gene No. 119847 Strand 

Start 1 End 

Name OJ000250_64 . 04 19 . C216 . ol . gs Method 

Start 324 End 

GI none Score 
Exons 



OJ000250_64.0419.C216 

3147 
GENSCAN 
3049 
.53 



324. . 672, 694. .1484, 1673. .1982, 2978. .3049 



57779 





o 6 q . IN O . 


9 

0 1 ZOZ 


o6q. 1U 


- 

UJ UUUz DU 


> 


U4 1 y . 1 D 




belle NO . 


1 T Qfi A *7 
± ± y O ft / 


otrana 










CH- a r-t- 
Otdit. 


1 
± 












Name 


ujuuu^ou oh . U4t 1 y . u^: 1 0 . 01 . gp 


Method 


AA 1 / bAJr 










2765 


End 


O X H f 








GI 


uC-osflcyp033a04bl 


Score 


700 








Exons 


2765.. 3147 












bl Ucbcnp . 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


oy uryza 


sativa genomic 






DNA, chromosome 1, clone : P0711E10 1 










O £\ r~* VI « 

064. NO. 


57233 


Seq. ID 


UJ UUUZDU 


_61. 


0419. C2 




taene no . 


119848 


Strand 


+ 








C-l-2 -y-f- 


853 


■ End 


1 n 0 £ 








INaiUe 


OJ000250 61.0419.C2.ol.np 


Method 


7\ 7\ T 1 / MED 
AA1 / INAr 








Start 


853 


End 


1726 








GI 


6.983857 


Score 


97 










853.. 1179, 1425.. 1593, 1638. 


.1726 










ui uescrip. 


(AP001168) hypothetical protein [Oryza 


sat lva J 








C q a M/-*\ 

oeq. in 0 . • 


57233 


Seq. ID 


UJUUUZ OU 


_61. 


0419. C2 • 




ucHc NO ■ 


119849 


Strand 










Of 3 v-4- 


2675 


End 


0 q n c; 
z y Uj 








Name 


OJ000250 61.0419.C2.o2.gs 


Method 


GENSCAN 








Start 


2675 


End 


2905 








P T 


none 


Score 


. yo 






f 11 


Exons 


2675. .2905 












Oon X1/->, 

oeq . NO . 


57233 


Seq. ID 


UJ UUUZoU 


_61. 


0419. C2 


! • S 

I; J 


bene no ■ 


119850 


Strand 








i. .1 


otart 


2929 


End 


XZ 






?; 3 


Name 


OJ000250 61.0419.C2.o2.np 


Method 


7\ 7\ m / XT 7\ O 

AAI / NAF 








Start 


2929 


End 


3412 








GI 


6907088 


Score 


183 










2929. .3412 












GI Descr ip . 


(AP001129) hypothetical protein [Oryza 


sat lva] 








oeq . NO . 


57234 


Seq. ID 


UJ UUU^OU 


_61. 


0419.-C3 


\y 


bene no • 


119851 


Strand 


1 

T 








0 tar u 


95 


End 








S3 


Name 


OJ000250 61.0419.C3.ol.gs 


Method 


GENSCAN 








Start 


95 


End. 


222 








n 
b± 


none 


Score 


.01 








Exons 


: 95. .222 












oeq . No . 


57235 


Seq. ID 


UJUUUZDU 


_61. 


0419. C6 




bcilc NO . 


119852 


Strand 


_i_ 
1 








0 tar l 


2505 


End 


/I £ Q ^ 

4 oy o 








Name 


OJ000250 61.0419.C6.ol.gs 


Method 


GENSCAN 








Start 


2505 


End 


4696 








C T 


none 


Score 


.54 








Exons 


2505.. 2539, 2675.. 2867, 3439 


. .3556, 3704. .3876, 


4619. .4696 




Seq. No. 


57235 


Seq. ID 


OJ000250_ 


_61. 


0419. C6 




Gene No, 


119853 


Strand 


+ 








Start 


4993 


End 


6750 








Name 


OJ000250 61.0419.C6.o2.gs 


Method 


GENSCAN 







57780 




OLarL 


4993 


End 


£,1 so 








PT 


none 


Score 


SI 








CjAUHo 


4993.. 5118, 5357.. 5528, 5840.. 6750 










Seq. No. 


57235 


Seq. ID 


OJ000250_ 


61. 


,0419 


.C6 


Gene No. 


119854 


Strand 


+ 








OLal L 


11199 


End 


1 1 P.07 

-L -L O <J / 








Name 


OJ000250 61.0419.C6.o4 . gs 


Method 


oHilNOV^HlN 








otall 


11199 


End 


1 1 R07 










none 


Score 


7 9 








Exons 


11199. .11392, 11618. .11807 












O c q . LN O • 


57235 


Seq. ID 


0.70009 SO 


D -L . 


04 1 Q 
u h 1 y 






119855 


Strand 


■ + ■ ' 








Start 


12798 


End 


13084 








Name 


OJ000250 61.0419.C6.o3.gp 


Method 


AAT/GAP 










12798 


End 


13084 










LIB3474-001-P1-K1-F4 


Score 


550 








Exons 


. 12798. .13084 












o-L uescnp. 


, 5541710/emb|CAB5.1215. 1| 5. 


0e-10 (AL096860) . putative protein 




[Arabidopsis thaliana] 1 












oeq. IN o . 


57235 


Seq.. ID. 


OJ000250_ 


61. 


0419. 


.C6 


bene ino . 


119856 


Strand 


+ 








Start 


14019 


End 


20622 ' 








Name 


OJ000250 61.0419.C6.o6^gs 


Method 


GENSCAN 










14019 


End 


20377 










none 


Score 


.5 








Exons 


14019. .14025, 14319. .14442, 


14540. . 14571, 16341. 


.16790, 






16830. .17109, 17199. .17305, 


18207. .18353, 18459. 


. 18529, 






19086 1Q941 1944^ 19490 


20300. .20377 








oeq. in o . 


57235 


Seq. ID 


OJ000250_ 


61. 


0419. 


.C6 


Gene No. 


119856 


Strand 


+ 








Start 


14019 


End 


20622 








Name 


OJ000250 61-0419. C6.o2.np 


Method 


AAT/NAP 










16142, ' - ■„ . 


... End - 


17138 








ul ■ 


7288007 


Score 


716 








Hi XtJI lb 


1U1t£ . ■ J. / j. j 0 












O J. UtJoLI 1[J . 


(AL138646) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


57235 


Seq. ID 


OJ000250_ 


61. 


0419, 


,C6 


Gene No.. 


119856 . . 


' Strand . 


+, 








oll a. J- L 


14019 . 


End 


20622 ' 








Name 


OJ000250 61.0419.C6.o4 . gp 


Method 


AAT/GAP 








Of- -j r-4- 
OLalL 


16351 


End 


16818 








bJ. 


none 


Score 


899 








Exons 


16351. .16818 












C /-r M /-\ 

oeq. ln o . 


57235 


Seq. ID 


OJ000250_ 


61. 


0419. 


C6 


Gene No . 


119856 


Strand 


+ 








Start 


14019 


End 


20622 








Name 


OJ000250 61.0419.C6.o6.gp 


Method 


AAT/GAP 








Start 


18168 


. End 


18772 








GI 


428790 


Score 


614 








Exons 


18168. .18353, 184 59 .. 18529, 


18681. .18772 








GI Descrip. 


4895238/gb|AAD32823. 1 |AC007659_5 3.0e- 


■22 (AC007659) 


unknown 



57781 



protein [Arabidopsis thaliana] 



.Seq. No. 57235 • 

Gene No.' 119856 - 

Start 14019 

Name OJ000250_61 . 04 1 9 . C6 . o3 . np 

Start 18296 

GI 6688926 

Exons 18296. . 18353, 184 59 .. 1852 9, 
1908 6. .19241, 194 34. .19484, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18681. . 18762, 
20300. .20381, 



OJ000250_61.0419.C6 
+ 



20622 
AAT/NAP 
20622 
488 

18863. 
20605. 



.18978, 
.20622 



GI Descrip. (AJ251365) VAP27 [Nicotiana plumbaginif olia] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_61.0419.C6 



Seq. No. 57235 
Gene No. 119856 
Start 14019 

Name O JO 0025 0_6 1.0419.C6.o7.gp 

Start 19112 

GI LIB3433-051-P1-K1-B1 
Exons 19112. . 19241, 19318 .. 19359, 

20586. .20622 

GI Descrip. 1 4 895238/gb | AAD32823 . 1 | AC007659_5 8.0e-25 (AC007659) unknown 
protein [Arabidopsis thaliana] 1 



20622 
AAT/GAP 
20622 
488 



19443. .19490, 20300 .. 20378, 



Seq. No. 57235 Seq. ID 

Gene No. 119857 Strand 

Start 7452 End 

Name c OJ000250_61 . 0419 . C6 . o3 . gs Method 

Start *" 74 52 End 

GI none Score 

Exons 7452.. 7739, 7749 : . .7823, 8468.. 8479 



OJ000250_61.0419.C6 

8479 
GENSCAN 
8479 
.53 



Seq. No. 57235 Seq. ID OJ000250_61 . 0419 . C6 

Gene No. 119858 Strand 

Start 11290 End 11565 

Name OJ000250__61 . 0419 . C6 . o2 . gp ' Method AAT/GAP 

Start 11290 End 11565 

GI. . LIB3433-046-P1-K1-D5" . /, Score. - .488, , ; - 

Exons 11290. .11565 ' 

GI Descrip. 1 54 4 1872/dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig a) 1 



Seq. No. 


57235 


Seq. ID 


OJ000250_61.0419 


Gene No. 


.119859 


Strand 




Start 


12550 


End 


1364 6 '.. • 


Name 


OJ000250 61.0419.C6.o5.gs 


Method 


GENSCAN 


Start 


12550 


End 


13646 


GI 


none 


Score 


.59 


Exons 


12550. . 12615, 12674 . .12776, 


12982. .13646 


Seq. No. 


57235 


Seq. ID 


OJ000250_61.0419 


Gene No. 


119859 


Strand 




Start 


12550 


End 


13646 


Name 


OJ000250 61.0419.C6.ol.np 


Method 


AAT/NAP 


Start 


12981 


End 


13643 


GI 


7487306 


' Score 


730 


Exons 


12981.. 13643 






GI Descrip. 


hypothetical protein T21L8. 


180 - Arabidopsis thaliana 



57782 



gi | 5541710 | emb | CAB51215 . 1 | 
[Arabidopsis thaliana] 



(AL096860) putative protein 





Seq. No. 


. D / ZOD 




Seq. ID 


/"\TAAAOCA C\ A/IIO. 

OJUUO^OO bl.0419, 


. C6 




Gene No. 


nyybo 




Strand 








Start 


1 C Q C C. 
1 DO DO 




End 


1 / JoO 






Name 


UJUUUzoU bl.U4iy.Cb, 


, oz ,tc ■ 


Method 


i dL/\o i a : cress 






Start 


±2.3 1 Z 




End 


i Ji4 y 






GI 


none 




Score 


177 






Exons 


12972. .13148, 12973. 


, .13149 










Seq. No. 


c -7 o "3 c: 




Seq. ID 


OJ000250_61.0419, 


. Lb 




Gene No. 


i i a O d A 

1 1 yy d(j 




Strand 








Start 


lOODO 




End ■' • 


17380 






Name 


OJOOOzoO bl.U4iy.Lb. 


Ol . t s 


Method 


TBLASTX: Soybean 






btart 






End 


13634 






GI 


none 




Score 


114 






Exons 


13254. .13388, 13254. 


, .13394, 


13258. .13398, 13380 .. 13634 , 








13381. . 13617, 13482. 


, .13625 










Seq. No. 


57235 




Seq. ID 


OJ000250_61.0419, 


. C6 




Gene No. 


1198 60 




Strand 








Start 


16865 




End 


17380 




.a "a. 


Name 


/^taaaoca £T1 a /i i a 
OJUUU^bU 61., 0419. Cb. 


o 1 . t w 


Method 


TBLASTX: Wheat 




W 


>Start 


1 "D O A O 

1 JoOo 




End . 


13637 




fh 


GI 


none 




Score 


141 






Exons 


13308. .13406, 13311. 


.13637, 


13312. .13617, .13485. . 13631 






Seq. No. 


C *7 O O C 




'Seq. ID 


OJ000250_61.0419. 


, Lb 




Gene No. 


-l 1 A O /T A 

liyy 60 




Strand 








Start 


168 65 




End 


17380 






Name 


/~\TAAAOCA /" 1 A yi i A /"'/" 

OJOOUzoO 61. 0419. C6. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


1 bio 1 




End 


16782 




= 


GI 


none 




Score 


77 






Exons 


16131. .16193, 16131. 


.16211, 


16132. .16197, 16196. .16558, 








16196. .16555, 16231. 


.16557, 


16558. .16782, 16559. . 16780* 




?- •. 


Seq. No. 


57235 




Seq. ID 


OJ000250_61.0419. 


, Cb 


rii 


Gene No. 


1 "1 A o r A 

1198 60 




Strand 








Start 


16865 




End 


17380 






Name 


/^TAAAACA £ 1 A/ITQ o^t 

UJOUOzoU bl . 04 iy . Cb . 


o3 . t s 


Method 


TBLASTX: Soybean 






Start 


.16487 




End 


16678 






GI 


none 




Score 


47 






Exons 


16487. . 16516, 16516. 


.16671, 


16517. .16678 






Seq. No. 


5 /zoo 




Seq. ID 


OJ000250_61.0419. 


, Cb 




Gene No. 


1 T A O f A 

119860 




Strand 








Start 


1 68 65 




End 


17380 






Name 


OJ000250 61. 0419. C6. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


16794 




End 


16963 






GI 


none 




Score 


88 






Exons 


16794 . . 16865, 16795. 


.16866, 


.16795. . 16863, 167 96 .. 168 64 , 








16872. . 16961, 16873. 


.16962, 


16886. .16963 






Seq. No. 


57235 




Seq. ID 


OJ000250_61.0419. 


C6 




Gene No. 


119860 




Strand 








Start- 


16865 




End 


17380 





57783 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_61 . 04 19 . C6 . o5 . gp Method AAT/GAP 

16865 End 17380 

LIB3431-058-P1-N1-E6 Score - 1028 

16865.. 17380 

1 4895238/gb|AAD32823.1|AC007659_5 3.0e-22 (AC007659) unknown 
protein [Arabidopsis thaliana] 1 



57235 

119861 

18296 

OJ000250_61.0419.C6.o2.tm 
18296 
none 
18296 
18680 
18864 
19316 
20299 



,18349," 18394, 

.18760, 18681, 

.18980, 19084. 

.19354, 19317. 

,20379, 20299. 



18540, 
18761, 
19239, 
19358, 
20373 



Seq. ID 
Strand 
End 

Method 
End 
Score 
18459. .18530, 



OJ000250 61. 0419. C6 



18859. 
19086. 
20297. 



20389 

TBLASTX: Maize 
20379 
60 

18461. .18532, 
.18978, 18862. .18978, 
.19247, 19172. .19240, 
,20371, 20298. .20378, 



Seq. No. - 57235 
Gene No. 119861 
Start 18296 

Name OJ000250_61 . 04 19 . C6 . o2 . ts 

Start 18314 
GI none 
Exons 18314 . . 18349, 

18681. . 18761, 

19084.^19158, 

20306. .20389 



18460. .18531, 
18850. .18978, 
19086. . 19241, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18461 

18861 



OJ000250 61. 0419. C6 



20389 

TBLASTX: Soybean 
20389 
46 

18532, 18680. .18760, 
18920, 18868-. .18978, 



19172. . 19222, 20305 .. 20385, 



Seq. No. 57235 Seq. ID 

Gene No. 119861 Strand 

Start 18296 End 

Name' , OJ000250_61 . 04 19 . C6 . ol . tc Method 

Start 18460 End 

GI none . Score 

Exons 18460. .18540, 18461. .18532, 18680 

18849. .18923, 18850 .. 18978 , 18868 



OJ000250 61. 0419. C6 



20389 

TBLASTX: Cress 
20377 
90 

18757, 1.8681. .18761, 
18*978, 19086. .19226,. 



19086. .19205, 1 9169 .. 19222 , 20306.. 20377 



Seq. No. 57236 Seq. ID 

Gene No. 1198 62 . Strand 

Start . . 2437 . End 
Name OJ000250_6L..04 19 . C7 1 ol . gp Method- 

Start ■ ' 2437 End 

GI uC-osf lcyp005dllbl Score 

Exons 2437.. 2880, 3204.. 3294 

GI Descrip. ' 13524 68/sp | P4 9175 | INV1_MAIZE 2.0e-23 BETA-FRUCTOFURANOSIDASE 1 
PRECURSOR {SUCROSE-6-PHOSPHATE HYDROLASE 1) (INVERTASE 1) 
>gi 1122439 (U16123) invertase [Zea mays] ? 



OJ000250_61.0419.C7 
+ 

10885 
AAT/GAP 
3294 
972 



Seq. No. 57236 Seq. ID 

Gene No. 119862 Strand 

Start 2437 End' 

Name OJ000250_61 . 04 19 . C7 . ol . np Method 

Start 2462 End 

GI 1352468 Score 



OJ000250_61.0419.C7 
+ 

10885 
AAT/NAP 
8699 
2299 



57784 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2462. .2880, 3195. .4075, 7496.-7657, 7808. .8049, 8302. .8389, 
8495. .8699 

BETA-FRUCTOFURANOSIDASE 
HYDROLASE 1) (INVERTASE 
mays] 



1 PRECURSOR (SUCROSE- 6 -PHOSPHATE 
1) gi 1 1122439 (Ul 612*3)'' invert ase [Zea 



57236 
119862 

2437 ' ' 

OJ000250_61.0419.C7.ol.t 

2726 

none 

2726. .2878, 2790. .2879, 
3593. .3628, 3595. .3630, • 
3913. .4080, 7490. .7660, 
7816. .8040, 7883. .8050, 
8495. .8632, 8636. .8680 



Seq. ID OJ000250_61.0419.C7 
Strand + 
End 10885 
Method TBLASTX : Soybean 
End 8680 
Score 130 
3188. .3583, 3188. .3325, 3202. .3582, 
3643. .3762, 3644. .3760, 3806. .4075, 
7498.-7575, 7615. .7677, 7790. .7837, 
8299. .8403, 8300. .8401, 8482. .8631, 



Seq. No. 57236 
Gene No. 119862 
Start 2437 

Name OJ000250_61 . 04 1 9 . C7 . ol . tc 

Start 2805 
GI ' none 

Exons 2805. .2879V 3188. .3586, 3188'. 

3595. .3630, 3643. .3762, 3644. 
3943. .4071, 7490. .7600, 7498. 
7790. .7882, 7868. .8050, 7885. 
8494. .8631, 8495.-8632, 8636. 



Seq. ID OJ000250_61.0419.C7 

Strand + 

End 10885 

Method TBLASTX : Cress 

End 8686 

Score 125 

.3334, • 3202. .3582, 3593.. 3628, 
.3760, 3806.. 3934', 3917.. 4075, 
.7563, 7558. .7650, 7604. .7660, 
.8049, 8296. .8403, 8300. .8401, 
.8686 ' 



Seq. No. 57236 
Gene No. 119862 
Start 2437 

Name OJ000250_61 . 04 19 . C7 . o3 . tw 

Start 2838 
GI none 

Exons ■ , 2838. .2879, 
3269. .3427' 



Seq. ID OJ000250_61.0419.C7 

Strand + 

End 10885 

Method TBLASTX : Wheat 

End 3427 

Score 55 •. 
3202. .3270, .3203. .3274, 3210. .3272/ 3268. .34 2 6, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI , 

Exons' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57236 

119862 

2437 

OJ000250_61.0419.C7..ol.tm 

3188 

none 

3188. .3274, 
3274. .3636, 



3188. .3274, 3202. 
3275.. 3637, 3628. 



57236 

119862 

2437 

OJ000250_61.0419.C7.o2.tw 

3431 

none 

3431. .3631, ■ 3433. .3627, 3628, 



Seq. ID OJ000250_61.0419.C7 

Strand + 

End .10885 

Method TBLASTX: Maize 

End 3883 

Score 123 

.3279, 3271. .3363, 3272. .3334, 
.3762, 3629. .3763, 3773. .3883 

Seq. ID OJ000250_61.0419.C7 

Strand + 

End 10885 

Method TBLASTX : Wheat 

End * 3709 

Score 244 ■ 
.3696, "3629. .3709 



Seq. No. 



57236 



Seq. ID OJ000250_61.0419.C7 



57785 





Gene No. 


119862 


Strand 


+ 




btart 


O /I *3 "7 
£. H J / 




T f\ O O C 

lUo oo 




Name 


ujuuuzou bi . 1 y . c / . oi . tw 


Metnoa 


TBLASTX : wneat 




Start 




hna 


/I at r 

: 40 lb 






none 


Score 


A *3 




Exons 


OTOC OTCT /I H *7 C OQ1 C 

jfZD..JfDff JOzl . . 4U / o, jyib. 


. 4Ubo 






. beq . no . 


0 / ZOb . 


beq. ID 


OJUOUzoO bl.U4iy.C/ 




Gene No . 


1 1 yd bz 


btrana 


+ " 




bt art 


2437 


End 


10885 




Name 


OJ000250 61.0419.C7.o2.gp 


Method 


AAT/GAP 




Start 


3778 


End 


8013 






17607 1.R1084 


Score 


1225 




Exons 


3778.. 4075, 7496.. 7657, 7808. 


.8013 






GI Descrip. 


, 1352468/sp|P49175|INVl MAIZE 


2.0e-77 


BETA- FRUCTOFURANOS I DASE 






PRECURSOR (SUCROSE-6-PHOSPHATE HYDROLASE 1) (INVERTASE 1) 






>gi_1122439 (U16123) invertase [Zea mays] 1 




•Seq. No. 


57236 


Seq. ID 


OJ000250_61.0419.C7 




Gene No. 


119862 ■ 


Strand 


+ 




Start 


2437 


End 


10885 




Name 


OJ000250 61.0419.C7.o2.tm . 


Method 


TBLASTX: Maize. 




Start 


3898 


End 


4069 




GI 


hone 


Score 


273 




Exons 


3898..4068, 3899.. 4069 






E- : E 

f\ 1 


Seq. No. 


57236 


Seq. ID 


OJ000250_61.0419.C7 


I ; J- 


Gene No. 


119862 


Strand 


+ 




C4- -i vl- 

btart 


2437 


End 


10885 




Name 


OJ000250 61.0419.C7.o2.gs 


Method 


GEN SCAN 




Start 


6565 


End 


10885 


fy 




none 


Score 


.87 




Exons 


6565. .6577, 74 96 .. 7657,. 7719 . , 


.8049, 8302. .8389, 10811. .10885 


f % 


Seq. No. 


57236 


Seq. ID 


OJ000250_61.0419.C7 




"Gene No. 


119862 


Strand 


+ 




.Start 


2437 


End 


10885 . 




Name 


OJ000250 61.0419.C7.o4.tm- 


Method ■ 


TBLASTX: Maize 




btart 


7490 


End 


7 97 , 8' : ' 






none 


Score 


216 




Exons 


7490. .7660, 7492. .7659, 7776., 


.7844, 7789. .7917, 7859. .7978, 






7922. .7972 








o ci q . IN O . 


57236 


Seq. ID 


OJ000250_61.0419.C7 




Gene No. 


119862 


Strand • 


+ 




Start 


2437 


End 


10885 




Name 


OJ000250 61.0419.C7.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


7490 


End 


7660 




GI 


none 


Score 


175 




Exons 


7490. .7660, 7490. .7627, 7495.. 


.7635 





Seq. No. 57236 Seq. ID 

Gene No. 119862 Strand 

Start 2437 End 

Name OJ000250_61 . 04 19 . C7 . o3 . tm Method 

Start 8008 End 

GI none Score 



OJ000250_61.0419.q7 
+ 

10885 

TBLASTX: Maize 

8625 

67 



57786 



Exons 



8008. .8049, 8009. .8050, 8011. .8052, 8266. .8403, 8298. .8390, 
8300. .8401, 8494. .8625, 8495. .8620 



Seq. No. 

-Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57236 ' -Seq. ID OJ000250_61 . 04 19 . C7 

119862 Strand 
2437 End 
OJ000250_61 . 04 1 9 . C7 . o3 . gp Method 
8347 End 
9464_1.R1084 Score 
8347.. 8389, 8495.-8*848 

•1352468/sp|P49175|INVl_MAIZE 6.0e-32 BETA- FRUCTOFURANOS I DASE 1 
PRECURSOR (SUCROSE-6-PHOSPHATE HYDROLASE 1) (INVERTASE 1) 
>gi_1122439 (U16123) invertase [Zea mays] 1 



OJ000250_ 
+ 

10885 
AAT/GAP 
8848 • 
718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57237 
119863 
1 

OJ000250_61.0419.C8 .ol.rip 

1 . 

6907086 
1..192, 427. .672, 730. .1494 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ000250_61.0419.C8 
Strand 

End 14 94 

Method AAT/NAP 

End 1494 

Score - 1230 



Seq. No. 57237 Seq, ID 

Gene No. 119863 Strand 

Start 1 End 

Name OJ000250_61 . 0419, C8 . ol . gs Method 

Start 747 ■ End 

GI none Score 

Exons 747.. 1195 



OJ000250_61.0419.C8 

1494 
GENSCAN 
1195 
.96 



Seq. No. 57237 Seq. ID 

Gene No. 119864 Strand 

Start 1574 End 

Name OJ000250_61 . 04 19 . C8 . ol . gp Method 

Start 1574 ' End 

.GI 5667165 ' Score 

■Exons ' 1574 . . 1740 . ' 

GI Descrip. 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 

japonica BAC clone 34K24, complete sequence 



OJ000250_61.0419.C8 

1740 
AAT/GAP 
1740 

299 ... 



Seq. No.. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57238 
119865 
1 

OJ000250_61.0419.C9.ol.np 

1 

6983857- 
1..368, 400. .866, 1037. .1280 

(AP001168) hypothetical protein [Oryza sativa] 



Seq. ID 

.Strand . 
End 

Method 

End 

Score 



OJ00025P_61.0419.C9 

1280 
AAT/NAP 
1280 
791 



Seq. No. 57238 Seq. ID 

Gene No. 119865 Strand 

Start ' 1 End 

Name OJ000250_61 . 0419 . C9 . ol . gs • Method 

Start 699 End 

GI none Score 

Exons 699.. 862, 1037.. 1168 



OJ000250_61.0419.C9 
1280 

GENSCAN • 

1168 

.75 



57787 



Seq. No. 


57239 


Seq. ID 


OJ000250_61.0419 


.C10 


Gene No . 


ii yo bp 


Strand 


+ 




start 




hnd 


Odd 
ODD 




Name 


ojuuuzoU oi . U4 iy . ciu . oi . gs 


Method 


GENS CAN 




Start 


Z4 0 


End 


O (Z c 
ODD 




GI 


none 


Score 


. / 1 




Exons 


Oji c Ton nnn Qca 

. jZU/ / / / . .ODD 








Seq. No. 


57239 


Seq. ID 


OJ000250_61.0419, 


.CIO 


Gene No. 


119867 


Strand 






otart 


748 


End 


o y / 




Name 


OJ000250 61.0419.C10.ol.np 


Method 


7\ 7\ T> /MAD 




Start 


748 


End 


o cm 

o y / 




GI 


6002794 


Score 






Exons 


748. .897 








GI Descrip. 


(AF149813) unknown [Oryza sativa] 






Seq. No".' 


57240 


Seq. ID 


OJ000.250_61.0419, 


.C12 


Gene No . 


119868 


Strand 


+ 




Start 


6 


End 






Name 


OJ000250 61.0419.C12.ol.gs 


Method 


GENSCAN 




Start 


6 . 


End 


4zo 




GI ■ 


none 


Score 


o o 

. yd 




Exons 


. 6. .428 








Seq. No. 


57240 


Seq. ID 


OJ000250_61.0419. 


.C12 


Gene No. 


119869 


Strand 


+ 




Start 


1682 


End 


O "D A C 

2305 




Name 


OJ000250 - 61.0419.C12.o2.gs 


Method 


GENSCAN 




Start 


1682 


End 


o o n c 




GI 


none 


Score 


. 65 




Exons 


1682. .2305 








oeq . no . 


57240 


Seq. ID 


OJ000250_61.0419. 


.C12 


Gene No. 


119870 


Strand 


+ 




Start 


2474- . •. 


End . ■ 


. 2581 




Name 


OJ000'250 61.0419.C12.61.gp ' 


Method 


AAT/GAP 




btart 


2474 


End 


2581 




GI 


uC-osflcyp088bl2bl 


Score 


155 




Exons 


2474. .2581 








GI Descrip. 


, 5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic. 




DNA, . chromosome. 8, ; clone : P0026F07 1 . 






beq. jmo . 


57241 


Seq. ID 


OJ000250_61.0419. 


,C13 


Gene No. 


119871 


Strand 


+ 




Start 


1 


End 


9475 




Name 


OJ000250 61.0419.C13.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


5616 




GI 


4406792 


Score 


697 




Exons 


1..29, 2790. .3226, 4413. .5113, 


5450. .5616 




GI Descrip. 


(AC006304) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


57241 


Seq. ID 


OJ000250_61.0419. 


.C13 


Gene No. 


119871 


Strand 


+ 




Start 


1 


End 


9475 





57788 



Name OJ000250_61 . 0419.C13 .ol .gs Method GEN SCAN 

Start 48 End 9475 

GI none Score .8 

Exons \ -""48. .726, 7-72. .3423, 3526. .3726, 3991 5385, ' 5420 .. 6028, 

6115. .6603, 6618. .6986, 7884. .8063, 8645. .8752, 9108. .9475 



Seq. No. 57241 Seq. ID 

Gene No. 119871 Strand 

Start 1 End 

Name OJ000250_61 . 04 19 . C13 . ol . ts Method 

Start 2757 End 

GI 'none Score 

Exons 2757.. 3176 



OJ000250_61.0419.C13 

+ U- 
9475 - ? 
TBLASTX : Soybean 
3176 
267 



Seq. No. 57241 Seq. - ID 

Gene No. 119871 Strand 

Start 1 End 

Name OJ000250_61 . 04 19 . C13 . o2 . tw Method 

Start 4368' End 

GI none Score 

Exons 4368.. 4805, 4412. .4816 



OJ000250_61.0419.C13 
+ 

9475 

TBLASTX: Wheat 

4816 

293 



Seq. No. 57241 

Gene No. 119871 

..Start 1 

Name OJ000250_61 .0419. C13 . o2 . tm 

Start 4532 

GI none 

Exons 4532.. 4714, 4533.. 4826 



Seq. ID OJ000250_61.0419.C13 

Strand + 

End 94.75 

Method TBLASTX: Maize 

End 4826 

Score 238 



Seq. No. 57241 Seq. ID 

Gene No. 119871 Strand 

Start 1 . End 

Name OJ000250_61 . 04 19 . C13 . o3 . tw Method 

Start 4817 End 

GI none Score 

Exons' :. 4817.. 4876, 4818.. 5102 



OJ000250_61.0419.C13 
+ 

9475 

TBLASTX: Wheat 

5102 

209 



Seq. No. 57241 Seq. ID 

Gene No. 119871 Strand 

Start 1 End 

Name OJ000250_61 .0419. C13 . ol . tm Method 

Start 4830 End 

GI none Score 

Exons 4830.. 5102-, 4841.. 4972, 5030.. 5059 



OJ000250_61.0419.C13 
+ 

9475 

TBLASTX: Maize . 

5102 

269 



Seq. No. 57241 Seq. ID 

Gene No. 119871 Strand 

Start 1 End 

Name OJ000250_61 .0419. C13 . o3 . np Method 

Start 5344 End 

GI 6498441 ' Score- 

Exons 5344.. 6670, 6773.. 7066 ' 

GI Descrip. (AP000815) EST C7278 6 ( E2258 ) corresponds to a region of. the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ000250_61.0419.C13 
+ 

9475 
AAT/NAP 
7066 
454 



57789 



Seq. No. 57241 

Gene No. 119871 

Start 1 

Name OJ000250_61 . 04 1 9 . C13 . 06 . np 

Start 5957 

GI ' 629693 

Exons 5957.. 7116 

GI Descrip. probable integrase - common tobacco (fragment) 

gi I 530742 |emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



Seq. ID OJ000250_61.0419.C13 

Strand + 

End 9475 

Method AAT/NAP 

End 7116 

Score 578 



Seq. No. 57241 

Gene No. 119871 

Start 1 

Name OJ000250_61. 0419 . C13 . o2 . ts 

Start 6111 

GI none 

Exons. 6111.. 6464, 6197.. 6418 



Seq: ID OJ000250_61.0419.C13 

Strand + 

End 9475 

Method TBLASTX: Soybean 

End 6464 

Score 239 



Seq. No. 57241 Seq. ID 

Gene No. ' 119871 Strand 

Start 1 End 

Name OJ000250_61 . 04 19 . C13 . o3 . ts Method 

Start 6629 End 

GI none Score 
Exons - 6629. . 6856*- 



OJ000250_61.0419.C13 
+ 

9475 

TBLASTX : Soybean 

6856 

182 



Seq. No. 57241 

Gene No. 119871 

Start 1 

Name OJ000250_61 . 04 19 . C13 . ol . tw 

Start 6638 

GI none 

Exons 6638.. 7051, 6646.. 6714, 6793. 



Seq. ID OJ000250_6i.0419.C13 

Strand + 

End 9475 

Method TBLASTX : Wheat 

End 7051 

Score 389 
.6990 



Seq. No. ■' ■ 57242 

Gene No. 119872 

Start ' . 1 

Name ■ OJ000250_61 . 0419 . C14 . ol . np 

Start 1 

GI 4680179 

Exons 1 . . 1794 

GI Descrip. (AF111709) polyprotein [Oryza satiya subsp. indica] 



Seq. ID OJ000250_61.0419.C14 

Strand + 

End 1797 . 

Method AAT/NAP . 

End 1794 

Score 2460 



Seq. No. 57242 

Gene No. 119872 

Start 1 

Name OJ000250_61 . 04 19 . C14 . ol . gs 

Start 81 

GI none 

Exons 81.. 873, 1108.. 1797 



Seq. ID OJ000250_61. 0419.C14 

Strand • + 

End 1797 

Method GENSCAN 

End 1797 

Score .74 



Seq. No. 57242 

,Gene No. 11987 3 

Start • 404 6 

Name OJ000250_61 . 04 19 . C14 . o2 . gp 

Start 3867 

GI uC-osflcyp033a04bl 



Seq. ID OJ000250_61.0419.C14 

Strand + 

End 8346 - 

Method AAT/GAP 

End 4249 

Score 696 



57790 



Exons 3867.. 4249 

GI Descrip. ■ 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 57242 

Gene No. 119873 

Start 4046 

Name OJ000250_61 . 04 19 . C14 . o3 . gs 

Start 4046 

GI none 
Exons 



Seq. ID OJ000250_61.0419.C14 

Strand + 

End 8346 

Method GENSCAN 

End 82 62 

Score .75 



4046. .4117, 5137. .5890, 5941. .6024, 6195. .8056, 8167. .8262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 

Name * 

Start 

GI 

Exons 



57242 • 
119873 
4046 

OJ000250_61.0419.C14.o2.np 
6195 
4680179 
6195. .7285, 7319. .8346 

(AF111709) polyprotein [Oryza sativa subsp. .indica] 



Seq. ID OJ000250_61.0419.C14 

Strand' +* 

End 8346 

Method AAT/NAP 

End 8346 

Score 1896 



57242 
119874 
2486 

OJ000250_61.0419.C14.o7.tw 
2 

none 

2. .49, 3. .62, 22. .213, 45. .212 



Seq. ID OJ000250_61.0419.C14 
Strand 

End 2956 

.Method TBLASTX: Wheat 

End 213 

Score 77 



Seq. No. - 57242 Seq. ID 

Gene No. 119874 Strand 

Start 2486 End 

Name OJ000250_61 . 04 19 . C14 . o5 . tm Method 

Start 3 . End 

GI . none Score 

Exons 3. .47, 75. .212, 76. .216 



OJ000250_61.0419.C14 
2956 

TBLASTX: Maize 

216 

60 



Seq.' No. '57242 ' " 

Gene No. 119874 - 

Start 2486 

Name OJ000250_61 . 04 19 . C14 . o2 . tw 

Start 216 

GI none 

Exons- - 216. .782, 247. .783 

Seq. No. 57242 

Gene No. 119874 

Start 2486 

Name OJ000250_61 . 04 19 . C14 . ol . ts 

Start 571 

GI none 

Exons 571.. 831, 576.. 830, 650.. 832 

Seq. N.o. 57242 

Gene No. 119874 

Start 2486 

Name OJ000250 61 . 04 19 . C14 . o2 . tm 



Seq. ID OJ000250_61.0419^C14 
Strand 

End 2956 

Method TBLASTX : Wheat 

End 783 

.Score' 641 . 



Seq. ID OJ000250_61.0419.C14 
Strand 

End 2956 

Method TBLASTX : Soybean 

End 832 

Score 286 



Seq. ID OJ000250_61 . 0419.C14 
Strand 

End 2956 

Method TBLASTX :.J4ai ze 



57791 



Start 629 End 

GI none Score 

Exons" 629.. 817, 630.. 917, 631. .921 

Seq. No. 57242 - Seq. ID 

Gene No. 119874 Strand 

Start 2486 End 

Name OJ000250_61 . 0419 . C14 . ol . tw Method 

Start 790 End" 

GI none Score 

Exons 790. .1416, 846. .1304, 1162. .1413 



921 
119 



OJ000250_61.0419.C14 
2956 

TBLASTX: Wheat 

1416 

683 



Seq. No. 57242 Seq. ID 

Gene No. 119874 Strand ■ 

Start 2486 End 

Name OJ000250_61 . 04 19 . C14 . ol . tm Method 

Start 970 End 

GI none Score 

Exons 970.. 1131, 973.. 1059, 975.. 1133, 978.. 
1128. .1553, 1129. .1569 



OJ000250_61.0419.C14 
2956 

TBLASTX: Maize 

1569 

216 

1124, 1128. .1196, 



Seq. No. 57242 Seq. ID 

Gene No. 119874 . Strand 

Start 2486 End 

Name OJ000250_61 . 04 19 . C14 . o4 . tw Method 

Start 1416 End 

GI none Score 
Exons 



OJ000250_61.0419.C14 
2956 

TBLASTX: Wheat 

1749 

321 ' 



1416. .1685, 1417. .1749, 1420. .1728 



Seq. No. 57242 Seq. ID 

Gene No. 119874 Strand 

Start 2486 End 

Name OJ000250_61 . 04 19 . C14 . o2 . gs Method 

Start 2486 -.End 

GI none Score 

Exons 2486. .2956 



OJ000250_61.0419.C14 

2956 
GENSCAN 
2956 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57242 ' Seq. ID 

119875 Strand 

6425 End 
OJ000250_61. 0419.C14 .o5. tw Method 

.6425 ... End 

none Score . . 

6425.. 6787, 6440.. 6589, 6457.. 6786 



0 JO 00 2 5 0j6 1 . 0 4 1 9 . C 14 
7018 

TBLASTX: Wheat 

6787 

285 



Seq. No. 57242 

Gene No. 119875 

Start 6425 

Name OJ000250_61 . 0419 . C14 . o4 . tm 

Start 6671 

GI none 

Exons 6671., 6973, 6682.. 6846 

Seq. No. 57242 

Gene No. 119875 

Start 6425 

Name OJ000250 61 . 04 19 . C14 . 08 . tw 



Seq. ID 

Strand 

End 

Method 
End 

Score , 



Seq. ID 

Strand 

End 

Method 



OJ000250_61.0419.C14 
7018 

TBLASTX: Maize 

6973 

225 



OJ000250_6l:'0419.C14 
7018 

TBLASTX: Wheat 



'■-57792 








67 88 








7018 








none 






S core 


175 








6788 7018 














Seq. No. 


57242 


- 




Seq. ID 


OJ000250 61.0419.C14 




Gene No. 


119876 






Strand 








Start 


7331 






Hi 1 1 Li. 


7 7 R Q 






Name 


n,T000950 61 


04 1 Q PI 4 r»6 


• LIU 


1x1 e l nod 


TBLASTX: Maize 






O Ldl L 


7^1 _ 






Hino 


7654 






\J JL 


none 






S core 


185 






Hi AL>i 1 o 


7331 7654 














Seq. No. 


57242 






Seq. ID 


OJ000250_61.0419 


n 1 a 




Gene No. 


119876 






Strand 








Start 


7331 






End 


7759 






Name 


0,1000950 61 


04 1 Q P14 n6 


• LW 


Method 


TBLASTX: Wheat 






q+- -a r-f 


7^7 ~~ 
/ o o / 






End 


7759 






(IT 


llL>Ilt: 






Score 


164 






Li AUl ID 


7337 7546 


7 393 7 54 5 


7 5Q1 


.7704, .7592. r 7759 






o c q • IN O . 








Seq. ID 


OJ000250_61.0419 


.C14 




Gene No. 


119877 






Strand 








Start 


7870 






End 


8316 






Name 


O 7000950 61 


04 1 Q PI 4 n? 


. LW 


Method 


TBLASTX: Wheat 








7 P 7 0 






End 


8316 






(IT 


iiLUlt; 






Score 


48 




F* : 


Exons 


7870 P 05 5 


7 Q 74 7Q9/1 


7 Q7 Q 


.8041, 8007. .8144, 8031. .8144, 


e :-i 

L:J 




8140 8^16 


8148 8^15 

0 14 0. ■ O JlJ 










LU 


Seq. No. 


57242 






Seq. ID 


OJ000250_61.0419 


.C14 




Gene No. 


119877 






Strand 






ru 


u Lai L 


7 870 






End 


8316 






Name 


DT000950 61 


041Q P14 r\~*> 


» LIU 


Method 


TBLASTX: Maize 






O Ldl L 


7 Q7 q — 






End 


8316 




t : _: 




none 






Score 


49 




i -i ■ . 


Exons 


7 Q7 Q Qfi/14 


ft 0 9 R PI 4 7 
OUZO. . O 1H / t 


01 /in 
O X *i U . 


.8316 








Q^rr f\jn 

O C L[ • Vi \J ■ 


"57 94? 






"Seq. ID 


OJ000250_61.0419 


.'CIS 


w 


Gene No. 


119878 . 






Strand 


+ 






Start 


1 






End 


2396 






Name 


OJ000250 61, 


.0419.C15.o2. 


np 


Method 


AAT/NAP 






OLal L 


1 






End 


347 








. 4680183 






Score . 


132 






Exons 


-1..127, 256. 


.347 












ox uescxrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 






O fcS L| ■ IN L> • 


57243 






Seq. ID 


OJ000250_61.0419, 


.CIS 




Gene No. 


119878 






Strand 


+ 






Start 


1 






End 


2396 






M^mci 
LNdiLit; 


OJ000250 61. 


0419.C15.o3. 


np 


Method 


AAT/NAP 








1 . 






End 


2396 






GI 


6815109 






Score 


326 






Exons 


1..37, 1044. 


.2113, 2148. 


.2396 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] : 






Seq. No. 


57243 






Seq. ID 


OJ000250_61.0419, 


.CIS 




Gene No. 


119879 






Strand 







57793 



Start 
Name 
Start 
GI 

Exons 

GI Descrip, 



135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



End 

Method 
End 
Score 



225 

AAT/NAP 
225 
123 



OJ000250_61.0419.C15.ol.np 
135 

6721-561 
135. .225 

(AP001073) EST AU082058 (C12 97 6 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



57244 Seq. ID 

119880 Strand 
642 ' End 

OJ000250_61. 0419.C16.o2.gp Method 
642 End • 

uC-osf Icyp033a04bl Score 
642. .1023 

1 6016845/dbj | AP00057 0 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, ■ clone : P0711E10 1 



OJ000250_61.0419.C16 
+ 

5193- 
AAT/GAP 
1023 
667 



57244 

119880 

642 

OJ000250_61.0419.C16.ol.gs 

746 

none 



Seq. ID OJ000250_61.0419.C16 



Strand 
End 

Method 

End 

Score 



+ 

5193 
GENSCAN 
5193 
.74 



746. .810, 1466. .1494, 2125. .2311, 2566. .3220, 3598. .3909, 
4231. .4393, 47 99. .4873, 5111. .5193 





Seq. No. 


57244 


Seq. ID 


OJ000250 


_61. 


0419 


.C16 




Gene No. 


119881 


Strand 












Start 


575 


.End 


775 










Name 


OJ000250 61.0419.C16.ol.np 


Method 


AAT/NAP 










Start 


575 


End 


775 








V. 3 


GI 


4680186, * 


Score 


330 










Exons 


' 575. .775" .^y: 














GI Descrip. 


(AF1H709). unknown ■ [Oryza 


sativa subsp 


. indica] 










Seq. No. 


57244 


Seq. ID 


OJ000250 


_61. 


0419 


.C16 




Gene No. 


119882 


Strand 












Start 


5768 


End 


7579 










Name 


. OJ000250. 61.0419..Cl'6.o3.gp 


Method. 


AAT/GAP . 










Start 


5546 


End 


6039 










GI 


576771 . 


Score 


784 










Exons 


5546. .5756, 5783. .6039 














GI Descrip. 


57 6771/gb|U16256|OSU1625 6 


0.0e+00 Oryza sativa 


cone 


SRI 








sucrose-regulated mRNA, 3' 


-end sequence 










Seq. No. 


57244 


Seq. ID" 


OJ000250 


_61. 


0419 


.C16 




Gene No. 


119882 


Strand 












Start 


5768 


End 


7579 










Name 


OJ000250 61.0419.C16.o2.gs 


. Method 


- GENSCAN 










Start 


5768 


'End.. . 


'7579 










GI 


none 


Score' 


.44 










Exons 


5768. .5919, 7444. .7579 













57794 



Seq. No. 


57245 








Seq. ID 


OJ000250_61.0419 


.C17 


Gene No. 


119883 








Strand 


+ 




bt art 


1 C A C 










Z 1 DO 




Name 


. UJUUUzOU bl 


A /I 1 Q 

. U4 iy 


. bl / . Ol 


.gs 


Method 


GENSCAN 




Start 


1 bUo 








End 


zlbo 




/~> -r 

bl 


none 








Score 


. D 1 




Exons 


IbUo . . lo bz , 


1 QC1 

i yo i 


O A 1 *3 
. . zU / 6 f 


Z 1 ±3 . 


.zlbo 






beq. no. 


0 / z4 0 








Seq. ID 


/"^TAAAOKA CI AylTA 

ujuuuzdu bi.U4iy 


pin 

. bl / 


Gene No. 


119884 








Strand 






Start 


2709 








End 


6218 




Name 


UJUUUzoU bl 


.0419 


.C17.01 


.np 


Method 


AAT/NAP 




Start 


z by 4 








End 


3206 




bl 










Score 


200 • 




Exons 


z by4 . . Jz U b 














GI Descrip. 


( Ab U U z J o / ) 


putative auxin-induced protein [Arabidopsis 


thai. 


Seq. No. 


57245 








Seq. ID 


OJ000250 61.0419 


.C17 


Gene No. 


119884 








Strand. 






otart - 


z / u y 








End 


6218 - 




Name 


/^taaaoca en 

OJUUUzbU bl 


.0419 


.C17.o2, 


. gs 


Method 


GENSCAN 




btart 


z /uy 








End 


5080 




f~* T 

GI 


none 








Score 


.43 




Exons 


z / u y . ..OZ 4 3, 


4213 


. .5080 










Seq. No. 


57245 








Seq. ID" 


OJ000250 61.0419 


.C17 


Gene No. 


119884 








Strand 






Start 


O "7 C\ Q 

z / u y 








End 


6218 




Name 


T A A A O C A /" T 

OJOUUz-oO 61 


.0419 


.C17.ol. 


.tc 


Method 


TBLASTX: Cress 




btart 


Z 1 lo 








End 


2978 




GI 


none 








Score 


89 




Exons 


OT7Q OQ1 O 

Alio. . zyiz!, 


2779, 


. .2913, 


2913. 


.2978 






Seq. No. 


57245 








Seq. ID 


OJ000250_61.0419 


.C17 


Gene No. 


119884 








Strand 






buart 


z / u y 








End 


6218 




Name 


•/"iTAAAOCA CI 

UJUUUzoU bl 


.0419, 


,C17.o2.. 


■ t.s 


Method 


TBLASTX : Soybean 




Start 


' OTTO 
Z / / O 








End 


2978 . .. ' 




bi 


none 








Score 


81 




Exons 


z / / o . . z y lZ , 


2782, 


. .2913, 


28 98. 


.2978, 28 


99. .2943 




Seq., No. 


57245 








Seq. ID 


OJ000250_61.0419 


.C17 


Gene No. 


' 119884 








Strand ' 






btzart 


o T n Q 

z / u y 








End 


6218 




Name 


OJUUUzoU bl 


.0419. 


.C17lol. 


gp 


Method 


AAT/GAP . 




Start' 


OAT /I 

z y 14 








End 


3286 




bl 


C A O O "1 A A 

du3o /4 4 








Score 


706 




Exons 


z y 1 4 . . Jz o b 














Seq. No. 


57245 








Seq. ID 


OJ000250_61.0419 


.C17 


Gene No. 


119884 








Strand 






Start 


2709 








End 


6218 




Name 


OJ000250 61 


.0419. 


.C17.o2. 


np 


Method 


AAT/NAP 




Start 


4331 








End 


6218 




GI 


6466937 








Score 


1106 





Exons 4331.. 6218 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 



57795 




thaliana] 



beq. NO. 


D / Z 4 3 








Seq. ID" 


OJ000250__61.0419. 


bl / 


Gene No. 


1 1 QQQ A 








.Strand 






otart 


oi n q 

z /uy 








End 


6218 




Name 


r> inn no^n £ i 
UJ UUUz DU ol . 


n a i o 
U4 1 y . 


bl / . oz 


4- m 

. tm 


Method 


TBLASTX: Maize 




C -4- -i -v-4- 

btart 


4 4 J / 








End 


5006 




p t 

bl 


none 








Score 


83 




Exons 


4437. .45-77, 


4437. 


.5006, 


4462. 


.4596, 4681. .4911 




beq. NO. 


J / Z4 J 








Seq. ID 


OJ000250_61.0419. 


p 1 *"7 
bl / 


Gene No . 


1 1 yy o 4 








Strand 






btart 


z / uy 








End 


6218 




Name 


U J UUUz 0 U b 1 . 


n'/i i q 
u 4 1 y . 


bl / . O J . 


. tw- 


Method 


TBLASTX: Wheat ■ 




C 4- v+- 

b tart 


/l £ A A 
4 b4 4 








End 


4844 




p T 

bl 


none 








Score 


61 




Exons 


4644. .4844, 


4677. 


.4832, 


4690. 


.4833 






beq. no. 


0 / Z 4 D 








Seq. ID 


OJ000250_61.0419. 


p 1 T 
bl / 


Gene No . 


I TQOQ/I 

I I y O O 4 








Strand 






Start 


o *i n n 

z /uy 








End 


6218 




Name 


OJUUUzoU bl. 


U4 1 y . 


PIT ^ O 

bl / . oz , 


. tw 


Method 


TBLASTX: Wheat 




Start 










End 


5429 




GI 


none 








Score 


135 




Exons 


- 4845. .4985, 


5049. 


.5429, 


505Q^. 


.5337, 5136. .5429 




Seq. No. 


D / Z 4 D 








Seq. ID 


OJ000250_61.0419. 


p 1 -7 
bl / 


Gene No. 


1 1 y o o 4 








Strand 






Start 


O "7 n Q 

z / u y 








End 


6218 




Name 


UJ UUUZOU bl. 


n a i q 
u 4 1 y . 


bl / . Ol , 


4- 

, tm 


Method 


TBLASTX: Maize 




Start 


ou 4 y 








End 


5684 




GI 


none 








Score 


404 




Exons 


5049. .5684, 


5050. 


.5682 










beq. no. 


O / ZHD 








Seq. ID 


OJ000250_61.0419. 


p,i n 
bl / 


bene no. 


1 1 QQQ/I 

1 1 yy o 4 








Strand 






btart 


z i uy 








End 


6218 •.. 




Name 


UJUUUZOU bl . 


U4 1 y . 


pi -i _ -i 
bl / . Ol . 


4- ti' 

. ts 


Method 


TBLASTX: Soybean . 




C -I > v~ 4- 

btart 


con 
oz / / 








End 


5660 




p T 

bl 


none 








Score 


165 




Exons 


5277. .5660, 


5281. 


.5601, 


5301. 


.5630 






beq. no. 


c; n o A t; 
O / Z 4 D 








Seq. ID 


OJ000250_61. 0419. 


r*i n' 
bl f 


Gene No. 


1 1 O O O A 

i i ybo4 








Strand 






Start 


on r\Q 

z i u y 








End 


6218 




Name 


OJUUUzoU bl . 


U4 1 y . 


PIT ^ 1 
bl / . Ol . 


, tw 


Method 


TBLASTX: Wheat 




Start 


ODl / 








End 


5915 




P T 

GI 


none 








Score 


147 




Exons 


odi / . . o y i o , 


jjIo . 


COT/1 

. jo / 4 










Seq. No. 


57245 








Seq. ID 


OJ000250_61.0419. 


C17 


Gene No. 


119884 








Strand 






Start 


2709 








End 


6218 




Name 


OJ000250 61. 


0419. 


C17.o3. 


, tm 


Method 


TBLASTX: Maize 




Start 


5808 








End 


6194 




GI 


none 








Score 


138 




Exons 


5808. .5903, 


5844. 


. 6182, 


5937. 


.6194, 5941. .6192 





57796 



Seq. No. 


57246 


Seq. ID 


OJ000250_ 


61 


.0419. 


C19 


Gene No. 


119885 


Strand 










Start 


*3 A Q 

J4 o 


bna 


1 A~"> Q 








Name 


r\ ta rtnocn ci A >i 1 Q pi o 

uuuuuzpu bi.u4iy.uiy.ox 


. np Metnoa 


AAT/NAP 








Start 


"3 A O 

J4o 


End 


1 A "3 O 

1 4 Jo 








GI 


DUO 9 DO O 


Score 


o / y 








Exons 


O >i Q lOQI 1 OTfl 1 / OQ 

J4o..lzyi, 1j/U. .l4jo 












GI Descrip. 


(APUUUoib; nypotnetical 


protein [Oryza 


sat xva] 








Seq. No. 


57247 


Seq. ID 


OJ000250_ 


61 


.0419. 


C20 


Gene No . 


1 1 y o o d 


Strand 










Start 


ICC 

Id j 


End 


1331 








Name 


/^TAAAOCA £ 1 A ^ T A /^.O A a t 


. gs ' Method 


GENSCAN 








Start 


ICC 

loo 


End 


1331 








hi 


none 


Score 


.78 








Exons 


ICC OIA /I C1 £LZL C OHO 

loo. .213, 4bl. . 6ob, o 


..1012, 1170. .1331 








beq. No. 


0/^4/ 


Seq. ID 


OJ000250_ 


61, 


.0419. 


C20 


Gene No . 


1 1 QQQ1 

1 1 y o o / 


Strand' 










Start 


1584 


End 


1693 








Name 


OJ000250__61.0419.C20.ol 


. gp Method 


AAT/GAP 








Start 


ICO/ 

loo 4 


End 


1693 








GI 


LIBo4 / /-(JU J-Pl-Kl-Ey 


Score 


167 : 








Exons 


1 C O ^ ' 1 /COO 

loo4 . . lby J 












GI Descrip. 


1 O/t flOCOiC /n^lA/lrtCOO IK/I T^r\ 1 

z 4 yy oo b/ Sp | Q4 Ub Jo | MPOl 


ORYSA 2.0e-24 'MAJOR POLLEN 


ALLERGEN 




b 1 rKLLUKoUK (UKX b 1 ) 


>gi 1173557 (U31771) Ory 


' s 


1 [Oryza 




sativa] 1 












Seq. No. 


57248 


Seq. ID 


OJ000250_ 


61, 


.0419. 


C21 


Gene No . 


iiyoo O 


Strand 


+ 








Start 


C O C /" 

oJob 


End 


5803 








Name 


/^TAAAOCA /" 1 A /I 1 A 001 ~ O 

OJUUUzou 61 . 04 i y . CZ 1 . oz 


. gs Method 


GENSCAN 








Start 


r t r r 
03o b 


End 


5803 








GI 


none 


Score 


.5 








Exons 


COC^T COT1 CTOT COA"D 
OJob..OJ/l,. O/0/..O0U0 












Seq. No. 


57248 


Seq. ID 


OJ000250_ 


61. 


.0419. 


C21 


Gene No. 


119889 


Strand 










Start 


1 


End 


5359 








Name 


OJ000250 61.0419.C21.ol 


. np Method 


AAT/NAP 








Start 


1 


End 


410 








GI 


4680186 


Score 


177 .. 








Exons ' 


1. .36, .-249. .410 












GI Descrip. 


: (AF111709) unknown [Oryza sativa subsp. 


indica] 








beq. no. 


57248 


Seq. ID 


OJ000250_ 


61. 


.0419. 


C21 


Gene No. 


119889 


Strand 










Start 


1 . 


End 


5359 








Name 


OJ000250 61.0419.C21.o2, 


. np Method 


AAT/NAP 








Start 


.1 


End 


5359 








GI 


4539658 


Score 


225 








Exons 


1..38, 912. .1008, 3183., 


.3351, 3591.. 3719, 5325.. 


5359 




GI Descrip. 


(AF061282) serine carboxypeptidase-like 


; protein 


[Sorghum 




bicolor] 












Seq. No. 


57248 


Seq. ID 


OJ000250_ 


61. 


,0419. 


C21 



57797 



Gene No. 119890 
Start ~ 7060 

Name „ OJ000250_61 . 0419 . C21 . ol . trrf 

Start 2961 
GI none 

Exons 2961.. 3077, 2961.. 3080, 3016. 

3572.. 3700, 3590.. 3697, 3685. 
3695. .3814 



Strand 

..End 8969 
Method TBLASTX: Maize 
End 3815 
Score 97 

.3093, 3065.. 3175, 3071.. 3175, 
.3801, 3686. .3814, 3693. .3815, 



Seq. No. 57248 * 

Gene No. . 119890 

Start 7060 

Name OJ000250_61 . 04 19 . C21 . o3 . gs 

Start 7060, 

GI none 

Exons 7060.. 7164, 7281.. 7355, 7479. 
8692. .8865 



Seq. ID OJ000250_61.0419.C21 
Strand 

End 8969 

Method GENSCAN 

End 8865 

Score .76 

.7554, 7669. .7717, 8421. .8610, 



C ; 2 



Seq. No. 57248 Seq. ID 

Gene No. 119890 Strand 

Start 7060 End 

Name OJ000250_61 . 04 1 9 . C2 1 . o3 . np Method 

Start 7090 End 

GI '7486543 Score 

Exons 7090.. 7221",. 7281.. 7355, 7479.. 7554, 
GI Descrip. 



OJ000250 61.0419.C21 



8969 • 
AAT/NAP 
8969 
266 
7669. .7717, 



8784. .8969 



hypothetical protein F6N15.22 - 'Arabidopsis thaliana 
gi|3193331|gb|AAC19313.1| (AF069299) F6N15.22 gene product 
[Arabidopsis thaliana] gi | 72 67105 | emb | CAB80776 . 1 | (AL161471) 
putative YABBY3 axial regulator [Arabidopsis thaliana] 



Seq. No. 57249 Seq. ID 

Gene No. 119891 Strand 

Start 1 End 

Name OJ000250_61 .0419. C22 . ol . gp Method 

Start 1 . End 

GI 2310646 , Score 
Exons • 1. . 129. 



OJ000250_61.0419.C22 
129 

AAT/GAP 
-12.9 
249 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57249 Seq. ID 

119892 Strand 

3037 End 

OJ000250_61.0419.C22.ol.np . Method 

30'37 End 

6630463 Score 



OJ000250_61.0419.C22 

7859 
AAT/NAP 
5520 
688 . 



3037.. 3056, 4769.. 4.908, 4982.. 5290, 5322.. 5520 
(AC007190) F23N19.6 [Arabidopsis thaliana] 



Seq. No. 57249 Seq. ID 

Gene No. 119892 Strand 

Start 3037 End 

Name OJ000250_61 .0419. C22 . o2 . gs Method 

Start 4345 End 

GI none Score 
Exons 



OJ000250_61 . 0419.C22 

7859 
GENSCAN 
7859 
.67 



4345. .4908, 4982.^.5253, 5361. .5573, 6386 .. 6486,. 7792 .. 7859 



Seq. No. 
Gene No. 



57249 
119893 



Seq. ID 
Strand 



OJ000250 61.0419.C22 



57798 



Start 
Name 
Start 
GI 

•Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8803 

OJ000250_61.0419.C22.ol.tm 

4801 

none 



End 9062 

Method TBLASTX : Maize 

.End 5255 

Score 84 



4801.. 4833, 4845.. 4907, 4846.. 490.8, 4846,^4932, 4947.. 5249, 

4991. .5251, 4992. .5255 

57249 Seq. ID*"* OJ000250_61 . 04 19 . C22 

119893 Strand 

8803 End 9062 

OJ000250_61 . 0419 . C22 . ol . ts Method TBLASTX : Soybean 

4870 End 5258 

none Score 53 

4870.. 4914, -4874.. 4915, 4997.. 5095, 5007 5093, 5102 . . 5254 , 
5121. .5258 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57249 

119893 

8803 

OJ000250__61. 0419.C22.ol. tw 

4997 

none 

4997. .5221, 5016. .5144 

57249 . 

119893 

8803 

OJ000250_61.0419.C22.ol.tc 

5013 

none 

5013.. 5087, 5021.. 5089, 5021. 
5106. .5255, 5127. .5258, 5131. 
5431. .5511 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250_61.0419.C22 
9062 

TBLASTX: Wheat 

5221 

95 



OJ000250 61.0419.C22 



9062 

TBLASTX: Cress 
5511 
53 

5095, 5022.. 5093, 5105.. 5254, 
5256, 5362.. 5379, 5368.. 5511, 



Seq.. No. 57249 Seq. ID 

Gene No. 119893 Strand 

' Start 8803 , End . 

Name OJ000250_61. 04 19 . C22 . o3 . gs " : Method' ' 

Start 8803 . End 

GI none Score 

Exons 8803.. 9062 



OJ000250_61.0419.C22 

9062 
GENS CAN 
9062 
.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



57250'. Seq. ID. 

119894" ; Strand 

1 ' End 

OJ000250_61.0419.C25.ol.np Method 

1 End 

2498930 Score 
1..412, 580. .648, 1063. .1105 
DORSAL-VENTRAL PATTERNING PROTEIN SOG 



OJ000250_61.0419.C25 

1105 
AAT/NAP 
1105 
728 

(SHORT GASTRULATION 



PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 

57250 Seq. ID OJ000250_61 . 04 19 . : C25 

119894 Strand 

1 End 1105 

OJ000250_61.0419.C25.ol.gs Method GENSCAN 

18 End 698 



57799 




PT 
Lrl 


none 


Score 


. :?0 




Hi A.VJIIO 


1 Q 419 Rftfl 

lO. t lie/ JOU • .0:70 








Seq. No. 


57251 


Seq. ID 


OJ000250_61.0419. 


C27 


Gene No. 


119895 


- Strand 


+ 






JOU 


III HQ. 


D :?4 




Name 


ujuuu/ju 01 . u^i 1 y . lz / . 01 . g s 


1x1 e tnou 


P IT M C P Zi M 






JOU 


Hina 


0 y 4 




ul 


none 


Score 


1 A 






"}ftn 49<; 4 R Q 

OOU..fiZO, fi0^..03*± 








Q £i /-T M /"\ 

OC4. IN O . 


O / £ D Z 


oeq . 1 u 


uuuuuz ju d 1 • u 4 1 y . 


P9 Q 
UZ O 


Gene No. 


119896 


Strand 


+ ~~ 




Start 


1 


' End 


339 ■ 




Name 






7\ 7\ T / M 7\ D 
HJ\ 1 / LN/iir 




0 tar l 


1 


Hina 


"3 ^ Q 

Joy 




P T 


jooy / 0 z 


Score 


/ u 




Exons 


1 . . ooy 








\ji uescnp. 


lm luouiu) nviLKKZ Lrcoraeum 


vuigare j 






oeq. wo. 


CTOCO 

J / ZJd 


oeq . 1 u 


Uijuuuzou oi.Ufiiy. 


P9 Q 


Hpnp NTo 


119897 


Strand 






Start 


- 510 


End 


946 




Name 


OJ000250 61,0419. C28.ol.gp 


Method 


AAT/GAP 




otdit 


0 1 U 


End 


705 




P T 


14:744 1.K1U04 


Score 


296 




Exons 


01U . . / Uj 








uescrip. 


4 1o4Zal j . Ue-jU [An {Jo ZJh f ) 


C13 endopeptidase NP1 precursor 




mays] 1 








0 e q . IN 0 . 


CTOCO 

J / iJi 


Seq. ID 


OJ000250_61.0419. 


C28 


Gene No. 


119897 


Strand 






Start 


510 


End 


946 




Name 


OJ000250 61.0419.C28.o2.np 


Method 


AAT/NAP 




otdrt 


517 


End " 


946 




P.T 


5882745 


Score 


180 




Exons ' 


517.. .705, 926.. 94 6- 








ui uescrip. 


(AC008263)' F25A4 .'24 [Ara'bidopsis thaliana] 




Seq. No. 


57252 


Seq. ID 


OJ000250_61.0419. 


C28 


Gene No. 


119897 


Strand 






Pf a ■*-+- 


510 


End 


946 




Name 


OJ000250' 61.0419.C28.ol.tc 


Method 


TBLASTX: Cress 




Of 3 -W-+- 


520 


" End 


688 




PT 


none 


Score 


110 




Exons 


520. .681/ 521. .688, 522. .677 


, 524.. 682 






Seq. No. 


57252 


Seq. ID 


OJ000250_61.0419. 


C28 


Gene No. 


119897 


Strand 






oLdil 


510 


End 


946 




Name 


OJ000250 61.0419.C28.ol.ts 


Method 


TBLASTX: Soybean 




Start 


527 


End 


682 




GI 


none 


Score 


117 




Exons 


527. .616, 529. .681, 533 ; ..682 








Seq. No. 


57252 


Seq. ID 


OJ000250_61.0419. 


C28 


Gene No. 


119897 


Strand 







57800 



Start 
Name 
Start 
GT - 
Exons 



510 End 946 

OJ000250_61. 0419.C28.ol.gs Method GEN SCAN 

529 End 705 

none Score .96 
529. .705 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 
Name. 
Star,t - 
GI 

Exons 



57253 

119898 

1173 

OJ000250_61 
1173 
1351409 
1173. .1261, 
3262. .3462, 



0419.C29.ol.np 



1616. .1781, 
4051. .4099, 



2515 
4165 



Seq. ID OJ000250_61..0419.C29 

Strand + 

End 5821 

Method AAT/NAP 

End 5821 

Score 1201 
.2679, 2858. .3014, 



3089. 
5775. 



,3174, 
,5821 



4371, 5440. .5646, 
VACUOLAR PROCESSING ENZYME PRECURSOR (VPE) gi | 543699 | pir | UQ2387 
vacuolar processing enzyme (EC 3.4.22.-) precursor - castor bean 
gi I 471162 | dbj I BAA04 225 . 1 | (D17401) precursor of vacuolar 
processing enzyme [Ricinus communis] 



57253 
119898 
1173 

OJ000250_61.0419.C29.o2.gs 
1608 
none 

1608. .1781, 
4826. .4894, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2515. .2679, 3262. .3462, 4070. .4099, 4165 
5440. .5646 



OJ000250_61.0419.C29 
+ 

5821 
GEN SCAN 
5646 
.87 

4371, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start' . 
GI 

Exons 



57253 

119898 

1173 

OJ000250_61.0419.C29.ol.gp 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3015, 3089.. 3123 
4154281 5.0e-50 (AF082347) C13 endopeptidase NP1 precursor [Zea' 
mays] 



1738 
569631 
1738. .1781, 



OJ000250_61.0419.C29 
+ 

5821 
AAT/GAP 
3123 
690 



2515.. 2679, 2858. 



57253 Seq. ID 

119899 Strand 

140 End 
OJ0.00250_61 . 04 19 ..C29 . ol . gs . Method 

140 . End 

none Score 

140.. 394, 668.. 823 



OJ000250_61.0419.C29 
823 

GENSCAN 
823 . . 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57253 

119900 

1622 

OJ000250_61.0419.C29.ol. tm 

1622 

none 

1622. .1657, 1623. .1658, 1724, 
2513. .2680, '2514. .2681, 2848. 
3082. , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000250 61. 0.419. C29 



5821 

TBLASTX: Maize 
5821 
65 

1780, 1725. .1781, 2512. .2679, 
2961, 2855. .3016, 2857. .3015, 



3177, 3084. .3176, 3261. .3449, 3262.. 3444, 3966.. 4100, 
4046. .4102, 4163. .4369, 4164. .4370, 4165. .4371, 4165. .4377, 
5421. .5648, 5422. .5649, 5438. .5650, 5439. .5660, 5754. .5819, 



57801 



5774.. 5821 





beq. no. 


0 / ZD J 








Seq. ID 


OJ000250 


Ci Dyl 1 Q pOQ 

b i . U4 1 y . bz y 




Gene No. 


119900 • 








Strand 








Start 


1622 








End 


5821 






Name 


UlIUUU^jU Dl 


C\A 1 Q 

. U4 1 y , 


. bi y . o i 


. uC 


Method 


TBLASTX: 


Cress 




o tare 










End 


5819 








none 








Score 


38 






Exons 


IdZD . . lDJO , 


1 *7 0 A 
1 I Z 4 , 


lion 
. . 1 / o U , 


i Tot; 
1 / Z D , 


..1781, 2512. .2679, 


oci/i 0 Cfi 1 
ZD14. .Zbol, 






OQCC ^ 

Zo jj . . jUID, 


ZoD / . 


. . jUIj, 


JU 0 Z , 


..3177, 3082. .3174, 


"3 O C 1 "ZA A'Z 
DZbl. . D4 4 O , 






■DOCO "ZA A A 
JZDi . . D4 4 4 , 


A C\ 1 £ 
4 UDb < 


yinpn 
. . 4 Uo U , 


^ n /i c 

4 U 4 D . 


..4108, 4164. .4289, 


4ibD. . 4 z y d , 






/I O Q"7 yl QQO 

4 Z y / . . 4 dod , 


D4 ZZ , 


c c c 0 

. . DD bZ , 


DDo4 , 


..5649, 5754. .5819 






beq . no . ■ 


0 / ZD J 








Seq. ID 


OJ000250 


b 1 . u 4 1 y . bz y 




Gene No. 


119900 • 








Strand 








Start 


1622 








End 


5821 






Name 


ri in nno^n £ i 

UJUUU^DU Ol 


nyi 1 Q 

. u 4 j. y . 


. uz y . o x 


• LS 


Method 


TBLASTX: 


ooyoean 




otart 


1 1 O A 
1 / z 4 








End 


5819 






- bl 


none. 








Score 


102 






Exons 


1 "7 O /I 1"7T7 
1/Z4..1///, 


1 "7 O c; 

. 1 /ZD., 


1 *7 Q 1 


Z D 1Z . 


..2679, 2514. .2681, 


ZoDD. .oUlb, 






ZoDD . . jUIj , 


ZoD / , 


. . jUI J/ 


jUol , 


. .3176, 3082. .3177, 


■ OZbl..044J, 






DZ bZ . . D4 4 4 , 


a r\ a a 
4 U4 b . 


A 1 fl 0 
, . 4 1 U Z , 


A 1 C/1 
4 1 b4 . 


..4280, 4165. .4290, 


40DU. .4oOD, 






' 4330. .4368, 


5440. 


. .5649, 


5754. 


. .5819 








beq. no. 


D /ZD J 








* Seq. ID 


OJ000250 


ci n/iiQ roQ 
b 1 . U4 1 y . bz y 


L" r 


Gene No . 


i i Qonn 

i i y yuu 








Strand 








Start 


i coo 
1 bZZ 








. End . 


5821 




f h 


Name 


UJUUUzjU bi 


. U4 i y . 


POO «1 

, bz y . oi 


■4- T T 


Method 


TBLASTX : 


wneat 




C -1- -i -v- -(- 


1 / Z 4 








End 


2681 




' : § 


bi 


none 








Score 


96 






Exons 


1724. .1780, 


1725, 


, .1781, 


2512. 


..2679, 2513. .2668, 


2514. .2681 


j-:J 


beq . no . 


D / Z DO 








Seq. ID 


OJ000250 


ci n/i 1 q poq 
bi . u 4 1 y . bz y 


s 


Gene No . 


1 1 y yuu 








Strand 








bt art 


1 coo 
1 bzz 








End 


5821 




L . i 

' VJi 


Name 


UJUUUZDU bl 


n /i i q 
. u 4 1 y . 


pOQ _ 0 

bz y . oz 


. tw 


Method 


TBLASTX: 


wneau 




. otart 


toco • 
DZbZ 








' End 


4269 




W 




none 








Score 


258 




r H 


Exons 


qoco "3/1/1/1 
oZ bZ . . D4 4 4 , 


DZ / D . 


A A Q 

. . j 4 4 y , 


A C\ A a 
4 U 4 b . 


,.4102, 4165. .4269 




h ^ 


Seq. No. 


57254 








Seq. ID 


OJ000250 


_61.0419.C30 




Gene No . 


119901 








Strand 


+ 






otart 


1 . 








End, 


18.2/ . 






Name 


OJ000250 61 


.0419. 


,C30.ol 


.np 


Method, 


AAT/NAP 






btart 


1 








End 


182 






bl 


4154279 








Score 


216 






Exons 


1. . 182 
















GI Descrip . 


(AF082346) C13 endopeptidase 


NP1 precursor [Hordeum vulgare] 




Seq. No. 


57254 








Seq. ID 


OJ000250 


_61.0419.C30 




Gene No. 


119902 








Strand 


4- 






Start 


4449 • 








End 


7411 






Name 


OJ000250 61 


.0419. 


C30.o3 


.gs 


Method 


GENSCAN 






Start 


4449 








. End • 


- 7411 






GI 


none- 








Score 


.63 






Exons 


4449. .4777, 


5871. 


.5980, 


6314. 


. 6421, 6733. . 6876, 


6918. .7411 



57802 



Seq. No. 


57254 




Seq. ID 


OJ000250_ 


,61.0419. 


C30 


Gene No. 


119903 




Strand 


+ 








Qd d 1 






i nnd ci 






Name 


—pi Tnnn?^ fii ndiQ p^n 


, gs 


^Jl^ +~ V"i /~\ s~i 


PTTMOPAM 
\J Hi LN O V^rtLN 






OUalt 


Qd d 1 
:7 4 4 1 




iLnu. 


t nnd n 






p t 


none 




Score 


1 
1 






Exons 


Qj4^i i nn d n 

:?fi 4 jL . . J.UU 4 U 












C £i /-t Ma 

oeq. in o . 


c 7 O C A 
O / ^. O 4 




oeq . ±u 


pi Tnnn9Rfi 

KJU UUU^JU 


ci fid 1 Q 

Ol . U4 lj . 


p^n 

LjU 


Gene No. 


119904 




Strand 


+ 






Start 


18200 




End 


18372 






Name 


P),Tnnn?sn fii ndiQ p^n od 

UUUUU^ JU Dl . U41? .LJU . U4 . 


■ np 


Method 


AAT /NAP 








1 ft90H — 




End 


1 ft ^7 9 
lO J / z 






,pT 


£Qn-7nfift 

D _?U / UO 0 




Score 


99(1 

Z^U 






Exons 


i R9nn i s^79 

lOiUU . . lO J / z 












p x o ^ v* i v\ 
kj± uescrip . 


\Hruuii^y j iiypoLneLiCai 


protein [Oryza 


sat l va J 






Seq. No. 


' 57254 




beq. lu 


OJ000250_ 


61.0419. 


C30 


Gene. No. 


119905 




Strand 








OLdlL 


1 
J. 




End 


1UO 






Name 


vJJUUUZOU D 1 . U 4 J. y . LjU . Ol . 


gp 


Method 


7\7\T /PZiP 






OtdlL 


i 




End 


1 AfT 

1U0 






P T 


none 




Score 


IOj 






Exons 


1 . . lUO 












Seq. No. - 


57254 




Seq. ID 


OJ000250_ 


61.0419. 


C30 - 


Gene No. 


119906 




Strand 










d 




End 


QQ9 






Name 


p»Tnnn9^n ci n/ii o p^n /-\9 


gp 


Method 


7\ 7\ T /P Zi D 






o nam 


A £ Q ~~ 




End 


QQ9 








none 




Score 


Djj 






Exons 


d 710 ft ft d QQ9 












Seq. No. 


57254 




Seq. ID 


OJ000250_ 


61.0419. 


C30 


Gene No. 


119907 




Strand 








OLdi L 


HQS -i— 




End 


^d 07 

J4U / 






Name 


■piTnnn^Rn ci ridi q p^h r\0 

SJuU,UU^.3U ■ 01 . U 4 ! iy . LjU .oz . 


.gs .. 


Method; 


tail. IN O^/MN 






Of ^ v*+- 






End " . 


jjUj 








none 




Score 


ft R 

.00 


'.V, 




Exons 


17QR 1Qd9 91^9 997R 


2582. 


.3305 








oeq . ino . 


0 / Z 04 




Seq. ID 


p tpi n n 9 c; n 
Uu UUUZ jU 


n a i q 
oi . u i y . 


p^n 


P, on o Mo 


X j. Z> Z> \J 1 




Strand 








Start 


1795 - 




End 


3407 






Name 


OJ000250_61.0419.C30.o3. 


gp 


Method 


AAT /GAP 






C+- ar 4- 


9 Qft 7 




End 


3407 






PT 


ul osrocypuu /cujdi 




Score 


842 






Exons 


9 Qft 7 ^d fl7 












P. "T ^ o ~i r~"\ 

bl UcSCIip . 


1 9 9 d Rfn 9 /omh 1 PARI OA "3 9 1 1 
jUI^ / eilLD | LHt) 1U4 J^i . 1 | 


2.0e 


-37 (Z97341) hypothetical protein 




L-HxaDiaopsis cnaxianaj 












Seq. No. 


57254 




Seq. ID 


OJ000250^_ 


61.0419. 


C30 


Gene No. 


119908 




Strand 








Start 


7659 




End 


8151 






Name 


OJ000250 61.0419.C30.o4 . 


gs 


Method 


GENSCAN 






Start 


7659 




End • 


8151 






GI 


none 




Score 


.43 







57803 



Exons 



7659. .7732, 8142. .8151 



Seq. No. 57254 Seq. ID 

Gene No. 119909 . Strand 

Start 11218 . End 

Name OJ000250_61 .0419. C30 . o2 . np Method 

Start 11189 End 

GI 4680179 Score 

Exons ■ 11189. .14606, 14709.. 15765 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ000250_61.0419.C30 

17176 
AAT/NAP 
15765 
4565 



Seq. No. 57254 Seq. ID 

Gene No. 119909 Strand 

Start ■ 11218 • ' • End ' 

Name OJ000250_61 .0419. C30 . 06 . gs Method 

Start 11218 End 

GI none Score 
Exons 



OJ000250_61.0419.C30 

17176 
GENSCAN 
17176 
.72 



11218. .11906, 11973. . 15788, 1627 6. .1717 6 



Seq. No. 57254 Seq. ID 

Gene No. 119909 Strand 

Start 11218 End 

Name OJ000250_61 . 04 19 . C30 . o3 . np Method 

Start 16256 End 

GI 6002794 Score 

Exons 16256. .17037 

GI Descrip. (AF149813) unknown [Oryza sativa] 



OJ000250_61.0419.C30 

17176 
AAT/NAP 
17037 
1251 



Seq. No. 57254 Seq. ID 

Gene No. 119910 Strand 

Start 17619 End 

Name OJ000250_61 .0419. C30 . o5 . ts Method 

Start 1 End 

GI none ' Score 

Exons 1..99, 2.. 172, 3.. 173 



OJ000250_61.0419.C30 
18135 

TBLASTX : Soybean 

173 

196 



Seq. No. • 57254 ' ; :■ Seq. ID 

Gene No. .119910 ' Strand 

Start 17619 End 

Name OJ000250_61 . 0419 . C30 . 06 . tm Method 

Start 1 • End 

GI none Score 

Exons . 1...159, 2.. 172, 3.. 173 



OJ000250_61.0419.C30 
18135 

TBLASTX: Maize 

173 

258 



Seq. No. 57254 ' Seq. ■ ID 

Gene No. 119910 Strand- 

Start 17619 End 

Name OJ000250_61 .0419. C30 . o2 . tc Method 

Start 2 End 

GI none Score 

Exons 2. .133, 2. .148, 3. .158 



OJ000250_61 .0419.C30 
18135 

TBLASTX: Cress 

158 

90' 



Seq. No. 57254 Seq. ID 

Gene No. 119910 Strand 1 

Start 17619 End 

Name OJ000250_61 .0419. C30 . o3 . ts Method 

Start 2616 End 



OJ000250_61. 0419.C30 
18135 

TBLASTX : Soybean 
3068 



57804 




GI none Score 90 

Exons 2616.. 2735, 2616.. 2741, 2802.. 3068, 2869.. 3051 



Seq. No. 


C 1 A C A 

57254 




Seq. ID 


OJ000250_61.0419 


. C30 


Gene No. 


nyyiu 




Strand 






Start 


i / oi y 




End 


18135 ; ' : " 




Name 


/^taaaaca c\ n/iQ pon 
OJUUU20U bl.U4iy.LoU. 


OD . tW 


Method 


TBLASTX : Wheat 




Start 


1 1 a o o 




End 


11566 




GI 


none 




Score 


147 




Exons 


11233. .11565, 11254.. 


11526, 


11522. .11566 




Seq. No. 


C T A C A 

57 254 




Seq. ID 


OJ000250_61.0419 


. C30 


Gene No . 


1 1 A A 1 A • 

nyyiu 




Strand 






Start 


l / b 1 y 




End 


18135- 




Name 


f^TAAAOCLA £T1 A/I1Q pOA 

UJUUU23U b± . U 4 1 y . CoU . 


oiu. tm 


Method 


TBLASTX: Maize 




Start 


1 1 A /I O 

1124 o 




End 


11406 




GI 


none 




Score 


193 




Exons 


11248.. 11406 










beq. No. 


a n o c /i 
D /Zo4 




Seq. ID 


OJ000250_61.0419 


r> o A 

. CoU 


Gene No . 


1 1 A A 1 A 

nyyiu 




Strand- 






Start 


17619 




End 


18135 




Name 


/"\TAAAACA £1 AylTA O O A 

OJUUU25U ol . U4 ; iy . CoU . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


. 1141b 




End 


1201.3 




GI 


none 




Score 


20V 




Exons 


11416. .11853, 11426.. 


11854, 


11672. . 11854, 11851 r." 12009, 






11858.-.12004, 11860. . 


12012, 


11861. . 12013 




Seq. No.' 


.5 / 2 54 




Seq. ID 


OJ000250_61.0419 


. CoU 


Gene No. 


"1 1 A A 1 A 

ny yiu 




Strand 






Start 


i / oi y 




End 


18135 




Name 


r\TAAAOCA £1"\ A VI "1 A O "3 A 

OJUUU25U ol.U4iy.CoU. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11 JDD 




End 


12192 




GI 


none 




Score 


308 




Exons 


11566. . 12192, 11567. . 


12097 








Seq. No. 


,572 5 4 




Seq. ID 


OJ000250_61.0419 


• r> A A 

. CoU 


Gene No . 


1 T A A 1 A ' 

nyyiu • 




Strand 






Start 


17 biy 




End 


18135 




Name 


/^TAAAOCA £T 1 A/11 A o /-\ 

OJUUU25U ol.U419.C3U. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


1 O A /" 1 

12Uol 




End 


12353 




GI 


none 




Score 


53 




Exons 


12061. .12351, .12.065. . 


12109, 


12161, . 12340, .12201, .12353 




Seq. No. 


C T A C A 

57254 




Seq. ID 


OJ000250_61.0419' 


r* o A 

. C3U 


Gene No. 


1 1 A A 1 A 

1 19910 




Strand 






Start 


17 619 




End 


18135 




Name 


OJ000250 61.0419.C30. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


12151 




End 


12406 




GI 


none 




Score 


74 




Exons 


12151. .12279, 12151. . 


12399, 


12161. . 12406 




Seq. No. 


57254 




Seq. ID 


OJ000250_61.0419 


.C30 


Gene No. 


119910 




Strand 






Start 


17619 




End 


18135 




Name 


OJ000250 61.0419.C30. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


12175 




End 


12492 





57805 





p t 


none 




Score 


101 






XT' w /»\ *»\ o 


1017c 1 901 p 1 91 Q1 

1 Z 1 / 3 . . l£ JJ.O/ lZl!7l . 


1 9 7 1 £ 
. 1 Z J 1 0 , 


12319. .12492, 12373.. 12471 






Seq. No. 


57254 




Seq. ID 


OJ000250_61.0419 


.C30 




Gene No. 


119910 




Strand 


- 






OtaiL 


1 TCI Q 

1 / 0 1 y 




End 


18135 






Name 


p»Tnrinoc;n £i n/iQ P7n 

(JJUUUZ3U Dl.U4iy.bjU 


. O J . tw 


Method 


TBLASTX: Wheat 






o car c 


1 z 1 y y 




End 


12723 






P T 
bl 


none 




Score 


264 






Exons 


1 91 QQ 19797 19907 

1 z 1 y y . . ii /zj, izz u j . 


. 1Z0 / 1 










Seq. No. 


57254 




Seq. ID 


OJ000250_61.0419 


.C30 




Gene No. 


119910 




Strand 








C -f-.-a r>+- 
OLalL 


nci q 
1 / 01 y 




End 


18135 






Name 


PiTnnn9^n £i h/iiq P7n 

UJUUUZjU Dl.U4iy.CjU 


. oz . cm 


Method 


TBLASTX: Maize 






o care 


1 9 7 £ £ 
1^ / DO 




End 


13119 






p t 


none 




Score 


161 






Exons 


1 97CC 1 01 1 q 1 97CQ 

iz / 0 0 . . 1 oiiy, iz / 0 y . 


1 70 £ R 
. 1 jUdj, 


12771. .13097, 12818. .13117 






Seq. No. 


57254 




Seq. ID 


OJ000250_61. 0*419 


.C30 




Gene No. 


119910 




Strand 










1 7 £1 Q 

1 / 0 1 y 




End 


18135 






.Name 


ujuuuzou oi.u^iy.bju 


. oz . tw 


Method 


TBLASTX: Wheat 






btart 


1 9 7 £. £ 
IZ / 0 0 




End 


13192 






p t 

bl ■ 


none . v 




-.Score 


113 




h ~ 


I"*"* v /"\ r^i e» 


1 97CC 1 01 Qi 197£Q 
1 Z / DD. . 1 Jl^i, 1Z / DO . 


1 71 70 
. 1 Jl JU / 


12781. .13134, 12803. .13192 




?i E 


Seq. So. 


57254 




Seq. ID 


OJ000250_61.0419 


.C30 




Gene No. 


119910 




Strand 






: C ST 


C+- -a v-+- 


1 7 £1 Q 

1 / 0 1 y 


y 


End 


18135 






Name 


riTnnn9c,n ci h/iiq pon 
UJUUUZOU 01 . U4 1 y . Cj u 


. o4 . t S 


Method 


TBLASTX: Soybean 




n y 


o car c 


1 9 Gii n 
1 z y 4 u 




End 


13185 






PT 


none 




Score 


205 






Exons 


1 9Q/in 1 T1 QC 

1 z y 4 u . . 1 jio j 










H J 


Seq. No. 


57254 




Seq. ID 


OJ000250_61.0419 


.C30 




.. Gene No . 


119910 




- Strand 








OCdlL 


1 TCI Q 

1 / 01 y 




End 


18135 






Name 


ninnno^n £i n/11 q P7n 
ujuuuzou oi.u4iy.bJU, 


• 

.00. tm 


Method 


TBLASTX: Maize 






o car c 


1 J 1Z 0 




End 


13473 






PT 
bl 


none 




Score 


67 






Exons 


1 ti oc 17/177 1 7971 
1J1Z0. . 1 J 4 / J, 1 JZ < 


17/1/1 
. 1 J4 4 1 










Seq. No. 


57254 




Seq. ID 


OJ000250_61.0419 


.C30 




Gene No. 


119910 




Strand 








o car c 


1 7(T1 Q 

1 / 0 1 y 




End 


18135 






Name 


ujuuuzou oi.U4iy.bJU. 


. 06 . tw 


Method 


TBLASTX: Wheat 






C -»- a v~4- 

o c ar c 


1 7 1 QQ 

1 j 1 y 0 




End 


13494 






P T 
bl 


none 




Score 


174 






Exons 


171QQ 17/IQ/l 1797R 

IJiyo. .!J4y4, 1JZJ0. . 


1 o/i cn 

. 1 J4 OU 










Seq. No. 


57254 




Seq. ID 


OJ000250_61.0419, 


.C30 




Gene No. 


119910 


1 


Strand 








Start 


17619 




End 


18135 






Name 


OJ000250 61.0419.C30. 


. ol . ts 


Method 


TBLASTX: Soybean 






Start 


13207 




End 


13602 






GI 


none 




Score 


142 





57806 




Exons 


13207. .13566, 13235. . 


. 13450, 


13258. .13566, 134 90 13585, 






13570. .13602, 13570. . 


. 13602 








Seq. No. 


57254 




Seq. ID 


OJ000250_61.0419, 


.C30 


Gene No. 


119910 




Strand- 






Start'-. 


17619 




End 


18135 




Name 


OJ000250_61. 0419.C30. 


,o3.tm 


Method 


TBLASTX : Maize 




Start 


13489 




End 


13956 




GI 


none 




Score 


134 




Exons 


13489.. 13 95 6, 13526.. 


. 13885 








Seq. No. 


57254 




Seq. ID 


OJ000250_61.0419. 


.C30 


Gene No. 


119910 




Strand 






Start 


17619 




End 


■ 18135 




Name 


OJ000250_61. 0419.C30, 


. o4 . tw 


Method 


TBLASTX : Wheat 




Start 


13543 




End 


14025 




GI 


none 




Score 


232 




Exons 


135^*3-... 14025, 13571 . . 


, 13921 








Seq. No. 


57254. 




Seq. ID 


OJ000250_61.0419, 


.C30 


Gene No. 


119910 




Strand 






Start 


17619 




End 


18135 




Name 


OJ000250_61.0419.C30. 


, o9. tm 


Method 


TBLASTX: Maize 




Start 


13957 




End 


14151 




GI 


none " 




Score 


157 




Exons 


13957. .14151, 13958 . . 


14104 








Seq. No. 


57254 




Seq. ID" 


' OJ000250_61.0419. 


.C30 


Gene No. 


119910 




Strand 






Start 


17619 




End 


18135 




Name 


OJ000250_61 . 0419 .C30 . 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


14173 




End 


14572 




GI 


none 




Score 


84 




Exons 


14173..14337, 14 222 . . 


14341, 


14350. .14 571, 14 417. .14 572 




Seq. No. 


57254 




Seq. ID 


OJ000250_61.0419. 


.C30 


Gene No. 


119910 . 




Strand. 






Start 


17619 




End 


18135 




Name 


OJ000250_6l . 0419.C30 . 


08 . tm 


Method 


TBLASTX: Maize- 




Start 


14252 




End 


14578 




GI 


none 




Score 


44 




Exons 


14252. .14335, 14254. . 


14577, 


1443.7. .14571, 14 4 65. . 14578 




Seq. No. 


57254 




Seq. ID 


OJ00.0250_61.0419. 


,C30 


Gene No. 


119910 




Strand 






Start 


17619 




End 


18135 




Name 


OJ000250_61 . 0419.C30 . 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


14887 




End 


15288 




GI 


none 




Score 


241 




Exons 


14887 . . 15288 










Seq. No. 


57254 




Seq. ID 


OJ000250_61.0419. 


C30 


Gene No. 


119910 




Strand 






Start • 


17619 




■ End 


18135 




Name 


OJ000250 61.0419.C30. 


o8.tw 


Method 


TBLASTX: Wheat • 




Start 


15169 




End 


15546 




GI 


none 




Score 


268 





57807 



Exons 



15169. .15546 



-.Seq. No. 57254 . VSeq. ID 

Gene -No. 119910 Strand 

Start 17619 End 

Name OJ000250_61 . 0419 . C30 . o7 . gs Method 

Start 17619 End 

GI . none Score , 

Exons 17619. .17692, 18126.. 18135 



OJ000250_61.0419.C30 

18135 
GENSCAN 
18135 
.93 



Seq. No. 57255 Seq. ID 

Gene No. 119911 ' ' Strand 

Start 214 End 

Name OJ000250_61 . 0419 . C31 . ol . gs • Method 

Start 214 End 

GI none Score 

Exons 214.. 267 



OJ000250_61.0419.C31 
+ 

267 

GENSCAN 

267 

.46 



Seq. No. 


57255 


Seq. ID 


OJUUUzoO bl.0419. 


Col 


Gene No . 


119912 


Strand 






Start 


1 


End 


737 




Name 


OJ000250 • 61.0419.C31.ol.np 


Method 


AAT/NAP 




Start 


1 ■ 


End 


TOT 




GI 


6907088 


Score 


166 




Exons 


1..62, 238. .413, 718. .737 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


57255 


Seq. ID 


OJ000250 61.0419. 


Cil 


Gene No. 


119912 


Strand 






Start 


1 


End 


737 




Name 


OJ000250 61.0419.C31.o2.np 


Method 


7\ -r\ rn /mil t*i 

AAT/NAP 




Start 


1 


End 


TIT 

737 




GI 


6069659 


Score 


123 




Exons 


1..19, 615. .737 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 




Seq. No. 


57256 


'■ Seq.: ID 


OJ000250_61.0419. 


C32 


Gene No. 


119913 


Strand 






Start 


1 . 


End 


983 




Name 


OJ000250 61.0419.C32.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


983 




GI 


5257279 


Score 


393 




Exons 


1. .649, 692. .983 








GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues . (L35053) [Oryza 


sativa] 




Seq. No. 


57256 


Seq. ID 


OJ000250_61.0419. 


C32 


Gene No. 


119913 


Strand 






Start 


1 


End 


983 




Name 


OJ000250 61.0419.C32.ol.tw 


Method 


TBLASTX: Wheat 




Start 


68 


End 


464 




GI 


none 


Score 


84 




Exons 


68. .229, 114. .233, 242. .463, 


309. .464 






Seq. No. 


57256 


Seq. ID 


OJ000250_61.0419. 


C32 


Gene No. 


119913 


Strand 






Start 


1 


End 


983 





57808 



Name 

Start 

GI 

Exons 



OJ000250_61 .0419. C32 . ol . tm Method TBLASTX : Maize 

144 End 470 

none - Score 4 4 

144. .227, 146. .469, 329.-466, 357. .470 



Seq. No. 57256 Seq. ID 

Gene No. 119913 Strand 

Start 1 ^ . End 

Name - OJ000250_61 . 04 19 . C32 . ol . gs Method 

Start 412 End 

GI none Score 

Exons 412.. 943 



OJ000250__61.0419.C32 
983 

GENS CAN 

943 

.81 



Seq. No. 57257 Seq. ID 

Gene No. 119914 Strand 

Start 1112 End 

Name OJ000250_61 .0419. C34 . ol . gs Method 

Start 1112 End 

GI none Score 

Exons 11 12.. 14 68 



OJ000250_61.04I9.C34 
+ 

1468 
GENSCAN 
1468 
.61 



Seq. No. 57258 Seq. ID 

Gene No. 119915 Strand 

Start 2394 End 

Name- OJ000256_61 . 0419 .C35 .oL.gp Method 

Start 2394 End ^ - 

GI 5003187 " Score 

Exons ■ 2394.. 2850 

GI Descrip. 2245012/emb | CAB10432 . 1 | 5.0e-10 (Z97341) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000250_61.0419.C35 
+ 

2850 *' 
AAT/GAP 
2850 
802 



Seq. No. 57258 Seq. ID 

Gene No. 119916 Strand 

Start 2174 End 

Name OJ0-00250_61 .0419. C35 . ol . gs Method 

Start 2174 End 

GI . none Score 

Exons 2174". ".2294, 2551. .4025 



OJ000250_61.0419.C35 

5103 
GENSCAN 
4025 
.74 



57258 Seq. ID 

119916 Strand 
2174 End 
OJ000250_61.0419.C35.ol.np Method 
2582 End 
7485159 Score 
2582. .2821, 2868. .3772, 5017. .5103 
hypothetical protein - Arabidopsis thaliana 
gi | 2245012 | emb | CAB104 32 . 1 | (Z97341) hypothetical protein 
[Arabidopsis thaliana] gi | 72 68406 | emb I CAB78 698 . 1 1 (AL161544 ) 
hypothetical protein [Arabidopsis thaliana] 



OJ000250_61.0419.C35 

5103. . 
AAT/NAP. 
5103 
838 



57258 Seq. ID 

119916 Strand 

2174 End 

OJ000250_61 .0419. C35 . o2 . gp Method 

2861 End 

2442913 Score 



OJ000250__61.0419.C35 

5103 
AAT/GAP 
3145 
511 



57809 



Exons 2861.. 3145 

GI Descrip. 2245012/emb | CAB10432 . 1 | 2.0e-ll (Z97341) hypothetical protein 
; [Arabidopsis -thaliana] 



Seq. No. 57258 
Gene No. 119916 
Start 2174 

Name OJ000250_61 . 0419 . C35 . ol . ts 

Start 2994 
GI none 

Exons 2994.. 3155, 3046.. 3144, 3171. 

3301.. 3369, 3387.. 3590, 3406, 
3640. .3705, 3741. .3794 



Seq. ID OJ000250_61.0419.C35 
Strand 

End 5103 
Method . TBLASTX: Soybean 
End 37 94 - ■ 

Score 58 

.3257, 3184. .3252, 3300.. 3386, 
.3486, 3541.. 3597/ 3639.. 3728, 



Seq. No. 57258 

Gene No. 119916 

Start 2174 

Name OJ000250_61 . 04 19 . C35 . ol . tc 

Start 3274 

GI none 

Exons 3274.. 3375, 3300.. 3383, 
3498.. 3569, 3612. .3689 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ000250_61.0419.C35 
5103 

TBLASTX : Cress 

3689 

91 



3411. .3473, 3415. .3459, 3429. .3578, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57258 Seq. .-ID 

119916 ^ Strand 

2174 End 
OJ000250_61.0419.C35.o3.gp Method 

3405 End 

5003188 Score 
3405. .3839 

224 5012/emb | CAB104 32 . 1 | 2.0e-37 (Z97341) hypothetical protein 
[Arabidopsis thaliana] 



OJ000250_61.0419.C35 

5103 
AAT/GAP 
3839 
870 



Seq. No. 57259 Seq. ID OJ000250 

Gene No. 119917 Strand + 

Start 35 End 931 

Name , , OJ000250_61 . 04 19 . C36 . ol . gs Method GEN SCAN. 

Start * ' " *' 35 End 931 

GI none , " ' Score .92 

Exons 35.. 82, 513.. 668, 770.. 931 



61.0419.C36 



Seq. No. . 57259 

Gene No. . 119918. 

Start 1306 

Name -0JOOO25O_61 . 0419.C36 . o2 . 

Start 1306 

GI none 

Exons 1306.. 1451 



gs 



Seq. ID 

Strand 

End " 

Method 

End 

Score 



OJ0.00250_61.0419.C36 

1451 
GEN SCAN 
1451 
.98 



Seq. No. 57260 Seq. ID 

Gene No. 119919 Strand 

Start 2787 End 

Name OJ000250_61 . 04 19 . C37 . o2 . np Method 

Start " 2787 - End 

GI 5777617 Score 

Exons 2787.. 2818, 3968.. 4095 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ000250_61.0419.C37 
+ 

4095 
AAT/NAP 
4095 
95 



57810 



Seq. No. 
Gene No. . 
Start- 
Name • 
Start 
GI 

Exons 

GI Descrip. 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57260 Seq. ID OJ000250_61 . 04 19 . C37 

119920 * Strand 

1 End 8097 

OJ000250_61 . 0419 . C37 . ol . np Method AAT/NAP 

1 End 1841 

7485159 Score 120 

1..78, 1368. .1525, 1714. .1841 

hypothetical protein - Arabidopsis thaliana 

gi|2245012|emb|CAB10432.1| (Z97341) hypothetical protein 

[Arabidopsis thaliana] gi I 7268406 | emb | CAB78698 . 1 1 (AL161544) 

hypothetical ' protein [Arabidopsis thaliana]; 



57260 

119920 

1 

OJ000250_61.0419.C37 .ol.gs 

938 

none 

938. .962, 1448. .1525, 1711 



OJ000250 61.04T9.C37 



Seq. ID 
Strand 

End 8097 
Method GENSCAN 
End 8097 
Score .87 . 
1777, 1875. .1951, .3375. .3421, 
3660. .3836, 4507. .4922, 5036.. 5072, 6382. .6569, 6828. .6988, 
8057.. 8097 



Seq. No. 57260 

Gene No. 119920 

Start 1 

Name OJ000250_61 . 04 19 . C37 . ol . tw 

Start 1194 

GI none 

Exons 1194.. 1238, 1274.. 1357, 1275, 
1444. . 1527, 1450. .1527, 1707. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1358, 1281 
.1760, 1711 



OJ000250 61.0419.C37 



8097 

TBLASTX: Wheat 
1760 
111 

1373, 1443. .1526, 
1758 



Seq. No. 
=~_ Gene No. 

Start 

Name 
& ■ Start 

='~ Exons 

: ^ GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250 61.0419.C37 



57260 
119920 
1 

OJ000250_61.0419.C37.ol.gp 

1232 

LIB3434-015-P1-K1-H4 \v 
1232. .1355, 1448. .1525, 1711. 
3523..3699 

'5091496/dbj | AB0234 82 . 2 1 AB023482 1.0e-14 Oryza sativa genomic 
DNA, chromosome . 6, clone P0680A03, complete sequence 1 . 



8097 
AAT/GAP 
3699 
972 : 



,1777, 1875. .1951, 3375. .3421, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



57260 
119920 
1 

OJ000250_61.0419.C37 .ol.tm 
1274 



none 

1274. 

1450. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1354, 1274. .1357, 1275. .1358, 
1524, 1707. .1778, 1711. .1779, 



OJ000250_61.0419.C37 
8097 

TBLASTX: Maize 
1954 
73 

1281. .1373, 1444. .1527, 
1875. .1952, 1876. .1953, 



1876. .1953, 1877. .1954 

57260 Seq. ID 

119920 Strand 

1 End 

OJ000250_61. 0419.C37 . o2 . gp Method 



OJ000250_61.0419.C37 

8097 
AAT/GAP 



57811 



Start 3936 End 4127 

GI 5038829 _ Score 332 

Exons 3936. .4127 

GI Descrip. 509i496/dbj | AB023482 . 2| AB023482 1.0e-14 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57261 Seq. ID OJ000250_61 . 04 19 . C38 

119921 * Strand 

60 End * 2107 

OJ000250_61 . 0419 . C38 . ol . gp Method AAT/GAP 

60 End 991 

12954_1.R1084 Score 1020 

60. .412, 779. .991 

f 4646206/gb|AAD26879.1|AC007230_13 0.0e+00 (AC007230) Contains 
similarity to gb_D13630 KIAA0005 gene from Homo sapiens. ESTs 
gb_T45345, gb_T21086, gb_R90360, gb_T20468, gb_T45191 and 
gb AI100459 come from this gene. [Arabidopsis thaliana] 1 



beq . No . 


57261 


Seq. ID 


OJ000250_61.0419.C38 


bene no. 


119921 


Strand 




Start 


60 


End 


2107 


Name 


OJ000250 61.0419.C38.ol.tm 


Method 


TBLASTX: Maize 


Start 


320 


End 


995 




none. 


Score 


252 


Exons 


3207.400, 375. .407/ 7 61. .991, 


774. .989, 


779. . 991, 780. . 995 


Seq. No. 


'57261 


Seq. ID 


OJ000250_61.0419.C38 


Gene No . 


119921 


Strand 




Start 


60 


End 


2107 


Name 


OJ000250 61.0419.C38.ol.np 


Method 


AAT-/NAP ' 


Start 


351 


End 


2107 


GI 


4646206 


Score 


320 


Exons 


351. .412, 778. .992, 1884. .2107 




GI Descrip. 


(AC007230) Contains similarity to gb|D13630 KIAA0005 gene from 




Homo sapiens. ESTs gb|T45345, 


gb|T21086, gb|R90360, gb|T20468 




gb|T45191 and gb|AI100459 come from this gene. [Arabidopsis 




thaliana] 






Seq. No. 


57261 


Seq. ID 


OJ000250_61.0419.C38 


Gene No. 


119921 


Strand 




Start 


60 


End 


2107 


Name 


OJ000250 61.0419.C38.ol.ts 


Method 


TBLASTX : Soybean 


Start 


769. 


End 


991. 


GI 


. -none 


Score 


135 


Exons 


769. .921, 776. .940, 779. .946, 


780. .947, 


941. .991 


Seq. No. 


57261 


Seq. ID 


OJ000250_61.0419.C38 


Gene No. 


119921 


Strand 




Start 


60 


End 


2107 


Name 


OJ000250 61.0419.C38.ol.gs 


Method 


GENSCAN 


Start 


780 


End 


988 


GI 


none 


Score 


.43 


Exons 


780. . 988 






Seq. No. 


57262 


Seq. ID 


OJ000250_61 .0419.C39 


Gene No. 


119922 


Strand 




Start 


1 


End 


2060 



57812 



Name OJ000250_61 . 0419 .C39.ol . np Method AAT/NAP 

Start 1 End 2060 

GI 4646206 Score 955 , 

Exons " 1..30, 84. .402, 486. .982, 1590 . . 1 68 6, * 1913 . . 2060 

GI Descrip. (AC007230) Contains similarity to gb|D13630 KIAA0005 gene from 
Homo sapiens. ESTs gb|T45345, gb|T21086, gb|R90360 / gb|T20468 / 
gb|T45191 and gb|AI100459 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 57262 

Gene No. 119922 

Start 1 

Name OJ000250_61 . 0419 . C39 . ol . ts 

Start 118 

GI none 
Exons 



Seq. ID OJ000250_61.0419.C39 
Strand " - 
End 

Method 
End 
Score 



2060 

TBLASTX : Soybean 

1658 

67 



118. .189, 138. .191, 189. .212, 228. .332, 229. .363, 241. .333, 
306. .416, 331. .411, 474. .887, 512. .889, 532. .918, 896. .931, 
941. .982, 945. .983, 1593. .1628, 1632.. 1658 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



"'57262 Seq. ID 

119922 Strand 

1 End 
OJ000250_61 .0419. C39 . ol . tm . Method 

121 End-^' 

none - Score 

121. .408, 133. .390, 137 . . 406, - 138 . . 407 



OJ000250_61.0419.C39 
2060 

TBLASTX: Maize 
1660 . 
344 

. 465. .932, 481. .933, 
481. .933, 485. .934, 800. .934, 927. .971, 928. .972, 932. .985, 
936. .983, 1583. .1657, 1587. .1658, 1587. .1658, 1589. .1660 



Seq. No. 57262 Seq. ID OJ000250_61 . 04 1 9 . C39 

Gene No. 119922 Strand 

Start 1 End 2060 

Name OJ000250_61 . 04 19 . C39 . ol . gp Method AAT/GAP 

Start 136 End 1658 

GI 12954_1.R1084 Score 1557 

Exons 136.. 402, 486.. 982, 1590.. 1658 

GI Descrip.. -4.64 6206/gb | AAD2687 9 . 1 1 AC007230_13 0.0e+00 (AC007230) ' Contains 
similarity to gb_D13630 KIAA0005' gene from Homo sapiens. ESTs 
gb_T45345, gb_T21086, gb_R903'60, gb_T20468, gb_T45191 and 
gb AI100459 come from this gene. [Arabidopsis thaliana] ' 



Seq. No. 


57262 






Seq. ID 


OJ000250_61.0419. 


.C39 


Gene No, 


119922 






Strand * 






Start 


1 






End 


2060 




Name 


OJ000250 


61.0419.C39.ol, 


.gs 


Method 


GENSCAN 




Start 


141 






End 


982 




GI 


none 






Score" 


.77 




Exons 


141. .402, 


486. . 982 










Seq. No. 


57262 






Seq. ID 


OJ000250_61.0419. 


.C39 


Gene No. 


119922 






Strand 






Start 


1 






End . 


2060 




Name 


OJ000250 


61.0419.C39.ol. 


. tc 


Method 


TBLASTX: Cress 




Start 


147 ^ _ 






End 


565 




GI 


none 






Score 


235 




Exons 


147. .407, 


154. .408, 485. 


. .565, 


486. .563 







57813 




Seq. No. 57262 
Gene No. 119922 

Start ' 1 

Name OJ000250_61 . 04 19, C39 . ol 

Start 596 

GI none 

Exons 596.. 745, 596.. 745, 597 

Seq. No. -57262 

Gene No. 119922 

Start 1 

Name OJ000250_61 . 04 19 . C39 . o2 

Start 710 

GI none 

Exons 710.. 745, 780. .929, 782 
936. .1007, 1587. .1658, 




Seq. ID OJ000250_61.0419.C39 
Strand 

End 2060 

.tw Method : TBLASTX : Wheat . ' 

End ■ 777 

Score 188 
..776, 601. .777 

Seq. ID OJ000250_61.0419.C39 
Strand 

End 2060 
.tc Method ' TBLASTX : Cress 

End 1660 

Score 134 
..931, 783. .932, 930. .983, 932. .985, 
1588. .1659, 1589. .1660 





Seq. No. 


572 63 . . 


.Seq. ID 


OJ000250_61.0419.C40 




Gene No.. 


119923 


Strand 


+ 




Start . 


5054 


End 


8013 




Name 


OJ000250 61.0419.C40.o2.gs 


Method 


GENSCAN 




Start 


5054 


End 


8012 




GI 


none 


Score 


.48 




Exons 


5054. .5754, 6109. .6209, '6305. 


.6401, 6532.. 6604, 6700.. 6957, 


yj 




: 7104. .8012 






V - 
? j \ 


Seq. No. 


57263 


Seq. ID 


OJ000250_61.0419.C40 


fS 


Gene No. 


-119923 


Strand 


+ 




Start 


5054 


End 


8013 . 


: ; 3 


Name 


OJ000250 61.0419.C40.o2.np 


Method 


AAT/NAP - 




Start 


5054 


End 


8013 


f ! I 


GI 


5902444 


Score 


3938 




Exons 


5054. .8013 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


" 


Seq. No. 


57263 


Seq. ID 


OJ000250_61.0419.C40 




Gene No. 


119924 


Strand 






Start . 


802 " - 


End 


2197 -* ■ 


% '=? 


Name 


OJ000250 61.0419.C40.ol.gp 


Method 


AAT/GAP 




Start 


802 


End 


2197 


£3 


GI 


12954 1.R1084 


Score 


161 




Exons 


802. .825, 2119. .2197 








GI- Descrip. 


M.646206/.gb IAAD26.879. il AC007230 13 0.( 


De+00 (AC007230) Contains 






similarity to gb D13630 KIAA0005 gene 


from Homo sapiens. ESTs 






gb_T45345, gb_T21086, gb_R90360, gb_T20468, gb_T45191 and 






gb AI100459 come from this gene. [Arabidopsis thaliana] 1 




Seq. No. 


57263 


Seq. ID 


OJ000250_61.0419.C40 




Gene No. 


119925 


Strand 






Start 


2232 


End 


2861 




Name 


OJ000250 61.0419.C40.ol.gs 


Method 


GENSCAN 




Start 


2232 


End 


2861 




GI 


none 


Score 


.59 




Exons 


2232.. 2431, 2618. .2861 







Seq. No. 
Gene No. 



57263 
119926 



Seq. ID 
Strand 



OJ000250 61.0419.C40 



57814 




Start 


€1 O "7 A 

o 370 








End 


67 71 




Name 


OJ000250 61 


.0419, 


. C40 . o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


6370 








End 


677 1 




GI 


none 








Score 


1 A. o 

1 98 




Exons 


6370 . . 677 1 














Seq. No. 


57263 








Seq. ID 


OJ000250_61.0419 


.C40 


Gene No. 


119927 








Strand 






Start 


7350 








End 


"7 O A C 

7805 




Name 


/— \ T A A A A ^ A /■" -1 

OJ000250 61 


.0419, 


. C40 . ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


"J *3 C A 

7350 








End 


1 O A C 

7805 




GI 


none 








Score 


14 7 




Exons 


""J O C A "7 C A /" 

7350 . .7526, 


7569 , 


. . 7805 , 


7571 . 


.7795 






Seq. No. 


C H A C A 

5 /264 








Seq. ID 


r\ T A A A A C A /"I A Vl "1 A 

OJ000250 61.0419 


. C4 1 


Gene No. 


119928 








Strand 


+ 




Start 


1 








End 


392 




Name 


OJ000250 61 


.0419. 


.C41.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


. 392 




GI 


C A A O >l /I A 

59024 44 








Score 


56,0 




Exons 


1 . .392 














GI Descrip. 


/ T\ T'l A A A A A A \ 

(AB030283) < 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


57264 








Seq. ID 


OJ000250_61.0419 


.C41 


Gene No. 


119928 








Strand 


+ 




Start 


1 








End * 


392 




Name 


OJ000250 61 


.0419. 


.C41.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 








End 


184 




GI 


none 








Score 


195 




Exons - ; * 


1 . . 1 4 7 , 2 . . 


184 












Seq. No. 


57264 








Seq. ID 


OJ000250_61.0419 


.C41 


Gene No. 


119928 








Strand 


+ 




Start 


1 








End 


392 




Name 


OJ000250 61 


.0419, 


,C41.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


37 








End 


214 • 




GI 


none 








Score 


181. 




Exons 


3 / . .162, . jy 


.':214 












Seq. No. 


57264 








Seq. ID 


OJ000250_61.0419 


.C41 


Gene No. 


119928 








Strand 


+ 




Start 


1 








. End. 


392 




Name 


^"VTAAAACA /"I 

OJ000250_61 


.0419. 


,C41.ol 


• gs . 


Method 


GENSCAN . 




Start 


89 








End 


391 




GI 


none 








Score 


. 91 




Exons 


o o a a -i 

8 9. . 391 














Seq. No. 


57265 








Seq. ID • 


OJ000250_61.0419 


.C42 


Gene No. 


119929 








Strand 


+ 




Start 


174 9 








End 


4151 




Name 


OJ000250 61 


.0419. 


C42.ol 


.gs 


Method 


GENSCAN 




Start 


1749 








End 


4151 




GI 


none 








Score 


.81 




Exons 


1749. .1802, 


2263. 


.2320, 


2871. 


.3008, 3435.. 3593, 3988.. 4151 


Seq. No. 


57265 








Seq. ID 


OJ000250_61.0419 


.C42 


Gene No. 


119930 








Strand 


+ 





57815 




Start 


5686 


End 


8793 






Name 


ujuuuzdu b i . uh i y . U4 . oi . np 


Method 


AAT/NAP 






otart 


0 DO D 


End 


8793 . 






C T 


o y uz 4 4 o 


Score 


4753 






Exons 


jdoo. . o / y j 










GI Descrip. 


\AdU jUzoj) b*/Uj~rvjij precursor 


[Oryza sativa] 






Seq. No. 


57265 


Seq. ID 


OJ000250_61 


.0419. 


C42 


Gene No. 


119931 


Strand 








Cf 3 ~-+- 


A 1 1 1 
4 O 1 1 


End 


5370 






Name 


ujuuuzou bi . U4 x y . l,4 z . oz . gs 


Method 


GENSCAN 






o car l 


yl T 1 1 
4-511 


End 


5370 






bJ. 


none 


Score 


.98 






Exons 


4 711 zl^^Q yicifi a^7^ Alfcfc 


. .4924> 5295.. 5370 






oeq . no . 


o / z bo 


Seq. ID 


OJ000250_61 


n a i q 
. U 4 1 y . 


C* A 0 

L,4 z 


Gene No. 


119932 


Strand 








Start * 


9122 


End 


12055 






Name 


ATnnnoc;n £i haiq hao /to 
UJUUUZOU bl . U4 l y . U4 Z . 04 . gs 


Method 


GENSCAN 






btart 


Q 1 *5 O 


■ End 


12055 






bil 


none 


Score 


.64 






Exons 


yizz..yo/b, y44o..yo/o, yoz / 


. .10070, 


10396. . 10583, 


i n £ i a 
!Ubl4 


i n n i a 
. . 1 U / 1 4 , 




i • 1 1 1 1 "7 1 1 OT1 1 OH ^ C- 

i u / y / . .nil/, iiz/i. . izudj. . 










beq. no. 


o / z bO . 


Seq. ID 


OJ000250_61 


C\ A 1 Q 

. u 4 1 y . 


L-4 Z 


(~* d. y\ KT /™\ 
otrllC NO . 


1 1 QQ79 
i jl y y 


■ Strand 








Start 


9122 


End 


12055 






Name 


OJ000250 61.0419.C42.o2.np 


Method 


AAT/NAP 






Start 


9125 


End 


12055 






GI 


6691716 


Score 


2633 






Exons 


9125. .9575, 9650. .9765, 9916 


. .10016, 


10091. .10278, 


10356 


. .10537, 




10614. .10714, 10797. .10993, 


11181. .12055 







GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 |dbj | BAA89397 . 1 1 (AP000570) hypothetical protein 
[Oryza sativa] - 



Seq. No.. 


■ 57265 








Seq. ID 


OJ000250_61.0419. 


.C42 


Gene No. 


■ 119933 








Strand 






Start 


16649 








End 


17154 




Name 


OJ000250 61 


.0419. 


C42.o3, 


. tw 


Method 


TBLASTX: Wheat 




Start 


4361 








End 


8041 




GI 


none 








Score 


405 . 




Exons 


4361. .4396, 


4410. 


,4448, 


7654 . 


.7 965, 7 655. .80.41, .785.6. .9041 . 


Seq. No. 


57265 








Seq.. ID 


OJ000250_61.0419\ 


■ C42 


Gene No. 


119933 








Strand 






Start 


16649 








End 


17154 




Name 


OJ000250 61 


.0419. 


C42.o6, 


,tw 


Method 


TBLASTX: Wheat 




Start ' 


5682 








End 


5986 




GI 


none 








Score 


328 




Exons 


5682. .5984, 


5683. 


.5985, 


5749. 


.5985, 5822..S986 




Seq. No. 


57265 . 








Seq. ID 


OJ000250_61.0419, 


,C42 


Gene No. 


119933 








Strand 






Start 


16649 








End 


17154 




Name 


OJ000250 61 


.0419. 


C42.o3, 


, tm 


Method 


TBLASTX: Maize 




Start 


5761 








End 


6111 





57816 






iUJI its 








Score 


?R 4 

jj ft 




Exons 


6i , 6i 1 1 


Sft 09 


61 07 

■ . U X \J / 










Seq. No. 


57265 








Seq. ID 1 


OJ000250_61.0419. 


C4 2 


Gene No. 


119933 








Strand 






Cf- 3 -rf 


1 664 Q 

X U U *i .7 








Hi 1 1 Li. 


171^4 

X f X J ** 




Name 


0.10009^0 6i 


04 1 Q 


CA 9 r»1 


f M 


LTlfc; L I1UU 






OLdi t 












64 0 S 
O fl U D 






none 










4 4 7 

ft ft / 




IT vnn o 

Ej AUi lo 


SQfifi 640S 


59R8 

J _? o o 


64 04 










Seq. No. 


57265 








Seq. ID 


OJ000250_61. 0419. 


C42 


Gene No. 


119933 








Strand 






Q-h a r-i- 
Dldl L 


1 fifiAQ 
J. U -7 








FnH 


1 7 1 S4 ■ 

X / 1 J4 




Name 


o.tooo9so 6i 

UUUUUl JU OX, 


04 1 Q 

■ U *i X _7 


P4 9 nl 


. L O 








Cf a vt- 


69 ^o ~~ 










66P11 
O 0 O X 




o J. 


none 








Score 


^09 

O \J z 




Cj2\KJL lo 


69so 66fti 


69 Q7 

uz .7 / i 


664 7 










Seq. No. 


. 57265 








Seq. ID 


OJ000250_61.0419. 


C42 


Gene No. 


119933 








Stranci 






Cf -a y-f 


1 664 Q 








End 


17154 




Name 


n.T0009so 6i 

UUUUUl JU OX, 


04 1 Q 


P4 9 r*9 
. t4Z . UZ 


f m 
. LIU 


Method 


TBLASTX: Maize . 




Of 3 -w-f 


0 J4 








• End 


6792, 




C T 


none 








Score 


272 




LAUilo 


6^4Q fifing 


6^ft 1 


6609 


66^1 


.6768, 6637..67'56, 6766.. 6792 


Seq. No. 


57265 








Seq. ID 


OJ000250 61.0419. 


C42 


Gene No. 


119933 








Strand 






O Lai u 


1 664 Q 








End 


17154 




Name 


otooo9^o 6i 


04 1 Q 


P4 9 n9 
. LI Z • OZ 


i LW 


Method 


TBLASTX: Wheat 




Cf a Y-f- 

o ldi L 


64 4 7 ~ 
U ft ft / 








End 


6879 






none 








Score 


426 






6447 66RQ 


64 M 


6ft 7 Q 

. ■ OO / J 










Seq. - No. 


57265 








Seq. ID 


OJ000250_61.0419. 


C42 


Gene - No . 


119933- . 








Strand 






c +- a rh 


1 664 Q 








End 


17154 - 




Name 


r> Tnnn9 so 6i 


0 4 1 Q 


C A 9 r\ 9 


f c 


Method 


TBLASTX : Soybean 




Cf 3 v-f 


CQ1 tr . — 








End 


7295 






none 








Score 


132 




Exons 


6Q1 S 7191 

O^lJ . . f X Z X , 


6Q1 6 
O .7 X o . 


719 9 
. . / X Z Z , 


7171 
/ X / X . 


.7293,. 7176. .7295 




Seq. No.' 


57265 








Seq. ID 


' OJ000250_61.0419. 


C42 


Gene No. 


119933 








Strand 






Cf o y-f 


1UD4 j 








End 


17154 




Name 


n.T0009 c iO 61 
UUUUUZ JU ox. 


0 4 1 Q 
U ft X :7 . 


P4 9 r%4 
Lft Z . Oft 


. L W 


Method 


TBLASTX: Wheat 




Cf a y-f 


6Q1 6 _ 








End 


7329 






none 








Score 


383 






. ■ / O Z .7 f 


6Q9 1 

O _/Z X . 


7 9 69 
• / z o z 










Seq. No. 


57265 








Seq. ID 


OJ000250_61.0419. 


C42 


Gene No . 


119933 








Strand 






Start 


16649 








End 


12154 




Name 


OJ000250' 6T. 


0419. 


C42.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


7648 








End 


7978 




GI 


none 








Score 


419 





57817 




Exons 


/d4o . . / y / / , / 1>4 y . . /y/o 










Seq. No. 


57265 




Seq. ID 


OJ000250_61.0419 


.C42 


Gene No. 


119933 




Strand 






otart 


1 £ £ / Q 




End 


17154 




Name 


OJUUUZOU ol . U4 iy . C4 z . 00 


. tw 


Method 


TBLASTX: Wheat 




Start 


O 1 0 0 




End 


8784 




GI 


none 




Score 


134 




Exons 


oi c^; qooc one on a a 


o Jol . 


.8432, 8362. 18661, " 8647. . 8784 


Seq. No. 


57265 




Seq. ID 


OJ000250_61.0419, 


.C42 


Gene No. 


119933 




Strand 






btart 


i o D4 y 




End 


17154 




Name 


UJUUUzoU ■ ol . U4 1 y . L4z . 04 


. tm 


Method 


TBLASTX: Maize 




otart 


o4 y i 




End 


8745 




GI 


none 




Score 


170 




Exons 


Q A Q 1 Q.CCA Q A QCCQ 
04yi..ODO4, 00U4..0DDO, 


O 04 J . 


.8744, 8644. .8745 




Seq. No. 


57265 




.Seq. ID 


OJ000250_61.0419, 


.C42 


Gene No. 


119933 




Strand 






Start 


i o d4 y 




End 


17154 




Name 


(jjuuuzou bi . U4 1 y . L4Z . O / 


. tw 


Method 


TBLASTX: Wheat 




Start 


llo4o 




End 


11935 




GI 


none 




Score 


201 




Exons 


11 o4o . . ny Jo 










Seq. No. 


O / Z 00 




Seq. ID 


OJ000250_61.0419. 


.C42 


Gene No. 


1 1 QQT3 

nyy j j 




Strand 








J. 0 O ft y 




-End 


17154 




Name 


OJ000250 61.0419.C42.o3 


.np 


Method 


AAT/NAP 




Start 


16649 




End 


17154 




(jl 


o / z lo o y 




Score 


256 




Exons 


loo4 y . . 1 / lo4 










GI Descrip. 


(APUUIU/J) hypothetical 


protein [Oryza 


sativa] 






Cfl | oo loUo 4 | ODJ | BAAyUo / U 


.11 (AP001081) 


hypothetical protein 




[Oryza sativa] 










Seq . No . 


O /.Z OO 




Seq. ID' 


OJ000250_61-.0419, 


,C43 


Gene No. 


119934 




Strand 


+ 




Start 


1 




End 


1330 




Name 


(JJUUUZOU bl . U4 1 y . C4 o . Ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1330. . 




GI 


"7 *D d A O O 1 

/3408ol. 




Score 


128 




Exons 


1..1/4, ol4..y4y, 13Uo. 


.1330 








"GI Descrip. 


(APUUlool) hypothetical 


protein [Oryza 


sativa]""-' 




oeq. no. 


0 / Z 0 0 




Seq. ID 


OJ000250_61.0419. 


.C43 


Gene No. 


119934 




Strand 


+ 




Start 


1 




End 


1330 




Name 


OJ000250 61.0419.C43.o3 


.np 


Method 


AAT/NAP 




Start 


957 




End 


1330 




GI 


6721561 




Score 


76 




Exons 


957. .1042, 1306. .1330 











GI Descrip. (AP001073) EST AU082058 (C12976) corresponds. -.to a region of the 
predicted gene. ; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 



57818 



protein [Oryza sativa] 



OCtj. IN O . 


S79fi£ 


oeq . X U 


o *rnnn9 


D X . U H X y 


C A "5 


bene ino . 




Cf r3n /J 

otranu 








Of---, 


ft 9 


LnQ 


X j jU 






Name 


uuuuut ju d x . u fi x y . bft o . o x . g s 


KvT/-\ ^ X-\ /"\ 

LYie inoa 


biiilNobrUN 










iLtLlO. 


1 UU4 






bX 


none 


Score 








TP /"\ <y 


ft? iri ft7ft i nnzi 










Seq. No. 


57266 


Seq. ID 


OJ000250 


_61.0419 


.C43 


bene ino . 


1 1 QQ^c; 
x x y y O O 


Strand 










ft 9 


End 


1330 






Name 


UJUUUzDU oi. U4iy,L4j.o^.np 


Method 


AAT/NAP 








O J 4 


End 


1330 






bl 


400U10 J 


Score 


134 






Exons 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




o e q . in o . 


57267 


Seq. ID 


OJ000250_ 


0 X . U 4 X y 


HA £ 


bene no . 


119936 


Strand 








btart 


' 1410 


End 


3427 






Name 


OJ000250 61-0419. C46.ol.gs 


Method 


GENSCAN 






Of -, vf 

otart 


1410 


End 


2919 








none 


Score 


.57 






Exons 


1410. .1508, 1739. .1924, 2091. .2177, 2641. -.2919 






Seq. No. 


57267 


Seq. ID 


OJ000250_ 


_61.0419 


.C46 


Gene No. 


119936 


Strand 








Start 


1410 


End 


3427 






Name 


OJ000250 61.0419.C46.o2.np 


Method 


AAT/NAP 






Start 


2671 


End 


3427 






GI. 


7248394 


Score 


93 






Exons 


2671. .2931, 3348. .3427 










GI Descrip. 


(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 )., D38985 (R0165 



correspond to a region of the predicted gene . -Similar to 
Arabidbpsis thaliana chromosome II BAC F15011 -genomic.- sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 57268 Seq. ID OJ000250 

Gene No. 1.19937 Strand + 

Start 4 End 521 

Name OJ000250_61 . 0419 . C47 . ol . gs ' Method GENSCAN 

Start 4 End 521 

GI none Score .79 

Exons 4. .71, 107. .141, 436. .521 



61.0419.C47 



Seq. No. 57268 Seq. ID OJ000250_61 . 04 19 . C47 

Gene No. 119938 Strand + 

Start 953 End 1334 

Name OJ000250_61 . 04 19 . C47 . ol . gp Method AAT/GAP 

Start 953 ' End 1334 

GI uC-osflcyp033a04bl Score 651 

Exons 953.. 1334 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 1 



57819 




Seq.. No. 


57268 






Seq. ID 


OJ000250_61.0419, 


,C47 


Gene No. 


119939 






Strand 


+ 




otart 


oZ 1 1 






End 


7758 




Name 


r\ t n n c\ o c: n ci 
UJUUUZOU Dl 


. U4 1 y . b4 / . OZ 


.np 


'.Method 


AAT/NAP 






Ton 
oz / / 






End 


7758 




bl 


/l CO A1 TO 

4 Doui / y 






Score 


5195 




Exons 


oZ / / . . 4 OX>Z , 


4Jyb . . / /DO 


■ 








GI Descrip. 


/ATI 1 1 TriQ\ 

(Ar 111 / (jy J 


polyprot ein 


[Oryza 


sativa subsp'. ' indica] ' 




Seq. No. 


57268 






Seq. ID 


OJ000250_61.0419. 


,C47 


Gene No. 


119940 






Strand 






C -i i -w*- -4— 


ooo 






End 


6189 




Name 


UJUUUi jU Dl 


.0419.C47.ol 


.np 


Method 


AAT/NAP • ■ 




o tar t 


OOO 






End 


5931 






4 boUlob 






Score 


363 




Exons 


QQC 1 HOC 

ooo. . lUo b, 


1924. .1975, 


5833. . 


5931 






GI Descrip.. 


/ 7\ XT' 1 T 1 T A G \ 

(afiii /uy) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


57268 






Seq. „ID 


OJ000250_61.0419. 


C47 


Gene No . 


i 1 QQ/in 

1 1 y y4 u 






Strand 






f"4- -, v,i- 

btart 


OOO 






End 


6189 




Name 


OJUUUzoU ol 


.0419.C47.o8 


. tw 


' Method 


TBLASTX: Wheat ■ 




Start 


q t o n 






End 


3726 




bl 


none 






Score 


210 




Exons 


J JzU . . JJ4 b, 


3481 . . 3519, 


3526 . 


.3723, 3528.. 3722, 3550.. 3726 


Seq. No. 


57268 






Seq. ID 


OJ000250_61.0419. 


C47 


Gene No . 


I 1 Q Qyl n 

I I y y 4 u 






Strand 






b tart 


OOO 






End. 


6189 




Name 


UJUUUzoU bl 


.0419.C47.o7 


. tw 


Method 


TBLASTX: Wheat 




ot art 


o / o y 






End 


4110 






none 






Score 


293 




Exons 


j / oy . . o y o j i 


3760. .4110 










Seq. No. 


572,68 






Seq. ID 


OJ000250_61.0419. 


C47 


Gene No . 


1 1 y y4 u 






Strand . 






ota r t 


OOO 






End 


6189 




Name 


UJUUUzoU bl 


.0419.C47.o6 


.tm 


Method 


TBLASTX: Maize 




otart 


o / oU 






End 


4065 




bl 


none 






Score 


232 




Exons 


o / bU . .. 4 UbD , 


3774. .3890 










Seq. No. 


57268 . 






Seq. ID 


OJ000Z50_61.0419. 


C47 


Gene No . 


1 1 y y4 u 






Strand . 






Start 


o o c 
bob 






End 


6189 




Name 


(JJUUUzoU bl 


.0419.C47.o9 


. tw 


Method 


TBLASTX: Wheat 




otart 


A A O *3 
4 4 Z O 






End 


4791 




bl 


none 






Score 


161 




Exons 


4 4ZO . .4 632 , 


4677. .4790, 


4729. 


.4791 






Seq. No. 


57268 






Seq. ID 


OJ000250_61.0419. 


C47 


Gene No. 


119940 






Strand 






Start 


886 






End 


6189 




Name 


OJ000250 61 


.0419.C47.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


4956 






End 


5412 




GI 


none 






Score 


52 





57820 




Exons 


4 y o b . .jj/j; 


4 y du 


. . OU 1U , 


0UO4 . 


.5186, 5065. .5406, 5095. .5412 


Seq, No. 


57268 








Seq. ID 


OJ000250 61.0419.C47 


Gene No." 


119940 








Strand 


- 


OLdrt 


OOD 








End 


6189 


Name 


UJUUU^OU Dl 


Ann 

. U4 1 y 


C AH /~\ £^ 

. L4 / . O0 


. tin 


Method 


TBLASTX: Maize 


o La.ru. 


A Q*7 1 

4 y / 1 








End 


5261 


bl 


none 








Score 


51 


Exons 


/l Q*7 i CO c-\ 

4 y / 1 . . oi, 


4 y / *c , 


. . 0 U 1 u , 


ou bo . 


.5259 




Seq. No. 


57268 








Seq. ID 


OJ000250_61.0419.C47 


Gene No. 


119940 








Strand 






Q Q C 








End 


6189 


Name 


vJUUUU^OU Dl 


A/ll Q' 

. u 4 1 y , 


C'A H r\A 
, b*i / . O fi 


. tin 


Method 


TBLASTX: Maize 


Of 3 >-■*- 


0 0<c y 








End 


5790 


bl 


none 








Score 


62 


Exons 


J . .OO/D/ 


R o (i c 

o o bo , 


, . o 4 d y , 


04 / b . 


.5790, 5616.. 5669, 5697.. 5747 


•Seq. No. 


57268 


- 






Seq. ID 


OJ000250 61.0419.C47 


Gene No. 


119.94 0 








Strand 


- 


otart 


OOD 








End 


6189 


Name 


UJ UUUZ 0U D 1 . 


. U4 i y , 


r* a "7 

, 04 / . Ol 


. ts 


Method 


TBLASTX: Soybean 


Of -J 


coon 
jjo U 








End 


5739 


bl 


none 








Score 


470 


Exons 


DjoU. .o/oy f 


OooV , 


. .04 1 / , 


C/1 (TO 

04 bo . 


.5738 




Seq. No. 


57268 








Seq. ID 


OJ000250_61.0419.C47 


Gene No. 


119940 








Strand 


- 


ot art 


OOD 








"End 


6189 


Name 


UJ UUUzOU Dl . 


. U4 i y . 


HAH y-\ C 

; b4 / . O0 


. tw 


Method 


TBLASTX: Wheat 


Of v-f 

btart 


C/l CO 
0 4 








End 


5754 


c t 


none 








Score 


387 


Exons 


04 OZ . .0/04, 


0 4 DO , 


.0/00 








Seq. No. 


57268 








Seq. ID 


OJ000250_61;0419.C47 


Gene No. 


.* . 119940 








Strand 




Q +. - „J_ 

otart 


OOD 








End 


6189 


Name 


UoUUUZDU Dl . 


Ayl 1 Q 

, u 4 i y . 


b4 / . Oo 


f 

. tw 


Method 


TBLASTX: Wheat ' 


o t art 


0/00 








End 


6180 


C T 
bl 


none 








Score 


579 


Exons 


0/00.. DioU, 


0 / o / . 


. b 1 / b , 


0 o 1 0 . 


.6180 




Seq. No. 


57268 








. Seq. ID 


„ OJ000250_61.0419.C47. 


Gene No. 


119940 








Strand 




btart 


OOD 








End 


•6189 


Name 


UJUUUzOU bl . 


, u 4 1 y . 


r* AH "3 
b4 / . Oo 


. ts 


Method 


TBLASTX : Soybean 


Cf -i yf 

btart 


J / Dl 








End 


6006 


bl 


none 








Score 


206 


Exons 


0 / bl . . bUU b, 


CT7Q 

0 / / o . 


. bUUO ■ 








Cp n Kin, 










Seq. ID 


OJ000250_61.0419.C47 


Gene No. 


119940 








Strand 




Start 


886 








. End 


6189 


Name 


OJ000250 61. 


0419. 


C4 7 .o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


5826 








End 


6189 


GI 


none 








Score 


457 


Exons 


5826. .6176, 


5827. 


.6180, 


5827.. 


.6189 





57821 






Seq. No. 


57268 








Seq. ID 


OJ000250_61.0419, 


.C47 




Gene no. 


1 1 y y4 1 








C4- v -s — ^1 

btrana 








Start 


CO 1 1 
DZ 1 1 








r? _ _j 

hna 


/ / 13 






Name 


OJUUUzoO bl 


A A 1 A 

. U4 iy . 


. 04 / . OZ 


. tw 


Method 


TOT 7\ OT^V . r.T 1_ _ _ -i_ 

IdJjAoIa : wneat- 






Start 


* COI 1 

bzll 








. End 


a n a n 

b / 4 / 






01 


none 








Score 


a a q 
64 o 






Exons 


/"Oil j| n 

bzll . .6/4 /, 


bzoo , 


en a c 
. . b /.4 b 












Seq. No. 


57268 








Seq. ID 


OJ000250_61.0419, 


.C47 




Gene No . 


I 1 Q Q A 1 

I I y y 4 1 








btrana 








Start 


b2 1 1 








Lna 


/ / 13 






Name 


/"\taaaoca ^ri 
OJOUUzoO bl 


A A T A 

. U4 iy , 


r* a "7 ^ i 
. 04 / . Oi 


. tc 


Method 


i BLiAb IX : Or ess 






Start 


b4 04 








bna 


b / / 1 






01 


none 








Score 


y i 






Exons 


/r/ic/i aeon 
b4 04 . . bbz / , 


oboU . 


. . o / /U , 


bo31 , 


. . b / / 1 








Seq. No. 


57268 








Seq. ID 


OJ000250_61.0419. 


.C47 




Gene No . 


I 1 A A >1 1 

I I y y 4 1 








Strand 








Start 


bz 1 1 








hnd 


/ / 13 






Name 


/^TAAAOCA /" 1 

OJOOOzoO 61 


A A 1 A 

. 04 iy , 


, 04 / . oz 


. ts 


Method 


TBLASTX : Soybean 






Start 


/■r or 

ODOD 








End 


■ b / 9o 






GI 


none 








Score 


zyz 






Exons 


bo . . 6 / yb, 


C. C yl A 

bo4 0 . 

■ 


. . b / y4 












Seq. No. 


57268 








Seq. ID 


OJ00025t)_61.0419. 


.C47 


h ; 

f ( | 


Gene No . 


i i a a a 1 

1 1 y y4 1 








Strand 








Start 


6211 








End 


7713 




~ ~ 


Name 


/-\XAAAOCA 1 

OJOOOzoO 61 


.0419, 


, C47 . o3 


. tm 


Method 


TBLASTX : Maize 






Start 


bo93 








End 


b8o0 




— 


GI 


none 








Score 


oo 






Exons 


boy J . . b /4o, 


bo94 , 


. . boo 1, 


a c a c 

bo9o . 


. b88o 








Seq. No. 


57268 








Seq. ID 


OJ000250_61.0419, 


,C47 




Gene No . 


1 1 A A /! 1 

1 1 y y4 1 








Strand 








Start 


bz 11 








End 


/ /13 






. Name 


/^TAAAAEA 1 

•OJUOUzoU . bl 


A A 1 A 

. 04 i y . 


, C.4 7 . o 1 


. t w • 


Method 


TBLASTX : Wheat 






Start 


b /o4 








End 


/3o0 




\ ™ 
f 1 


GI 


none 








Score 


b9z 






Exons 


b7o4 . . 7380, 


O 1 A 

bolO . 


, . 737 9 












Seq. No. 


57268 








Seq. ID 


OJ00.0250_61.0419. 


C47 




Gene No . 


T T A A A 1 

liy y4 i 








Strand 








Start 


'/"Oil 

6Z11 








End 


7713 






Name 


/^TAAAOCA 1 

OJOUUzoO 61 


A A 1 A 

.0419. 


C47 . ol 


. tm 


Method 


TBLASTX: Maize 






Start 


6934 








- End 


7533 






GI 


none 








Score 


230 






Exons 


r no /I T A A C 

b934 . .7 095, 


/*" A /I A 

6942 . 


~7 A O O 

. 7088 , 


"7 A A O 

7093 . 


.7533, 7095. .7517 






Seq. No. 


57268 








Seq. ID 


OJ000250_61.0419. 


C47 




Gene No. 


119941 








Strand 








Start 


6211 








End 


7713 






Name 


OJ000250 61, 


.0419. 


C47.o6 


.tw 


Method 


TBLASTX: Wheat 






Start 


7380 








End 


7713 , 






GI 


none- 








Score 


323 






Exons 


7380. .7649, 


7381. 


.7713, 


7384 . 


.7692 







57822 




Seq. No. 


C "7 o r A 

57 269 




Seq. ID 


OJU00250 61.0419 


. C48 


Gene No. 


119942 




Strand 


+ 




Start 


1576 . t 




End 


3925 * 




Name 


OJ0UU250 ol.U419.C4o 


.ol.np 


Method 


AAT/NAP 




Start 


. 1576 




End 


3925 




GI 


■59.11167 




Score 


2616 




Exons 


1576 . . 3925 










GI Descrip. 


(AF136221) putative 


transposase protein [Zea mays] 




Seq. No. 


57269 




Seq. ID 


OJ000250_61.0419 


. C4 8 


Gene No. 


11994 3 




Strand 


+ 




Start 


10995 




End 


20519 




Name 


OJ000250_61.0419.C48 


.o2.gs 


Method 


GENSCAN 




Start 


10995 


End ■ 


20519* 




GI 


none 




Score 


.49 




Exons' 


10995 11387 , 11465. 


.12032, 


12838. .12962, 13582 .. 13683, 






13685 13798 , 14162. 


. 14298, 


14737. .148 


391, 15024. .15139, 






15167 .. 1814 6, 18215. 


. 19797, 


19869. .19986, 20365.. 20519 




Seq. No. 


57269 




Seq. ID 


" OJ000250_6i.0419 


. C48 


Gene No. 


119943 




Strand 


+ 




Start 


10995 




End 


20519 




Name 


OJ000250 61.0419.C48 


.o2.np 


Method 


AAT/NAP 




Start 


15026 




End 


19698 




GI 


6705984 




Score 


6156 




Exons 


15026. .19698 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


57269 




Seq. ID 


OJ000250_61.0419 


.C48 


Gene No. 


119944 




Strand 


+ 




Start 


24275 




End 


24512 




Name 


OJ000250 61.0419.C48 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


1973 




End 


2275 




GI 


none 




Score 


2-14 




Exons 


1973. .2275 










Seq. No. 


57269 




Seq. ID 


OJ000250_61v0419 


.C48 


Gene No. 


119944 




' Strand 






Start 


24275 




End 


24512 




Name 


OJ000250 61.0419.C48 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


2333 




End 


2665 




GI 


none 




Score 


111 




Exons 


2333..2500, 2495.. 2632, 2507 


..2665 






Seq. No. 


57269 




Seq. ID 


' OJ000250_6l'."0419 


.C48 


Gene No. 


119944 




Strand 


+ 




Start 


24275 




End 


24512 




Name 


OJ000250 61.0419.C48 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


2509 




End 


2751 




GI 


none 




Score 


226 




Exons 


2509. .2751, 2510. .2740 








Seq. No. 


57269 




Seq. ID 


OJ000250_61.0419 


.C48 


Gene No. 


119944 




Strand 


+ 




Start 


24275 




End 


24512 




Name 


OJ000250 61.0419.C48 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


2510 




End 


2927 . 





57823 



GI none 

Exons 2510. .2743, 2510.. 2746, 2518, 

& ■ 

Seq. No. " 57269 

Gene No. 119944 • 

Start 24275 

Name OJ000250_61 . 0419 .C4 8 . 08 . ts 

Start 2759 

GI none 

Exons 2759. .2941, 2763.:2996 

Seq. No. 57269' 

Gene No. 119944 

Start 24275 • 

Name OJ000250_61 . 0419 . C48 . ol4 . tm 

Start 3071 

GI none 

Exons 3071.. 3292, 3132.. 3296, 3155. 

Seq. No. 57269 

Gene No. 119944 

Start 24275 

Name OJ000250_61 . 0419.C48 .o5 . tm . 

Start 3359 

GI none 

Exons 3359.. 3502;, 3415.. 3834, 3551. 



Score 265 

.2760, 2748. .2927, 2759. .2926 

Seq. ID OJ000250_61-.0419.C48 

Strand + ; : 

End 24512 

Method TBLASTX : Soybean 

End 2996 

Score 200 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3325 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3835 



OJ000250_61.0419.C48 
+ 

'24512 

TBLASTX : Maize 

3325 

185 



OJ000250_61.0419.C48 
+ 

24512 

TBLASTX: Maize 

3835 

14 2" 



Seq. No. 57269 Seq. ID 

Gene No. 119944 Strand 

Start 24275 End 

Name OJ000250_61 . 04 19 . C4 8 . o5 . ts Method 

Start 3383 End 

GI none Score 

Exons 3383.. 3502, 3575.. 3787, 3655.. 3786 

Seq. No. 57269 Seq. ID 

Gene No. . 119944. . • Strand 

Start 2427.5 ' End 

Name OJ000250_61 . 0419 .C48 . 08 . tw Method 

Start 3548 End 

GI none Score 

Exons 3548.. 3901, 3667.. 3846 

Seq. No. 57269 Seq. ID 

Gene No. 119944' Strand 

Start 24275 End 

Name OJ000250_61 . 04 19 . C48 . 08 . tm Method 

Start 11070 End 

GI none Score 

Exons 11070. .11384, 11462.. 11566 

Seq. No. 57269 Seq. ID 

Gene No. 119944 Strand 

Start 24275 End 

Name OJ000250_61 . 04 19 . C48 . o3 . tw Method 

Start 15452 End 

GI none Score 



OJ00025.0_61.0419.C48 
+ 

24512 

TBLASTX : Soybean 

3787 

78 



OJ000250_61.0419.C48 

+'•• . 
24512 

TBLASTX: Wheat 

3901 

253 



OJ000250_61.0419.C48 
+ 

24512 

TBLASTX: Maize 

11566 

233 



OJ000250_61.0419.C48 
+ 

24512 ■ 

TBLASTX: Wheat 

16029 

186 



57824 




Exons 


l04 . . loboo , lo4by. 


. loobU, 


15470. .15658, 15659 16021, 






1 cjrc^ i CHOQ i c^cc 
1JDD4 . . IbUzy, lODDD . 


1 £HO 1 

. 1 bUZ 1 








Seq. No. 


57269 




" ;; Seq. ID 


6J000250 61.0419 


.C48 


Gene No. 


119944 




Strand 


+ • 




otart 


0 A o n R 
Z 4 Z / 0 




End 


24512 




Name 


UJUUUZoU bl.U4iy.L4o 


. o9 . tm 


Method 


TBLASTX: Maize 




otart 


1 u cc 

104 00 




End 


15691 




bl 


none 




Score 


263 




Exons 


1 04 00 . . 10 by 1 , 1040O. 


. 1 0 bOZ / 


15466. .15690 




Seq. No. 


57269 




Seq. ID 


OJ000250 61.0419 


.C48 


Gene No. 


119944 




Strand 


+ 




otart - • 


oa one 
■ Z 4 Z / 0 




' End ■ 


' 24512* ' 




Name 


UJUUUZoU bl.U4iy.L4o 


. o4 . ts 


Method 


TBLASTX: Soybean 




ot art 


lo 4 y y 




End 


15895 




C T 

bl 


none 




Score 


116 




Exons 


i o 4 y y . . i o b jj , loouu. 


1 R £ *5 A 

. 1 0 bo 4 / 


15674. .158 95, 15694. .15882 




beq. No. 


o /z by 




Seq. ID 


OJ000250_61.0419 


. C4 o 


Gene No. 


119944 




Strand 


+ 




Start 


24275 




End 


24512 




Name 


UJUUUZOU bl.U4iy.L4o 


. o4 . tw . 


Method 


TBLASTX: Wheat 




Start 


l bo / y 




End 


16861 




bl 


none 




Score 


343 




Exons 


1 fTTTQ ' 1 £ £ R /l 1 COQI 

ioo/y..ibb04 / iboyi. 


1 £ £ /I Q 

. 1 bb4 o , 


16399. .16653, 16653. .16823, 






1 CCCQ 1 £ Q "3 j1 1 £ £ £ *7 

Iob0o..iboo4, 1 b b b / . 


1 £ Q £ 1 

. 1 bo bl 








Seq. No. 


57269 




Seq. ID 


OJ000250_61.0'419 


.C48 


Gene No. 


119944 




Strand 


+ 




Of _ ^f. 

otart 


o a on c; 
Z 4 Z / 0 




End 


24512 




Name 


OJUUUZoU bl.U4iy.L4o 


. oo . ts 


Method 


TBLASTX: Soybean 




OJ._v.i- 

btart 


i £ £ 1 £ 
1 bbl b 




End 


16861 




bl 


none 




Score 


293 




Exons 


1 £ £ 1 £ 1 £Q £ 1 1 £ £ 0 1 
lODlD. . lOoDl/ IbbZl. 


1 £ Q 1 R 

. 1 bo 1 0 , 


16625.. 16855 




Seq. . No. 


.- 57269 




Seq. ID 


OJ.000250_61.0419 


.C4 8 


Gene No. • 


. 119944 




Strand 


+ . 




otart 


o a on c; 
Z 4 Z / 0 




End 


24512 




Name 


UJUUUZOU bl.U4iy.L4o 


. o / . tm 


Method 


TBLASTX: Maize ' 




btart 


1 £ £ 1 £ 

1 bbl b 




End 


16864 




bl 


none 




Score 


293 




Exons 


1 £ £ 1 £ 1 £ Q £ /I 1 £ £ O 1 

ibblb. . 1 bo b4 , 1 obZl . 


. 1 bo lo , 


16625.. ..16855 




Seq. No. 


57269 • 




Seq. ID 


OJ000250_61.0419 


.C48 


Gene No. 


119944 




Strand 


+ 




btart 


o a on c. 
Z4Z 1 O 




End 


24512 




Name 


UJUUUZoU bl.U4iy.L4o 


. ol U . tw 


Method 


TBLASTX: Wheat 




btart 


i by lo 




End 


.17098 




bl 


none 




Score 


180 




Exons 


i by lo . . i /uy4 , lbyio. 


"i n n o o 

. l / u y o , 


16985. .17098 




Seq. . No. 


57269 




Seq. ID 


OJ000250_61.0419 


.C48 


Gene No. 


119944 




Strand 


+ ■ 




Start 


24275 




End 


24512 




Name 


OJ000250 61.0419.C48. 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


16937 




End 


17188 





57825 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

■Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

16937. .17032, 17045 17188, 

57269 

11994.4' 

24275 

OJ000250_61.0419.C48.o6.tw 

17144 

none 

17144 .. 17626, 17239. .17592 



57269 

119944 

24275 

OJ000250_61.0419.C48. 

17213 

none 

17213. .17680, 17288. . 



Score 65 
17047. ..17187 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 



o3 . tm 
17647, 17425. .17649 



OJ000250_61.0419.C48- 
+ 

24512 

TBLASTX: Wheat 

17626 

381 



OJ000250_61.0419.C48 
+ 

24512 

TBLASTX: Maize 
17680 
399 



57269 

119944 

24275 

OJ000250_61.0419.C4 8.o3.tc 

17291 

hone 

17291. . 17593 

57269 

119944 

24275 

OJ000250_61.0419.C48.ol.ts 

17603 
none 

17603. . 17962, - 17722 .. 1794 9 

57269 
119944 
24275 ' 

OJ000250_61.0419-.C48.o7.tw 

17675 

none 

17675. .18076, 17722.. 18075 

57269 ">*• 

119944 

24275 

OJ000250_61 .0419.C4 8.o4 . tm 

17723 

none 

17723. . 18145, 17764. .18144 

57269 

119944 

24275 

OJ000250_61.0419.C4 8.o7.ts 

17986 

none 



Seq. ID OJ000250_61.0419.C48 

Strand + 

End 24512 

Method TBLASTX: Cress 

End 17593 

Score 184 



Seq. ID OJ000250_61.041-9.C4S 

Strand + : 

End 24512 

Method TBLASTX : Soybean 

End 17962 

Score 341 



Seq. ID OJ000250_61.0419:C4i 

Strand + 

End 24512 

Method TBLASTX : Wheat 

End 18076 

Score 311 



Seq. ID OJ000250_61.0419.C4i 

Strand ■ + 

End 24512 

Method TBLASTX: Maize 

End 18145 

Score '381 



Seq. ID OJ000250_61.,0419.C4* 

Strand . + 

End " 24512 

Method TBLASTX : Soybean 

End ' 18151 

Score . 201 



57826 




Exons 


17986 .. 18150, 17987. 


. 18151 








Seq. No. 


57269 




Seq. ID 


OJ000250_61.0419 


.C48 


•Gene No. 


119944 




Strand 


+ 




Start-. 


24275 , 




End 


24512 




Name 


OJ000250_6l . 04 19 . C4 8 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


18168 




End 


18594 




GI 


none 




Score 


357 




Exons 


18 168 .. 18593, lolob. 


. 18593, 


18169. .18594, 18169. .18594 




Seq. No. 


57269 




Seq. ID 


OJ000250_61.0419, 


. C48 


Gene No. 


119944 




Strand 


+ 




Start 


24275 




End 


24512 




Name 


OJ000250_61 . 04 19 . C4 8 


. o2 . ts 


■ Method 


TBLASTX: Soybean 




Start 


18180 




End 


18452 




GI 


none 




Score 


83 




Exons 


18180 .. 18356, 18180. 


. 18365, 


18181. . 18357, 18181. . 18369, 






18361.. 18447, 18363. 


. 18452 








Seq. No. 


57269 




Seq. ID' 


OJ000250_61.0419, 


.C48 


Gene No. 


119944 




Strand 


+ 




Start 


24275 




End 


24512 




Name 


rf^v t rt rt rt rt ^ rt rt * «i rt a rt 

OJ000250_61 . 0419 . C48 


. ol3. trn 


Method 


TBLASTX: Maize 




Start 


18373 




End * 


18548 




GI 


none 




'Score 


200 




Exons 


18373 .. 18543, 18375. 


. 1854 8 








Seq. No. 


57269 




Seq. ID 


OJ000250_61.0419. 


.C48 


Gene No. 


119944 




Strand 


+ 




Start 


24275 




End 


' 24512 




Name 


OJ000250_61 . 0419 .C48 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


18544 




End 


18909 




GI 


none 




Score 


432 




Exons 


18544 .. 18909, 18546. 


. 18908 








Seq. No. 


57269 




Seq. ID 


OJ000250_61.0419. 


.C48 


Gene No . 


119944 




Strand 


. +■ • 




Start 


24275 - ' 




End 


24512 - 




Name 


' OJ000250_6l .0419.C48 


. ol .tm 


Method 


TBLASTX: Maize 




Start 


18627 




End 


18976 




GI 


none 




Score 


507 




Exons 


i rt /~ rt i rt rt i i rt /~ rt rt 

18627. .18971, 18628. 


. 18972, 


18638. .18976 




Seq. No. 


57269 




Seq. ID 


OJ000250_61.0419. 


.C4 8 


Gene No. 


' 119944 




■ Strand 


+ 




Start 


24275 




End 


24512 




Name 


OJ000250_61 .0419. C4 8 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


18721 




End 


19080 




GI 


none 




Score 


409 




Exons 


"1 rt rt -1 -i rt rt rt rt rt ^ rt ^ 

18721 . . 19080, 18726. 


. 19070 








Seq. No. 


57269 




Seq. ID 


OJ000250_61.0419. 


C48 


Gene No. 


119944 




Strand 


+ 




Start' 


24275 




End 


24512 




Name 


OJ000250 61.0419.C48 


.ol2.tm 


Method 


TBLASTX: Maize 




Start 


18979 




End 


19272 




GI 


none 




Score 


222 





57827 



Exons 



18979. . 19272 



B ■ 5 



beq. ino. 


o / z oy 




beq. id 


UJ UUU^DU 


Gene . No . 


I 1 QO'A A 

I I yy 4 4 




Strand 




btart 


Z 4 Z I D 




End 


Z4 DlZ 


Name 


(JJUUUzOU Ol.U4iy.L4o 


. o2 . tw 


Method 


TBLAS TX : 


otart 


1 Q1 1 1 

i y 1 1 1 




tr 1 -j 

bna 


iyouy 


GI 


none 




Score 


560 


Exons 


19111. .19509, 19113. 


.19499 






beq. NO. 


D I Zv? 




beq. ID 


OJUUUZoU 


Gene No . 


1 1 Q Q A A 

i iy y 4 4 




Strand 


+ 


Start 


Z4z /O 






z4 o lz 


Name 


UJUUUzOU bl.U4iy.G4o 


■ 

. 06 . tm 


Method 


TBLAS TX : i 


Start 


i y/ / d 




Lna 


i n c n a 

lyooU 


GI 


none 




Score 


o4 y 


Exons 


i y^ / b . . i y b4 o , iyz/o. 








Seq. No. 


57269 




Seq. ID 


OJ000250 


Gene No . 


I 1 Q Q A A 

I I y y 4 4 




Strand 


+ 


Start 


z4z /o 




End 


24512 


Name 


OJUUUzoU bl.U41y.C4o 


. oil . tm 


Method 


TBLASTX : 1 


Start 


i y ddz 




End 


19791 


GI 


none 




Score 


219 


Exons 


lyooz . . iy /4 u, iyoo4. 


. 19o 1\j , 


19556. .19714, 19588 




i y / jj . . i y / y i 








Seq. No. 


57269 




Seq. ID 


OJ000250 


Gene No . 


119944 




Strand 


+ 


Start 


24275 




End 


24512 


Name 


OJ000250 61.0419.C48 


. o3 . np 


Method 


AAT/NAP 


Start 


24275 




End 


24512 


GI 


7340881 




Score 


94 


Exons 


24275. .24361, 24471. 


.24512 






GI Uescrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


. 57270 




Seq. ID 


OJ000250_ 


Gene No. 


119945 




Strand 


+ 


btart 


1 




End 


9031 


Name 


OJ000250 61.0419.C49 


.ol . np 


Method 


AAT/NAP 


Start 


1 




End 


484 


GI 


5042448 




Score 


717 


Exons 


1. .484 








GI Descrip. 


(AC007789) putative 


ORF0 protein of RIRE8B. gyps; 




retrotransposon [Oryza sativa] 




Seq. No. 


57270 




Seq. ID 


OJ000250_ 


Gene No. 


119945 




Strand 


+ 


Start 


1 




End 


9031 


Name 


OJ000250 61.0419.C49 


. ol . gs 


Method 


GENSCAN 


Start 


207 




End 


3251 


GI 


none 




Score 


.44 


Exons 


207. .390, 739. .968, 


1047. .1599, 1629.. 


2528, 2771 


Seq. No. 


57270 




Seq. ID 


OJ000250_ 


Gene No. 


119945 




Strand 


+ 


Start 


1 




End 


9031 



57828 



Name 


uuUUUZ jU DX 


.0419. 


,C49.o2 


* 


Method 


AAT/NAP 














End 


5280 




p t 


fl DO U X / i7 








Score 


7419 




Exons 


/ jy. . ozou 














vaX UcoLIip. 


\r\s: ill f \Jy ) 


polyprotein 


[ Or y za 


sativa subsp. i.ndica] 




Seq. No. 


57270 








Seq. ID 


OJ000250_61.0419. 


C49 


Gene No. 


119945 








Strand 


+ 






i 

x *• , ■ 








End . 


9031 




Name 


Pi innno c,n £i 

UuUUU^jU DX 


.0419. 


,C49.o2 


. gs 


Method 


GENSCAN 




OLalL 


^ £ ^ £ 








End 


6853 






none 








Score 


.54 




Exons 


J DO D . . 


4701. 


.5145, 


oijy . 


.6260, 6353. .6444, 6489. .6853 


Q d r-» VT ^ 

oeq. ln o . 


0 / z / u 








Seq. ID 


OJ000250_61.0419. 


C49 


bene ino . 










Strand 


+ 




Start 


1.. 








End 


9031 




Name 


OJ000250_61 


.0419. 


C49.o3 


. np 


Method 


AAT/NAP 














End 


9031 




P T 


/ 0*4 Uo O X 








Score 


699 




Exons 


o yuD . . oyy^ / 


6139. 


.6260, 


6353. 


.6428, 6504. .6823, 8246. .8342, 




Q/I/IQ Q All 
O 4 4 O . .04 f / , 


8984. 


.9031 










bi Ucscnp . 


IHirUUXOOX ) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No.- 


57270 








Seq. ID - 


-OJ000250_61.0419. 


C4 y 


Gene No. 


119946 








Strand 








0 1 <l y 








End 


8890 




Name 


p inn n o ^ n £ i 

UJUUUZ jU DX 


.0419. 


C49.o7 


. tw 


Method 


TBLASTX: Wheat 




OLart 










End 


1359 




PT 
bl 


none 








Score 


301 




Exons 


J^D. . X X U U , 


1000. . 


1359, 


1125. . 


1358 






Seq. No. 


57270 








Seq. ID 


OJ000250_61.0419. 


C49 


Gene No. 


119946 








Strand 






O Lai £. 


O/OQ 
0 4^.7 








End 


8890 




Name. ■ 


UJUUUZjU DX 


.0419. 


C49.o6 


. tm 


Method 


TBLASTX: Maize 




C -(- -j y~*- 


X Z ft U 








End . 


1545 




PT 
bl 


none 








Score 


196 




Exons 




1240. 


.1494, 


1257. 


.1427 






Seq. No. 


57270 








Seq. ID 


OJ000250_61.0419. 


C49 


Gene No. 


119946. . 








Strand 








O fl £ y 








End 


8890 '. 




Name 


UJUUUZDU DX 


.0419. 


C49.p8 


. tw 


Method 


TBLASTX: Wheat 




OtaiL 


X o / 0 








End"..... 


2294 




P T 


none 








Score 


155 




Exons 


Xo/o.-zU/z, 


1928. 


.2026, 


2112. 


.2294, 2138. .2293 




O C • 1M U • 


S797D 








Seq. ID 


OJ000250_61.0419. 


C49 


Gene No. 


119946 








Strand 






Start 


8429 








End 


8890 




Name 


OJ000250 61 


.0419. 


C49.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2453 








End 


2939 ,.. 




GI 


none 








Score 


525 




Exons 


2453. .'2896, 


2457. 


.2939, 


2568. 


.2936 . 







Seq. No. 



57270 



Seq. ID OJ000250_61.0419.C49 

57829 




Gene No. 


119946 








Strand 




Start 


o 4 z y 








XT' _ _J 


Q Q Q A 

o o y u 


.Name 


UJUUUZoU bl 


A A 1 G 

. U4 iy . 


L4 y . 04 


. tm 


Method 


i bLAb I a : Ma i z e 


O 4- -i i- 

btart 










fcjna 


OQQQ 

z y y o 


bl 


none 








Score 


O "7 A 
O I U 


Exons 


ZoZZ . . ^oyb, 


ZoZ b . 


O Q Q O 

. z y yo 








Seq. No. 


57270 








Seq. ID 


OJ000250_61.0419.C49 


Gene No. 


119946 








Strand 




b tart 


O /| 0 Q 

o 4 z y 








End 


8890 


Name 


/'■ntaaaoca ci 
OJUUUzDU bl 


. U4 i y . 


C4 y . oi 


. t s 


Method 


TBLASTX : Soybean 


start 


O Q O A 

zoo U 








End 


3271 


GI 


none 








Score 


57 


Exons 


O Q Q A . OQ1 o 

ioou. . zy iz, 


O Q Q A' 
Zo 0 U . 


. z y z 4 / 


O Q 1 C ' 

z y i b . 


.3266, 2916. .'3059, -' 3020. .3271 


Seq. No. 


57270 








Seq. ID 


OJ000250_61 .0419.C49 


Gene No. 


119946 








Strand 




Start 


o 4 z y 








End 


8890 


Name 


UJUUUZoU bl 


A A 1 A 

. U4 i y . 


b4 y . oo 


. tw 


Method 


TBLASTX: Wheat 


Start 


zyoo . 








End 


3286 


bl 


none 








Score 


368 


Exons 


OQQQ OOIQ 

Z y 0 0 . . JZ / o , 


OQQQ 

z yy o . 


O. O C C 

. Oz bb, 


Q A O A 

oUZU . 


.3286 




Seq. No. 


57270 








Seq. ID 


OJ000250_.61.0419.C49 


Gene No. 


119946 - 








Strand . 




btart 


o 4zy 








End 


8890 


Name 


/'"NTAAAOCA CI 

OJUUUzoU bl 


A >i 1 A 

.0419. 


C4 y . oo 


. tm 


Method 


TBLASTX: Maize 


.Start 


O A A O 








End 


3355 


bl 


none 








Score 


235 


Exons 


OAAQ O O C Q 

juuy . . jz b y , 


jU / / . 


TOCO 

. oZ bZ , 


Oz / z . 


.3355, , 3325. .3354 


Seq. No. 


57270 








Seq. ID 


OJ000250_61.0419.C49 


Gene No. 


119946 








Strand 




btart 


Q A O Q 

o 4 z y 








End 


8890 


Name 


/"\TAAAOCA CI 

OJUUUZoU bl 


A /I T A 

. U4 iy . 


f 1 A A ^ O 

C4 y . oz 


. tw 


Method 


TBLASTX: Wheat 


otart 


O O Q A 

oz y(J 








End 


3799 ■ 


bl 


. none • 








Score 


597. 


Exons 


Q O Q A T7QQ 

oz yu . . o i y y , 


oozz . 


O C "3 O 

. Jbo J , 


O. O C Q ' 
OJOO . 


.3715 




Seq. No. 


57270 








Seq. ID 


OJ000250_61.0419.C49 


Gene No. 


119946 








Strand 




C* 4- -i v4- 

o tar t 


o 4 z y 








End 


8890 


Name 


/^TAAAOCA CI 

. (JJUUUZpU bl 


a a 1 n 

. U4 iy . 


C4 y . oo 


. ts . 


Method 


TBLASTX :'Soybean 


C 1 4- -> 4- 

o tart 


oz y b 








End 


3541 


bl 


none 








Score 


194 


Exons 


OOAC OC /I 1 

oz y b . . oo4 1 












Seq. No. 


57270 








Seq. ID 


OJ000250_61.0419.C49 


Gene No. 


119946 








Strand 




otart 


o 4 z y 








End 


8890 


Name 


OJ000250 61 


.0419. 


C4 9 . o2 , 


. tm 


Method 


TBLASTX: Maize 


Start 


3362 








End 


3724 


GI 


none 








Score 


4 62 


Exons 


3362. .3715,: 


3364. 


.3630, 


3416. 


.3724, 3523.. 3720 


Seq. No. 


57270 








Seq. ID 


OJ000250_61.0419.C49 


Gene No. 


119946 








Strand 





57830 




Start 










End 


8890 




Name 


(jjuuuzou bi 


. 04 iy 


. L4 y . 04 


. tw 


Method 


TBLASTX : Wheat 




Start 


o o c o 








End 


4276 




GI 


none 








Score 


524" 




Exons 


oo dz . . oy t>y , 


JO 0 J 


. . 4 Z / O , 


JO / o. 


.4243, 4024. .4275 




Seq. No. 


57270 








Seq. ID 


OJ000250__61.0419, 


.C49 


Gene No. 


119946 








Strand 


- 




Start 


O A O O 

a 4 z9 








End 


8890 




Name 


OJOOOzoO ol 


. 04 i y . 


. 04 y . oi 


. t C 


Method 


I oLAbi x : Lress 




Start 


O O. o o 








End 


4300 




GI 


none 








Score 


83 




Exons 


o yyj . . 4 loo, 


A 1 C T 

410/, 


a a n a 
. . 4 oOO , 


A 1 C O. 

4 ioy . 


.4299 






Seq. No. 


57270 








Seq. ID 


OJ000250_61.0419, 


.C49 


Gene No. 


119946 








Strand 


- 




Start 


O A A O 








End 


8890 




Name 


OJ000250_61 


A >l 1 A 

.0419, 


. C4 9 . o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


4 064 








End 


4324 




GI 


none 








Score 


293 




Exons 


A C\C A A *3 O /I 

4 0c>4 . .4 OZ4 , 


a r\ c a 
406y . 


. . 4 J 










Seq. No. 


57270 








Seq. ID 


OJ000250_61..0419, 


.C49 


Gene No. 


119946 








Strand 


- . 




Start 


O A A ft 

842 9 








End 


8890' 




Name 


-r r\ A A A C A f~ 1 

OJ000250 61. 


.0419. 


. C4 9 . o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4123 








End 


4414 




GI 


none 








Score 


381 




Exons 


4 lzj . .4410, 


A T A /I 

4 Iz4 , 


/I /I 1 A 

, .4414 










Seq. No. 


57270 








Seq. ID 


OJ000250_61.0419. 


.C49 


Gene No. 


119946 








Strand 






Start 


8429 








End 


8890 




Name 


/-\ -r A A A A C A /"I 

OJ000250 61, 


.0419, 


, C4 9 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


A A O A 

4283 








End 


4902 




GI 


none 








Score 


502 




Exons 


428 J . .4 /Oo, 


42oo , 


,.4/13, 


A C A C 

4 69. 0 . 


.4902, 4704. .4.90.1 . . 




Seq. No. 


C "7 A T A 

57270 








Seq. ID 


OJ000250_61.0419. 


,C4 9 


Gene No. 


119946 








Strand 






Start 


8429 








End 


8890 




Name 


OJ0U02O0 bl . 


. 04 i y . 


. C4 y . oi 


. tm 


.Method 


TBLASTX: Maize 




Start 


4 4 63 








. End 


'5043 




GI 


none 








Score 


226 . 




Exons 


A A f~ A A C A A 

4 4 63. . 4 624 , 


/I A T 1 

4471 ; 


, . 4617 , 


4 62-2 •. 


.4705, 4624. .4713, 4695. .5042, 




4 696. .504 3 














Seq. No. 


57270 








Seq. ID 


OJ000250_61.0419. 


,C49 


Gene No. 


119946 








Strand 






Start 


8429 








End 


8890 




Name 


f\ T A A A A C A /~ 1 

OJ000250 61. 


,0419. 


C49 . 06 


. tw 


Method 


TBLASTX: Wheat 




Start 


4903 








End 


5270 




GI 


none 








Score 


360 




Exons 


4903; .5235,. 


4930. 


.5010, 


' 4995. 


.5114, 5217.. 5270 • 




Seq. No. 


57270 








Seq. ID 


OJ000250_61.0419. 


C49 


Gene No. 


119946 








Strand 







57831 



C 4- n 


ft A 9 Q 
0 fi ^ y 


DJIU 






Name 


UJUUUZ jU Dl . Kjh 1 j • U.fi y . O / . till 


Method 


, i biiAo i a . Jxiai ze 




btart 


KC\A A 

Dkjhh 


EjTXGl 






H T • v 

Vj 1 * - 


none 


Score 


1 QA 

i y h 




/™\ T"\ O 

lxuus 










Seq. No. 


57270 


Seq. ID 


OJ000250_61.0419, 


.C49 


Gene No. 


119946 


Strand 








Q A OO 




ft ft on 




Name 


UJUUUi jU d i . kjh i y . l,h y . oj . gs 


Method 


brjNbUAN 




otart 


o 4 z y 


bna 


o o y U 






none 


Score 








o/oq ocq-D ftftdO ftftQP) 








Seq. No. 


57271 


Seq. ID 


OJ000250_61.0419, 


.C50 


Gene No. 


119947 


Strand 


+ 




OLdlL 


196 


End 


ZD 1 D 




Name 


OJ000250 61.0419.C50.ol.gs 


Method 






Of -i v~-t- 

o l art 


-196 


End 


ZD 1 D 






none 


Score 


■ o 




Exons 


196. .291, 896. .1039, 1078. .1155, 1279., 


,14b/, ZdZ 1 . , ZD 1 D 




beq. no. 


57271 


Seq. ID 


UJUUUzoU ol . U4iy , 


. bDU 


Gene No. 


119948 


Strand 


+ 




Start ■ 


2492 


End 


4931 




Name 


OJ000250 61.0419.C50.ol.np 


Method 


7\ 7\ rp / X T 7\ o 

AA1 / NAir 




otart 


2492 


End 






bl 


5852182 


Score 


llj * 




Exons 


2492.. 2630, 3038. .3307, 3928. 


.3999 






GI Descr ip . 


(AL117265) zhb0012.1 [Oryza sativa] 






Seq. No. 


57271 


Seq. ID 


OJ000250_61.0419. 


.C50 


Gene No. 


119948 


Strand 


+ 




OLdlt 


2492 


End 


A Cf3 1 

h yji 




Name 


OJ000250 61.0419.C50.o2.gs 


Method 


bjhNbLAN 




C -) , -v-4- 

ctart 


3038 


End 


^ y j i 






none 


Score • 


q 




Exons 


- 3038. .3419, '4253. .4375, 4885. 


.4 931 






beq. wo. 


57271 


Seq. ID 


ujuuu^i jU oi.u^iy, 


pen 




119949 


Strand 






o Lai L 


4108 


End 


9636 




Name 


OJ000250 61.0419.C50.o2.np .' 


Method 


. AAT/NAP . 




Start 


4108 


End 


5965 • 




Lil 


6063554 


Score 


235 




Exons 


4108. .4304, 5271. .5459, 5717. 


.5965 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








O t; q . LN O . 


57271 


Seq. ID 


OJ000250_61.0419. 


,C50 


Gene No. 


119949 


Strand 






Start 


4108 


End 


9636 




Name 


OJ000250 61.0419.C50.o3.gs 


Method 


GENSCAN 




Start 


5125 


End 


6660 




GI 


none 


Score 


.56 




Exons 


5125.. 5221, 5267. .5459, 5501. 


.5634, 5788. .6075, 6572. .6660 



57832 






Seq. No. 


57271 




Seq. ID 


OJ000250_61 .0419 


.C50 




Gene No. 


119949 




Strand 




a - 




Q4- 3 y-+- 


fi J. u o 












Name 


UJUUU^ jU 01 


H^IQ PRH r\ 1 nn 

. u^iy.bou.oo. np 




7A n T / M a D 
Art 1 / IN/ir 








0 D 4 / 






y D J D 






P T 


0 / UD y o 4 




Score 


Lit 






Exons 




y^i u j . . y o jd 










bl uescnp. 




yag poi poiyproT_e 


in [Oryza 


sat i va J 






Seq. No. 


57271 




Seq. ID 


OJ000250_61.0419 


.C50 




bene jno . 


1 1 Q Q/l Q 
1 1 y y 4 y 




Strand 








btart 


/I 1 HQ 

4 1 Uo 




End 


9636 






Name 


p> Tnnno ^n £i 


HA1Q PRO i-ur ' 

.ufiiy.bou.oi.uw 


Method 


■ TBLASTX: Wheat 






Of 


Q ^A 1 ~ 

y j4 i 




End 


9595 






bl 


none 




Score 


85 






Exons 


Q/1 9 1 

y j*i i . . y4 zi r 


Q/1*5*5 QCTfT Q/I^/l 


. .9595, 9516. .9593 






Seq. No. 


57272 




Seq. ID 


OJ000250_61.0419 


.C51 




bene ino . 


1 1 qq 




Strand 


+ 






OLaLt 


0 0 Q 




End 


302 






Name 


UJUUUZ3U Dl 


An Q PCI «1 


Method 


GENSCAN 




_ !_ 


ot art 


O 0 Q 

zz y 




End 


•302 




^ -~ 


P T 


none 




Score 


.99 




p [=. 


Exons 


z z y . . ouz 










L' : § 


acq. In O . 


070 * 
O / Z / Z 




Seq. ID 


OJ000250_61.0419 


.C51 


fS 


Gene No. 


119951' 




Strand 








Start 


1 




End 


1600 






Name 


p> Tnnno £1 

UuUUUZ jU Dl 


.0419.C51.ol.np ' 


Method 


AAT/NAP 






C -h a v-+- 
OLalL 


1 
1 




End 


1600 




fy 


p T 


0 4 DDy J / 




Score 


706 






Exons 


T 1 Q A 7 

i . . i y / DH / . 


.1346, 1585. .1600 








5 


bi uescnp. 


\ ilbU 1 1 DZ 1 ) ] 


putative retroelement pol polyprotein [Arabidopsis 






unanana j 










L : s 


Seq. No. 


57272 . 




Seq. ID- 


OJ000250_61.0419 


.C51 


T! 


bene wo. 


1 1 y y o i 




Strand 








otart 


i 




End 


1600 




i. J 


Name 


pi Tnnno ^n £i 

UJUUUZOU Dl 


.0419.C51.o2.gs 


Method 


GENSCAN 




f r§ 


O Lai L 


0 J 1 




End 


1334 






P T 
bl 


none 




Score 


.5 






Ex o n s 


R "3 1 1 O O /I 

jjI. . 1J.33 












Seq. No. 


■-57272 




Seq. ID 


OJ000250_61.0419 


.C51 




bene wo. 


119951 




Strand 








atari 


1 




End 


1600 






Name 


OJ000250 61 


.0419.C51.ol.tm 


Method 


TBLASTX: Maize 






o l ar l 


564 




End 


1017 






bl 


none 




Score 


68 






Exons 


564. .698, 564. .1013, 565. .1008, 778. .1017 






Seq. No. 


57272 




Seq. ID 


OJ000250_61.0419\ 


.C51 ■ 




Gene No. 


119951 




Strand 








Start 


1 




End 


1600 






Name 


OJ000250 61 


.0419.C51.ol.tw 


Method 


TBLASTX: Wheat 






Start 


636 




End 


1037 





57833 




bl 


none 






Score 


c; *3 
jj 




Exons 


DjD . . 1U 3 / , 


696. .899, 721. .102i 


b 






Seq. No. 


57272 






Seq. ID 


OJ000250_61.0419 


.C51 


"Gene No. 


119951- • 






Strand 








i 






End 


1 bUU 




Name 


ujuuuzou bl 


.0419.C51.ol 


.ts 


Method 


I bLAb i a : boyoean 




Start 


Ten 
/jU 






End 


1 1 A O 

1 14 o 




bl 


none 






Score 


y 4 




Exons 


-ten i i n q 
/ ou . . i iuy , 


763. .1026, 1107. .1148 






Seq. . No. 


57272 






Seq. ID 


OJ000250_61.0419 


.C51 


Gene No. 


119951 






Strand 






Cf 2 r>f 


1 






End 


l bUU 




Name 


UJUUU^OU Dl 


.0419.C51.o2 


. tm 


Method 


mnT 7\CTV . M A ^ ^ 

i bLAb i a : Ma i z e 




btart 


1U jZ 






End 


l Joy 




bl 


none 






Score 


lb/ 




Exons 


1U jz . . loDo , 


in/io 1 icq 
• 1U4 z . . ijjy 










Seq. No. 


57272 






Seq. ID 


OJ000250_61.0419, 


.C51 


Gene No. 


119951 






Strand 






Of 3 

O LdX C 


i 

i 






End 


1DUU 




Name 


OJUUUzoU bl 


.0419.C51.o2, 


. tw 


Method 


I BLAb IX : Wheat 




btart 


i n q c 
lUo b 






End 


T £T O 

lo bo 




bl 


none 






Score 


1 1Z 




Exons 


i not i occ 
lUb 0 . . lOOO , 


i n an i t^q 
iu yu . . Ijoo 










Seq. No. 


57273 






Seq. ID 


OJ000?50_61.0419. 


,C52 


Gene No. 


119952 






Strand 






b t art 


n n r 
/U j 






End 


<£UJ 




Name 


UJUUUZDU bl 


.0419.C52.ol. 


. tm 


Method 


1 bLAb 1 a : Ma i z e 




btart 


1 






End 


*3 *3 O 

Joz 




T 

bl 


none 






Score 


Izo 




Exons 




ooZ 










Seq. No. 


57273 






Seq. ID 


OJ000250_61.0419, 


■ C52 


Gene No.-' \ 


' .119952 






Strand 






btart 


n c\ 
/Uj 






End ' 


Z Izo 




Name 


UJUUUZoU bl 


.0419.C52.o3. 


*tm 


Method 


TBLAb rx : Mai ze 




btart 


a an 
4 o / 






End 


T *7 O 

/ / y 




bl 


none 






Score 


o o 




Exons 


/I on CI Q A 

4 o / . . bl o , 4 


89. .779, 495. 


, .779 








Seq. No." 


'57273' 






Seq. ID 


OJ000250__61.0419. 


.C52 


Gene No. 


119952 






Strand' 






btart 


t n r 






End 


z lzo 




Name 


OJUUUzoU ol 


.0419.C52.ol. 


gs 


Method 


GEN SCAN 




Start 


/ Uj 






End 


zlzo 




bl 


none 






Score 


. y4 




Exons 


/Uj . . Z IZj 












Seq. No. 


57273 






Seq. ID 


OJ000250_61.0419. 


C52 


Gene No. 


It 9 95 2 






Strand 






Start 


705 






End 


2123 




Name 


OJ000250 61 


.0419.C52.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


801 






End 


1364 




GI 


none 






Score 


131 





57834 






P. von <=? 


801 1124 1215 1364 












Seq. No. 


57274 


Seq. *'ID 


OJ000250_ 


_61.0419 


.C53 




Gene No. 


119953 


Strand 










Start 


202 


End 


1397 








Name 


ojooo250 61 04iQ P53 oi a<? 


M(2> t" h oH * 










O L. Oi L. 


202 _ 


End 


1 3Q7 

X _> J f 








VJ X 


none 


Score 










P, von s 


202 389, 1299 1397 












Seq. No. 


57274 


Seq. ID 


OJ000250_ 


_61.0419 


.C53 




Gene No. 


119954 ' 


Strand 










Start 


2708 


End 


3642 








Name 


OJ000250 61 0419 C53 o2 as 


Mph hoH 










Start 


2708 ~~ 


End 


3642 

J U *i L 








GI 


none 


S core 


. 42 








Pynn q 

i*j \y no 


2708 3007 3553 3642 












Seq. No. 


57275 


Seq. ID 


OJ000250_ 


..61.0419 


.C54 




Gene No. 


119955 


Strand 


+ 








Start 


194 


End 


31 1 

~J X X 








Name 


OJ000250 61 041 Q P54 oi rr^ 
vuuuut. ju ux.u*±x_/.v^.j*±.*w>x.yo 


Mo t" H oH 

Lit. L.11UU 


\J Hi LN O Ort.lN 








o i_ a. J- u 


1 Q4 ~~ 


PnH 


31 1 

J X X 






^: 


(IT 


none 


Q. r~< C^i ~Y~ d 


• O 






vJ 


Pyrin c 


1 Q 4 3 1 1 

X^ r 1..,JXX 










= • s 


Seq. No. 


57276 


Seq. ID 


OJ000250_ 


61.0419 


.C55 




Gene No. 


119956 


Strand 


+ 








Start 


387 


End 


614 








Name 


0.7000250 61 041 9 PS5 oi rr<^ 


Maf h oH 

LMG L. 


O Hi LN O ^rtLN 








J Lai L 


3R7 _ 

JO/ 


PnH 


61 A 






ru 


GI 


none 


^ OO T"0 


■ _7 O 








P von s 


387 468 517 614 










?: : = 


Seq. No. 


57277 


Seq. ID 


OJ000250_ 


61.0419 


.C57 


V 4 


Gene No. 


119957' 


Strand 








?■= 


Start 


"129 


End 


57 3 " 








Name 


OJ000250 61 0419 PR 7 oi nV 


Mof h^H 
lit; liiuu 


i^PM^rAM 

ULiLNO OriLN 






V-J 




1 2Q ~ 


PnH 

Hi 1 L<JL 


J / J 








GI 


none 


Score 


57 






r -i 


LAUl lO 


1 29 336 364 573 












Qpn No 


57278 


OtHJ , X u 


o.Tnno? so 


61 0 A 1 Q 


■ v_, -J p 




Gpnp No 


119958 


Strand 










Start 


1 ■ 


End 


703 








Name 


OJ000250 61.0419.C58.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


681 








GI 


U JO JO 


Score 


899 








P y on Q 


1 56 IRQ 6R1 














{AP00116R1 Q-imi 1 ar ho 97 \cT)a 

\ncuUlIOO j OXiLlXXdX L, \J c. JS.L-/C1 


kafirin cluster; Ty3-Gypsy 


type 






fAP061?R2l rOrw73 <5j^ 1- i 1 












Seq. No. 


57278 


Seq. ID 


OJ000250_ 


61.0419, 


.C58 




Gene No. 


119958 


Strand 










Start 


1 


End 


703 








Name 


OJ000250 61.0419.C58 .ol.gs 


Method 


GENSCAN 








Start 


38 


End 


681 







57835 



ul 


none 




Score 


R 7 






JO . • DO 1 










Seq.-*- No . 


57:278 " ■ "V . ' 




: Seq. ID 


OJ000250_61.0419. 


.C58 


Gene No. 


119958 




Strand 








i 






7 0^ 
/Uj 




Name 


ninnno^n £1 naiQ p^r o1 

UJUUUZ jU 01 .U41j.LjO.U1. 


LIU 


Method 


rpDT TVCTV.Mra-i 

i DLi/io l a : jyiai ze 




otart 


9 7 7 






DjU 






none 




Score 


1 cc 
1 JJ 




Exons 


977 6^0 9ftn S7fi 9R9 


• DUO/ 


^14 cop 






Seq. *No. 


57278 




Seq. ID 


OJ000250_61.0419. 


.C58 


Gene No. 


119958 




Strand 












PnH 


/Uj 




Name 


nTfinn9 [ =;n £i n/iiQ prr r^i 

UJUUU£ JU Dl.U'iiy.l-jO.Ol. 


IW 


Method 


1 d_ao ia! wnea l 






97 7 ~ 




i^na 


/Uj 




P T 


none 




Score 


1 1 Q 

± i y 




17" v a 


977 709 97Q 641 9Q9 




r> 9 Q 7 n ^ 
jZ . / Uj 






Seq. No. 


57278 




Seq. ID 


OJ000250_6i.0419. 


,C58 


Gene No. 


119958 




Strand 






otarL 


i 




Hjna 


/Uj 




Name 


ujuuuz ju d i . u 4 i y . lo o . ox . 


IS 


Method 


i tsiiAo l a . ooyoean 




Of ayf 


4 j 1 






by b 




P T 


none 




Score 


9 n c; 

6V J 




Exons 


451. i 696 . 










Q £S /T KIa 

o e q . in o . 


57279 




Seq. ID 


ujuuuzdu bj.u^iy. 


P9 




119959 




Strand 


+ 




Start 


1 




End 


1467 




Name 


OJ000250 63.0419.C2.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1467 




GI 


6983860 




Score 


1588 




Exons 


1..792, 1048. .1266, 1423 


. .1467 






GI Descrip. 


(AP001168) Similar to 22 


kDa 


kafirin cluster; Ty3-Gypsy 


type 



(AF061282) [Oryza sativa] 



Seq.. No." 


57279 




Seq. ID 


' OJ0002S0_63.0419.C2 


Gene No. 


119959 




Strand 


+ 


Start 


1 




End 


1467 


Name 


OJ000250 63.0419.C2.ol. 


gs 


Method 


GENSCAN 


Start 


68 




End 


1403 


GI 


none 




Score 


.97 


Exons 


68. .1403 








Seq. No. 


57279 




Seq. ID 


OJ000250_63.0419.C2 


Gene No. 


119959 




Strand 


+ 


Start 


1 




End 


1467 


Name 


OJ000250 63.0419.C2.o2. 


np 


Method 


AAT/NAP 


Start 


1254 




End 


1467 


GI 


7489851 




Score 


225 


Exons 


1254 . .1467 








GI Descrip. 


probable polyprotein - 


pineapple retrotransposon deal (fragment) 




gi | 2995405 | emb | CAA73042 


.11 


(Y12432) polyprotein [Ananas comosus] 


Seq. No. 


57 280" 




Seq. ID 


OJ000'250_63.0419.C4 


Gene No. 


119960 




Strand 





57836 




btart 


OIL 


T7 1 -~ ,0 

bno 


/ UO 


Name 


ujuuu^du b j . U4 1 y . C4 . 01 . gs 


Method 


GLNbCAN 


Start 


OIL 


T-> _ _J 

h ria t 


/ UD 


GI 


none 


Score 


A O 


Exons 


J/1. .411, OZO../U0 






beq. no. 


O /zol 


beq. id 


UJUUUZOU bo.U4iy.Co 


Gene No . , 


119961 


Strand 


+ ~~ 


Start 


5378 


End 


6406 


Name 


OJ000250 63.0419.C5.ol.np 


Method 


AAT/NAP 


Start 


5378 


End 


6406 


GI 


5295951 


Score 


101 


Exons 


5378.. 5602, 6337.. 6406 






GI Descrip. 


(AB026295) Similar to Herpesvirus papio BRRF2 homo log gene, 




partial cds . (U23857 ) [Oryza sativa] 




Seq. No. 


57281 


Seq. ID 


OJ000250_63.0419.C5 


Gene No. 


119962 


Strand 




Start 


1 A A C 


End • 


5534 • 


Name 


OJ000250 63.0419.C5.ol.gs 


Method 


GENSCAN 


Start 


3445 


End 


5534 


GI 


none 


Score 


.4 


Exons 


3445. .3576, 4018. .4408, 5480. 


.5534 




Seq. No,. • 


57282 


Seq. ID 


OJ000250_63.0419.C8 


Gene No. 


119963 


Strand 




Start 




End 


2499 


Name 


OJ000250 63.0419.C8.ol.np 


Method 


AAT/NAP 


Start 


219 


End 


2499 


GI 


4680179 


Score 


3374 


Exons 


219. .2499 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


57282 


Seq. ID 


OJ000250_63.0419.C8 


Gene No. 


119963 


Strand 




bt art 


219 


End 


2499 


Name . 


OJ000250 63.0419.C8..o5.tw 


Method 


TBLASTX: Wheat 


•Start 


264 


End 


597 


GI 


none 


Score 


76 


Exons 


264. .596, 315.. 446, 316. .597 






Seq. No. 


57282 


Seq. ID 


OJ000250_63.0419.C8 


Gene No. . 


119963 


Strand 




b tart 


219 


End 


2499 


Name 


OJ000250 63.0419.C8.ol.tm 


Method 


TBLASTX : Maize 


Start 


459 


End 


1044 


GI 


none 


Score 


119 


Exons 


459. .884, 460. .657, 712. .885, 


882. .104 


3, 889. .1044 


Seq. No. 


57282 


Seq. ID 


OJ000250_63.0419.C8 


Gene No. 


119963 


Strand 




Start 


219 


End 


2499 


Name 


OJ000250 63.0419.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start ■ 


597 


End 


1223 


GI 


none 


Score 


44 



Exons 597.. 1223, 598.. 657, 606.. 1220, 715.. 1221 



57837 






Seq. No. 


57282 








Seq. ID 


OJ000250_63.0419 


,C8 




Gene No. 


119963 








Strand 








O Lai L. 


91 Q 

Z 1 y • - 








End 


2499 






Name 


o Tri n n o fV ' £ "3 

UJUUUZ jU Dj. 


n a 1 q 
> u 4 1 y . 


to . OO . 


4- _ 
tm 


Method 


TBLASTX: Maize 






Of vf 










End 


1384 








none 








Score 


86 






Exons 


1fiQ9 i TOO 

i u yz . . i joz / 


i not; 
iuy 0 . 


1 9 c; n 


1 u y d . 


.1383, 1283.. 1384 






.Seq. No. 


57282 








Seq. ID 


OJ000250__63.0419 


.C8 




Gene No. 


119963 








C4- v- rs r\ *-i 








G -f- -i v+- 










End 


2499 






Name 


UUUUUZ DU Dj. 


1 y . 


PQ r\0 

L-o . OZ . 


4- r-> 

ts 


Method 


TBLASTX: Soybean 






otart 


1 1 09 








End 


1442 






C T 


none 








Score 


187 








1 1 09 1 A AO 


1 1 p"3 


.14 01 












Seq. No. 


57282 








Seq. ID 


OJ000250_63.0419, 


.C8 




Gene No. 


119963 








04- v 1 /~J 

.otrana 










91 Q 
& 1 y 








End 


2499 






Name 


UJ UUUZ DU Dj . 


U4i 1 y . 


to . Ol . 


tc 


Method 


TBLASTX: Cress 






O 4 , v- 4- 

btart 


1 9 n c 

1ZUO 








End 


1532 








none 








Score 








Exons 




19m 
1Z U / . 


.10 4 / r 


lOOU . 


.1532 








Seq. No. 


57282 : 








Seq. ID 


OJ000250_63.0419. 


.C8 




-Gene No. 


119963 








Of v , „J , 

otrana ^ 






fls " 


otcirt 


91 Q 








End 


24 99 






Name 


r\Tn_nn9t;n 
UJtMJUzoU bo. 


U4 1 y . 


no ^9 
to . OZ . 


4- r 1 

tw 


Method 


TBLASTX: Wheat 








1 9 *3 n 








End 


1724 




v=? 


lal 


none 








Score 


302 




W 


Exons 


1 9 "3 f! MO A 


1Z04 . 


1 CQ/I 
. 1 DO *i 












Seq. No. 


57282 








Seq. ID 


OJ000250_63.0419. 


.C8 


5 


Gene No. 


119963 








Strand 










91 Q 
Z ± y 








End 


2499 






Name 


UJUUUZ OU DO. 


A/l 1 Q 

U4 1 y . 


HQ r^O 

to . OZ . 


4- m 


Method 


TBLASTX : Maize * 






otari. 


* '17 QQ 








' End 


21-52 ... 








none - 








Score 


192 




w 

f .1 


Exons 


1 7 Q Q 91^9 

1 / . . zioz , 


i q n £ 


91 TO 

. Z1JZ 










r H 


Seq. No. 


57282 








Seq. ID 


OJ000250_63.0419. 


,C8 




Gene No. 


119963 








Strand . 








Cf 3 v-f- 


9 1 Q 

. 4 1 y 








End 


2499 






Name 


UJUUUZOU do. 


iy . 


to . Oo . 


tw 


Method 


TBLASTX: Wheat 






otart 


1 / y y 








End 


2224 






tal 


none 








Score 


280 






Exons 


1 7QQ 999/1 


1 q n c 


91 


1 y d 0 . 


.2148, 2160. .2222 






Seq. No. 


57282 








Seq. ID 


OJ000250_63.0419. 


,C8 




Gene No. 


119963 








Strand 








Start 


219 








End 


2499 






Name 


OJ000250 63. 


0419. 


C8.o3. 


ts 


Method 


TBLASTX: Soybean 






Start 


1970 








End 


2218 






GI 


none 








Score 


201 






Exons 


1970. .2218 
















Seq. No. 


57282 








Seq. ID 


OJ000250_63.0419. 


C8 



57838 




Gene No. 


119963 


Strand 






O 4- — , v- 4- 

otart 




bna 


A A A A 

zh y y 




Name 


OJUUUzoU b o . 04 ly . Co . 04 . tm 


Method 


l BLASTX : Mai ze 




otart 


zid y 


End 


z4 y y 




GI 


none 


Score 


bo 




Exons 


zioy..zjyo, ^oyo..^4yy 








Seq. No. 


57282 


Seq. ID 


OJ000250_63.0419 


.C8 


Gene No. 


119963 


Strand 






Start 


ziy 


End 


2499 




Name 


/^taaaoca n yi 1 n o ~ a 
OJU0UZ5U bJ . U4 1 y . Co . o4 . tw 


Method 


TBLASTX: Wheat 




start 


o o o o 


End 


2497 




GI 


none 


Score 


101 




Exons 


OOOO OIQQ OOQ/I otqo OIQO 

ZZZo..Z3yo f ZZ3<i..Z3yZ, Zo^o, 


..2496, 2399. .2497 




Seq. No. 


57282 


Seq. ID 


OJ000250_63.0419, 


.C8 


Gene No. 


119963 


Strand 






C 4- v- 4- 

btart 


z i y 


End 


2499 




Name 


y"\TAAAOCA £ O n / 1 ft /"■< O 

OJUUUzoU bo . U4 1 y . Co . Ol . ts 


Method 


TBLASTX : Soybean 




Start 


Zz4 U 


End - 


•2499 




GI 


none 


Score 


75 




Exons 


OO/IA O "D A O O O A O O >1 A A A O A A 


, .2497 






Seq. No. 


C *7 A O O 

3 / 2 OO 


Seq. ID 


OJ000250_63.0419, 


A 

, C9 


Gene No . 


1 1 Q Q CA 

■ iiy y d4 


Strand 






Start 


1 


End 


1340 




Name 


OJ,000250_63. 0419.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


267 




GI 


o9o jo b(J 


Score 


412 




Exons 


1 O £ "7 








GI Descrip. 


(APUulloo) Similar to zz kDa 


kafirin cluster; Ty3-Gypsy 


type 




(AFUblzoz) [Oryza sativaj 








Seq. No. 


57283. 


Seq. ID 


OJ000250_63.0419. 


.C9 


Gene No. 


■ 115964 


Strand 






C4- -i yf 

o tart 


1 


End 


1340 




Name 


OJ000250 63.0419.C9.ol.gs 


Method 


GENSCAN 




Start 


21 . 


End 


1340 




bl 


none 


Score 


.47 




Exons 


21. .267, 536. .1018, 1110. .1340 






Seq . No . 


57283 


Seq. ID 


OJ000250_63.0419, 


. C9 


Gene No . 


119964 ... 


Strand 






Start 


1 


End 


1340 




Name " ; 


OJ000250 63.0419.C9.o2.np 


Method 


AAT/NAP 




Start 


542 


End 


1340 




GI 


4512231 


Score 


1341 




Exons 


542. . 1340 








GI Descrip. 


(AB014741) ORFO protein [Oryza sativa] 






oeq. no. 


57284 


Seq. ID 


OJ000250_63.0419. 


, LIU 


Gene No. 


119965 


Strand 


+ 




Start 


82 


End 


795 




Name 


OJ000250 63.0419.C10.ol.gs 


Method 


GENSCAN 




Start 


82 


End 


638 




GI 


none 


Score 


.69 




Exons 


82. .263, 482. .638 









57839 




Seq. No. 


57284 


Seq. ID 


OJ000250_63.0419, 


.CIO 


Gene No. 


119965 


Strand 


+ 




otart 


82 


End 


/ yo 




Name 


OJ000250 63.0419.C10.ol.np 


Method 


AAT/NAP 




Of ->v-f 

otart 


362 


End 


/ yo 






5902447 


Score 


con 




Exons 


362. .795 








GI Descrip. 


(AB030283) orf4 [Oryza sativa] . 






jcCj< IN O • 


57285 


Seq. ID 


OJ000250_63.0419. 




Gene No. 




Strand 


+ 




Start 


1 


End 


132 




Name 


OJ000250 63.0419.Cll.ol.np 


Method 


AAT/NAP ■ 




otart 


1 


End 


132 






6983860 


Score 


237 




Exons 


1. .132 








GI Descrip. 


(AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 


typ< 




(AF061282) [Oryza sativa] 








Seq. No. 


57285 


Seq. ID 


OJ000250_63.0419. 


,C11 


Gene No . 


119967 


Strand 


+ 




C4- -v~ 4- 

otart 


655 


End 


1751 




Name '■■ 


OJ-000250 63.0419.Cll.ol.gs 


Method 


GENSCAN 




otart 


655 " 


/End 


1751 






none 


Score 


. 66 




Exons 


655.. 1140, 1194.. 1371, 1654.. 


1751 






Seq. No. 


57286 


Seq. ID 


OJ000250_63.0419. 


C12 


Gene No . • 


119968 


Strand 






otart 


707 


End 


3725 




Name 


OJ000250 63.0419.C12.ol.gs 


Method 


GENSCAN 




Of -,vf 

otart 


707 


End 


3725 




bl 


none 


Score 


.45 




Exons 


707. .819, 2106. .2224, 2648. .2717, 3186. 


.3322, 3625. .3725 


Seq., w No. 


57287 


Seq. ID 


pJ000250__63. 041-9. 


C14 


Gene No. 


119969 


Strand 






o t art 


1 


End 


1112 




Name 


OJ000250 63.0419.C14 .ol.np 


. Method 


AAT/NAP 




otart 


1 


End 


1112 






6692258 


Score 


274 




Exons 


1. .99, '341. .546, 1075. .1112 








GI Descrip. 


(AC010870) unknown protein. [Arabidopsis thaliana] 




Seq. ' No. 


57287 


Seq. ID 


OJ000250_63.0419. 


C14 


Gene No . 


119969 


Strand 






C-f -1 vf 

otart 


1 


End 


1112 




Name 


OJ000250 63.0419.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


320 


End 


797 




GI 


none 


Score 


162 




Exons 


320..574, 328. .585, 333. .575, 


341. .586, 


714. .797, 716. .796 


Seq. No. 


57288 


'Seq. ID 


OJ000250_63.0419. 


C15 


Gene No. 


119970 


Strand 


+ 




Start 


1 


End 


1097 




Name 


OJ000250 63. 0419. C15. ol.np 


Method 


AAT/NAP 





57840 





Start 


1 


End 


1097 










7228457 


Score 


1550 








Exons 


1..538, 661. .1097 












\j± uescrip. 


(AP001366) Similar to Sorghum bicolor^ 


Gypsy-Ty3 type 








retrotransp'oson RetroSorl, 


polyprotein 


. (AF098806) 


[Oryza 






sat i va ] 












Seq. No. 


0 O 0 


Seq. ID' 


OJUUU^OU bo 


Ct A 1 Q 


. CI D 




Gene No. 


i iyy / u 


otrand 


+ 








C +- -a 
OLait 


i 


End 


i n o n 

iuy / 








Name 


ujuuuz ou do . Ufi i y . cio . oi . gs 


Metnod 


bbJNbOAN 








o tar l. 


1 m 


hna 


i n q a 
1Uo4 










none 


Score 


.71 








Exons 


101. .1084 












oeq . jno . 


57289 


Seq. ID 


OJ000250_63 


.0419, 


.C16 






119971 


Strand 


+ 








OL.Cti.L- 


1 


End 


755 








Name 


OJ000250 63.0419.C16.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


752 










7228457 


Score 


1241 








Exons 


1. .752 












GI Descrip. 


(AP001366) Similar to Sorghum bicplor 


Gypsy-Ty3 type 








retrotransposon RetroSorl, 


polyprotein 


. ,(AF098806) 


[Oryza 


W 




sativa] - .. 


" ■? 










Seq. No. 


57289 


Seq. ID 


OJ000250_63 


.0419, 


.C16 




Gene No. 


119971 


Strand 


+ 






t . E 


o car u 


1 


End 


755 








Name 


OJ000250 63.0419.C16.ol.gs 


Method 


GENSCAN 








ctdlt 


76 


End 


755 










none 


Score 


.62 








Exons 


76. .755 












beq . no . 


57289 


Seq. ID 


OJ000250_63 


.0419. 


,C16 




Gene No. 


119972 


Strand 










Start 


1407 


End 


6346 . 








Name ■ 


OJ000250 63.0419.C16.o2.np 


Method 


AAT/NAP ■" 








otar u 


1407 


End 


4671 








C T 


6907089 


Score 


4 329 






f -i 


Exons 


1407. .3308, 3408. .4671 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








oeq . no . 


57289 


Seq. ID 


OJ000250_63, 


.0419. 


C16 




njpnf* No 


119972 


Strand 










Start 


1407 


End 


6346 








Name 


OJ000250 63.0419.C16.o4.np 


Method 


AAT/NAP 








Start 


3873 


End 


6346 








GI 


5922623 


Score 


199 








Exons 


3873. .3900, 5491. .5566, 5733. .5859, 6245.-6346 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 







gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 



57289 

119972 

1407 



Seq. ID 

Strand 

End 



OJ000250 63.0419.C16 



6346 



57841 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000250_63 . 04 1 9 . C16 . o3 . np Method 
5309 End 
7523512 ■ Score 
, 5309. .5443 ' . ' - 
(AP001633) hypothetical 



AAT/NAP 

5443 

97 



protein [Oryza sativa] 



57290 . 

119973 

1 

OJ000250_63.0419.C17.ol.np 
1 

5922623 
1. . 112 

(AP0O0492)- hypothetical 
gi | 6016856 | dbj IBAA85199. 
[Oryza sativa] 



Seq. ID OJ000250_63.0419.C17 
Strand 

End 112 

Method AAT/NAP 

End 112 

Score 84 



protein [Oryza sativa-]-' 
1| (AP000570) hypothetical protein 



57290' Seq. ID 

119974 Strand 

372 . End 
OJ000250_63.0419.C17.ol.gs Method 

372 End 

none Score 
372. .779 



OJ000250_63.0419.C17 
779 

GENSCAN 

779 

.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57291 

11997:6 

1 

OJ0002 
1 

592263 
1. .263 
(AP000 
region 
retrot 
gi | 601 
C26347 
predic 
Cinful 



50_63.0419.C18.ol.np 



Seq. ID OJ000250_63.0419.C18 
Strand + 
End 5282 
Method AAT/NAP 
End 524 6 

Score 6109 
308. .871, 914. .1073, 1200. .2124, 2731. 
492) ESTs C26347 (C12145) ,AU078074 (C12145) 

of the predicted gene.; similar to prpol; Zea mays 
ransposon Cinful-1. (AF049110)' [Oryza sativa] 
6864 | dbj IBAA85207.il (AP000570) ESTs 

(C12.145) ,AU078074 (C12145) correspond to. a region of the 
ted gene.; Similar to prpol; Zea mays retrotransposon 
-1. (AF049110) [Oryza sativ 



,5246 
correspond 



to a 



57291 Seq. ID 

119976 . Strand 

. 1 . End 

OJ000250_63. 04.19. C18.ol.gs : Method ' 
313 ^ End 
none Score 



OJ000250_63.0419.C18 

+ 

5282 ... 
GENSCAN 

5282 * ■ 

.41 



313. .1004, 1041. .1310, 1450. .2116, 2213. .2743, 2804. .4299, 
4321.. 4834, 485-6.. 5282 



57291 Seq. ID 

119977 Strand 
5608 End 
OJ000250_63.0419.C18.o2 .gs Method 

5608 " End 
none Score 



OJ000250_63.0419.C18 

13805 
GENSCAN 
13805 
.71 



5608. .6059, 6131. .6235, 6307. .6496, 6571. .6758, 6832. .7052, 
7272. .7429, 7648. .7982, 8403. .8571, 11598 .. 11775, 12339 .. 12414 , 



57842 



13760. .13805 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57291 
119977 
5608 * 

OJ000250_63.0419.C18.o2.np 
5611 
6691716 

5611. .6059, 6131. .6247, 
7071. .7190, 7272. .7450, 
(AP0004 92) hypothetical 
gi | 6691717 | db j IBAA89397. 1 | 
[Oryza sativa] 



Seq. ID OJ000250_63.0419.C18 
Strand 

End 13805 
Method ' AAT/NAP 
End 8532 
Score 2532 
6397.. 6496, 6571. .6758, 6832. .6994, 
7648. .8532 

protein [Oryza sativa] 

(AP000570) hypothetical protein 



57292 

119978 

1 

OJ000250_63.0419.C19.ol.np 



7363274 
1. .114, 



Seq. ID OJ000250_63.0419.C19 

Strand + 

End 983 

Method AAT/NAP 

End 983 - 

Score 211 



404. .795, 877. .983 



(AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F17A8; putative protein. (AL0.49482) [Oryza sativa] 



BAC 



Seq. No. 57292 Seq. ID, 

Gene No. 119978 Strand 

Start 1 End 
Name OJ000250_63 . 0419 . CI 9 . ol . tm Method 

Start t . 4 80 End 

GI none Score 

Exons 480. .497, 531. .626, 541. .621, 572. .631, 626. .892, 627. .887, 
885. .941 



OJ000250_63.0419.C19 
+ 

983 

TBLASTX: Maize 
941 
35 



Seq. No. 57293 

Gene No. 119979 

Start 1 

Name O JO 0 0 2 5 0_6 3 . 0 4 1 9 . C2 0 . ol . np 

Start 1 

GI 5902444 

Exons 1..629 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ000250_63.0419.C20 
Strand 

End 62 9 

Method • AAT/NAP 

End 629 

Score 8 67 



Seq.. No. 57293 . Seq. ID 

Gene No. 119979 Strand 

Start l" End 

Name OJ000250_63 .0419. C20 . ol . gs Method 

Start 72 End 

GI none Score 

Exons 72.. 629 



OJ000250_63 . 0419. C2.0 . 
629 

GENS CAN 

629 

.85 



Seq. No. 57294 Seq. ID 

Gene No. 119980 Strand 

Start 271 End 

Name OJ000250_63 . 04 19 . C25 . ol . gs Method 

Start 271 End ' 

GI none Score 

Exons 271.. 352, 836.. 935 



OJ000250_63.0419.C25 

1117 
GEN SCAN 
935 
.69 



57843 





Seq. No. 


57294 


Seq. ID 


OJ000250_63.0419.C25 




Gene No. 


119980 


Strand 






Q+- a r*+- 


971 


End- 


1117 




Name 


ujuuuzou oJ.u^iy.Lzj.oi.np- 


Method 


AAT/NAP 




otai L 


7 *5 "3 


End 


1117 








Score 


146 




Exons 


7*5*5 QC"? iriQn 1117 

/jj. .oj / / lUoU . . Ill / 








uescrip. 


t/itiii/uyj gag- poi protein 


[Oryza sativa subsp. indica] 




Seq. No. 


57295 


• Seq. ID 


OJ000250_63.0419.C28 




bene wo . 


1 1 QQQ1 

1 1 y y o 1 


Strand 


- 




Of -i -w- 4- 

otart 


/ion 


End 


780 




Name 


ujuuuzou oj . u<* i y . bzo . oi . gs 


■Method 


GEN SCAN ■ 




btart 


/ion 


End 


780 




H T 
bl 


none 


Score 


.85 




Exons 


/ign con coo Ton 








Seq. No. 


57296 


Seq. ID 


OJ000250_63.0419.C29 




bene wo . 


1 1 QQQ O 

i i y^o^ 


Strand 


- 




O 4- -i v- 4- 

btart 


oc 
OZ 0 


End 


1025' 




Name 


ujuuuzdu do . u 4 1 y . y . oi . gs 


Method 


GENSCAN 


"Z 


O 4- -> v-+- 

btart 


CO C 

oZ b 


End 


973 


bl 


none 


Score 


.69 




Exons 


CO C QT3 






f\l . 


Seq. No. 


57297 


Seq. ID 


OJ000250_63.0419.C31 




Gene No . 


I 1 QQQ'l 

I I y y o o 


Strand 


+ 


s": = 


otart 


JO Z 


End 


878 




Name 


ujuuuzou do . U4 i y . Loi . oi . gs 


Method 


GENSCAN 


'■=3. 

% isf 


Of -J X- 

btart 


0Q0 
jo Z 


End 


878 


i y 


C T 
bl 


none 


Score 


.72 


= 


Exons 


joz. . jb/, /UO-.o/o 








o e q . in o . 


57298 


Seq. ID 


OJ000250_63.0419.C37 




bsne lno . 


119984 


Strand 


+ 


La. 


Start 


2201 


End 


2395 ■ . . 


V-=J 


Name 


OJO'00250 63.0419.C37.oi.np 


Method 


AAT/NAP 




otait 


2201 


End 


2395 


C3 


bl 


7489095 


Score 


234 




Exons 


2201.. 2395 








GI Descrip. 


ribosomal protein S17 - curled-leaved 


tobacco 






gi | 16209861 emb I CAA70082 .1 1 . 


(Y08858). 40S ribosomal protein S! 






[Nicotiana plumbaginif olia] 








Sea No 


57299 


Seq. ID 


OJ000250 63.0419.C38 




Gene No. 


119985 


Strand 


+ 




Start 


2629 


End 


3037 




Name 


OJ000250 63.0419.C38.ol.np 


Method 


AAT/NAP 




Start 


2629 


End 


2820 




GI 


5430760 


Score 


134 




Exons 


2629. .2820 








GI Descrip. 


(AC007504) Putative ribosomal protein 


[Arabidopsis thaliana' 



Seq. No. 
Gene No. 
Start 



57299 

119985 

2629 



Seq. ID OJ000250_63.0419-.C38 
Strand + 
End 3037 



5784 ^ 



Name 

Start 

GI 

Exons 



OJ000250_63. 0419.C38 .ol.gs Method GENSCAN 

2642 End 2803 

none Score . 74 • 
2642. .2803 



Seq. No. 57299 Seq. ID 

Gene No. 119986 Strand 

Start 4475 End 

Name OJ000250_63 . 04 19 . C38 . o2 . gs Method 

Start' 4475 End 

GI none Score 

Exons 4475.. 4631 



OJ000250_63.0419.C38 

4631 
GENSCAN 
4631 
.76 



V4 



Seq. No. 57300 ' 

Gene No. 119987 

Start 1777 

Name OJ000250_63 . 04 19 . C39 . ol . np 

Start 1777 

GI '7487014 

Exons 1777.. 1980, 2077 .. 2295, 2847 . 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3024, 



OJ000250_ 
+ 

4444 
AAT/NAP. 
4095 
464 
3989. .4095 



63.0419.C39 



hypothetical protein T14P8.5 - Arabidopsis thaliana 
gi I 3193303 | gb| AAC19287 . 1 1 (AF069298) similar to several proteins 
containing a -^tandem repeat region such as Plasmodium falciparum 
GGM tandem repeat protein (GB:U27807); partial CDS [Arabidopsis - 
thaliana] gl | 7269005 | emb | CAB80738 .-1 1 (AL161494) putative protein 
[Arabidopsis thaliana] 

Seq.,. No. 57300 Seq. ID OJ000250_63 . 04 19 . C39 

Gene No. 119987 Strand + 

Start 1777 End 4444 

Name OJ000250_63 . 04 19 . C39 . ol . gp Method AAT/GAP 

Start 2831 End 4444 

GI 24105_1.R1084 Score 1168 

Exons 2831.. 3024, 3959.. 4444 

GI Descrip. ' 57 677 1/gb | U16256 | OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 * ' -end sequence ? 



Seq. No. 

Gene No. 
^ Start 
^ Name 

Start 

GI 

Exons 



57300 " 
119988 
5772 

OJ000250_63.0419.C39.ol. tc 

1756 

none 



Seq. I'D OJ000250 63.0419.C39 



Strand 
End 

Method 

End 

Score 



+ 

7028 

TBLASTX: Cress 

2224 

236 



1756. .1980, 1782. .1928, 1792. .1983, 2071. .2160, 2076. .2162, 
2167. .2223, 2177. .2224 



Seq. No. 57300 

Gene No. 119988 

Start 5772 

Name OJ000250_63 . 0.4 19 . C39 . ol . tm 

Start 1783 

GI .none 

Exons 1783.. 1929, 
2075. .2230, 



Seq. No. 
Gene No. 



1791. .1925, 1793. 
2076. .2228 



57300 
119988 



Seq. ID OJ000250_63.0419.C39 

Strand + 

End 7028 

Method TBLASTX : Mai ze 

End 2230 

Score 212 

.1948, 1906. .1980, 2071. .2184, 



Seq. ID OJ000250_63.0419;C39 
Strand + 



57845 




Q +- y~ -4- 

O Lai TZ 


_D / / Z 








End 


7028 




Name 


UJUUUZ jU DO. 


. u ft i y . 


. l j y . oi 


. LW 


Method 


TBLASTX: 


Wheat 


O 4- — i -v- 4- 

otart 


1 "7 Q £ 

1 / o b 








End 


2224 




C T 


none 








Score 


196 




Exons 


i/oo. . lyou. 


1 "7 Q 1 

i / y i « 


> . Z U U 0 , 


9071 
Z U / 1 . 


. .2184, 


2074 . .2145, 


9109 999/1 

, z i yz . . z z z 4 


beq. no. 










Seq. ID OJ000250 


dj . U4 i y . c jy 




J. -L .7 -3 O O 








Strand 


+ 




Start 


5772 








End 


7028 




Name 


OJ000250 63, 


,0419, 


,C39.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1791 








End 


2230 




GI 


none 








Score 


244 




Exons 


1791. .1940, 


1792, 


, .1980, 


1792. 


.1980, 


1811. .2002, 


1812. .2003, 




2055. ,2189/ 


2071, 


; .2184, 


2074. 


.2226, 


2076. .2210, 


2177. .2230, 



2213. .2230 



Seq. No. 57300 Seq. ID 

Gene No. 119988 Strand 

Start 5772 End 

Name OJ000250_63 . 04 19 . C39 . o2 . np Method 

Start 5772 End 

GI 7228442 Score 

Exons 5772.. 6182, 6273.. 7028 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

. predicted gene.; Similar- to maize transp.oson MuDR mudrA protein 
isolog.' (AC00-3981) [Oryza sativa] 



OJ000250_63.0419.C39 
+ 

.7028 
AAT/NAP 
7028 
474 



Seq. No. 


57301 


Seq. ID 


OJ000250_63;0419.C44 


Gene No. 


119989 


Strand 




Start 


63 


End 


275 


Name 


OJ000250 63.0419.C44.ol.gp 


Method 


AAT/GAP 


Start 


63 


End 


275 


GI 


24105 1.R1084 


Score 


377 


Exons 


63. .275 






GI Descrip. 


'576771/gb|U16256|OSU16256 0 


.0e+00 Oryza sativa cone SRI 




sucrose-regulated mRNA, 3 fl - 


end^ sequence ' • 


Seq. No. 


• 57302 


Seq. ID 


OJ000250_63.6419.C45 


Gene No. 


119990 


Strand 


+ 


Start 


1 


End 


1771 


Name 


OJ000250 63.0419.C45.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1771 


GI . 


5902445 


Score 


2975 


Exons ' 


1..1771 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


57302 


Seq. ID 


OJ000250_63.0419.C45 


Gene No. 


119990 


Strand 


+ 


Start 


1 


End . 


1771 


Name 


OJ000250 63.0419.C45.ol. ts 


Method 


TBLASTX: Soybean 


Start 


69 


End 


457 


GI 


none 


Score 


88 


Exons ■ 


69. .173, 77. .457, 213. .455 






Seq. No. 


57302 


Seq. ID 


OJ000250_63.0419.C45 


Gene No. 


119990 


Strand 


+ 


Start 


1 


End 


1771 



57846 






Name 


nTnnn9 c ,n n/ii q ca^ r\0 


f T»T 


Method 


fpDT BQTV • Whoaf 

i dLi£\o i a • i/vnedL 






btarc 


I O 




kna 


n n 






A3 1 


none 




Score 


A 1 £ 

4lO 






Exons^ 


7 P ROH P 6 4 QD 












Seq. No." 


57302 




Seq. ID 


OJ000250._63.0419 


.C45 




Gene No. 


119990 




Strand 


+ 






Qf a vf 
o Lai U 


1 
1 




TTt-iH 

Hina. 


1 771 
X / /-X 






Name 


UUUUUZ JU Dj . U413 .LIO . 


f m 
. LIU 


lYie t noa 


mDT QCTY • Ma i to. 
1 Di-tH.0 1 A . l v Jal Ze 






Dtdit 


1 "31 
1 Jl 




Hina 


AHA 
ft U 4 






P T 


none 




Score 


li D 






Exons 


iJl . . Jul/ 1 J ^. . . jU^/ OUD 


. . 4 U 4 


, jjO . . 4Uj 








Seq. No. 


57302 




Seq. ID 


OJ0002*50_63:0419. 


.C45 




Gene No. 


119990 




Strand 


+ 






Qf 3 Y-+" 

O L.ar L 


i 

1 






17 71 
1 / / 1 






Name 


riTnnn^Rfi £^ n^iio p/i i; r^A 

UJUUUZ jU Dj i 1)4 1 j , LI 0 . Oi 


f t*r 
. LW 


Met hod 


i dlho i a . wnea u 






Of a »~f 


JlD 




r nr i 

Htnu 


pi c 
OlJ 






(aX 


none 




Score 


JL J4 








JlO. . DjU/ 040..04:7, 0/3 


. . OlJ 










Seq. No. 


57302 




Seq. ID 


OJ000250 63.0419. 


.C45 




Gene No. 


119990 




Strand 


+ 






Of a y~+- 

o tart 


i 
i 




End ' 


17 71 






Name 


, UJUUUZjU Dj. U^iy.LftJ.Ol 


. tm 


Method 


i d Li£\o i a . Ma i z e 




w 


Of ar f 


01 J 




End ' 


11 / j 




fii 




none 




Score 


A A 7 
4 4/ 






iixons 


R 1 "3 1 1 ^ £ P "3 "3 11/17 P 

OlJ. . llJD; Ojj ( . X 14 / , o 


33. .1123, 1127., 


'T'1 7/1 1 1 OQ 1 1 7 R 
.11/4, IliO • . 11 / D 




; . i 
L : -| 


Seq. No. 


57302 




Seq. ID 


OJ000250_63.0419. 


.C45 




Gene No. 


119990 




Strand 


+ 




s* j : 




1 




End 


17 7 1 
1 / / 1 




: : c? 


Name 


OJ000250 63.0419.C45.ol 


. tw 


Method 


i biiAb i a : wneatz 








818 




End 


lZUO 




f V 




none 




Score 


a on 
4 z u 




U . 3 


c.xons 


818. .1129, 819. .1205, 1020.. 


1205, 1069, 


i one 




r ^ ■ 


Seq. . No. 


57302 ' 




Seq. ID 


OJ000250_63.0419. 


.C45 




Gene No. 


119990 




Strand 


+ 






Of a r f 


1 




End 


1771 






Name 


OJ000250 63.0419.C45.o3 


. tm 


Method 


TBLASTX: Maize 






Of a vf 


1277 




End 


1551 








none 




Score ., 


95 






Exons 


1277. .1375, 1278. .1376, 


1367 


J.1441, 1371. .1448, 1465. .1551 




Seq. No. 


57302 




Seq. ID 


OJ000250_63.0419. 


,C45 




Gene No. 


119990 




Strand 


+ 






Of a r f 

O Lai L 


1 




End 


1771 






Name 


OJ000250 63.0419.C45.o3 


.tw 


Method 


TBLASTX: Wheat 






Of -i v f 


1320 




End 


1702 






GI 


none 




Score 


138 






Exons 


1320. .1439, 1423. .1599, 


1482 


. .1583, 1640. .1702 






Seq. No. 


. 57303 * 




Seq. ID 


OJ000250_63.0419. 


C46 




Gene No. 


119991 




Strand 


+ 






Start 


2969 




End 


3232 






Name 


OJ000250 63.0419.C46.o2 


.gs 


Method 


GEN SCAN 





57847 




Start 


2969 


End 


3181 








GI 


none 


Score 


. 68 








Exons 


2969 . . 3181 












*"* 

Seq. No. 


57303 


Seq. ID 


OJ000250_ 


63 . 


0419 


.C46 


Gene No. 


119991 


Strand 


+ 








Start 


2969 


End 


3232 








Name 


OJ000250 63 . 04 19 . C46 . o2 . np 


Method 


AAT/NAP 








Start 


2969 


End 


3232 








GI 


5902444 


Score 


415 








Exons 


2969 . . 3232 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


57303 ■ 


Seq. ID 


OJ000250_ 


63. 


0419 


..C46 


Gene No. 


119992 


Strand 










Start 


181 


End 


1469 








Name 


OJ000250_63 .0419.C46.ol.gs 


Method 


GENSCAN 








Start 


181 


End 


1469 








GI 


none 


Score 


.6 








Exons 


181. .387, 585. .919,. 940. .1004 


,. 1078. .1318, 1340. 


.1469 




Seq. No. 


57303 


Seq. ID 


OJ000250_ 


63. 


0419 


.C46 


Gene No. 


119992 


Strand 










Start 


181 ' . 


End 


1469 








Name 


OJ000250 63.0419.C46.ol.np 


Method 


AAT/NAP 








Start 


57 6 ■ * 


End 


1469 








GI 


5902448 


Score 


1544 








Exons 


576. .1469 












GI Descrip. 


(AB030283) orf3 [Oryza sativa] 










Seq. No. 


57303 


Seq. ID 


OJ000250_ 


63. 


0419 


.C46 


Gene No. 


119992 


Strand 










Start 


181 


End 


1469 








Name 


OJ000250 63.0419.C46.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1059 


End 


1349 








GI 


none 


Score . 


208 








Exons 


.1059, .1349 












Seq. No. 


57304 


Seq. ID 


OJ000250_ 


63. 


0419 


.C47 


Gene No. 


119993 ■ 


Strand 


+ 








Start 


288 


End 


1536 








Name 


OJ000250 63.0419.C47.ol.gs 


Method 


GENSCAN 








Start 


288 


End 


. 1536 . 








GI 


none 


Score 


. 66 








Exons 


288.. 312, 1301.. 1536 










Seq. No. 


57305 


Seq. ID 


OJ000250_ 


63. 


0419 


.C48 


Gene No. 


119994 


Strand 


+ 








Start 


610 


End 


904 








Name 


OJ000250 63.0419.C48.ol.gs 


Method 


GENSCAN 








Start 


610 


End 


904 








GI 


none 


Score 


.62 








Exons 


610. .784, 829. .904 












Seq. No. 


57306 


Seq. ID 


OJ000250_ 


63. 


0419 


.C49 


Gene No. 


119995 


Strand 


+ 








Start 


• 725 


End 


1500 









57848 




Name 


UuUUU^OU 0j.U4l^.Lfi!7.Ol.CjS 


Method 




oLaiL 


7 9^ 


tr> — -j 


1DUU 


FT 


none 


Score 


Q 7 


Exons 


79c Q99 1 *3 9 7 1 tnn 






beq. iNo . 


D / oUg 


beq. ID 


OJUUUzoU oo.U4ly.C49 




119996 


Strand 




Start 


1025 


End 


1218 


Name 


• OJ000250 63.0419.C49.ol.gp 


Method 


AAT/GAP 


Start 


1025 


End 


1218 


GI 


LIB3433-046-P1-K1-D5 


Score 


255 


Exons 


1025. . 1218 






GI Descrip. 


'54 41872/dbj | AP000366 . 1 1 AP000366 2.0e- 


21 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig a) 1 



Seq. No. 57307 Seq. ID OJ000250_63 . 04 19 . C50 

Gene No. 119997 Strand 

Start 694 End 2359 

Name OJ000250_63 . 04 19 . C50 . ol . gs Method GENSCAN 

Start 694 End 2359 

GI none Score .89 

Exons 694. .925, 1077. .1247, 1332. .1467, 2313. .2359 



Seq. No. 57307 

Gene No. . ' 119997 " " / 

Start 694 

Name O JO 0025 0__6 3 .Q419.C50.ol.tm 

•Start 795 

GI none 
Exons 



Seq. ID OJ000250_63.0419.C50 

Strand - ... 

End 2359 

Method TBLASTX : Maize 

End 1247 - 

Score 127 



795. .926, 796. .927, 797. .925, 798. .926, 1074. .1115, 1074. .1247, 
1075. . 1245 



Seq. No. 


57308 


Seq. ID 


OJ000250_63.0419. 


C51 


Gene No. 


. 119998 


Strand 


+ 




Start 


1952 


End 


3013 




Name 


OJ000250 63.0419.C51.ol.gs 


Method 


GENSCAN 




Start 


1952 


End 


3013 




GI 


none 


Score 


1 




Exons 


1952.. 3013 








Seq. No. 


57308 


Seq. ID 


OJ000250_63.0419. 


C51 


Gene No . 


119999 


Strand 






Start 


4826 


End 


. 6019.. 




Name 


OJ000250 63.0419.C51.ol.tm 


Method 


TBLASTX: Maize 




Start 


53 


End 


1956 




GI 


none 


Score 


175 




Exons 


53. . 103, 1074 . . 1271, 1076. . 


1276, 1112. 


.1279, 1780. .1851, 






1784. .1840, 1870. .1956, 1870. .1953 






Seq. No. 


57308 


Seq. ID 


OJ000250_63.0419. 


C51 


Gene No. 


119999 


Strand 






Start 


4826 


End 


6019 




Name 


• OJ000250 63.0419.C51.ol.np 


Method 


AAT/NAP 




Start 


4826 


End 


6019 




GI 


5852175 


Score 


79 




Exons 


4826. .4859, 5496. .5578, 599 


6. .6019 






GI Descrip. 


(AL117265) zhb0005.1 [Oryza 


sativa] 







57849 



. Seq. No. 57309 Seq. ID OJ000250_63 . 04 19 . C52 

Gene No. 12000C) . Strand + 

Start 1035 '\. ' . End 1335 

Name OJ000250_63 . 04 19 . C52 . ol . np - Method AAT/NAP 

-Start 1035 End 1335 

GI 7248394 Score 233 

Exons 1035.. 1335 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome I.I BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 57309 Seq. ID 

Gene No. 120001 Strand 

Start 2529 End 

Name OJ000250_63 .0419. C52 . o2 . np Method 

Start 2529 End 

GI 6553944 Score 

Exons 2529.. 2695, 2793.. 3104, 3232.. 3387 
GI Descrip. 



OJ000250_63.0419.C52 
+ 

3387 
AAT/NAP 
3387 
101 



(AC011915) putative AP2 domain transcription factor [Arabidopsis 
thaliana] 



£3 



Seq.' No. ' "57309 Seq. ID 

Gene No. . 120002 Strand 

Start 38 68 End 

Name OJ000250_63 .0419. C52 . o2 . gs Method 

Start 38 68 End 

GI none . Score 

Exons 3868.. 4407 



'OJ000250_63.0419.C52 

4407 , , 
GENSCAN 
4407 
.52 



: '3- 


Seq. No. 


57309 


Seq. ID 


OJ000250_63.0419 


.C52 




Gene No. 


120003 


Strand 






1:3 


Start 


6458 


End 


8149 






Name 


OJ000250 63.0419.C52.o3.np 


Method. 


AAT/NAP 






Start 


6458 


End 


8149... 






GI 


'6573719 


Score 


155 






Exons 


6458. .6803, 8081. .8149 










GI Descrip. 


(AC009978) T23E18.18 [Arabidopsis thaliana] 






Seq. No. 


57310 


Seq.. ID 


OJ000250_63.0419 


.C54 




Gene No. 


1200.04 


Strand 








Start 


166 


End 


345 .. 






Name 


OJ000250 63.0419.C54.ol.gs 


Method 


GENSCAN 






Start 


166 


End" 


345 






GI 


none 


Score 


.81 






Exons - 


166. .249, 283. .345 










Seq. No. 


57311 


Seq. ID 


OJ000250_63.0419 


.C55 




Gene No. 


120005 


Strand 


+ 






Start 


1 


End 


2469 






Name 


OJ000250 63.0419.C55.ol.np 


Method 


AAT/NAP 






Start 


1 


End . 


2469 






GI 


7106528 


Score 


78 






Exons 


1. .37, 2331. .2469 










GI Descrip. 


(AP001278) EST D40774 (S2920) 


corresponds to a region of 


the 



57850 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


57311 




Seq. ID 


OJ000250 


__.63.0419.C55 


Gene ..No. 


120006' 




Strand 








1412* 




End' 


1905 




Name 


OJ000250 63.0419.C55.ol 


.gp 


Method 


AAT/GAP 




o car c 


1412 




End 


1905 






576771 




Score 


824 




Exons 


1412. .1622, 1649. .1905 










ui uescrip. 


576771/gb|U16256|OSU16256 0. 


0e+00 Oryza sativa 


OAno CD 1 

COne or\.L 




sucrose-regulated mRNA, 


3 1 -end sequence 




Seq. No. 


J / oil 




Seq. ID 


OJ000250 


_63.0419.C55 


Gene No. 


120007 




Strand 






Q+- a v~+- 


2924 




End 


6551' 




Name 


UJUUU_OU OO . U4 iy . LOO . oz 


.gs 


Method 


GENSCAN 




btarc 


o n o /i 

2 y_4 




End 


6536 






none 




Score 


.49 




Exons 


2y24..olUo, J2Uo..JoUl, 


3397 


..3469, 3571. .3681, 


o / / . j y 4 / , 




4UOO..4120, 4±yo..4/oy, 


4911 


..5073, 5144. .6064, 


6073. . 6180, 




02U4 . . DDjO 










Seq. No. 


57311 




Seq. ID 


OJ000250 


_63.0419.C55 


Gene No . * 


i o n n n t 
12UUU / 




Strand 






ocarc 


OQO/1 

zyz4 . 




End 


6551 




Name 


OJUUUZou o J . U4 1 y . Cbb . oo 


.np 


Method 


AAT/NAP 




Of ^ v-f 

b care 


2 y Jo 




End 


6551 




C T 


4 boU2U4 




Score 


797 


5144. ."6551 


Exons 


O Q Q "3 T1 CO OC yt C QCQ1 

zyoo. . oloz, Jb4o..oool, 


3775 


..3947, 4036. .5052, 


GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 


oeq . iNO . 


o /oil 




Seq. ID 


OJ000250 


_63.0419.C55 


Gene No . 


12UUU / 




Strand 






Of -i vf 

o c ar c 


2 y24 




End 


6551 




Name 


UJUUU20U Dj. U4iy . Ljj . 


.tw 


Method 


TBLASTX : ' 


Wheat 


o car c 


4o4U 




End 


5533 




C T 

bl 


none 




Score 


60 




Exons 


<oyir\ enco tin coio 

-4o4U..b0bo, 5141.. 5212, 


5270. 


..5431, 5453.. 5533 




oeq. NO. 


57311 




Seq. "ID 


OJ000250 


_63.0419.C55 


Gene No . 


120007 




Strand 






Cf -i rf 

ocarc 


2924 




End 


.6551. 




Name, 


OJ000250 63.0419. C55.ol 


. tw 


Method . 


TBLASTX: 1 


Wheat 


Cf -> >- -f- 

ocarc 


5534 




End 


5935 




C T 


none 




Score 


• 54- 




Exons 


5534. .5704, 5535. .5651, 


5691 


. .5834, 5699. .5935, 


. 5741. .5935 


Seq. No. 


57312 




Seq. ID 


OJ000250 


_63.0419.C56 


Gene No . 


120008 




Strand 






Start 


1 




End 


1393 




Name 


OJ000250 63.0419.C56.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1393 




GI 


4680203 




Score 


1553 




Exons 


1..1393 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Seq. No. 


57312 




Seq. ID 


OJ000250 


_63.0419.C56 



57851 




Gene No. 


120008 




Strand • 






Start 


1 




End 


1393 




Name 


OJ000250 63.0419.C56.ol 


. tw 


Method 


TBLASTX : Wheat " 






80 




End 


470 




C T 


none 




Score 


101 




Xt* \j /"\ n 


80. .208, 84. .230, 85. .207, 208. .300, 210. .308, 211. .303, 






O OA A ~\ C 9 19 A 1 C 9 1 £ 

zy^ . . 4 1 b, oiz . . 4 1 b, jib 


A 1 9 
. .41/, 


414. .4 / U , 


A 1 Q /ICO 
41o . .4 OZ 




Seq. No. 






oeq. id 


r\Tnnnoc;n co nyi i q 
UJUUUZDU Do. U4iy . 


C56 


Gene No. 


i o nnn q 




otrana 






Of a v-4- 


1 




End 


1393 




Name 


OJ000250 63.0419.C56.ol 


.tm * 


Method 


TBLASTX: Maize ' 




Q +- -3 y-i- 

otdiL 


911 






CQQ 

3 y y 




C T 

Ljl 


none 




Score 


loo 




XP V /**V T"\ C 


911 /111 91*5 /t CM nn 
Z 1 1 . . 4 / 1 , Zlj . . 4 y 4 , 01U 


CQQ 

. . oyy 








Seq. No. 


c. "7 9 1 9 
j / jIZ 




oeq. iu 


riinnnocn c o n *i i o. 

ojuuuzou Do.u4iy. 


C56 


Gene No. 


IzUUUo 




Strand 






OtalL 


1 




End 


1393 




Name 


OJ000250_63.0419.C56.ol 


. tc 


Method 


TBLASTX: Cress 






ZOO 






cnc 




P T 


none 




Score 


/ / 




Exons 


OCQ CQQ /AC /I /I O 

iDo. .oyy, z//..4Ud, 44Z 


CLCiC 

. . oUo 








.Seq. No. 


D /OlZ 




oeq. iu 


OJUUUzoU bJ.U4iy. 


C56 


Gene No. 


. i 9 n n n q 
' IZUUUo 




Strand 








1 




End .- 


1393 




Name 


OJ000250 63.0419.C56.ol 


. ts 


Method 


TBLASTX : Soybean 




otart 


9 9 Q 
3 3 y 




fcjna 


9 C G 

/by 




p t 


none 




Score 


i n o 
1 U J 




Exons 


CHQ TCI CQQ CO 1 

j jy . . buts , jd / . . oyy, dji 




cq a H CQ 

boo . . /by, 


by 4 . . / bo 




Seq. No. 


J / olz 




beq. ID 


^Tnnnocn c o n / 1 n 
OuUUUzOU DJ.U4iy. 


C56 


Gene No. 


i onnnQ 
IZUUUo 




Strand 






oUcir u 


1 




End 


1393 




Name 


OJ000250_63.0419.C56.o2 


.gs 


Method 


GENSCAN 




C+- a vf- 

ouar l 


con 


hna 


1 9 Q O 

uyo . . . 




P T 

ol- 


none 




Score 


Q O 
. OZ 




Exons 


con qoo i noo i -jno 










Seq. No. 


D 1 OLZ 




Seq. ID 


OJOOUzoO 63.0419. 


C56 


Gene No. 


i onnno 
IZUUUo 




Strand 








n 
1 




End 


i o o o 

1 Jy 3 




Name 


0.70009^0 69 041 Q PRfi n9 


. tw 


Method 


1 OLinO 1 A . WI lfcrci L 




otart 


690 ; 




End 


1011 




P T 


none 




Score 


201 




Exons 


690.. 932, 698.. 940, 700 


. .951, 


701. .943, 


934 . . 1011 




oeq. no. 


57313 




Seq. ID 


OJ000250_63.0419. 


f> C 1 

Co / 




120009 




Strand 


+ 




Start 


3749 




End 


5054 




Name 


OJ000250 63.0419.C57.o2. 


• np 


Method 


AAT/NAP 




Start 


3749 




End 


5054 




GI 


6815099 . 




Score 


79 




Exons 


3749. .3770, 4911. .5054 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 





57852 



OCLj. LNtJ . 




oeq. J. u 


nindno ^n £^ o^iq 




Gene No. 


120010 


Strand 


+ _ 




Start 


. 8538 


End- 


9869 




Name 


OJ000250 63.0419..C57.o3.np 


■ Method 


r\r\L / INrit 




o lal L 


8538 


End 








6498459 


Score 




•v 




8538. .8833, 9775. .9869 








f T GOT*! T*\ 

o _L UcoLIip. 


(AP000816) hypothetical protein [Oryza 


. - 

sat i'Va.J 




o e q . in o . 


57313 


Seq. ID 


OJ000250__63.0419 


pel 


o cue iNy • 


120011 


Strand 






Start 


1 


End 


9608 




Name 


OJ000250 63.0419.C57.ol.np 


Method 


AAT/NAP 




OLOI L 


1 


End 


3165- •' • 






6692743 


Score 


510 




Exons 


1..35, 814. .991, 1099. .1271, 


1352. .1840, 3041. .3165 




l^T Hoc P vi r*\ 
\j± UcbLlip. 


(AC012679) putative calmodul in-binding protein [Arabidopsis 




thaliana] 








oeq. LN U . 


57313 


Seq. ID 


OJ000250_63.0419; 


.C57 




120011 


Strand 






Start 


1 


End 


9608 




Name 


OJ000250 63.0419.C57.ol.gs 


Method 


GEN SCAN 




OtaXL 


178 


End 


■9608" 






none 


Score . 


.81 




U 1 v /"\ 


178. .467, 560. .698, 809. .997, 


1111. .1271, 1352. .1869, 






2130. . *2185, 2624.. 2699, 3024.. 


.3165, 8706. .8906, 8923. .9128, 




9559.. 9608 








Cart M/-v 
o e q . IN O . 


57314 


Seq. ID 


OJ000250_63.0419. 


X58 


Gene No. 


120012 


Strand 


+ 




Start 


1 


End 


1261 






OJ000250 63.0419.C58.ol.np 


Method 


AAT/NAP 




Q-h a -r-h 
OLdl U 


1 


End 


1261 






6692258 


Score 


470 




Cj A vJi 1 o 


1..177, 249. .371, 477. .841, 963. .1261 








(AC0108.70)' unknown protein [Arabidopsis thaliana] 




Seq. No. 


57314 


Seq. ID 


OJ000250 63.0.419. 


.C58 


Gene No. 


120012 


Strand 


+ 




Q-h ^ r-f- 
OLdl L 


1 


End 


1261 




Name 


OJ000250 63.0419.C58.o2. ts 


Method 


TBLASTX: Soybean 




oLaru 


23 


. End , 


328 .. 






none 


Score 


147 




Exons 


23. .142, 24. .155, 27. .155, 35 


..160, 248 


t..328, 259.. 327 




Seq. No. 


57314 


Seq. ID 


OJ000250_63.0419. 


,C58 


Gene No. 


120012 


Strand 


+ 




Cf 3 r-+- 


1 


End 


1261 




Name 


OJ000250 63.0419.C58.ol.gs 


Method 


GENSCAN 






45 


End 


1068 






none 


Score 


.81 




Exons 


45. .155, 254. .601, 685. .841, 


963. .1068 






Seq. No. 


57314 


Seq. ID 


OJ000250_63.0419. 


C58 


Gene No. 


120012 


Strand 


+ 




Start 


1 


End 


1261 





57853 



Name 

Start 

GI 

Exons 



OJ000250_63 .0419. C58 . ol . tc Method TBLASTX : Cress 

265 End 1207 

none Score 125 ... 

265. .342, 266. .433,. 694. .846, 961. .1-053, 962. ..1207, 1084. .1206 



Seq. No. '57314 

Gene No. 120012 

Start 1 

Name OJ000250_63 .0419. C58 . ol . ts 

Start 691 

GI none 

Exons 691. .843, 950. . 1207, 961.. 1203 



Seq. ID OJ000250_63.0419.C58 

Strand + 

End 1261 

Method TBLASTX: Soybean 

End 1207 

Score . 109 



Seq. No. 57314 

Gene No. 120012 

Start 1 

Name OJ000250_63 .0419. C58 . ol . tw 

Start 694 

GI none' 
Exons 



Seq. ID OJ000250_63.0419.C58 

Strand + 

End 1261 

Method TBLASTX : Wheat 

End 1132 

Score ' 105 



694. .843, 763. .840, 950. .1132, 958. .1131 



Seq. No. 57314 

Gene No. 120012 

Start 1 

Name OJ000250_63 . 0419 . C58 . ol . tm 

Start 991 

GI none 

Exons 991.. 1206, 992.. 1207 



Seq. ID OJ000250_63.0419.C58 

Strand + 

End 1261 \ 

Method TBLASTX: Maize 

End 1207 

Score 305 



Seq. No. 57315 

Gene No. 120013 

Start 606 

Name OJ000250_63 . 04 19 . C59 . ol . gs 

Start 606 

GI none 

Exons 606.. 801 



Seq. ID OJ000250_63.0419.C59 

Strand + 

End 801 

Method GEN SCAN 

End 801 

Score .78 



Seq. -No. 57316 . 

Gene No. 120014 

Start 269 

Name OJ000250_63 . 04 19 . C62 . ol . gs 
Start . 269 

GI . none 

Exons 269. .521 • 



Seq. ID OJ000250_63.041-9.C62 

Strand + 

End 521 

Method GENSCAN 

End. 521 

Score ... . 85 ........ 



Seq. No. 57316 

Gene No. 120014 

Start 269 

Name OJ000250_63 . 04 19 . C62 . ol . tm 

Start 291 

GI none 

Exons 291. .518, 294. .434, 296. .517 

Seq. No. " 57317 

Gene No. 120015 

Start 309 

Name OJ000250_63 . 04 19 . C64 . ol . gs 



Seq. ID OJ000250_63.0419.C62 

Strand + 

End 521 

Method TBLASTX: Maize 

End 518 

Score 233 



Seq. ID OJ000250_63.0419.C64 

Strand + 

End 7 43 

Method GENSCAN 



57854 



Start 
GI 

Exons 



462 
none 

462. .623 



End 
Score 



623 
.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

'Start 

Name 

Start 

GI 

Exons 



57317 Seq. ID 

120015 Strand 

309 End 

OJ000250_63.0419.C64.ol.np Method 

4 62 End 

7489095 Score 
462. .627, 712. .743 
ribosomal protein S17 

gi | 162098 6 | emb | CAA70082 . 1 | ( Y08858) 
[Nicotiana plumbaginif olia] 



OJ000250_63.0419.C64 
+ 

743 

AAT/NAP 
743 

2*25 

curled-leaved tobacco 

40S ribosomal protein S17 



57318 Seq. ID 

120016 Strand 

500 End 
OJ000250_63.0419.C66.ol.gs Method 

500 End 

none Score 
500. .678 



OJ000250_63.0419.C66 
+ 

678 

GENSCAN 
678 
.61 - 



: -J 



Seq. No. 

Gene. No. - 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI • 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



57319 

120018 

217 

OJ000250_63.0419.C68.ol.gs 

217 

none 

217. .1530 

57319 

120018 

217 

OJ000250_63.0419.C68.ol.np 

217 . 

4680183 

217. .2678, 3174. .3216, '3304, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 

Score . 
.3806 



OJ000250_63.0419"?C68 
+ 

3806 ' 
GENSCAN 
1530 
1 



OJ000250_63.0419.C68 
+ 

3806 
AAT/NAP 
3806 
4692 . 



(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



57319 Seq. ID 

120018 Strand 

217 . . End,. 

OJ000250_63 .0419. C68 . o2 . gs Method 

1617 End 

none Score 
1617. .3011, 3147. .3746 



OJ000250_63.0419.C68 
+ 

3806 

GENSCAN ' 

3746 

.62 



57320 Seq. ID 

120019 Strand 

1 End 
OJ000250_63 . 0419 . C69 . ol . np Method 

1 End 

5902445 , Score 
1. .846 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ000250_63. 0419. C69 
+ 

846 

AAT/NAP 
846 
1409 



57855 




Seq. No. 


57320 






Seq. ID 


OJ000250_ 


_63.0419.C69 


Gene No. 


120020 






Strand 








1 1 £7 
± ± D / 






End 


2983 




Name 


■UJUUUZDU Dj 




. gs 


Method 


GENSCAN 






lib / 






End 


2799 




C T 


none 






Score 


.77 




Exons 


llD / . . IDID; 




lo 00 . 


.2054, 2141. .2316, 




beq. no.-* 








Seq. ID 


OJ000250 


d j . u q i y . toy 


vjene wo. 


l^UUZU 






Strand 






Start - 


1167 






End 


2983 




Name 


OJ000250 63 


.0419.C69.o2 


. np 


Method 


AAT/NAP ■ 




Start 


1170 






End 


2983 




GI 


6691716 






Score 


942 




Exons 


1170. .1615, 


1688. .1792, 


1943. 


.2054, 2130. .2323, 


2500. .2767, 




2849. .2983 












GI Descrip. 


(AP000492) 


hypothetical 


protein [Oryza 


sativa] 





gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 57321 Seq. ID 

Gene No. 120021 ..Strand 

Start 588 End 

Name OJ000250_63 . 04 1 9 . C7 0 . ol . gs • Method 

Start 588 , """End 

GI none Score 
Exons . 588. .716 



OJ000250_63.0419.C70 

716 : 
GENSCAN 
716 
.83 



Seq. No. 57322 

Gene No. 120022 

Start 995 

Name OJ000250_63 . 04 19 . C7 1 . ol . 

Start 995 

GI none 

Exons 995.. 1165, 23*60. .2383 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_63.0419.C71 

2383 
GENSCAN 
2383 
.61 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57322 . . - • 

120022 

995 

OJ000250_63.0419.C71.ol.gp 
2219 

3760640 . . 

2219. .2283 

4176420/dbj |B'AA37167 | 2 
• [Arabidbpsis thaliana] 

57323 

120023 

17 

OJ000250_63.0419.C72.ol.gs 
17 

none 

17. .214, 350. .763 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000250_63.0419-.C71' 

2383 
AAT/GAP 
2283 
86 



0e-ll (AB008097) cytochrome P450 



Seq. ID OJ000250_63.0419.C72 

Strand + 

End 763 

Method GENSCAN 

End 763 

Score .63 



Seq. No. 
Gene No. 
Start 



57324 

120024 

1 



Seq. ID OJ000250_63.0419.C74 
Strand + 
End 1522 



57856 






Name 


OJ000250 63.0419.C74.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1522 






GI 


7487101 


Score 


247 






Exons 


1..366.,. 455.. 506, 1470.. 1522 










GI Descirip. 


hypothetical protein T16L4.260 - Arabidopsis thaliana 








gi | 512 3569 J ejnb | CAB4 5335 . 1 1 (AL079344) 


putative protein 








[Arabidopsis thaliana] gi | 72 69874 | emb | 


CAB79733. 1 i (AL161575 






putative protein [Arabidopsis 


thaliana] 






Seq. No. 


C *7 1 O A 

o /oz4 


Seq. ID 


/*\ T O O O O C O /"O A /I 1 rt 

OJ000250 63.0419 


. C74 




Gene No. 


120024 


Strand 


+ 








1 


End 


1522 ' 






Name 


ujuuuzou do . U4 i y . u / 4 . oi . gs 


Method 


GENSCAN 








"7 A 

74 


End 


553 








none 


Score 


.75 






TP /~\ v\ c 


/4 . . ODD, 4oo . . 000 










Seq. No. 


o /oz4 


Seq. ID" 


OJ000250 63.0419 


. C74 




Gene No. 


120025 


Strand 










1428 


End 


1760 






Name 


OJUUUzoU do . 04 19 . C / 4 . ol . ts 


Method 


TBLASTX : Soybean 






Of 3r f 

o cart 


ol 


End 


360 






ui 


none 


Score 


278 






T7 1 ^ /~v r"> 


61 . . 360, 72 . .359 










Seq. No. 


57324 


Seq. ID 


OJ000250 63.0419 


.C74 


hi 


Gene No. 


120025 


S&rand 








Q+- -a 


1428 


End 


1760 






Name 


OJUUUzoU do . 04 19 . C /4 . ol . tc 


Method 


TBLASTX: Cress 






otart 


~7 O 

72 


End 


360 




^ : =? 

ru 


H T 
bl 


none 


Score 


271 




Exons 


/z..lo4, /o.-odU, 195. .335 










Seq. No. 


57o24 


Seq. ID 


OJ000250 63.0419 


.C74 




Gene No. 


120025 * 


Strand 








o car t, 


1428 


End 


1760 






Name 1 


0 J UUUz o (J do . U4 19 . C /4 . Ol . tm 


Method . 


TBLASTX: Maize- 






otart 


102 


End 


318 • . 




£3 




none 


Score 


226 






Exons 


102. .317, 102. .317, 103. .318 










Seq. No., 


57324 


Seq. ID 


OJ00.0250_63.0419 


.C74 




Gene No. 


120025 


Strand 








O L a. r L. 


1428 


End 


1760 






Name 


OJ000250 63.0419.C74.o.l.gp 


Method 


AAT/GAP 






o car l 


1045 


End 


1577 






H T 


5039089 


Score 


1018 






TT 1 vr /~\ y-\ 


1045. . 1577 










Seq. No. 


57324 


Seq. ID 


OJ000250_63.0419, 


.C74 




Gene No. 


120025 


Strand 








Start 


1428 


End 


1760 






Name 


OJ000250 63.0419.C74.o2.gs 


Method - 


GENSCAN 






Start 


1.428 


End 


1760 






GI 


none 


Score 


.96 






Exons 


1428. .1760 









57857 




Seq. No. 


57324 




Seq. ID 


OJ000250_63.0419.C74 


Gene No. 


120025 




Strand 






1 4 Z O 




End 


1760 " . 


Name 


OJUUUzoU do . 04 1 9 . C7 4 . p2 


. tm 


Method 


TBLASTX: Maize 




1 A OO 

14 y<£ 




End 


• 1665 


C T 
bl 


none 




Score 


138 


Exons 


14yz..lobb, 1494. .Iodo, 


T C C A 

1554 . 


.1664, 1555. .1665 


Seq. No. 


57324 




Seq. ID 


OJ000250_63.0419.C74 . 


Gene No. 


120025 




Strand 




Cf 3 v-+- 

otdiT, 


1 A 0 Q 
14 ZO 




End 


1760 


Naine 


OJUUUzbU do . U4 1 9 . C7 4 . o2 


. ts 


Method 


TBLASTX: Soybean 


o tart 


loUU 




End 


1668 




none 




Score 


174 ' 


Exons 


1500. .1667, 1504. .1668, 


1522 . 


.1668 




Seq. No. 


5 /ozb 




Seq. ID 


OJ000250_63.0419.C75 


bene no . 


120026 




Strand 


+ 




1 




End 


938 


Name 


OJ000250 63.0419.C75.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


938 




6063554 




Score 


84 


Exons 


1..45, 767. .938 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 ( : E0464) , C98611 (E0464) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq No . 


57325 




Seq. ID 


OJ000250_63. 0419.C7 5 


Gene No. 


120027 




Strand 


+ 


Start 


1402 




End 


1558 


Name 


OJ000250 63.0419.C75.o2. 


.np 


Method 


AAT/NAP 


btart 


1402 




End 


1558 


C T 


7363271 




Score 


133 


Exons 


1402. . 1558 








GI Descrip. 


(AP001552) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


57326. 




Seq. ID 


OJ000250 63.0419.C76 


Gene No. 


120028 




Strand 


+ # 


otart 


450 




End 


554 


Name 


OJ000250 63.0419.C76.dl. 


,gs 


Method 


GENS CAN 


b t art 


450. 


End 


554 


bl 


none 




Score 


.41 . 


Exons 


.450, .554. • 








Seq. No. 


57327 




Seq. ID 


OJ000250_63.0419.C83 


Gene No. 


120029 




Strand 


+ 


Start 


1 




End 


4057 


Name 


OJ000250 63.0419.C83.ol. 


np 


Method 


AAT/NAP 


Start 


1 


End 


4057 


GI 


6056372 




Score 


1441 



Exons 1..53, 830. .901, 995. .1066, 1157. .1228, 1336. .1407, 1501. .1566, 

1669. .1734, 1829. .1881, 1972. .2025, 2115. .2494, 2578. .2777, 
2854. .3012, 3096. .3214, 3331. .3545, 3669. .3896, 3976. .4057 

GI Descrip. (AC009894) Very similar to receptor-like serine/threonine kinase 
[Arabidopsis thaliana] 



Seq. No. 



57327 



Seq. ID OJ000250 63.0419.C83 



57858 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



120029 Strand + 

1 End 4 057 
OJ000250_63 . 04 1 9 . C8 3 . ol . gs Method GENSCAN 

1669 " End 3896 

none - Score .66 

1669. .1734, 2115. .2494, 2642. .2777, 2854. .3012, 3096. .3214, 

3331.. 3541, 3665.. 3896 



Seq. No. 57327 Seq. ID 

Gene No. 120029 Strand 

Start 1 End 

Name OJ000250_63 . 04 19 . C83 . o2 . ts Method 

Start 2177 End 

GI none Score 

Exons 2177. .2494, 2344. .2484 



OJ000250_63.0419.C83 
+ 

4057 

TBLASTX: Soybean 

2494 

199 * 



Seq. No. v 57327 Seq. ID OJ000250_63 . 0419 .C83 

Gene No. 120029 Strand 

Start 1 End 
Name OJ000250_63 . 04 19 . C83 . o2 . tm Method 

Start 2233 End 

GI none Score 

Exons 2233. .2484, 2237. .2494, 2325.-2495, 2574. .2678, 2578. .2679, 

2648. .2743, 2673. .2741 



OJ000250_ 

+ t ' r '- 
4057 

TBLASTX: Maize 

2743 

332 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57327 • 
120029 
1 

OJ000250_63.0419.C83.o3.tc 

2276 

none 

2276. .2494, 2305. .2490, 2308. 
2672. .2749, 2680. .2772, 2681. 

57327 

120029 

1 

OJ000250_63.0419.C83.ol. ts 

2642 

none 

2642. .2779, 2680. .2772, 3127, 
3330.. 3551, 3667.. 3897, 3684, 

57327' 
120029 
1 

OJ000250_63.0419.C83.ol.tm 

2853 

none .. 

2853..2876, 2855. .2899, 2880. 
2897. .2995, 3080. .3214, 3093. 
3322.. 3543, 3323.. 3394, 3330. 
3666.. -3896, 3683.. 3913, 3975. 



Seq. ID OJ000250_63.0419.C83 

Strand + 

End 4057 

Method TBLASTX : Cress 

End 2876 

Score 248 
.2499, 2310. .2495, 2593. .2712, 
.2776, 2849..287S, 2850. .2876 

Seq. ID OJ000250_63.0419.C83 

Strand + 

End ' ■ 4057 

Method TBLASTX: Soybean-' 

End 4057 

Score 129 
.3213, 3128. .3214, 3322. .3546, 
.3893, 3973. .4053, 3977. .4057 

Seq. ID OJ000250_63.0419.C83 

Strand + " 

End 4057 

Method TBLASTX: Maize 

End 4057 

Score 39 

.2993, 2885. .3007, 2893. .3012, 
.3215, 3094. .3219, 3094. .3219, 
.3542, 3657.-3896, 3664. .3894, 
.4055, 3976. .4056, 3977. .4057 



Seq. No. 
Gene No. 
Start 



57327 

120029 

1 



Seq. ID OJ000250_63.0419.C83 
Strand + 
End 4057 



57859 



Name 

Start 

GI 

Exons 



OJ000250_63.0419.C83.o2.tc 

3121 

none 

3121.. 3216; 3125.. 3217, 3327. 



Method TBLASTX : Cress 
End 3551 
Score 99' • 
.3551, 3328. .3543 



Seq. No. 


57327 








Seq." ID 


OJ000250_63.0419 


. C83 


Gene No. 


120029 








Strand 


+ 




Start 


1 








End 


4057 




Name 


OJ000250 63. 


0419. 


C83.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3322 








End 


3815 




GI 


none 








Score 


178 




Exons 


3322 . . 3543, 


3330 . 


. 3542, 


3660 . 


.3815, 3661. .3813 




Seq. No." 


57327 








Seq. ID 


OJ000250_63.0419 


. Coo 


Gene No. 


120029 








Strand 


+ 




Start 


1 








End 


4057 




Name 


OJ0U0250 do. 


04 19 . 


Coo . ol 


. tc 


Method 


TBLASTX: Cress 




Start 


3685 








End 


4057 




GI 


none 








Score 


277 




Exons 


3685. .3897, 


3687. 


.3893, 


3973. 


.4053, 3977. .4057 




Seq. No. 


57327 








Seq. ID 


OJ000250_63. 0419 


.C.83 


Gene No. 


120029 • - 








Strand 


+ 




Start 


1 








End 


4057 




Name 


OJ000250 63. 


0419. 


C83.ol 


-gp 


Method 


AAT/GAP 




Start 


3712 








End 


4057 




GI 


LIB3434-038- 


■Pl-Kl 


-Fll <■ 




Score 


4 62 




Exons 


3712. .3896, 


3976. 


.4057 











GI Descrip. ' 6056372/gb | AAF02836 . 1 1 AC009894 J7 6.0e-60 (AC0098 94 ) . Very 

similar to receptor-like serine/threonine, kinase [Arabidopsis 
thaliana] 1 



Seq. No. 57328 
Gene No. 120030 
Start 1 

Name OJ000250_63 . 04 19 . C88 . ol . np 

Start .1 
GI 5295955 
Exons 1. .48, 591. . 660 > 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) genome . (V0 1555 ) 
[Oryza sativa] 



Seq. ID OJ000250__63. 0419. C88 

Strand 

End 660 

Method AAT/NAP 

End 660 

Score 97 



Seq. No. 57328 

Gene No. 120030 

Start 1 

Name OJ000250_63 . 04 19 . C88 . ol . gs 

'Start 523 

GI none 

Exons 523 . . 660 



Seq. ID OJ000250_63.0419..C88 . 

Strand 

End 660 

Method GEN SCAN 

End 660 

Score .45 



Seq. No. 57329 Seq. ID 

Gene No. 120031 Strand 

Start 1 End 

Name OJ000250_63 . 04 19 . C8 9 . ol . np Method 

Start 1 End 

GI 4902849 Score 

Exons 1 . . 355 



OJ000250_63. 0419.C8 9 
355 

AAT/NAP 

355 

208 



57860 



GI Descrip. (AJ006940) phosphoribosyl pyrophosphate synthase [Spinacia 
oleracea] 



Seq. No. 


57329 - 




Seq. ID 


OJ000250 -63.0419 


. C89 


Gene No. 


120031 




Strand 






Start 


1 




End 


355 




Name 


OJ000250 63. 


0419.C89.ol. tc 


Method 


TBLASTX: Cress 




Start 


79 




End 


297 




GI " 


none 




Score 


70 




Exons 


79. .165, 80. 


.166, 156. .284, 


166. .297 






Seq. No. 


57329 




Seq. ID 


OJ000250_63 .0419 


,C8 9 


Gene No. 


120031 




Strand 






Start 


1 • ■ 




End 


355 




Name 


OJ000250_63 . 


04 19 . C89 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


79 




End 


284 




GI 


none 




Score 


104 




Exons 


79. .165, 80. 


.181, 156. .284, 


157. .279 






Seq. No. 


57330 




Seq. ID 


OJ000250_63 .0419 


.C90 


Gene No. 


120032 




Strand 


+ 




Start 


29 




End 


195 




Name 


OJ000250_63 . 


0419.C90.ol.gs-- 


Method 


GENSCAN 




Start 


29 




End y- 


195 




GI 


none 




Score 


.98 




Exons 


' 29. .195 










Seq. No'. 


57331 




Seq. ID 


OJ000250_63. 0419 


-C91 


Gene No . 


120033 




Strand 


+ 




Start 


72 




End 


319 




Name 


OJ000250 63. 


0419.C91.ol.gs 


Method 


GENSCAN 




Start 


72 




End 


319 




GI 


none 




Score 


.53 




Exons 


72. .319 










Seq. No. 


57332 




Seq. ID 


OJ000250 63.0419 


.C92 


Gene No.. 


. 120.034 




Strand 


+ 




Start 


1686 




■ End 


2299 




Name 


OJ000250_63 . 


0419.C92.ol.gs 


Method 


GENSCAN 




Start 


1686 




End 


2299 




GI 


none 




Score 


. 53 




Exons 


1686. .1779, 


1857.. 2037, 2155.. 2299 






Seq. No. 


57333 




Seq. ID 


OJ000250_63.0419 


.C93 


Gene No. 


120035 




Strand 






Start 


779 




End 


1084 




Name 


OJ000250 63. 


0419.C93.ol.np 


Method 


AAT/NAP 




Start 


779 




End 


1084 • 




GI 


6554485 




Score 


167 




Exons 


779. . 1084 










GI Descrip. 


(AC012394) unknown protein 


[Arabidopsis thaliana] 






gil 6573714 | gb | AAF17 634 . 1 | AC009978 10 


(AC009978) T23E18.: 


26 




[Arabidopsis 


thaliana] 








Seq. No. 


'57333 




Seq. ID 


OJ000250_63.0419 


.C93 


Gene No. 


120035 




Strand 






Start 


779 




End 


1084 





57861 



Name 


UJUUU^DU Dj 


. U4 i y . cyj 


. ol . tm 


Method 


TBLASTX : Mai ze 




Start 


Q C\ A 






End 


1* A O O 

1083 




bl ■■ 


none 






Score 


- ^ 1 9 r.. 




Exons 


Qf\ A OQ1 Q 


CM 1 OQO 


895. .1083 ' 






Seq. No. 


57333 






Seq. ID 


OJ000250_63.0419 


.C93 


Gene No. 


120035 






Strand 






btart 


/ /y 






End 


lUo 4 




Name 


OJOOOzoO Dj 


.0419. C93 


.ol.gp 


Method 


AAT/GAP 




Start 


Oil 

oil 






bna 


1 A O A 

1084 






none 






Score 


C A A 

04 4 




Exons 


oil.. 1Uo4 










** 


Seq. No. ■ 


57333 • 






Seq. ID 


OJ000250_63. 04.19, 


. C93 


Gene No. 


120035 






Strand 






Start 


n n o. 

/ /y 






End 


1 A O A 

1084 




Name 


/■ntaaaoca 
OJOUOzoO DO 


.0419. C9o 


. ol . tc 


Method 


TBLASTX : Cress 




Start 


O A A 

o 4 U 






End ^ 


T A O *3 

1083 




r* t 
Cjl 


none 






Score 


1 y / 




Exons 


o a a i a o a 
o 4 U . . lUoV , 


y 1 0 . . ID o p 










Seq. No. 


57333 






Seq. ID 


OJ000250_63.0419. 


.C93 


Gene No. 


120035 






Strand 






Start 


*7 t a 

/ /9 




_ 


End - 


1 A O A 

1084 




Name 


OJOUOzoO dj 


.0419. C9 J 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


8 91 






End 


1083 




GI 


none 






Score 


1 A *T 

19b 


< 


Exons 


O A 1 1 a o a 

0 91 . . , 


A A *"7 T A O O 

907 . .1083 










o e q . in o . 








Seq. ID 


OJ000250_63.0419, 


HQ A 


Gene No. 


120036 






Strand 


+ 




Start 


1 






End 


6008 




Name 


OJ000250 63 


.0419.C94 


.' o 1 . np 


Method 


AAT/NAP 




Start 


1 






End 


6008 




GI 


6056374 






Score 


1598 




Exons 


1..34, 1009 


. .1077, 1238. .1312, 


1370. .1471, 1877. .1948, 





2073. .2146, 2230. .2299, 2558. .2640, 2679 ... 2777 2870 .. 2909, 
3017. .3121, 3217. .3281, 3349.. 3414, 3489.. 3514, 360-4 3684,: 
3776.. 4155, 4239 4 4 37 , 4507.. 4662, 4753.. 4871, 5000 .'• .5214 , 
5343. .5570, 5650.. 5800, 5903. .6008 
GI Descrip. (AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57334 
120036 
1 

OJ000250_63.0419.C94 .ol.gs 
1006 



none 
1006. 
3216. 
4768. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1948, 2073. .2144, 2228. .2299, 
3281, 3349. .3374, 3776. .4155, 4239. .4437, 4507. .4665, 
4871, 5000. .5210, 5390. .5570, 5650. .5800 



OJ000250_63.0419.C94 
+ 

6008 
GENSCAN 
5800 
.73 



,1082, 1238.. 1309, 1877. 



Seq. No. -57334 . • Seq. ID 

Gene No. 120036 Strand 

Start 1 End 

Name OJ000250 63 . 04 19 . C94 . o2 . ts Method 



OJ000250_63.0419.C94 

+ ■ 

6008 

TBLASTX : Soybean 



57862 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3838 End 4436 

-none Score 169 

3838. .4143,. 3996. .4157, 4005. .4145, 4230. .4286, 4299. .4436 



57334 
120036 ' 
1 

OJ000250_63.0419.-C94.o2.tm 

3898 

none 



Seq. ID OJ000250_63.0419.C94 

Strand + 

End 6008 

Method TBLASTX : Mai ze 

End 4403 

Score 280 

3898. .4143, 3898. .4152, 3930. .4154, 3986. .4156, 4211. .4402, 
4230. .4403 



Seq. No. 

Gene No". 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start; 

Name-: 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57334- 
120036 
1 

OJ000250_63.0419.C94.ol.tc 

3958 

none 



Seq. ID OJ000250_63.04I9.C94 

Strand + 

End 6008 

Method TBLASTX : Cress 

End 4 4 52 

Score 193 

3958. .4143,. 3984. .4088, 4112. .4165, 4115. .4165, 4230. .4436, 
4236.-4436, 4237. .4452 



57334 

120036 

1 

OJ000250_63.0419.C94 .ol.'gp 

4408 

569610 



Seq. ID OJ000250_63.0419.C94 
Strand + 
End 6008 
Method AAT/GAP ' 
End 5077 
Score 682 v \ -<*" 
4408. .4437, 4507. .4665, 4753. .4871, 5000. .5077 

6056375/gb|AAF02839.1|AC009894_10 7.0e-16 (AC009894) Similar to 
serine/threonine kinases [Arabidopsis thaliana] 



57334 

120036 

1 

OJ000250_63 .0419. C94 . o3 . tm 

4506 

none 



Seq. ID OJ000250_63.0419.C94 

Strand + 

End 6008 

Method TBLASTX: Maize 

End 5059 

Score 4 8 



4506. .4550, 4508. .4552, 4538 .. 4645, * 4548 .. 4598, 4751. .4870, 
4752. .4871, 4759. .4872, 4999. .5043, 5000. .5059 



57334 

120036 ... 
1 

OJ000250_63.0419.C94.o2.tc 

4782 

none 



Seq. ID OJ000250_63.0419.C94 

Strand + 

End 6008 

Method TBLASTX: Cress 

End 5758 

Score 7 9 



4782. .4871, 4999. .5148, 5000. .5209, 5326. .5553, 5355. .5519, 
5359. .5547, 5654 . .5758 



57334 

120036 

1 

OJ000250_63 . 0:4 19 . C94 . ol . ts 

4834 . 

none 



Seq. ID OJ000250_63.0419.C94 

Strand + 

End 6008 

Method TBLASTX : Soybean . 

End .5758 

Score 58 



4834 . .4872, .4839. .4871, 4999. .5142, 5000. .5293, 5356.-5556, 

57863 



5358.. 5558, 5650.. 5757, 5651.. 5758 



Seq. No. 57334 

Gene No. 120036 

Start 1 

Name OJ000250_63 . 04 19 . C94 . ol . tw 

Start 4999 . 

GI none 
Exons 



Seq. ID OJ000250_63.0419.C94 

Strand + 

End 6008 

Method TBLASTX : Wheat 

End 5450 

Score 188' 



4999. .5142, 5000. .5209, 5326.-5448, 5358. .5450 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57334 

120036 

1 

OJ000250_63.0419.C94 .ol.tm 

5060 

none 



Seq. ID OJ000250_63.0419.C94 

Strand + 

End 6008 

Method TBLASTX : Maize ■ 

End 6007 

Score 152 



5060. .5221, 5062. .5211, 5326. .5571, 5355. .5567, 5647. .5799, 
5651.. 5800, 5906.. 6007 



Seq. No. ■ 57335 

Gene No. 120037 

Start 79 

Name OJ000250_63 -0419. C95 . ol . gs 

Start 79 

GI . none 

Exons ' 79. .118, 522. .599 



Seq. ID OJ000250_63.0419.C95 

Strand + 

End 599 • 

Method GEN SCAN 

End 599 

Score .87 



3 •== 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

S.eq. No. 

Gene No. - 

Start' 

Name 

Start 

GI 

Exons 

GI. Descrip. 



57335 

120038 

2112 

OJ000250_63 .0419. C95 . o2 . gs 

2112 

none 

2112. .2246, 2275. .2355 



Seq. ID OJ000250_63.0419.C95 
Strand 

End 2355 

Method GENSCAN 

End 2355 

Score .78 



Seq. ID OJ000250_63.0419.C95 
Strand . - 

3719 
AAT/GAP 
3719 
556 



57335 
120039 
3347 

OJ000250_63.0419.C95.ol.gp 
3347 

LIB34 32-059-P1-K1-D8 
3347. .3719. 

5734 61.6/dbj J AP000391. 1 1 AP000391 Q..pe+00 Oryza sativa. genomic 
DNA, chromosome 6, clone : P0538C01 1 



End 

Method 

End 

Score 



Seq. No. 57336 
Gene No: 120040 
Start 133 

Name OJ000250_63 . 04 19 . C96 . ol . gp 

Start 133 

GI LIB34 7 7-003-P1-K1-E9 

Exons 133.. 209, 533.. 556 

GI Descrip. 1 24 9858 6/sp I Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S.I) >gi_1173557 (U31771) .Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ000250_63. 0419.C96 

Strand + 

End 556 

Method AAT/GAP 

End 556 

Score 127 



Seq. No. 



57336 



Seq. ID OJ000250_63.0419.C96 



57864 



Gene No. 120041 Strand + 

Start 1017 End 1453 

Name OJ000250_63 . 0419 . C96 . ol . gs ■ Method GEN SCAN 

Start 1017 - End 1453 - 

GI none Score .67 

Exons 1017.. 1045, 1393.. 1453 



Seq. No. 57337 

Gene No. 120042 

Start 799 

Name OJ000250_63 . 04 19 . C97 . ol . gs 

Start 799 

GI none 

Exons 799. .829, 883.. 908 



Seq. ID OJ000250_63.0419:C97 

Strand + 

End 908 

Method GEN SCAN 

End 908 

Score .58 



Seq. ID OJ000250_63.0419.C98 
Strand 

End 1638 . 

Method AAT/NAP ■ 

End 154 5 

Score 1958 



Seq. No. 57338 
Gene No. 120043 
Start 1 

Name OJ000250_63 . 04 19 . C98.. ol . np 

Start 1. 
GI 7248394 
Exons 1..318, 589. .870, 914^.1545 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



5 



Seq. No. 57338 

Gene No. 120043 

Start 1 

Name OJ000250_63 .0419. C98 . ol . gs 

Start 4 6 

GI none 

Exons 46*. .870, 1178.. 1331, 1531.. 1638 



Seq. ID OJ000250_63.0419.C98 
Strand 

End 1638 

Method GEN SCAN 

End 1638 

Score .79 



Seq.- No. .'57338 * ' • 
Gene No. ' 120043 ' 

Start " 1 

Name OJ000250_63 . 0419 . C98 . ol . tw 

Start 53 

GI none 

Exons.. .53.-457, 55... 120, 123.. 440. 



Seq. ID OJ000250_63. 0'419. C98 

Strand - ' 

End 1638 

Method TBLASTX : Wheat 

End 457 

Score 60 



Seq. No. 57338 ' 

Gene No. 120043 

Start 1 

Name OJ000250_63 . 04 19 . C98 . ol . tm 

Start 135 

GI none 

Exons 135.. 395, 137.. 397 

Seq. No. 57338 

Gene No. 120043 

Start 1 

Name OJ000250_63 . 04 19 . C98 . ol . ts 

Start 251 



Seq. ID OJ000250_63.0419.C98 
Strand 

End 1638 

Method TBLASTX : Mai ze 

End' 397 

Score 267 



Seq. ID OJ000250_63.0419.C98 
Strand 

End . 1638 

Method TBLASTX : Soybean 

End 619 



57865 





none 


Score 


150 


Exons 


oc i *5 Q C yini £1 Q 
Z01..OO0, 4U1..D19 






Seq. No. 


CT T O O 

d i o o y 


Seq. ID. 


•OJ0002 50_63 . 04 19 . C99 


Gene No . 


120044 ■ 


Strand 




OtdlL 


1 


End 


2989 


Name 


OJ000250 63.0419.C99.ol.np 


Method 


AAT/NAP 


otart 


1 


End 


273 


GI 


7248394 


Score 


366 


Exons 


1. .273 






GI Descrip. 


(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 




correspond to a region of the 


predicted gene .'-Similar to 




Arabidopsis thaliana chromosome II BAC 


F15011 genomic sequence; 




putative pol polyproteih with 


a reverse transcriptase domain 




(AC00 64 4 6) 






beq. no. 


57339 


Seq. ID 


OJ000250_63.0419.C99 


Gene No. 


120044 , 


Strand 




Start 


1 


End 


2989 


Name 


OJ000250 63.0419.C99.ol.gs 


Method 


GENSCAN 


Start 


81 


End 


2989 


GI ■ 


none 


Score 


.43 


Exons 


81. .194, 255. .462, 544 . .1151, • 


1269. .1562, 1638. .1775, . 




23 95. . 2744, 28 98.. 2 98 9 






Seq. No. 


57339 


Seq. ID 


OJ000250_63.0419.C99 


Gene No. 


120044 


Strand 




G >»+- 

btart 


1 * 


End 


2989 


Name 


OJ000250 63.0419.C99.ol.tm 


Method 


TBLASTX: Maize 


Start 


1384 


End 


1680 


C T 


none 


Score 


63 


Exons 


1384. .1530, 1409. .1525, 1555., 


.1680, 1556. .1663 


Seq. No. 


57340 


Seq. ID 


OJ000250_63.0419.C100 


Gene No. 


120045 


Strand 


+ 


btart 


60 


End 


600 - 


.Name 


.OJ000250 63.0419.C100.oi.gs*. 


Method 


GENSCAN • 


Start 


60 ■ ■■■■■ •• • 


End 


600 




none 


Score 


.83 


Exons 


60. .267, 311. .600 






Seq. No. 


57340 


Seq. ID 


OJ000250_63.0419.C100 


Gene No. 


120046 . 


Strand . 


+ 


b tart 


965 


End 


'22.5-6. 


Name 


OJ000250 63.0419.C100.o2.gs 


Method 


GENSCAN 


otart 


965 


End 


2256 




none 


Score 


.48 


Exons 


965. .1143, 1851. .1923, 2224. .2256 




Seq. No. 


57340 


Seq. ' ID 


OJ000250_63.0419.C100 


Gene No. 


120047 


Strand 




Start 


3065 


End 


3265 


Name 


OJ000250 63.0419;-C100.o3.gs 


Method 


GENSCAN 


Start 


3065 


End 


3265 . 


GI 


none 


Score 


.89 


Exons 


3065. .3265 







57866 



Seq. No. 57341 Seq. ID 

Gene No. 120048 Strand 

Start 33' > - End 

Name OJ000250_63 . 0419 . C101 . ol . gs Method < 

Start 33 End 

GI none Score 

Exons 33.. 121 



OJ000250_63.0419.C101 
+ 

121 
, GENSCAN 
121 
.98 



Seq. No. 57342 Seq. ID 

Gene No. 120049 Strand 

Start 955 End 

Name OJ000250_63 . 0419 . C103 . ol . gp Method 

Start 955 End 

GI none Score' 

Exons 955. . 1270 



OJ000250_63.0419.C103 

1270 
AAT/GAP 
1270 
613 



Seq. No. 57343 Seq. ID 

Gene No. 120050 Strand 

Start 148 End 

Name OJ000250_63 . 04 1 9 . C109 . ol . gs Method 

Start 148 End 

GI none Score 

Exons 148 . . 482 



OJ000250_63.0419.C109 
+ 

482 

GENSCAN 

482 

.81 



Seq. No. 57344 Seq. ID 

Gene No! 120051 Strand 

Start 1 End 

Name OJ000250_63 . 04 1 9 . C110 . ol . np Method"' 

Start 1 End 

GI -6056376 Score 

Exons 1..245, 316. .466, 554. .785, 884. .1094 

GI Descrip. (AC009894) Similar to serine/threonine 
thaliana] 



OJ000250_63.0419.C110 

1096 
AAT/NAP 
1094 
731 

kinases [Arabidopsis 



Seq.- No. 57344 Seq. ID 

Gene No. 120051 Strand 

Start 1. ^ . End 
Name . OJ000250_63 . 0419 . C110 . ol . gs Method 

Start 65 End 

GI none Score 

Exons 65. .245, 316. .466, 554. .774 



OJ000250_63.0419.C110 

1096 . 
GENSCAN 
774 
.81 



Seq. No. 57344 Seq. . ID 

Gene No. 120051 Strand 

Start 1 End 

Name OJ000250_63 . 04 1 9 . CI 10 . ol . ts Method 

Start 84 End 

GI none Score 

Exons 84. .185, 298. .465, 368. .457, 546.-725, 
885. .1094, 898. .1095 



OJ.000250_63. 0419. Clip. 
1096 

TBLASTX : Soybean 

1095 

79 

554. .778, 559. .774, 



Seq. No. 57344 Seq. ID 

Gene No. • 120051 Strand 

Start 1 End 

Name OJ000250_63 . 04 19 . CI 10 . ol . gp Method 

Start 319 End 

GI LIB3474-011-P1-K1-B12 Score 



OJ000250_63.0419.C110 

1096 
AAT/GAP 
799 
731 



57867 




Exons 319.. 466, 554.. -799 

GI Descrip. 1 6056376/gb | AAF02840 . 1 | AC009894_11 3.0e-48 (AC009894) Similar to 
serine/threonine kinases [Arabidopsis thaliana] 1 



Seq. No. 


57344 




Seq. ID 


ojuuuzdu bj.Ufiiy 


.C110 


Gene No. 


120051 




Strand 






Start 


1 




End 


1096 




Name 


OJ000250 63. 0419. C110. ol 


. tm 


Method 


i BLAoiA : Maize 




Start 


322 




End 


i u y b 




GI 


none 




Score 


78 




Exons 


322. .465, 356. .466, 357. 


.464, 


359. .466, 


554. .799, 559..' 


795, 




885. .1094, 898. .1095, 899. .1096 






Seq. No. 


57344 ' 




Seq. ID 


OJOOUzdU DO.U419 


.C110 


Gene No. 


120051 




Strand 






Start 


1 




End 


1096 




Name 


OJ000250 63. 0419. C110. ol 


. tc 


Method 


TBLASTX : Cress 




Start 


361 




End 


1095 




GI 


none 




Score 


64 .. . 




Exons 


361. .465, 368. .469, 557. 


.766, 


559. .768, 


882. .1094,. 901..' 


. 1095 


Seq. No. 


57344 




Seq. ID 


OJ000250_63.0419 


. C110 


Gene No. 


120051 




Strand 






Start 


1 




End 


1096 




Name 


■ OJ000250 63. 0419. C110. ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


635 




End 


1095 




GI 


none 




Score 


95 




Exons 


635. .787, 637. .786, 874. 


.1095, 


888. .1094 




Seq. No. 


57345 




Seq.' ID 


OJ000250_63.0419 


.cm 


Gene No. 


120052 




Strand 






Start 


1 




End 


1126 




Name 


OJ000250 63. 0419. Clll. o2 


.np 


Method. 


AAT/NAP 




Start 


1 




End 


1126 . 




GI 


6056375 




Score ' 


273 




Exons 


1..167, 414. .538., 649. .880, 1008. .1126 






GI' Descrip . 


(AC009894) Similar to serine/threonine 


kinases [Arabiciopsis 




thaliana] ■ 










Seq. No. 


57345 




Seq. ID 


OJ000250_63.0419 


.cm 


Gene No. 


120052 




Strand 






Start 


1 




End 


1126 




Name . r 


OJ000250 63..0419.C111.O1 


.gs 


Method 


GENSCAN 




Start 


49 




End 


880 • 




GI 


none 




Score 


.81 




Exons 


49. .231, 807. .880 










Seq. No. 


57345 




Seq. ID 


OJ000250_63.0419 


.cm 


Gene No. 


120052 




Strand 






Start 


1 




End 


1126 




Name 


OJ000250 63. 0419. Clll. ol 


. tc 


Method 


TBLASTX: Cress 




Start 


675 




End 


901 




GI ; " 


none 




Score 


102 




Exons . 


675. .788,' 683. .901,' 684. 


.794, 


815. .883 






Seq. No. 


57345 




Seq. ID 


OJ000250_63.0419 


.cm 


Gene No. 


120052 




Strand 







57868 



OLal L 


i 
j. 




Ejna. 


i i o<: 
11ZO 


Name 




DJ.U4l7.Llll.01. Lltl 


Metnoa 


1 dIjAo i x : Ma i z e 




/ID 






y ui 


PT 
kjl 


none 




Score 


1j1 


Exons 


"7i^ on i 


TOO QT^ TOO QCO 


"7 "3 ^ O O C 
I 04 . .bob 




O ~ « LN • 


57346 




o t=q . 1U 


UuUUUl jU D J . U t 1 y • LI 1Z 


Gene No. 


120053 




Strand 




Start 


28 




End 


916 


Name 


OJ000250 


63.0419.C112.ol.np 


Method 


AAT/NAP 


Start 


28 




End 


916 


GI 


6056372 




Score 


151 


Exons 


28. .267, 


536. .607, 695. .766, 


871. .916 





GI Descrip. (AC009894) Very similar to receptor-like serine/threonine kinase 





[Arabidopsis thaliana] 












o e q . in o . 


0 / 0 4 o 


beq. id 


UJ UUUZ OU 


DO , 


,0419 


. C112 


Gene No . 


1zUUo4 


Strand 










Start 


557 


End 


666 








Name 


OJ000250 63.0419.C112.ol.gs 


Method 


GENSCAN 








Of ar f 


c c 7 
0 0/ 


T-l _. _J 

_no 


bob 








L 1 


none 


Score 


. 4 / 








Exons 


R t; 7 £ c £ 
00 / . . DDD 












oeq. in o . 


0 / J 4 / 


Seq. ID 


OJUUUz oU 


/*" o 
DO . 


04 19 


. C114 


Gene No . 


1ZUUOO 


Strand 










Start 


366 


End 


470 








Name 


OJ000250__63.0419.C114 .ol.gs 


Method 


GENSCAN 










ODD 


l_nci 


4 / (J 








bl 


none 


Score 


. 72 








Exons 


ODD. .4 / U 












o e q . in o * 


O / O O 


Seq. ID 


OJUUUzoO 


f~ o 
DO . 


0419, 


. C115 


Gene No . 


1 o n n r £ 

1Z UUO D 


Strand 


+ 








Start 


35 6 


End 


432 








Name 


OJ000250 63.0419.C115.ol.gs 


Method 


GENSCAN 








Start 


• 356 


End 


fi O _. 








GI' 


none 


Score" 


.44 








Exons 


356. ..432 












Seq. No. 


57349 


Seq. ID 


OJ000250 


_63. 


0419, 


.C118 


Gene No. 


120057 


Strand 


+ 








Start. 


676 


End 


. 1004 








Name 


OJ000250 63.0419.C118:-oi.gp 


Method 


AAT/GAP 








Start 


676 


End 


1004 








GI 


none 


Score 


466 








Exons 


676.. 1004 












Seq. No. 


57349 


Seq. ID 


OJ000250_ 


63. 


0419. 


C118 


Gene No. 


120058 


Strand 










Start 


308 


End 


1724 








Name 


OJ000250 63. 041.9. C118.ol.gs 


Method 


GENSCAN 








Start 


308 


End 


1588 








GI 


none 


Score 


.4 








Exons 


308.. 365, 988.. 1343, 1438. .1588 










Seq. No. 


57349 


Seq. ID 


OJ000250 


63. 


0419. 


C118 



57869 






Gene No . 


12UUOO 




Strand 






Start 


308 




End 


1724 




Name 


1 OJ000250_63 


■0419.C118.ol.np 


Method 


AAT/NAP 




C4- w+- 

btart 


yd / 




End 


17 2 4 v : 




GI 


dUodj / 0 




Score 


O /" c 

365. 




Exons 


n O "7 1 "3 A 1 

yyv . .1343, 


1438. .1588, 1670.. 


1724 






GI Descrip. 


( AC 0090 94) 


Similar to serine/threonine 


kinases [Arabidopsis 






thaliana ] 










Seq. No. 


57349 




Seq. ID 


OJ000250_63.0419.C118 




Gene No . 


120058 




Strand 






otart 


*3 n q 
JOo 




End 


1724 




Name 


OJ000250 DO 


.0419. Clio. Ol. tw 


Method 


TBLASTX: Wheat 




Start 


10b 0 




End 


1335 




GI 


none 




Score 


136 




Exons 


lUob. . 1292 , 


1087 . . 1299, 1119 . 


.1334, 1123.. 1335 




Seq. No. 


57349 




Seq. ID 


OJ000250_63.0419.C118 




. . Gene -No . 


120058 




Strand 






Start 


o n o 




End 


1724 




Name 


OJ0002oO DO 


.0419.C118.ol.tc 


Method 


TBLASTX: Cress 




Start 


1122 




End 


1591 




GI 


none 




Score 


58 




r Exons 


1122 . . 1343, 


1125.. 1244, 1438. 


.1587, 1439.. 1591 




Seq. No. 


57349 




Seq. ID 


OJ000250_63.0419.C118 




Gene No. 


120058 




Strand 


— \. 




Start 


308 




End 


1724 


L 'J! 


Name 


OJ000250 63 


.0419.C118.o2.tm 


Method 


TBLASTX: Maize 


5 i 8 

■3 sr 


Start 


1143 




End 


1347 




GI 


none 




Score 


80 



Exons 1143.. 1340, 1155.. 1292, 1168.. 1347 



Seq. No. 57349 Seq. ID 

Gene No. 120058 Strand 

Start 308 End 

Name OJ000250_63 . 04 19 . C118 . o2 . gpV Method 

Start ' 1174 . End 

GI LIB3434-062-P1-K1-D10 Score 

Exons 1174.. 1343, 1438.. 1555. 
GI Descrip. * 6056375/gb | AAF02839 . 1 1 AC0098 94_10 5. 

serine/threonine kinases [Arabidopsis 



OJ000250_63.0419.C118 

1724 , 
AAT / GAP . 
1555 
301 



Oe-09 (AC009894) 
thaliana] ' 



Similar to 



Seq. No. 57349 

Gene No. 120058 

Start 308 

Name OJ000250_63 . 04 19 . CI 18 . ol . ts 

Start 1176 

GI - none 
Exons 



Seq. ID OJ000250_63.0419.C118 
Strand 

End 1724 

Method TBLASTX : Soybean 

End 1722 

Score 100 



1176. .1286, 1438. .1587, 1493. .1606, 1669. .1722 



Seq. No. 57349 

Gene No. 120058 

Start 308 ■ 

Name OJ000250_63 . 04 19 . C118 . ol . tm 

Start 1441 

GI none 



Seq. ID OJ000250_63.0419.C118 
Strand 

End 1724 

Method TBLASTX : Mai ze 

End 1722 

Score 131 



57870 




Exons 


1 4 4 1 1 Sft 7 

1411. . 1 JO / / 


14 4 9 
lilt . 


. IjOo 


> , 1 D / Z 


1 799 
• • 1 / Z Z 






Seq. No. 


57350 








Seq. ID 


OJ000250 


_63.0419.C119 


Gene No.' 


120059 








Strand' 


+ 






1 J J 










9 97 
Z Z / 




Name 


0 70009^0 6^ 
UUUUU^jU Dj 


0 A 1 Q 

. u 4 1 y . 


PI 1 Q 


ol . gs 


Method 






C +- v-+- 

Otait 


1 cc ~~ 
1j j 








IT r> 


9 9 7 
ZZ / 






none 








Score 






U 1 V /™\ T^t C"* 


1 RCi 997 

1JJ • . ZZ 1 














oeq, in o . 


c 7 o c fi 
J / jjU 








oeq. ±v 


r\ TO 0 O 9 R o 
UJ UUUZ jU 


C3 O/tlQ ri 1 Q 

dj . u4±y.L.iiy 




i 90060 








Strand 






Start 


1 








End 


1154 




Name 


OJ000250 63 


.0419. 


C-119. 


ol . np 


Method 


AAT/NAP 




Oldl L 


i 
i 








End 








DUjDj / D 








Score 


jOO 




Exons 


1 4 0 0 4 QR 


. .548, 


785. 


.861, 


1095. .1154 






Vjl JJcbLlip . 


/ Apn 0 Qfi Q4 \ 


Similar to 


serine/ threonine 


kinases 


LAraDiGops is 




f Ka 1 -i ana 1 














O C • LN ^ . 


*j / -J J \J 








Seq. ID 


o.tooo? s o 


6 ^ 0 41Q niQ 

U J • U41 Ji^J.13 


Gene No. 


120060 








Strand 






Start 


1 








End 


1154 




Name 


OJ000250 63 


.0419. 


C119. 


ol . tm 


Method 


TBLASTX :] 


Maize 


Start 


9-. 








End 


291 




GI 


none 








Score 


133 




Exons 


9.. 278, 19. 


.279, 


20. .2 


80, 21 


..290, 22., 


,291 





Seq. No. 


57350 






Seq. ID 


OJ000250_63.0419.C119 


Gene No.. 


120060 






Strand 




Start 


1 






End 


1154 


Name 


OJ000250 63. 


0419.C119.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


11 






End 


239 


GI 


none 






Score 


57 


Exons 


11. .64, 21.. 


209, 21. .239, 


22 


. .210 




Seq. No. 


57350 






Seq. ID 


OJ000250_63.0419.C119 


Gene No. 


120060 






Strand 




Start 


1 






End 


1154 


Name 


OJ000250 63. 


0419.C119.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


21 






End 


344 


GI 


none 






Score 


61 


Exons 


21. .344, . 31. 


.171 








Seq. No. 


57351 






Seq. ID 


OJ000250_63.0419.C120 


Gene No. 


120061 






Strand 


+ - 


Start 


2920 






End 


3044 . 


Name 


OJ000250 63. 


0419.C120.ol. 


gp 


Method 


AAT/GAP 


.Start 


2920 






End 


3044 


GI 


35458 1.R108 


4 




Score 


133 


Exons 


2920. .3044 










GI Descrip. 


, 3868853/dbj 


|BAA34247| 1. 


Oe- 


21 (AB013E 


i 5 3 ) GPI-anchored protein 




[Vigna radiata] 1 








Seq. No. 


57351 






Seq. ID 


OJ000250_63.0419.C120 


Gene No. 


120062 






Strand 


+ 


Start 


3935 






End 


4250 



57871 




Name 


OJ000250_63.0419.C120 


. o2 . gp 


Method 


AAT/GAP 




otart 


"3 Q "5 CL 




End 


4250 




C T 

bl 


±00 DO' !.KlUo4 ( 




Score 


4 9.3 




Exons 


jyop . . 4zdu 










GI Descrip. 


4boUiyy/ go t aauz / jd^ . 


1IAF114171 3 2.0e- 


-21 (AF114171) 






hypothetical protein 


[Sorghum bicolor] 1 




Seq. No. 


o / Jol 




Seq. ID 


OJ000250_63.0419, 


. C120 


Gene No . 


IZUUO J 




Strand 






Start 


1 




End 


2439 




Name 


OJ000250_63.0419.C120 


. ol . np 


Method 


AAT/NAP 




b tar u 


i 




End 


2265 




bl 


dUjoj / 4 




Score 


228 




Exons 


1 . . 1 / / , z4b. .JJZ, 0 / 0 


. . 647, 


897. .1095, 


2232. .2265 




GI Descrip. 


lAbuuyoy4j bimiiar to 


serine /threonine 


kinases [Arabidopsis 




thaliana ] 










Seq. No. 


57351 




Seq. ID 


OJ0002oU Do.U4iy, 


. C120 


Gene No. 


120063 . 




Strand 






otart 


i 




End 


2439 




Name 


OJUUUZoO 6o . 04 iy . C12U 


. ol . gs 


Method 


GENSCAN 




Start 


c a o 
0 0 J 




• End 


2439 




bl 


none. 




Score 


. OO 




Exons 


..ODJ..D4// by /..I (Job, 


2292. .2439 




- 


beq. no. 


o / Jo2 




Seq. ID 


OJ000250 63.0419, 


. C121 


Gene No . 






Strand 


+ 




Start 


140 




End 


1122 




Name 


OJ000250_63.0419:C121 


.ol-. gp 


Method 


AAT/GAP 




Start 


14 U 




End 


1122 




CjI 


loo DO 1 . KlUo 4 




Score 


1 601 




Exons 


14U..06/, 654. .1122 










GI Descrip. 


4boUiyy/ go i AAD2 /o62 . 


1|AF114171_3 2.0e- 


-21 (AF114171) 






hypothetical protein 


[Sorghum bicolor] ' 






Seq. No. 


57352 




Seq. ID 


OJ000250 63.0419. 


, C121 


Gene No. 


120065 




Strand 






otart 


A Q 

4 y 




End 


139 




Name 


OJUUU20L) o3.04iy.C121 


. ol . gs 


Method 


GENSCAN 




Start 


4 y 




End 


139 




bl 


none 




Score 


.56 




Exons 


4 y . . i jy 










Seq. No. 


57352 




Seq. ID 


OJ000250_63.0419. 


,C121 


Gene No. 


120066 




Strand 






btart 


n i a 
1 I 6 




End 


1111 




Name 


OJ0UU2oU 63.0419.C121 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


/ / 6 




End 


1111 




bl 


none 




Score 


281 




Exons 


//6..1111, y2o..lU74 










Seq. No. 


57353 




Seq. ID 


OJ000250_63.0419. 


C122 


Gene No. 


120067 




Strand 






Start 


1471 




End 


■1557 




Name 


OJ000250 63.0419.C122 


.ol .gs 


Method 


GENSCAN 




Start 


1471 




End 


1557 




GI 


none 




Score 


.62 





57872 




Exons 1471.. 1557 



Seq. No. 


57354 


Seq. ID 


OJ000250 63.0419.C126 


Gene No. 


120.068 ^- 


Strand 


+ 


Start 


259 


End 


483 


Name 


OJ000250_63 .0419.C126.ol.gs 


Method 


GEN SCAN 


Start 


o c n 

259 


End 




GI 


none 


Score 


. ol 


Exons 


259.. 483 






Seq. No. 




Seq. ID 


OJUUU2oU o3.0419.C12/ 


Gene No. 


i o /^i r\ r n 

120069 


Strand 


+ 


Start 


o o o 

282 


End 


*d o n 


Name 


OJ000250 63 ;0419 . C127 . ol . gs 


Method 


TT'Xl O 7VX7 ... 

GENSCAN . ■ 


Start 


282 


End 


o ^ n 

339 


GI 


none 


Score 


.78 


Exons 








Seq. No. 


57355 


Seq. ID 


OJUUUzbU o3.U419.C127 


Gene No . 


120070 


Strand 




Start 


97 


End 


T r n 

350 


Name 


OJ000250 63.0419.C127.ol.np 


Method 


AAT/NAP 


Start 


97 


End 


350 • 


GI 


6069646 


Score 


74 


Exons 


97. .350 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC0053. 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 


.1| (AP001129) -Similar 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequenci 




putative non-LTR retroelement 


'reverse 


transcriptase. (AC0062- 




[Oryza sativa] 






Seq. No. 


57356 


Seq. ID 


OJ000250 63.0419.C128 


Gene No. 


120071 


Strand 


+ 


Start 


535 


End 


87 4 


Name 


OJ000250 63.0419.C128.ol.gs 


Method 


GENSCAN 


Start 


535 


End 


874 


GI 


. none 


Score 


.91 . . ' ■ 1 - 


Exons 


535. .874. . 






Seq. No. 


57357 


Seq. ID 


OJ000250 63.0419.C129 


Gene No. 


120072 


Strand 




Start 


49 


End 


367 


Name 


OJ000250 63.0419.C129.ol.gs 


. Method 


GENSCAN . 


Start 


49 


End 


367 


GI 


none 


Score 


. 42 


Exons 


49. .367 






Seq. No. 


57358 


Seq. ID 


OJU0Q250 63.0419. C131 


Gene No. 


120073 


Strand 




Start 


1 


End 


888 


Name 


OJ000250 63.0419.C131.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


888 


GI 


4680207 


Score 


448 


Exons • 


L.888 ' 






GI Descrip. 


(AF114171) disease resistance 


protein : 


RPM1 homolog [ Sorghum 




bicolor ] 







"57873 




Seq. No. 


57358 




Seq. ID 


OJ000250_63.0419 


.C131 


Gene No. 


120073 




Strand 






start 


i * • 




End 


Q Q Q 
OOO 




Name 


ojuuu^ou do . U4 iy . ci ji . oi 


. gs 


Method 


GENbCAN 




Start 


/J 


End 


con 

DO / 




GI 


none 




Score 


c. o 




Exons 


/ J . . bo / 










Seq. No. 


57358 




Seq. ID 


OJ000250_63.0419, 


.C131 


Gene No. 


120073 




Strand 






Start 


1 




17 n 

hna 


Q Q Q 
OOO 




Name 


ojuuuzou do . U4 iy . ci ji . oi 




Me tnoa 


TBLAbTX : wheat 




Start 


"3 A O. 

J 4 y 




End 


^ C A 

D04 




GI 


none 




Score 


*7 O 




Exons 


"3/lG /ICn Add COQ Ryic: 

J4y..4oU, 4DD..DZO, 04o. 


arm 
.bo/, 


04 / . . b04 






Seq. No. 


57358 




Seq. ID 


OJ000250_63.0419, 


.C131 


Gene No. 


120073 




Strand 






Start 


1 . 




End 


OOO 
OOO 




Name 


OJUUUzoU b J . U4 1 y . CI Jl . Ol 


. tm 


Method 


TBLASTX : Maize 




Start 


o a a 
Jb4 




hna 


o c c 

boo 




GI 


none 




Score 


o o 

o y 




Exons 


jo4..4jz, 4jy..oiy / 044. 


. DO 1 , 


/ jy . . ooo 






Seq. No. 


- 57358 




..Seq. ID 


OJ000250_63.0419, 


.C131 


Gene No. 


120073' 




Strand 






Start 


l 




End 


OOO 

bob 




Name 


OJUUUzoU d J . 04 i y . GI Jl . Ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


O T 

J / D 




End 


on a 
b /4 




GI 


none 




Score 


I 0 




Exons 


J/b..4oU, 4by..ozz, 54/. 


"7 11 

.711, 


548.. 634 , 


O "7 O TOO C 

/7o . . b7 J , 788 .. c 


■1-7/1 
374 


Seq. No. 


o / Joy 




Seq. ID 


OJUUUzoU bJ.U4iy, 


. CI Jz 


Gene No . 


120074 




Strand 






Start 


1 




End 


1879 




Name 


..OJ000250 63.0419.C132.ol 


.np 


Method 


AAT/NAP 




Start 


1 . 




End 


187 9 




GI 


4 680207- " 




Score 


308 . 




Exons 


1. .566, 1793. .1879 










GI Descrip. 


(AF114171) disease resistance 


protein RPM1 homolog [Sorghum 




bicolor] 










Seq. No. 


57359 




Seq. ID . 


bJ000250._63.0419. 


.C132 


Gene No. 


120074 




Strand 






Start 


■ 1 




End 


1879 




Name 


OJ000250 63.0419.C132.ol 


.gs 


Method 


GENSCAN 




Start 


37 




End 


1077 






none 




Score 


.75 




Exons 


37. .630, 668. .758, 989.. 


1077 








oeq . ino . 


57360 




Seq. ID 


OJ000250_63.0419. 


,C133 


Gene No. 


120075 




Strand 






Start 


366 




End 


1433 




Name 


OJ000250 63.0419.C133.ol 


.gs 


Method 


GENSCAN 




Start 


366 




End 


1433 




GI 


none 




Score 


.57 




Exons 


366. .585, 1042. .1433 











57874 




Seq. No. 


57361 








Seq. ID 


OJ000250 


_63. 


0419. 


,C136 


Gene No . 


12UU / 0 








Strand 


+ 








Start 


312 








End 


993 








Name 


OJ000250 63 


.0419 


. C136 . ol , 


.gs 


Method 


GEftSCAN 








Start 










End 


ft ft -} 
993 


*v 






GI 


none 








Score 


. 67 








Exons 


o i ft ft ft "O 

312 . . 993 














- 




Seq. No. 


57362 








Seq. ID 


OJ000250 


_63. 


0419. 


C137 


Gene No . 


120077 








Strand 


+ 








Start 


761 








End 


1 992 








Name 


OJ000250 63 


.0419 


.C137.ol. 


.■gs 


Method 


GEN SCAN 








Start 


761 








End 


i ft ft 
1992 








GI 


none 








Score 


. 6 








Exons 


761. .883, 1199.. 


1477, 1524.. 


1558, 1695 


. . 1992 








Seq. No. 


57362 








Seq. ID 


OJ000250 


_63. 


0419. 


C137 


Gene No.' 


120078 








Strand 


+ 








Start 


4589 








End 


5i05 








Name 


OJ000250 63 


.0419 


.C137.o2. 


.gs 


Method 


GENSCAN 








Start 


4589 . 








■ End 


5105 








GI 


none 








Score . 


. 61 








Exons 


4589. .4712, 


5098 


. .5105 














Seq. No. 


57362 








Seq. ID 


/"\ T ft ft ft ft C ft 

OJ000250 


_63. 


0419.. 


C137 


Gene No. 


120079 








Strand 


+ 








Start,. 


5996 








End 


6376 








Name 


OJ000250 63 


.0419 


.C137.ol. 


np 


Method 


AAT/NAP 








Start 


5996 








End 


6376 








GI 


6056374 








Score 


138 








Exons 


5996. .6043, 


6154 


. .6376 














GI Descrip. 


(AC009894) Similar to serine/threonine 


kinases 


[Arabidopsis 




thaliana] 


















Seq. No. 


57362 








Seq. ID 


OJ000250_ 


_63. 


0419. 


C137 


Gene No . 


120080 








Strand '. 










Start 


'6085- 


■V 






End 


64 01 








Name 


OJ000250 63 


.0419 


.C137.o3. 


gs 


Method 


GENSCAN ■ 








Start 


6085 








End 


6401 








GI 


none 








Score 


. 91 








Exons 


6085... 6401 . 


















Seq. No: 


57363 








Seq. ID 


OJ000250_ 


_63. 


0419. 


C142 


Gene No . 


120081 








Strand 










Start 


849 








End 


1007 








Name 


OJ000250 63, 


.0419, 


.C142.ol. 


gs 


Method 


GENSCAN 








Start 


849 








End 


1007 








GI 


none 








Score 


. 84 








Exons 


849. .1007 


















Seq. No. 


57364 








Seq. ID 


OJ000250_ 


_63. 


0419. 


C143 


Gene No. 


1200,82- 








Strand 


+ 








Start 


1 ' 








End 


1557 








Name 


OJ000250 63. 


.0419, 


,C143.ol. 


np 


Method 


AAT/NAP 








Start 


1 








End 


1557 








GI 


6056374 








Score 


160 









57875 



Exons 1..44, 442. .513, 666. .771, 830. .904, 1263. .1334, 1459. .1557 

GI Descrip. (AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 



Seq. No. 


C ^ "3 £1 A 




Seq. ID 


OJ00Q25Q 


_63 . 04 19 . CI 4 3 


Gene No. 


lzUUo J 




Strand 






Start 


1056 




End 


1204 




Name 


OJUUUZdU bo.U4iy.C14J 


. ol . gs 


Method 


GENSCAN 




Start 


1 AC £ 




_nd 


12U4 




GI 


none 




Score 


Q 
. O 




Exons 


1056. . 1204 










beq. no. 


0 / jDj 




Seq. ID 


r\ ta aaoca 


o J . U4 1 y . CI 4 4 


Gene No . 


lzUUo4 




Strand ' 


■ + 




Start 


1 




End 


1104 




Name 


OJUUUZoU bo.U4iy.L144 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1104 




GI 


bUOO J / D 




Score 


/u 




Exons 


i. . ± 4 y , . ^yj . . d y o , ozz 


. .887, 


1084. .1104 






GI Descrip. 


(AC009894) Similar to 


serine /threonine 


kinases 


[Arabidopsis 




thaliana] 










Seq. No. 


57365 




Seq. ID 


OJ000250 


_63.0419.C144. 


Gene No. 


120084 




Strand 


+ 




Start 


1 




. "'"End 


1104 




Name 


OJ000250 63.0419.C144 


. ol . gp* 


Method 


AAT/GAP 




Start 


820 




End 


1104 




GI 


uC-osflm202100b06bl 




Score 


222 




Exons 


820... 887, 964. .1008, : 


1081. .: 


L104 







GI Descrip. 1 5441872/dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a) 1 



Seq. No. 57366 Seq. ID 

Gene No. 120085 Strand 

Start 126 End 

Name OJ000250_63 . 04 19 . C14 9 . ol . gs Method 

Start • 126- ' End 

GI none ' Score 

Exons 126.. 179, 271.. 393 



OJ000250_63.0419.C14 9 
+ 

483 

GENSCAN 
393 

.46 . . ' . '' 



Seq. No. 
Gene. No. 
Start ' 
.Name . 
Start' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57366 Seq. ID 

120085 Strand 
126 . End .... 

OJ000250_63. 0419.C14 9.ol .rip Method 
241 End v 

7489534 - Score 

241. .483 

probable DNA binding protein PCF2 - rice 
gi|2580440|dbj IBAA23143.il (D87261) PCF2 [Oryza sativa] 



OJ000250_63.0419.C149 
+ 

483 . 
AAT/NAP 
483 
95 



57367 Seq. ID 

120086 Strand 

7 68 End 
OJ000250_63. 0419.C150.ol.gp Method 

7 68 End 

none Score 
768. .1152 



OJ000250_63.0419.C150 
+ 

1152 
AAT/GAP 
1152 
720 



57876 



Seq. No. 


57367 






Seq. ID 


OJ000250_63.0419.C150 


Gene No. 


120087 






Strand - • 




btart 


o y / 






End 


4021 


Name 


f~\ T A O A A C A fl o 

OJUOUzoU DO 


.0419. 


. C150 . ol . gs 


Method 


GENSCAN 


Start 


o m 






End 


3366 


GI 


none 






Score 


.89 


Exons 


O A -7 1 A C 


1 A /" A 

lobz . . 


1 C 1 A TCAC 

,1512, 1595 . 


.1775, 1966. .2119, 2264. .2382, 




Oyi iCfi A/tat 

24 by . . ZbZ 1 , 


A A A C 

o22b . 


, . oobb 






Seq. No. 


a i a c n 

5/jb/ 






Seq. ID 


OJ000250_63.0419.C150 


Gene No . 


1 A A A A 1 

iZUUo / 






Strand ' 




btart 


o y / 






End 


4021 


Name 


OJ000250 63 


.0419. 


.C150.ol.np 


Method 


AAT/NAP 


Start 


924 






End 


4021 


GI 


bUobo /o 






Score 


1420 


Exons 


A A A 1 A C /" 

924 . . I2bb, 


1362. . 


,1512, 1595. 


.1826, 1966. .2176, 2264. .2382, 




A /I "7 A ACAT 
2 4 1 Z . . 2b2 / , 


2713. 


.2911, 2987 


..3366, 3448. .3498, 3743. .3819, 




to / T . /I A A 1 

oo4 / . . 4Uzl ■ 










GI Descrip. 


( ac u u y o y 4 ) 


Similar to serine/threonine 


kinases [Arabidopsis 




thaliana] 










Seq. No. 


57367 






Seq. ID 


OJ000250 63.04l9.Cl50 


Gene No . 


i a n n o t 






Strand 




Start 


a 97 






End 


4021 


Name 


OJUUUzoU bo 


.0419. 


C150.ol.tw 


Method 


TBLASTX : Wheat 


Start 


AAA 

99U 






End 


1258 


GI 


none 






Score 


I5l 


Exons 


AAA T A C A 


990. .1247, 1040.. 


1258 




Seq. No. 


57367 






Seq. ID 


OJ000250_63.04l9.Cl50 


Gene No . 


i o n n o t 
IzUUo / 






Strand 




Start 


OAT 

o 97 






End 


4021 


Name 


r\ T A A A A C A A 

OJ00025Q bo 


.0419. 


C150.o4 . tc 


Method 


TBLASTX: Cress 


Start 








End 


1256 




none 






Score 


81 


Exons 


1AAC ■ 1 A C /" 

1 u U 5 . . 125b, 


1042. 


.1128, 1071 


..1199 




Seq. No. 


57367 






Seq. ID 


OJ000250_63.0419.C150 


Gene No. 


1 OAAOI 

IzUUo / 






Strand 




Start- 


0 9 / 






End 


4021 


Name 


/ataaaaca co 

OJUUU25U bo 


.0419. 


C150.o3.tm 


Method 


TBLASTX: Maize 


Start 


"1 A C C 

lupb 






End 


1259 




none 






Score 


95 


Exons 


1 A C /" 1 A C A 

10ob . . 1253, 


1057. 


.1155, 1068 


... 1259 




Seq. No. 


57367 






Seq. ID 


OJ000250_63. 0419.C150 


Gene No. 


120087 






Strand 




Start 


O A ""7 
0 9 / 






End . 


4021 


Name 


yA T A A A A C A f A 

OJ000250 63 


.0419. 


C150.ol.tc 


Method 


TBLASTX: Cress 


Start 


1362 






End 


1804 


GI 


none 






Score 


135 


Exons 


1362. .1511, 


1363- 


.1515, 1408 


..1512, 1594. .1803, 1601. .1804, 




1621. .1767 










Seq. No. 


57367 






Seq.- 1 6 


OJ000250_63.0419.C150 


Gene No. 


120087 






Strand 





57877 




Start 


897 






End 


4021 


Name 


OJ00U20U Do 


. U4 iy . 


ClOO . Ol . tS 


Method 


TBLASTX: Soybean 


Start 


1 o c o 






End 


2290 


GI 


none 






Score 


90 


Exons 


1 362 . . 1511, 


1/11*) 

141/. 


.1515, 1594. 


.1809, 1606. .1809, 1964. .2176, 




19oo . . 21bo, 


22o4 . 


A A A A 

. 2290 






Seq. No. 


57367 






Seq. ID 


OJ000250_63.0419.C150 


Gene No . 


120087 






Strand 




Start 


8 97 






End 


4021 


Name 


OJ000250 63, 


.0419. 


C150.ol. tm 


Method 


TBLASTX: Maize 


Start 


1365 






End 


2626 




none 






Score 


64 


Exons 


lobO . .1508, 


T A a c 
lODO . 


1 C 1 1 1 a iz c 
.1511, lODD . 


.1512, 15! 


31.. 1811, 1595.. 1726, 




i cm i o a n 

lb y / . . io 2 i , 


1 dOd . 


1 O 1 C 1 C\d A 

. 1815, iyb4 . 


.2176, 1965. .2177, 1986. .2177, 




1 yo / . .2184, 


2120. 


OIAA A A £ A 

. 2 iyy , 2260 . 


.2301, 2264. .2383, 2265. .2384, 




24 58. . 2 5 yo , 


24 y2 . 


OCA^ A C O A 

• 2 o y b , 2582 . 


.2626 




Seq. No. 


57367 






Seq. ID 


OJ000250_63.0419.C150 


Gene No. 


120087 






Strand 




Start 


O Q "7 

oy / 






End 


4021 


Name 


OJ,000250 63, 


A A 1 A 

,0419. 


C150 . o2 . tw ■ 


Method 


TBLASTX: Wheat 


Start 


14 0 1 






End 


1809 


GI 


none 






Score'- 


77 


Exons 


1 yl A 1 1 C 1 1 

1401.. loll, 


1 /I 1 T 

141/. 


1 C T A 1 C A ^7 

. 1512, 1597 . 


.1809 




Seq. No. 


57367 






Seq. ID 


OJ000250_63.0419.C150 


Gene No. 


120087 






Strand 




Start 


OAT 

8 y / 






End 


4021 


Name 


r\ t a a a a c a a 

OJ000250 do, 


A /I T A 

,0419. 


PICA -~ O 4- 

C150 . oo . tc 


Method 


TBLASTX: Cress 


Start 


iy 64 






End 


2357 


GI 


none 






Score 


57 


Exons 


iy64 . . 2125, 


1964 . 


. 21 lb, 1965 . 


.2177, 2261.. 2353, 2262.. 2357 


Seq. No. 


57367 






Seq. ID 


OJ000250_63.0419.C150 


Gene No. 


120087 






Strand 




Start 


by/ 






End . 


4021 


Name 


OJ000250 do. 


A A 1 A 

, 0-4 1 y . 


C150 . oo . tw 


Method 


TBLASTX : Wheat . 


Start 


1 A O A 

i y8z 






End 


2368 


GI 


none 






Score 


84 


Exons 


iy82 . .21/0, 


T A O *3 

i y8 o . 


. 21 / / , 22o4 . 


.2368 




Seq. No . , 


5736/ 






Seq. ID. 


OJ000250_63.0419.C150 


Gene No. 


120087 






Strand 




Start 


897 






End 


4021 


Name 


/^TAAAACA C A 

OJ000250 bo. 


A A 1 A 

04 iy . 


C150 . o2 . tc 


Method 


TBLASTX: Cress 


Start 


A A C 

2 605 






End 


3205 




none 






Score 


111 


Exons 


2 605 . . ZbZo , 


A *7 A A 

2 /oy . 


A O A C A T 1 /I 

. 2825 , 2 /14 . 


.2911, 2715. .2834, 2731. .2835, 




A A O /I A A 1 A 

298 4. .3013, 


A A O 1 

2987 . 


A A A C AAA*! 

. 3205, 2997 . 


.3176 




Seq. No. 


57367 






Seq. ID 


OJ000250_63.0419.C150 


Gene No. 


120087 






Strand 




Start 


897 






End 


4021 


Name 


OJ000250 63. 


0419. 


C150.O2. ts 


Method 


TBLASTX: Soybean 


Start 


2714 






End 


3304 


GI 


none 






Score 


70 



57878 



Exons 



2714. .2851, 2715. .2855, 2987. .3304 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



57367- 
120087 
897 

OJ000250_63 . 04 19 . C150 . o2 . tm 

2747 

none 



Seq. ID Oj000250_63.0419.C150 

Strand - ; 

End 4021 

Method TBLASTX : Mai ze 

End 3249 

Score 138 



2747. .2911, 2748. .2912, 2754 2915, 2951 .. 3244 , 2987. .3244, 
2997. .3248, 3001. .3249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57368 

120088 

1 

OJ000250_63.0419.C151.ol.np 
1 

6056374 



Seq. ID OJ000250_63.0419.C151 
Strand 

End 1249 

Method AAT/NAP 

End 1249 

Score 119 



1..131, 219. .326, 370. .444, 692. .763, 844. .915, 1024. .1094, 
1228. .1249 

(AC009894) Similar to serine/threonine kinases [Arabidopsis 
thaliana] 



Seq. No. 57369 
Gene No. ' 120089' 

Start 439 

Name ' OJ000250_63 .0419. C152 . ol . gs 

Start 439 

GI none 

Exons 439. .723 



Seq. ID OJ000250_63.0419.C152 

Strand + 

End 723 

Method GENSCAN 

End 723 

Score .99 



Seq. No. 57369 

Gene No. 120090 

Start 1 

Name OJ000250_63 . 04 19 . C152 . ol . np 

Start " 1 

GI 6056374 

Exons - 1..87, 175. :247, 497. .726 . . - 

GI Descrip. (AC009894) Similar to serine/threonine 'kinases [Arabidopsis' 
thaliana] 



Seq. ID OJ000250_63. 0419.C152 
Strand 

End 2330 

Method AAT/NAP 

End 726 

Score 177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000250_63. 0419.C152 
Strand 

End . 2330 

Method AAT/GAP 

End 2330 

Score 762 



57369 
120090 

1, . .. 

OJ000250_63.0419.C152".ol.gp 
119 . 

42427_1.R1084 
119. .247, 497. .683, 2165. .2330 

'6056374/gb|AAF02838.1|AC009894_9 9.0e-23 (AC009894) Similar to 
serine/threonine kinases [Arabidopsis thaliana] 1 



57370 

120091 

122 

OJ00'0350_55 . 04 19 . C2 . ol . gs 

122 

none 

122.. 316, 1092.. 1352 



Seq. ID OJ000350_55.0419.C2 

Strand + 

End 1352 

Method GENSCAN 

End 1352 

Score . 4 



57879 






Seq. No. 


57371 




Seq. ID 


OJ000350_55.0419. 


.C3 




Gene No . 


120092 




Strand 








Start 


417 




End 


17 08 






Name 


OJ000350_55 » 0419 


. C3 . ol . gs 


Method 


GENSCAN 






Start 


417 




End 


1708 






GI 


none 




Score 


. 4 9 






Exons 


417. .565, 1022 . . 


1291, 1599 . . 


1708 








Seq. No. 


57372 




Seq. ID 


OJ000350_55.0419< 


.C4 




Gene No. 


i o a r> a i 

120093 




Strand 


+ 






Start 


574 




End 


204 4 






Name 


OJ000350 55.0419 


. C4 . ol . gs 


Method 


GENSCAN 






Start 


574 




End 


2044 






GI 


none 




Score 


. 56 






Exons 


574 . . 620, 1937 . . 


204 4 










Seq. No. 


57372 




Seq. ID 


OJ000350_55.0419. 


.C4 




Gene No. 


120094 




Strand 








Start 


54 4 6. 




End 


657 9 






Name 


OJ000350_55 . 0419 


.C4 .ol.np 


Method 


AAT/NAP 






Start 


5446 




End 


6579 






GI 


194 6376 




Score 


280 






Exons 


544 6. .5862, 5926 


. .6415, .6510 


. .6579 








GI Descrip.v4: 


(U93215) unknown 


protein [Arabidopsis 


thaliana] 




est = 


Seq. No. 


57372. 




Seq. ID 


OJ000350_55.0419. 


,C4 




Gene No. 


120094 




Strand 








Start 


544 6 




End 


6579 






Name 


OJ000350_55 . 04 19 


.C4 .ol.tc 


Method 


TBLASTX : Cress 






Start 


544 6 




End 


5653 




f ; S 


GI 


none 




Score 


8 1 






Exons 


544 6. . 5652, 5567 


. .5653 








E3 


Seq. No. 


57372 




Seq. ID 


OJ000350_55.0419. 


■ C4 




Gene No. 


1 o A A n c 

120095 




Strand 








Start 


9197 




■ End 


9619- •* 






Name 


/™\ T A A A "1 C /"k I - A < 1 A 

OJ000350 55.0419 


.C4.ol..tw' 1 


Method 


TBLASTX: Wheat 






Start 


-9197 




End 


9619 




J! 


GI 


none 




Score 


205 




L ~ 


Exons 


9197 . . 9619 












Seq. No. 


57372. 




Seq. ID 


OJ000350 55. 0419. C4 




Gene No. 


i o a n n ^ 

120096 




Strand 








Start" ' 


9560 " 




End 


9962 






Name 


OJ000350 55.0419 


. C4 .ol. tm 


Method 


TBLASTX: Maize 






Start 


9560 




End 


9962 






GI 


none 




Score 


65 






Exons 


9560 .. 9619, 9656 


..9958, 9867 


. .9962 








Seq. No. 


57373 




Seq. ID 


OJ000350_55.0419. 


,C5 




Gene No. 


120097 




Strand 


+ 






Start 


108 




End 


826 






Name 


OJ000350 55.0419 


.C5.ol.gs 


Method 


GENSCAN 






Start 


108 




End 


826 






GI 


none 




Score 


.45 






Exons 


108.. 229, 651.. 826 









57880 




Seq. No. 


57374 






Seq. ID 


OJ000350_ 


_55 


.0419 


.C6 


Gene No . 


izuu 






O 4- -4 T-l /-J 

otrana 










Start 


Q 1 Q 

boo 






End 


A C O 

958 








Name 


/-\ ta a a q c a 
OJU.UU JoU 


03 . U4 1 y . Co . Ol . 


gs 


Method 


GENSCAN 








btart 


Q "3 Q 






End 


GEO 

yo^ 








GI 


none 






Score 


. 0 1 








Exons 


















oeq . no . 


0 1 3 / 4 






Seq. ID 


OJ000350_ 


_55 


.0419 


.C6 


Gene No. 


120098 






Strand 










Start 


838 






End 


958 








Name 


ri Tfinn*5 en 

vJU UUUjjU 


_55.0419.C6.ol. 


np 


Method 


AAT/NAP 








btart 


Q-30 — 
0 Jo 






End 


958 








C T 

bl 


1 y 4 O J / Z 






Score 


75 








Exons 


0 Jo . . ybo 
















GI Descrip. 


l u y jz 1 0 j 


putative integral 


membrane protein [Arabidopsis 




thaliana ] 
















Seq. No. 


57375 






Seq. ID 


OJ000350_ 


_55 


0419 


.C8 


Gene No. 


1 0 a a q q 

izuu y y 






Strand 


+ 








Start 


4 yy 






End 


571 








Name 


OJUUU JoU 


55 . 04 19 . C8 . ol . 


gs 


Method 


GENSCAN 








S t a rt 


4 y 0 






End 


571 








bl 


none 






Score 


. 44 








Exons 


4 y 0 . .o/i 
















Seq. No. 


57376 






Seq. ID 


OJ000350_ 


_55 


0419 


,C9 


Gene No . 


1ZU1UU 






Strand 










Start 


jy4 






End 


2249 








Name 


to n a "3 c a 
OJUUU JoU 


_55.0419.C9.ol. 


gs 


Method 


GENSCAN 








otart 


jy 4 




End 


2249 








bl 


none 






Score 


. 63 








Exons 


jy4 . . o / 4 , 


2143. .2249 














Seq. l No. 


57377 






Seq. ID 


jQJ000350_ 


_55. 


0419 


.C10 


Gene No. 








Strand 


+ 








Start 


Z J4 






End 


1285 








Name 


UJ UUU JOU 


55 .0419. CIO . ol 


.gp 


Method 


AAT/GAP 








Start 


1 Q Q 

loo 






End 


960 








bl 


none 






Score 


1028 








Exons 


TOO COO 
1 O 0 . . D Z Z , 


737. .960 














Seq. No. 


57377 






Seq. ID 


OJ000350_ 


_55 ! . 


0419 


C10 


Gene No. 


1 O A 1 A 1 
l^UlUl 






Strand 


+ 








Start 


Z J4 






End 


1285 








Name 


T A A A O C A 

OJUUU JoU 


55. 0419. CIO. ol 


.gs 


Method 


GENSCAN 








Start 


z J4 






End 


1285 








GI 


none 






Score 


.87 








Exons 


234 . .462, 


520.. 677, 737 


. .1285 










Seq. No. 


57377 






Seq. ID 


OJ000350__ 


55. 


0419 


C10 


Gene No. 


120102 






Strand 


+ 








Start 


1834 






End 


2255 








Name 


OJ000350 


55. 0419. CIO. o3 


.gp 


Method 


AAT/GAP 








Start 


1834 




End 


2255 








GI 


37688 1.R1084 




Score 


840 









57881 



Exons 1834.. 2255 

GI Descrip. 1 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 





4-coumarate- 


-CoA 


ligase 


gene, 


intron 1, 


partial 


sequence 1 


Seq. No. 


C T *5 T 1 

-57377 








"'Seq. ID 


OJ000350 


55. 0419. C10 


Gene No. 


120103 








Strand 








Start 


1487 








End 


5500 






Name 


OJ000350_55 


.0419 


. C10 . o2 


.gs 


Method 


GENSCAN 






Start 


14 87 








End 


5476 






GI 


none 








Score 


.7 






Exons 


1487. .1554, 


4020 


. .4172, 


4512. 


.4761, 5219. .5476 






Seq. No. 


57377 








Seq. ID 


OJ000350 


55. 0419. C10 


Gene No. 


120103 








Strand 








Start 


14 87 








End 


5500 






Name 


OJ000350_55 , 


. 0419 


.C10.o2 


• gp 


Method 


AAT/GAP 






Start 


1520 








End 


1847 






GI 


r n o t: a r i 

6025053 








Score 


565 






Exons 


1520 . .1847 
















Seq. No. 


57377 








Seq. ID 


OJ000350 


55. 0419. C10 


Gene No. 


120103 








Strand 








Start 


14 o /. 








■End 


5500 






Name 


OJ000350 55, 


.0419 


.ClO.ol 


. tm 


Method 


. TBLASTX : 


Maize 




Start 


2051 








End 


,.5285 






GI 


none 








Score 


63 






Exons 


2051. .2089, 


2175 


. .2240, 


34 50. 


.3509, 3463. .3516, 


3623. 


.3673, 




3631.. .3672, 


4020 


. .4190,. 


4021. 


.4191, 4021. .4161, 


4022. 


.4192, 




4023. .4169, 


4070 


. .4189, 


4360. 


.4413, 4371. .4421, 


4372. 


.4410, 




4390. .4647, 


4415 


. .4687, 


4415. 


.4639, 4417. .4701, 


4686. 


.4754, 




4692. .4760, 


5226 


. .5285 













Seq. No. 57377 

Gene No. 120103 

Start 1487 

Name OJ000350_55 . 0419 . C10 . o2 . np 

Start ■. 2742 

GI ' . * 7488560 

Exons 2742.. 2765, 3625.. 3668, 4020, 
GI Descrip. 



OJ000350 55. 0419. C10 



Seq. ID 
Strand 

End. 5500 ■ 

Method AAT/NAP 
End 5500 -. 

Score 298 

.4190, 4374. .4751, 5473. .5500 
inner envelope membrane protein precursor, non-green plastid 
wild cabbage gi | 1143711 | gb | AAA84891 . 1 | (U13631) non-green 
plastid inner envelope membrane protein precursor [Brassica 
oleracea] 



Seq. No. 57377 

Gene No. 120103 

Start 1487 

Name OJ000350_55 . 04 19 . C10 . ol . tc 

Start 4430 

GI none 

Exons 4430.. 4666, 4435.. 4683 

Seq. No. 57378 

Gene No. 120104 

Start 38 

Name OJ000350_55 . 0419 . Cll . ol . gs 

Start 38 



Seq. ID OJ000350_55. 0419. C10 
Strand 

End 5500 

Method TBLASTX: Cress 

End 4683 

Score 119 



Seq. ID OJ000350_55. 0419. Cll 

Strand + 

End 254 

Method GENSCAN 

End 254 



57882 





GI 


none 


Score 


. 9 




Exons 


38 . . 65, 160 . . 254 








Seq. No. 


57378 . 


Seq. ID 


OJ000350 55. 0419. Cll 




Gene No. 


120105 '-. . " 


Strand 


- 




Start 


1 


End 


76 




Name 


OJ000350 55 . 04 19 . Cll . ol . gp 


Method 


AAT/GAP 




Start 


* 1 


End 


76 




GI 


none 


Score 


152 




Exons 


1 . . 76 








Seq. No. 


57378 


Seq. ID 


OJ000350 55. 0419. Cll 




Gene No. 


120106 


Strand 






Start 


1392' 


End 


1870 




. Name 


OJ000350 55.0419.Cll.o2.gp 


Method 


AAT/GAP 




Start 


1182 


End 


1870 




GI 


38905 1.R1084 


Score 


711 




Exons 


1182. .1496, 1791. .1870. 








GI Descrip. 


'4895232/gb|AAD32818.'l|AC007660 19 8.( 


De-21 (AC007660) 






hypothetical protein [Arabidopsis thaliana] 1 




Seq. No. 


57378 


Seq. ID 


OJ000350_55. 0419. Cll 




Gene No. 


120106 


Strand 






Start 


1392 


End 


1870 


W= 


Name 


OJ000350 55.0419.Cll.o2.gs 


Method 


GENSCAN 


Hi 


Start 


.1392 


End 


1854 


ll 


GI 


none 


Score 


.73 




Exons 


1392.. 1496, 1791. .1854 








Seq. No. 


57378 


Seq. ID 


'OJ000350_55. 0419. Cll 




Gene No . 


120106 


Strand 




■ r 


Start 


1392 


End 


1870 




Name 


OJ000350 55.0419.Cll.ol.np 


Method - 


AAT/NAP 




Start 


1395 


End 


1855 




GI 


4895232 


Score 


163 




Exons 


1395. .1496, 1791. .1855 








GI Descrip. 


. (AC007660) putative methionyl- 


■tRNA synthetase [Arabidopsis 






thaliana] 






"■^ 


Seq. No. 


57379 


Seq. ID 


OJ000350_55.0419.C14 


■a- 


Gene No . 


120107 


Strand 


+ 




rt- 

u Lai L 


1 


End 


1447 




. Name 


OJ000350 55.0419.C14.oL.np . 


Method 


AAT/NAP ..... 




Start 


' 1 '" ■ ' 


End ' 


1447 




GI ' 


5922636 


Score 


207 




Exons 


1..75, 365. .494, 1372. .1447 








GI Descrip. 


(AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to 






region of the predicted gene.; 


hypothetical protein [Oryza 



sativa] gi I 6016869 | dbj | BAA85212 . 1 1 (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. . 57379 Seq. ID 

Gene No. 120107 Strand 

Start'* 1 End 

Name OJ000350_55 . 04 19 . C14 . o2 . np Method 

Start 1 End 



OJ000350_55.0419.C14 
+ 

1447 

AAT/NAP 

893 



57883 





bl 


5777631 


Score 


A A 

4 4 




Exons 


1..52, 708. .893 








GI Descrip. 


(AJ245900) CAA303719.1 protein [Oryza 


sativa J 




Seq. No. 


57379 , 


Seq. ID 


OJUUUJou ob.U4iy.C14 




Gene No . 


120107 


Strand 


+ 




Start 


1 


End 


1447 




Name 


OJ000350 55.0419.C14.ol.gp 


Method 


AAT/GAP 




otart 


552 


End 


n on 
1 Z / 




bl 


5771106 


Score 


o a c: 
z4D 




Exons 


552. .727 








GI Descrip. 


5922 603/dbj | AP0004 92 . 1 | AP0004 92 3.0e-: 


52 Oryza sativa genomi' 






DNA, chromosome 1, clone : P0705D01 






Seq. No. 


57380 


Seq. ID 


OJ000350_55.0419.C15 




Gene No. 


120108 


Strand 






otart 


34 


End 


lie: 




Name 


UJUUUJoU DO . U4 iy . blD . Ol . CfS 


Metnoa 


bLNbbAN . 




ot art 


34 


End 


1 Id 




bl 


none 


Score 


A O 

. 4 o 




Exons 


34 . .115 








Seq. No. 


57381 ' 


Seq. ID 


OJ000350_55.0419.C16 




Gene No. 


120109 


Strand 


+ 


fh 


start 


582 


. End 


O 1Z 




Name 


ojuuujbu do . U4 iy . cio . ol . gs - 


Method 


GENSCAN 


I U 


Start . 


582 


End 


812 




bl 


none 


Score 


. / 4 


^sf 


Exons 


582. .812 






V-3 


Seq. No. 


57381 


Seq. ID 


OJ000350_55.0419.C16 




Gene No. 


120110 


Strand 


+ 




C -1 !V<4- 


1428 


End 


Z /DO 


r ™ 


Name 


OJ000350 55.0419.C16.o2.gs 


Method 


GENSCAN 


■ s 

~"4 


Start 


.1428 


End 


O "7 C C 

Z /OO 




bl 


none 


Score 


o n 




Exons> ■ 


1428.. 1568, 1658.. 1830, 2697 


..2755 




f 3 


Seq. No. 


57382 


Seq. ID 


OJ000350_55.0419.C17 


a • H 

■s •«* 


Gene No. 


120111 


Strand 


+ 




otart 


504 


End 


001 Q 

z y i j 




Name 


OJ000350 55.0419.C17.ol.gs 


Method 


. GENSCAN 




Start 


504 


End 


O T O 

y i z . 




bl 


none 


Score 


. O D 




Exons 


504 . .582,- 781. .819, 860. . 972 








Seq. No. 


57382 


Seq. ID 


OJUOUJoU OO.0419. CI/ 




Gene No . 


120111 


Strand 


+ 




Start 


504 


End 


2913 




Name 


OJ000350 55.0419.C17.ol.np 


Method 


AAT/NAP 




Of a -r +- 


623 


End 


2913 




GI 


7248403 


Score 


271 




Exons 


623. .697, 2300. .2653, 2793.. 


2913 






GI Descrip. 


(AP001389) Similar to Arabidopsis thaliana DNA chromosome 4, 






clone F20D10; hypothetical protein (AL035538) [Oryza sativa; 




Seq. No. 


57382 


Seq. ID 


OJ000350_55.0419.C17 



BAC 



57884 




Gene No. 


120111 


Strand 


+ 








Start 


504 


End 


2913 








Name 


OJ000350 55 . 04 19 . CI / . o2 . gs 


Method 


GENSCAN 








Start 


1836 


End ' 


214 4 








GI 


none 


Score 


. 8 








Exons 


1836 . .2144 












Seq. No. 


57.383 


Seq. ID 


OJ000350 


_55, 


.0419, 


.C18 


Gene No. 


120112 


Strand 


+ 








Start 


212 


End 


1325 








Name 


OJ000350 55 . 04 1 9 . C18 . ol . gs 


Method 


GENSCAN 








Start 


212 


End 


1325 








GI 


none 


Score 


.75 








Exons 


212. .417, 488. -oyb, 1U99.. 


1325 










Seq. No. 


57384 


Seq. ID 


OJ000350 


_55, 


.0419, 


.C19 


Gene No. 


120113 


Strand 


+ 








Start 


57 


End 


966 








Name 


OJ000350 55 . 04 19 . C19 . ol . gs 


Method 


GENSCAN 








Start 


57 


End 


966 








GI 


none 


Score 


. 66 








Exons 


57 . . 200, 7 67 . . 966 












Seq. No. 


57385 


Seq. ID 


OJ000350 


_55, 


.0419, 


.C21 


Gene -^fo . 


120114 ^ 


Strand 


.+ 








Start 


534 


^ End 


1054 








Name 


OJ000350 55 . 0419 . C21 . ol . gs 


Method 


GENSCAN 








Start 


534 


End 


1054 








GI 


none 


Score 


.59* 








Exons 


r- — n /1 r r 0 CO/" 1 r\ C Jl 

534.-559, 586. .1054 












Seq. No. 


57386 


Seq. ID 


OJ000350_ 


_55. 


,0419. 


X22 


Gene No. 


120115 


Strand 


+ 








Start 


373 


End 


1640 








Name 


OJ000350 55 . 04 19 . C22 . ol . gs 


Method 


GENSCAN 








Start 


373 


End 


1640 








GI' 


none , 


Score, ■, 


.48 








Exons 


■373. .409, 1462. .1640 












Seq. No. 


57387 


Seq. ID 


OJ000350_ 


J55 . 


,0419. 


, C23 


Gene No. 


120116 


Strand 


+ 








Start 


1 


End 


228 








Name 


OJ000350 55.0419.C23.ol.gp 


Method . 


AAT/GAP 








Start • 


1 


End 


228 








GI 


LIB34 31-02 6-P1-N1-F3 


Score 


421 








Exons 


1. .228 












GI Descrip. 


, 5 922 603/dbj | AP0004 92 . 1 I AP0004 92 3.0e- 


■52 Oryza sativa genomic 




DNA, chromosome 1, clone : P0705D01 ' 










Seq. No. 


57387 


Seq. ID 


OJ000350_ 


_55. 


0419. 


,C23 


Gene No. 


120117 


Strand 










Start 


137 


End 


745 








Name 


OJ000350 55. 0419.C23.ol .gs 


Method 


GENSCAN 








Start 


137 


End 


745 








GI 


none 


Score 


. 98 








Exons 


137. .745 













57885 



beq. no. 


D / JO / 




beq. iu 


/^ th n n "3 £ n n/iiQ 
UJUUUOOU OO.U4iy 






120117 




Strand . 






Start 


137 




End 


745 




Name 


OJ000350 55.0419.C23.ol 


.np 


Method 


AAT/NAP 




bt art 


169 




•End 


706 




GI 


6630539 




Score 


309 




Exons 


169. .706 










GI Descrip. 


(AC011708) putative RING zinc 


finger protein [Arabidops. 


is 




thaliana] 










Seq. No. 


57387 




Seq. ID 


OJ000350_55.0419 


.C23 


Gene No. 


. 120118 




Strand 






Start 


695 




End 


no /i 

984 




Name 


OJ000350_55 . 0419 . C23 . ol 


. tm 


Method 


TBLASTX : Maize 




Start 


230 




End 


395 




GI 


none 




Score 


168 




Exons 


230 . . 394 , 24 9.-395 










Seq. No. 


57387 




Seq. ID 


OJ000350 55.0419 


.C23 


Gene No. ■ 


120118*. . 




Strand 


-' 




otart 


695 




End 


984 




Name 


OJ000350_55 . 0419 .C23 . ol , 


. tw 


Method 


TBLASTX: Wheat . 




Start 


239 




End 


389 




GI 


none 




Score 


141 




Exons 


239 . .376, 240 .. 389 






: ° - 




Seq. No. 


57387 




Seq. ID 


OJ000350 55.0419 


.C23 


Gene No . 


120118 




Strand 


- 




C4- ^ v>4- 

b tart 


695 




End 


984 




Name 


OJ000350 55 . 04 19 . C23 . ol , 


. tc 


Method 


TBLASTX: Cress 




Start 


248 




End 


460 




GI 


none 




Score 


122 




Exons 


248. .376, 249. .380, 380, 


. . 460 








Seq. No. 


57387 




Seq. ID 


OJ000350_55 . 0419 


.C23 


Gene No. 


120118 




'Strand 






O -i -v~ +- 

otart 


• 695 




End 


• 984 . 




Name 


OJ000350 55.0419.C23.ol. 


. ts " " 


Method - 


TBLASTX : Soybean 




Start 


248 




End 


389 




GI 


none 




Score 


55 




Exons 


248. .358, 248. .388, 249, 


. .389 








Seq. No. 


57387 




Seq.. ID 


.. Oj.000350_55.0419 


. C23 


Gene No. 


120118 




Strand 






Start . 


695. 




End 


984 




Name 


OJ000350 55.0419.C23.o2. 


,-gp 


Method 


AAT/GAP 




Start 


695 




End 


984 




GI 


9836 1.R1084 




Score 


517 




Exons 


695. .984 











GI Descrip. 1 5922603/dbj | AP0004 92 . 1 1 AP0004 92 3.0e-52 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 1 



Seq. No. 57388 

Gene No. 1201T9 

Start 236 

Name 0 J000350_55 .0419. C25 . ol . gs 

Start 236 



Seq. ID OJ000350_55.0419.C25 

Strand + 

End 405 

Method GENSCAN 

End 405 



57886 



GI 

Exons 



none 

236. .405 



Score 



.58 



Seq. No. •. 57388 Seq. ID 

Gene No^. 120120 ■ Strand 

Start 750 End 

Name OJ000350_55 . 04 19 . C25 . o2 . gs Method 

Start 750 End 

GI - none Score 

Exons 750.. 830 



OJ000350_55-.0419.C25 
830 

GENSCAN 
830 
. 91 



Pi S 

fii 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI- Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57389 

120121 

383 

OJ000350_55. 0419.C26.ol. 

383 

7523696 



np 



Seq. ID OJ000350_55 .0419.C26 

Strand + 

End 2220 

Method AAT/NAP 

End 2220 

Score 780 



383. .450, 704. .836^ 1347. .1508, 1596. .1864, 2103. .2220 
(AC011001) Hypothetical protein [Arabidopsis thaliana] 



57389 Seq. ID 

120122 . Strand 

3131 ..End 
OJ000350_55 . 04.1-9.. C2 6 . o2 . gp Method 
3131 ■ End 

599_2.R1084 " Score 

3131.. 3180, 3270.. 3362, 3464, 

, 1350969/sp|P49216|RS26_ORYSA 2.0e-41 40S RIBOSOMAL PROTEIN S26 



OJ000350_55.0419.C26 
+ 

5104 
AAT/GAP 
5104 
1049 



,3548, 3730. .3860, 4846. .5104 



(S31) >gi_971284_dbj_BAA07208_ 
[Oryza sativa] 1 

57389 
120122 
3131 

OJ000350_55.0419.C2 6.o2.np 
3267 
1350969 
3267. .'3362, ' 



(D38011) ribosomal protein S31 



34 64 . .3548, 



Seq. ID 
Strand 
End ■ 
Method 
End 
Score 
.3860, 



OJ000350_ 
+ 

5104 
AAT/NAP 
4932 
. 612 . 
4846. .4932. . 



55.0419.C26 



3730. 

40S RIBOSOMAL PROTEIN S26 (S31) gi | 971284 | dbj | BAA07208 | 
ribosomal protein S31 [Oryza sativa] 



(D38011) 



57389 Seq. ID . OJ000350_55 . 04 19 . C2 6 

120123 Strand . - 

696 End 4986 

OJ000350_55.0419.C26.ol.tm Method TBLASTX : Maize . 

2 End 1898 

none Score 8 6 

2. .55, 377. .475, 698. .880, 702. .845, 1346. .1516, 1347. .1517, 
1564. .1773, 1592. . 1816, 1599 .. 18 98, 1599. .1847, 1601. .1882 

57389 Seq. ID OJ000350_55 . 04 19 . C2 6 

120123 Strand 

696 .. End 4986 

OJ000350_55. 0419.C2 6.ol.gs Method -GENSCAN 

696 End 4986 

none Score .42 

696. .767, 1416. .1550, 2100. .2234, 2260. .2433, 3002. .3096, 



57887 



3245. .3393, 3417. .3644, 3795. .3891, 4932. .4986 



Seq." No. 57389 

Gene" No. 120123 

Start 696 

Name OJ000350_55 . 0419.C2 6. ol-, 

Start 1343 

GI none 

Exons " 1343.. 1495, 1347.. 1517, 
1601. .1816 



Seq. ID OJ000350_55.0419.C26 

Strand . - . * 

End 4 98 6 

tw . ■ Method TBLASTX: Wheat 

End 1826 

Score 251 
1592. .1816,' 1599. .1826, 1599. .1766, 



Seq. No. 57389 

Gene No. 120123 

Start 696 . 

Name O / J000350_55 . 04 19 . C26 . ol . 

Start 1346 

GI none 

Exons 1346.. 1516, 1347.. 1517, 



ts 



Seq. ID OJ000350_55.0419.C26 
Strand 

End "". 4 986 ■ . 
Method TBLASTX : Soybean 
End 1886 
Score 224 



1595. .1882, 1596. .1886 



Seq. No. 57389 

Gene No.. 120123 

Start 696 

Name OJ000350_55 . 04 19 . C2 6 . ol , 

Start 2063 
GI *" none 

Exons' 2063. . 2469 



gp 



Seq. ID OJ000350_55.0419.C26 
Strand 

End 4986 

Method AAT/GAP 

End 2469. 

Score . 7 98 



Seq. No. 57389 

Gene No. 120123 

Start 696 

Name ' OJ000350_55 . 0419. C26. o2 . 

Start 3268 

GI none 

Exons 3268.. 3363, 3269.. 3364,' 
3725.. 3805, 3729.. 3800, 



tm 



3314. 
3729. 



Seq. ID OJ000350_55.0419.C26 
Strand 

End 4 98 6 

Method TBLASTX: Maize 

End 3862 

Score 146 

.3385, 3461. .3550, 3463.-3549, 
.3860, 3731. .3862 



Seq. No. 57389 : 

Gene No. 120123' 

Start 696 

Name OJ000350_55 . 0419. C26. o2 . ts 

Start 3268 

GI none 

Exons 3268.-3363, 3269.-3367, 3314, 
3732.. 3800, 3732.. 3851 



Seq.' -ID OJ000350_55 . 0419.vC2;6 . 
Strand 

End 4 98 6 

Method TBLASTX : Soybean 

End 3851 

Score 135 

.3373, 3461.. 3547, 3463.. 35.40, 



Seq. No. 57390 

Gene No. 120124 

Start 440 

Name OJ000350_55 . 04 19 . C27 . ol . 

Start 440 

GI none 

Exons 440.. 549, 982.. 998 



gs 



Seq. ID OJ000350_55.0419.C27 

Strand 

End 998 

Method GENSCAN 

End 998 

Score .51 



Seq. No. 57391 

Gene No. 120125 

Start 1380 

Name OJ000350 55 . 04 19 . C28 . ol , 



gs 



Seq. ID OJ000350_55.0419.C28 

Strand + 

End 2162 

Method GENSCAN 



57888 




Start 


1380 




End 


2162 


GI 


none 




Score 


. 84 


Exons 


1380.. 14 5.1, 1725.. .17 96, 


1938 . 


.2162 




Seq. No. 


57391 




Seq. ID 


OJ000350_55.0419.C28 


Gene No. 


120126 




Strand 


+ 


Start 


4137 




End 


4522 


Name 


OJ000350 55.0419.C28.o2. 


gs 


Method 


GENSCAN 


Start 


4137 




End 


4522 


GI 


none 




Score 


. 91 


Exons 


Jill a "1 « T r 1 jICOO 

4137..4297, 4351..4522 








Seq. No. 


57392 




Seq. ID 


OJ000350_55.0419.C30 


Gene No. 


120127 




Strand 


+ 


Start 


344 




End 


2173 


Name 


OJ000350_55 .0419.C30.ol. 


gp 


Method 


AAT/GAP 


Start 


344 




End 


710 


GI 


none 




Score 


692 


Exons 


•34 4. . 710 








Seq. No. 


57392 




Seq. ID 


OJ000350,_55 . 0419 .C30 


Gene No. 


120127 




Strand 


+ 


Start 


344 




End 


2173 


Name 


OJ000350 55.0419.C30.ol. 


np 


Method 


AAT/NAP 


Start 


362 




End 


2173 


GI 


6714377 




Score 


510 


Exons 


362. .995, 1817. .2173 








GI Descrip. 


(AC012562) putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


57392 




Seq. ID 


OJ000350_55.0419.C30 


Gene No. 


120127 




Strand 


+ 


Start 


344 




End 


2173 


Name 


OJ000350 55.0419.C30.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


467 




End 


2107 


GI 


none 




Score 


40 


Exons 


467. .490, 467. .490, 495; 


-.530, 


496. .531, 


557. .805, 558.. 806, 




.604. .,807, 647. .814, 836. 


.880, 


837. .884, 


900. .1001, 916. ..99.3, 




927. .1001, ' 1809. .2063, 1 


810. . 


2106, 1814 


: . .2107', 1814'. ;'2074,. ' 




1993. .2079 








Seq. No. 


57392 




Seq. ID 


OJ000350 55.0419.C30 


Gene No. 


120127 




Strand 


+ 


Start 


34 4 




End. 


2173' 


Name 


OJ0.00350 55.0419.C30.ol. 


gs 


Method 


GENSCAN 


Start 


590 




End ' 


2074 


GI 


none 




Score 


.62 


Exons 


590. .995, 1817. .2074 








Seq. No. 


57392 




Seq. ID 


OJ000350_55.0419.C30 


Gene No. 


120127 




Strand 


+ 


o u ClX. L 


344 




End 


2173 


Name 


OJ000350 55.0419.C30.o2. 


ts 


Method . 


TBLASTX : Soybean 


Start 


668 




End 


1001 


GI 


none 




Score 


50 


Exons 


668. .724, 782. .808, 783. 


.809, 


797. . 979, 


798. .1001 


Seq. No. 


57392 




Seq. ID 


OJ000350_55.0419.C30 



57889 




Gene No. 


120127 








Strand 


+ 




otart 


Q A A 








End 


11/3 




Name 


UJUUUoOU DO 


. U4 l y , 


r* o a ~ 1 
, CoU . Ol 


. tc 


Method 


TBLASTX : Cress 




Start 


i d n "7 
loU / 








End 


O A C O 

2053 




bl 


none 








Score 


7 7 




Exons 


lo u / . .1 yzy , 


lo 10 . 


o a c o 


1 O 1 A 

1814. 


o a c o 






Seq. No. 


57392 








Seq. ID 


OJ000350_-55.0419 


.C30~ 


Gene No. 


120127 








Strand 


+ 




Start 


o4 4 








End 


2173 




Name 


OJUUUooU ob 


a a 1 a 

. U4 iy . 


z"' O A 1 

CoU . Ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1 O 1 A 

lo 1 4 








End 


2008 




bl 


none 








Score 


94 




Exons 


lOI/l 1 Q O O 

1814 . . looZ , 


1 o o o 

loll . 


. 1881, 


1 o o o 

1883 . 


.2008, 1889. .2002 




Seq. No. 


o i oyo 








Seq. ID 


OJ000350_55.0419 


. C31 


Gene No. 


120128 








Strand 


+ 




Start 


1 








End 


631 




Name 


UJUUUjjU DO 


.0419. 


C31.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


631 




bl 


b / 1 4 J / / 








Score 


497 




Exons 


1 . . bol 














GI Descrip. 


(ACUlZObZ) 


putative protein kinase' [Arabidopsis thaliana] 


Seq. "No. 


57393 








Seq. ID 


OJ000350_55.0419, 


.C31 


Gene No. 


120129 . 








Strand 






btart 


yio , 








End 


1571 




Name 


r\ t a a a o c a c c 

OJUUUooU oo 


.0419. 


C31.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1 b 








End 


483 




bl 


none 








Score 


547 




Exons 


1 £ A O O 1 "7 

1 b . . 4 o o, 1/ 


. .481, 


19. .4: 


83 








Seq. No. 


57393 








Seq. ID 


OJ000350_55.0419, 


.C31 


Gene No. 


120129 








Strand 






btart 


y io 








End 


1571 




Name 


/*\taaaoca cc 

OJOUOooO 55 


.0419. 


C31.ol 


. tw 


Method 


TBLASTX: Wheat 




btart 










End 


342 




bl 


none 








Score 


196 




Exons 


on ion o o 
o / . . ll\j , oo 


. .340, 


211. .; 


342 








Seq. No. 


57393 








Seq. ID 


OJ000350_55.0419, 


.C31 


Gene No. 


120129 








Strand 






Of v.-). 

otart 


yio 








End 


1571 ... 




Name 


^itaaaoca cc 

OJUUOooO oo 


.0419. 


C31.o2 


. tm 


Method 


TBLASTX: Maize 




Start • 


o o 
OO 








End 


358 




bl 


none 








Score 


237 




Exons 


OO . . ooo , ol 


. .357 












Seq. No. 


57393 . 








Seq. ID 


OJ000350_55.0419. 


C31 


Gene No. 


120129* 








Strand 






C-f- a -rf 
olqi l 


913 








End 


1571 




Name 


OJ000350 55 


.0419. 


C31.ol. 


. tc 


Method 


TBLASTX: Cress 




Start 


181 








End 


538 






none 








Score 


233 




Exons 


181. .390, 182. .394, 454, 


. .489, 


455. .538 






Seq. No. 


57393 








Seq. ID 


OJ000350_55.0419. 


C31 



■57890 






Gene No. 


120129 


Strand 


- 






Start 


913 


End 


1571 






Name 


OJ000350_55 . 04.19 . C31 . ol . tm 


Method 


TBLASTX: Maize 






Start 


407 


End 


804 






GI 


none 


Score 


244 ' 






Exons 


407. .628, 409. .741, 769. .804 










Seq. No. 


57393 


Seq. ID 


OJ000350__55.0419 


.C31 




Gene No. 


120129 


Strand 








Start 


913 


End 


1571 






Name 


OJ000350_55 . 0419.C31 .o2 . gs 


Method 


GENSCAN 






Start 


913 


End 


1571 






GI 


none 


Score 


. 68 






Exons 


913. .1200, 1542. .1571 










Seq. No. 


57394 


Seq. ID 


OJ000350_55.0419, 


.C32 




Gene No. 


120130 


Strand 








Start 


1035 


End 


1242 






Name 


OJ000350_55 . 0419 .C32 . ol . gs 


Method 


GENSCAN 






Start 


1035 


End 


1242 






GI 


none 


Score 


. 73 






Exons 


1035 . . 1242 




- 






.Seq. No. 


57395 


Seq. ID 


OJ000350_55.0419. 


.C35 




Gene No. 


120131 


Strand 








Start 


1 


End 


446 ' 




- 


Name 


OJ000350 55.0419.C35.ol.gp 


Method 


AAT/GAP 




t \ \ 


Start 


1 ' 


End 


446 






GI 


993 1.R1084 


Score v ■ 


654 






Exons 


1..112, 220. .446 










GI Descrip. 


'1041710 1.0e-121 (U30477) expansin Os 


-EXP2 [Oryza sativa] ' 


si ;■ s 


Seq. No. 


57395 


Seq. ID 


OJ000350_55.0419. 


X35 


3 


Gene No. 


120131 


Strand 








Start 


1 


End 


446 






Name 


OJ000350 55.0419.C35.ol.tc 


Method 


TBLASTX: Cress 






Start 


.1 


End 


281 . 






GI 


• none 


Score 


116 






Exons ■ 


1..114, 3'.. 113, 218. .280, 219 


i. .281 








Seq. No. 


57395 


Seq. ID 


OJ000350_55.0419. 


,C35 




Gene No. 


. 120131 


Strand 








. Start 


1 .. 


End . 


446 . 






Name 


OJ000350 55.0419.C35.ol.tm 


Method 


TBLASTX: Maize 






Start 


1 


End 


287 ... 






GI 


none 


Score 


172 






Exons 


1..114, 3. .113, 40. .126, 65.. 


142, 218. 


.286, 219. .287 






Seq. No. 


57395 


Seq. ID 


OJ000350_55.0419. 


C35 




Gene No . 


120131 


Strand 








Start 


1 


End 


446 






Name 


OJ000350 55.0419.C35.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


358 






GI ■. 


7489471 


Score 


387 






Exons 


1. .112, 220. .358 










GI Descrip. 


expansin 2 - rice gi | 1041710 1 


gb| AAB38074 . 1 | (U30477) expansin 



Os-EXP2 [Oryza sativa] 



57891 




Seq. No. 


57395 


Seq. ID 


OJ000350_5;5.0419 


.C35 


Gene no. 


12U131 


Strand 






Start 


1 


End 


44 6 




Name 


OJU00350 55 . 04 19 . Coo . ol . ts 


Method 


TBLASTX : Soybean 




Start 


3 


End 


ft o *i 
281 




GI 


none 


Score 


H ft 

7 9 




Exons 


O lift ft 11*3 ^ i i / a /? 

3. •113, 3. ,113, 4. .114, 46.. 


1 ft ft 1 o 

126, 218 . . 


ftftft ft T A • ft O 1 

280, 219 .. 28 1 




Seq. No. 


57395 


Seq. ID 


OJ000350_55.0419 


.C35 


Gene No. 


12U131 


Strand 






Start 


1 


End 


4 4 6 




Name 


OJ000350 55 . 04 19 . C35 . ol . gs 


Method 


GENSCAN 




Start 


ft ft 

22 


End 


358 




GI 


none 


Score 


ft ft 

. 97 




Exons 


ft ft i i ft ft ft ft oco 

22 . .112/ 220 . . 358 








Seq. No- 


57396 


Seq. ID 


OJ000350_55.0419 


.C36 


Gene No. 


1 ft ft. i o ft 
120132 


Strand 


+ 




Start 


A ft i 

4 31 


End 


1345 ■ 




Name 


/"vTftftftftCft cc ft /i i ft <^> o /~ —.1 „ 

OJ000350 55 . 04 19 . C36 . ol . gs 


Method 


GENSCAN 




Start 


A ft 1 

4 31 


End 


1345 




GI 


none 


Score 


.44 '■• 




Exons 


/I ft "1 /I "7 O 1 A /I O 1 1 Tl "I ft 1 ft 

4 31.^4 / 8 , 1043.. 11/1, 1313.. 


1345 


- 




Seq. No. 


57397 


Seq. ID 


OJ000350_55.0419 


.C37 


Gene No . 


1 0 n 1 ft ft 

12U133 


* Strand 


+ 




Start 


2784 


End 


3505 




Name 


a-\ T ft ft ft ft C A CC A /I 1 n /"■• ft ft _ -1 

OJ000350 55 . 04 19 . C3 7 . ol . gs 


Method 


GENSCAN 




Start 


ft "7 O yi 

2 /o4 


End 


ft A ft 1 

34 91 




GI 


none 


Score 


. 61 




Exons 


ata / ft /I ft 1 

2 /84 . . 34 91 








Seq. No. 


57397 


Seq. ID 


OJ000350_55.0419 


;C37 


Gene No. 


120133 


Strand 


+ 




Start 


on 0 a 
2 /o4 


End 


3505 




Name . 


a TAnnocn cc ft /i 1 ft /"* -3 i _ -1 " ., , 

OJUU0350 55 . 04 19 . C37 . ol . np 


Method 


AAT/NAP 




Start 


27 90 


End 


3505 




GI 


7329662 


Score 


468 




Exons 


ft "7 ft ft ft C ft C 

2 / 9U . .3505 








GI Descrip. 


(AL162351) putative protein 


[Arabidopsis thaliana] 




Seq. No.. . 


57397' 


.Seq. ID 


pJ0003.50_55.04i9. 


.C'37^ 


Gene .No . 


120133 


•■ -Strand 


+ 




Start 


O ft" O A ' '• ' 

2784 


End 


3505 




Name 


/"VTftftftftCft CC A y| 1 A ^ — 7 _ -1 1 

OJ000350 55 . 0419 . C37 . ol . tm 


Method 


TBLASTX: Maize 




Start 


0 0 f n 
2869 


End 


3038 




GI 


none 


Score 


87 




Exons 


2869. .2946, 2891. .3037, 2892 


. .3038 






Seq. No. 


57398 


Seq. ID 


OJ000350_55.0419 


.C38 


Gene No. 


120134 


Strand 


+ 




Start 


1 


End 


2169 




■Name 


OJ000350 '55.0419.C38.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2087 




GI 


7329662 


Score 


1419 




Exons 


1..171, 644. .2087 









•57892 




GI Descrip. (AL162351) putative protein [Arabidopsis thaliana] 





Seq. No. 


57398 




Seq. ID 


OJ000350_55.0419 


.C38 




Gene No. 


120134 




Strand 


+ 






Start 


1 




End 


2169 






Name 


OJ000350 55.0419.C38.o3. 


ts 


Method 


TBLASTX : Soybean 






Start - 


2 




End 


1057 






GI 


none 




Score 


86 






Exons 


2. .172, 2. .172, 11. .172, 


618 . 


.959, 632 


. .859, 633 . . 830, 


645 . 






647. .955, 648. .824, 648. 


.968, 


700. .969 


, 987.. 1025, 1037 


. .10! 




Seq. No. 


57398 




Seq. ID 


OJ000350_55 .0419 


. C38 




Gene No. 


120134 




Strand 


+ 






•Start 


1 . 




End 


2169 






Name 


OJ000350 55.0419.C38.ol. 


gs 


Method 


GENSCAN 






Start 


8 




End 


1851 






GI 


none 




Score 


. 49 






Exons 


8. .171, 683. .1851 












Seq. No. 


57398 




Seq. ID 


OJ000350_55.0419 


.C38 




Gene No. 


120134 




Strand 


+ 






Start 


1 




End 


2169 






Name 


OJ000350_55 . 0419 .C38 . o3. 


tc 


Method 


TBLASTX: Cress 






Start 


*645 




End 


1072 






. GI 


none 




Score 


61 




~~ - 


Exons - 


645/. 752, 677.. 955, 678. 


.953, 


998. .1072 




F '• 5 


Seq. No. 


57398 




Seq. ID 


OJ000350_55.0419 


.C38 




Gene No. 


120134 




Strand 


+ 






Start 


1 




End 


2169 




v-3 


Name 


OJ000350 55.0419.C38 .o2. 


tm 


Method 


TBLASTX: Maize 






Start 


728 




End 


968 






GI 


none 




Score 


171 






Exons 


728. .883, 729. .890, 897. 


. 968, 


921. .962 








Seq. No. 


.... 57398 




S.eq. ID 


OJ000350_55.0419 


.C38 




Gene No. 


120134 




Strand 


+ • 






Start 


1 




.End 


2169 






Name 


OJ000350_55 . 0419 . C38 ,o3 . 


tm 


Method 


TBLASTX: Maize 




: • t 


Start 


1103 




End 


1241 






GI 


none 




Score 


90 






Exons 


1103.. 1240, 1128.. 1241, 


1138. 


.1239, 1146. .1241 






Seq. No. 


57398 




Seq. ID 


OJ000350__55.0419 


. C38 




Gene No. 


120134 




Strand 


■ + 






Start 


1 




End 


2169 






Name 


OJ000350 55.0419.C38.o2. 


ts 


Method 


TBLASTX : Soybean 






Start 


1176 




End 


1514 






GI 


none 




Score 


45 






Exons 


1176. .1205, 1211. .1501, 


1212. 


.1-490, 1491.. 1514 






Seq. No. 


57398 




Seq. ID 


OJ000350_55.0419, 


.C38 




Gene No. . . 


120134 




Strand 


+ 






Start 


1 




End 


2169 






Name 


OJ000350 55.0419.C38.ol. 


tm ' 


Method 


TBLASTX: Maize 






Start 


1242 




End 


2169 






GI 


none 




Score 


823 





57893 





Exons 


1Z4Z . . loco, 


1245 


. . 1880, 


1591 . 


.1887, 18 


13. .1881, 1886. .1972, 






iboy . . iy i Zf 


1 f\ o o 

i y©3 


o a n n 

. .2099, 


1989 . 


.2102, 1990.. 2169, 2026.. 2106 




Seq. No. 


57398 








Seq. ID 


OJ000350_55 . 0"4 19 . C38 




Gene No. 


120134 








Strand 


+ 




Start 


1 








End 


2169 




Name 


OJ000350_55 


. 0419 


.C38 .ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1319 








End ' 


1703 




GI 


none 








Score 


189 ." 




Exons 


1319 . . 1513, 


1 ^ £L O 

1368 


. . 1532, 


1524 . 


.1703, 1524. .1700 




Seq. No. 


57398 








Seq. ID 


OJ000350_55. 0419.C38 




Gene No. 


120134 








Strand 


+ 




Start 


1 








End ' 


'2169 • 




Name 


OJ000350 55. 


. 0419 , 


. C38 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1371 








End 


1763 




GI 


none 








Score 


144 




Exons 


1371 . . 1598 , 


1605 . 


. . 1709, 


1725 . 


.17 63 






Seq. No. 


57398 








Seq. ID 


OJ000350_55. 0419.C38 




Gene No. 


120134 








Strand 


+ 




Start 


1 








End 


2169 




Name 


OJ000350 55, 


, 0419 . 


. C38 . ol . 


. ts 


Method 


TBLASTX : Soybean 




Start 


1527 








End 


2054 




GI 


none 








Score 


528 


V I 


Exons 


1527 . . 188 6, 


1527 , 


, . 1883, 


1682 . : ' 


.1885, 18 


89. .1972, 1985. .2050, 


r s = 




198 9. . 2054 












s : s 
ts =• 


Seq. No. 


57398 1 








Seq. ID 


OJ000350_55.0419.C38 


*a a? 


Gene No. 


120134 








Strand 


+ 


"W 


Start 


1 








End 


2169 


\ : j. 


Name 


OJ000350_55 . 


0419 . 


C38.o2. 


, tc 


Method 


TBLASTX: Cress 




Start 


1703 








End 


1886 


= 

f H 


GI 


none 








Score 


266 


~ ~i 


Exons 


1703 . , 1885, 


1704 . 


. 1886 










■ . Seq. No . 


57399 








Seq; ID 


OJ000350_55.0419.C39 




Gene No. 


120135 ' 








Strand 






Start 


4 47 








End 


562 




Name 


OJ000350 55. 


0419. 


C39.ol. 


np 


Method 


AAT/NAP 




Start 


447 








End 


562 




GI 


6815099 








Score,. 


88 




Exons 


447. .562. . 














GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


57400 








Seq. ID 


OJ000350_55. 0419.C4 0 




Gene No. 


120136 








Strand 


+ 




Start 


1963 








End 


4178 




Name 


OJ000350 55. 


0419. 


C40.ol. 


gs 


Method 


GENSCAN 




Start 


1963 








End 


4178 






none 








Score 


.47 




Exons 


1963. .2371, 


2811. 


.2971, 


4065. 


.4178 






Seq. No. 


57400 








Seq. ID 


OJ000350_55.0419.C40 




Gene No. 


120137 








Strand 


+ 




Start 


6043 








End 


6163 




Name 


OJ000350 55. 


0419. 


C40.O2. 


gp 


Method 


AAT/GAP 



57894 



Start 
GI 

Exons 

GI Descrip. 



Seq. " No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



6043 End 6163 * 

41356_1.R1084 Score 194 

6043.. 6163 

f 1420932/gfa1U61383 IORQ61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 1 



57400 Seq. ID 

120138. Strand 

2202 End 

OJ000350_55 . 04 1 9 . C40 . ol . np Method 

2202 End 

6539570 Score - 



OJ000350_55.0419.C40 

4187 ' 
AAT/NAP 
4187 
186 



2202.. 2256, 3729.. 3808, 3985.. 4187 

(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350 55.0419.C40 



4397 

AAT/NAP ' 

4397 

82 



57400 
120139 
4315 

OJ000350_55 . 04 19 . C40 . o2 . np 
4315 
6630699 
4315. .4397 

(AP000969). hypothetical -protein [Oryza sativa] 

gil 6721536 | dbj |BAA89566 : . 1| (AP001073) hypothetical protein 

[Oryza, sativa] 

57400 Seq. ID OJ000350_55 . 04 19 . C40 

120140 Strand 

5005 End 5063 

OJ000350_55 . 04 1 9 . C4 0 . ol . gp Method AAT/GAP 

5005 End 5063 

2312838 Score 66 

5005. .5063 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



57400 

120141 

5908 

OJ000350_55.0419.C40.o2, 

5908 

none 

5908. .6126' 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



-OJ000350_55-.Q419.C40 

6126 
GENSCAN 
6126 
.45 



Seq. No. 57401 Seq. ID- 

Gene No. 120142 Strand 

Start 1 End 

Name OJ000350_55 . 0419 . C41 . ol . np Method 

Start 1 End 

GI 4895232 Score 

Exons 1..80, 1005. .1147, 1530.. 1810 

GI Descrip. (AC007660) putative methionyl-tRNA synthetase [Arabidopsis 
thaliana] 



OJ000350_55.0419.C41 
+ 

1810 
AAT/NAP 
1810 
157 



Seq. No. 
Gene No. 
Start 



57401 

120142 

1 



Seq. ID OJ000350_55.0419.C41 
Strand + 
End 1810 



57895 



Name 


OJ000350_55. 0419.C41 .ol .gs Method 


GENSCAN 




Start 


575 End 


1716 




GI 


none Score 


.85 




Exons . 


575-. .643^ 1054.. 1161, 1493.. 1716 






Seq. No.* 


57401 Seq. ID 


OJ000350_55.0419 


.C41 


Gene No. 


120142 Strand 


+ 




Start 


1 End 


1810 




Name 


OJ000350 55.0419.C41.ol'.gp Method 


AAT/GAP 




Start 


591 End 


1716 




GI 


uC-osflcypl72hl0bl Score 


700 




Exons 


591. .643, 1045. .1161, 1493. .1716 






GI Descrip. 


1 4895232/gb|AAD32818.1|AC007660_19 8.0e-22 (AC007660) 






hypothetical protein [Arabidopsis thaliana] ■ 




Seq. No. 


57401 Seq. ID 


OJ000350_55.0419 


.C41 


Gene No . 


120142 Strand 


+ 




Start 


1 End 


1810 




Name 


OJ000350. 55.0419.C41 .ol.tm Method 


TBLASTX : Maize • 




Start 


1535 End 


1719 . 




GI 


none Score 


46 




Exons 


1535. .1615, 1540. .1587, 1546. .1638, 1547. .1639, 1607. .1717, 




1607. .1717, 1611. .1718, 1612. .1719 






Seq. No. 


57402 .. Seq*' ID 


OJ000350_55.0419 


.C42 


Gene No. 


120143 Strand 


+ 




Start 


284 End 


1410 




Name 


OJ000350 55.0419.C42.ol.gs Method 


GENSCAN 




Start 


284 End 


1410 




GI 


none Score 


.72 




Exons 


'284. .333, 856. .982, 1327. .1410 






Seq. No. 


57403 . Seq. ID 


OJ000350 55.0419 


.C44 


Gene No. 


, 120144 Strand 


+ 




Start 


1693 End 


1794 




Name' 


OJ000350 55.0419.C44.ol.np Method 


AAT/NAP 




Start 


-.1693. - ' End 


1794- 




GI 


7523502 ' ' Score 


122 




Exons 


1693-.M794 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


57404 Seq. ID 


OJ000350_55.0419 


.C46 


Gene No. 


120145 Strand. 


+ 




Start _ 


704 End 


972 




Name 


OJ000350 55.0419.C46.ol.gp Method . 


AAT/GAP 




Start 


605 End 


972 




GI 


26857 1.R1084 Score 


683 




Exons 


605. .972 






GI Descrip. 


1 6093512/sp|Q39950|NLTP HELAN 1.0e-16 NONSPECIFIC LIPO- 


-TRANSFER 




PROTEIN PRECURSOR (LTP) (NSLTP) (SDI-9) 








>gi 1050918 emb CAA63340 (X92648) lipid transfer protein 




[Helianthus annuus] ' 






Seq. No. 


57404 Seq. ID 


OJ000350_55.0419 


.C46 


Gene No. 


120145 Strand " 


+ 




Start 


704 End 


972 




Name 


OJ000350 55.0419.C46.ol.np Method 


AAT/NAP 





57896 



Start 


701 




End 


972 




GI 


6492243 




Score 


337 




Exons 


701. .972 










GI Descrip. 


(AF109195) lipid transfer protein [Hordeum vulgare] 




Seq. No. 


57404 




Seq. ID 


OJ000350_55.0419, 


.C46 


Gene No. 


120145 




Strand 


+ 




Start 


704 




End 


972 




Name 


OJ000350_55.0419.C4 6.o2. 


gs 


Method 


GENSCAN' 




Start 


704 




End 


946 




GI 


none 




Score 


.98 




Exons 


• 704 . .946 










Seq. No. 


57404 




Seq. ID 


OJ000350_55.0419, 


.C46 


Gene No. 


120146 




Strand 






Start 


128 




End 


437 




Name 


OJ000350_55.0419.C4 6.ol. 


gs 


Method 


GENSCAN 




Start 


128 




End 


437 




GI 


none 




Score 


.54 




Exons 


128. .226, 318. .437 










Seq. No. 


57404 




Seq. ID 


OJ000350_55.0419, 


.C46 


Gene No. ■ 


120147 




Strand 






Start 


787 




End 


972 




Name 


OJ000350_55.0419.C4 6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


787 




End 


967 




GI 


none 




Score 


92 




Exons 


787. .861, 788. .859, 825. 


.8 90," 


841. . 966, 


842. . 967 




Seq. No. 


57404 




Seq. ID 


OJ000350_55.0419. 


,C46 


Gene No. 


120147 




Strand 






Start 


787 




End 


972 




Name 


OJ000350 55.0419.C46.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


787 




End 


972 




GI 


none 




Score 


97 




Exons 


787. .885, 787. .972, 788. 


. 970 








Seq. No. 


57405 




Seq. ID 


OJ000350_55.0419' < 


. C 4 7 


Gene No. 


120148 




Strand 


+ 




Start 


1 




End 


1142 




Name 


OJ000350 55.0419.C47.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


384 




GI.. 


. 26857 1./R1084 




Score 


734 




Exons 


1..384 










GI Descrip. 


' 6093512/sp|Q39950|NLTP 


HELAN 


1.0e-16 NONSPECIFIC LIPID- 


-TRANSFER 




PROTEIN PRECURSOR (LTP) 


(NSLTP) (SDI-9) 








>gi_1050918_emb_CAA6334 0 


(X92648) lipid transfer protein 




[Helianthus annuus] ' 










Seq. No. 


57405 




Seq. ID 


OJ000350_55.0419. 


,C47 


Gene No. 


120148 




Strand 


+ 




Start 


1 




End . 


1142 




Name 


OJ000350 55.0419.C47.ol. 


gs 


Method . 


GENSCAN 




Start 


72 




End 


1142 




GI 


none 




Score 


.42 




Exons 


72. .191, 1071. . 1142 











57897 




Seq. No. 


57405 


Seq. ID 


OJ000350_ 


55. 


0419. C47 


Gene No. 


120149 


Strand 








Start 


1716 


End 


2607 


- 




Name 


OJ000350" 55.0419.C47.o2.gs 


Method 


GEN SCAN 




v." 


Start 


1716 


. End 


2607 






GI 


none 


Score 


. 73. 






Exons 


1716. .2150, 2168. .2354, 2479. .2607 








Seq. No. 


57406 


Seq. ID 


OJ000350_ 


4 9. 


0414 .CI 


Gene No. 


120150 


Strand 








Start 


421 


End 


746 






Name 


OJ000350 49.0414 .CI. ol.np 


Method 


AAT/NAP 






Start 


401 


End ' 


746 






GI " 


3935185 


Score 


110 






Exons 


401. .527, 553. .746 










GI Descrip. 


(AC004557) E17L21.28 [Arabidopsis thaliana] 






Seq. No. 


57406 


Seq. ID 


OJ000350_ 


_4 9.. 


0414. CI 


Gene No. 


120150 


Strand 








Start 


421 ■ • ' 


End 


746 






Name 


OJ000350 49.0414 .CI. ol.gs 


Method 


GENSCAN 






Start 


421 


End 


600 






GI 


none 


Score 


.89 






Exons 


421. .600 










Seq. No. 


57407 


Seq. ID 


/OJ000350_ 


49. 


0414 .C2 


Gene No . 


120151 


Strand 








Start 


637 


End 


2472 






Name 


OJ000350 49.0414 .C2. ol.np 


Method 


AAT/NAP 






Start 


637 


End 


2472 






GI 


6907086 


Score 


1445 






Exons 


637. .784, 842. .1016, 1140. 


.1187, 1402. 


.1652, 1710.. 


2472 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


57407 


Seq. ID 


OJ000350_ 


49. 


0414 ,C2 


Gene No. 


120152 


. Strand 








Start 


2557 .... . 


End • 


27*47 ■ 






Name 


OJ000350 49.0414.C2.ol.gp 


Method 


AAT/GAP 






Start 


2557 


End 


2747 






GI 


5667165 


Score 


351 






Exons 


2557. .2747 










GI Descrip. 


5670155/gblAFl 61269. 1 IAF161269 4 .0e-8 6 


Oryza sativa 


subsp. 




japonica.BAC .clone . 34K24 , 


complete sequence 






Seq. No. 


57407'"*' 


Seq. ID 


OJ000350_ 


4 9. 


0414 .C2 


Gene No. 


120153 


Strand 








Start 


5375 


End 


7562 






Name 


OJ000350 49.0414-.C2.o2.gp 


Method 


AAT/GAP 






Start 


5215 


End 


5590 






GI 


3767348 


Score 


701 






Exons 


5215. .5590 










GI Descrip. 


322838/pir | IJC1438 5.0e-27 


glucan endo- 


-1, 3-beta- 


D-glucosidas 




(EC 3.2.1.39) V - barley 










Seq. No. 


57407 


Seq." ID 


OJ000350_ 


49. 


0414 .C2 


Gene No. 


120153 


Strand 








Start 


5375 


End 


7562 







57898 



Name 

Start 

GI 

Exons 



OJ000350_4 9 . 04 14 . C2 . o2 . gs Method GENS CAN 

5375 End 6346 

none Score .84 
5375.. 6346 



Seq. No. 

Gene Noi 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57407 Seq. ID OJ000350_49 . 04 14 . C2 

120153 Strand 

5375 End 7562 

OJ000350_49.0414.C2.o2.np Method AAT/NAP 

5381 End 6331 

1352328 Score 1154 

5381.. 6331 

GLUCAN ENDO-l,3-BETA-GLUCOSIDASE GV ( ( l->3 ) -BETA-GLUCAN 
ENDOHYDROLASE GV) ( ( l->3 ) -BETA-GLUCANASE ISOENZYME GV) 
(BETA-1, 3-ENDOGLUCANASE GV) gi | 1085814 | pir | | S46237 glucan 
endo-1, 3-beta-glucosidase - barley gi | 540580 | gb | AAA21564 . 1 | 
(M96939) glucan endo-1, 3-beta-glucosidase [Hordeum vulgare] 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



57407 



Seq. ID OJ000350 49. 0414. C2 



120153 Strand 
5375 End 
OJ000350_4 9.0414 .C2.ol. tw Method 
5382 End 
none Score 
5382.. 5480, 5387 5668 5391 .. 5.663 . 



7562 

TBLASTX: Wheat 

5668 

266 



Seq. No. 57407 

Gene No. 120.153 

Start 5375 

Name OJ000350_4 9 . 0414 . C2 . ol . tc 

Start 5387 

GI none 
Exons 



Seq. ID OJ000350_49. 0414 . C2 
Strand 
End 

Method 
End 
Score 



7562 

TBLASTX: Cress 

6328 

108 



5387. .5722, 5505. .5684, 5726. .5968, 5746. .5832, 5793. .5948, 
5925. .6068, 5933. .6151, 6149. .6328 



Seq. No. 57407- Seq. ID 

Gene No. . 120153. . Strand 

Start 537 5 ' End 

Name OJ000350_4 9 . 0414 . C2 . ol . tm Method 

Start 5387 End 

GI none Score 

Exons 5387. .5779, 5388.. 5684, 5740.. 5778 



OJ000350_49.0414.C2 
7562 

TBLASTX: Maize 

5779 

299 



Seq. No. - 57407 

Gene No. . 120153 

Start 5375 

Name OJ000350_4 9 . 04 14 . C2 . ol . ts 

Start 5387 

GI none 

Exons 5387.. 5506, 5406.. 5507, 5507. 

5790. .5861, 6020. .6124, 6021, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 4 9.0414 . C2 



7562 

TBLASTX: Soybean 
6316 
100 

5701, 5565. .5684, 5744. .6016, 
6104, 6158.. 6316 



Seq. No. 57407 Seq. ID 

Gene No., . 120153 Strand 

Start 5375 End 

Name OJ000350_49 . 0414 .C2 . o4 . np Method 

Start 5413 End 



OJ000350_49.0414 . C2 

7562 

AAT/NAP 

7258 



57899 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6006359 

5413. .5440, 7149. .7258 
(AP000559) hypothetical 



Score 



62 



protein [Oryza sativa] 



57407 Seq. ID 

120153 Strand 
5375 End 
OJ000350_4 9. 0414 .C2.o3.gp Method 
5769 End 
3767347 Score 
5769. .6094 

1352328/sp | Q02438 | E13E_HORVU 
ENDO-1, 3-BETA-GLUCOSIDASE GV 
GV) 
GV) 



OJ000350_49.0414 .C2 

7562 
AAT/GAP 
6094 
648 



1.0e-31 
(d->3)- 



GLUCAN 

BETA-GLUCAN ENDOHYDROLASE 
( (l->3) -BETA-GLUCANASE ISOENZYME GV) (BETA-1 ,- 3-ENDOGLUCANASE 
>gi_1085814_pir S46237 glucan endo-1 , 3-beta-glucosidase - 



barley >gi_540580 
[Hordeum vulgare] 



(M96939) glucan endo-1, 3-beta-glucosidase 



Seq. -No. 


57407 






Seq. ID 


OJ000350 


_4 9.0414 


.C2 


Gene No. 


' 120153 






Strand 








Start 


5375 






End 


7562 






Name 


OJ000350 49 


.0414 


.C2.o2. 


tm Method 


TBLASTX: 


Maize 




Start 


5780 






End 


6325 






GI 


none 






Score 


59 






Exons 


5780. .6010, 


6032 


. .6151, 


' 6137. .6325, 6212. .6313 






Seq. No. 


57407 






Seq. ID 


OJ000350 


_49.0414 


.C2 


Gene No. 


120153 






Strand 








Start 


5375 






End 


7562 






Name 


OJ000350 49 


.0414, 


.C2.o2. 


tw Method 


TBLASTX : 


Wheat 




Start 


5960 






End 


6293 






GI 


none 






Score 


72 






Exons 


5960 . . 6025 , 


5 964, 


. .6026, 


6029. .6061, 6030. .6065, 


6077. . 6142, 




6107. .6292, 


6159, 


. .6293 










Seq. No. 


574,07 






"Seq. ID 


OJ00 035.0 


_49.0414 


.C2 


Gene No. 


. 120153... 






Strand 








Start 


. 5375 






. V End J '- 


7562 . 






Name 


OJ000350 49 


.0414. 


.C2.o3. 


np Method 


AAT/NAP 






Start 


6487 






End 


7562 






GI 


7340920 






Score 


143 






Exons 


6487. .6602, 


7532. 


. .7562 










GI Descrip. 


(AP001550) : 


hypothetical 


protein .[Oryza 


sativa] . 






Seq. No. 


57408 






Seq. ID . 


OJ000350 


_49.0414 


.C3 


Gene No.' 


120154 






Strand 


+ 






Start 


1 






End 


124 






Name 


OJ000350 49 


.0414, 


.C3.ol. 


np Method 


AAT/NAP 






Start 


1 






End 


124 






GI 


7340920 






Score 


138 






Exons 


1. .124 














GI Descrip. 


(AP001550) : 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


*57408 






Seq. ID 


OJ000350 


_49.0414 


.C3 


Gene No. 


120155 






Strand 


+ 






Start 


1136 






End 


2515 






Name 


OJ000350 49 


.0414, 


,C3.o2. 


np Method 


AAT/NAP 







57900 



Start 
GI 

Exons^ 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
■ Start 
GI- 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1136 End 2515 

3935185 Score 504 

1136.. 1556, 1618.. 2515 

(AC004557) F17L21.28 [Arabidopsis thaliana] 



57408 Seq;. ID 

120155 Strand 

1136 End 

OJ000350_4 9 . 04 14 . C3 . ol . gs Method 

1337 End 

none Score 

1337. .1542, 1610. .2495 

57408 Seq. ID 

120155 Strand 

1136 End 

OJ000350_4 9.0414 .C3.ol.tc Method 

1412 End 

none , • Score 

1412. .1555, 1441. ,1554, 1674.. 1841 



OJ000350_49.0414.C3 
+ 

2515 
GEN SCAN 
2495 
.88 



OJ000350_49.0414.C3 
+ 

2515 

TBLASTX: Cress 

1841 

117 



57409 Seq. ID 

120156 Strand 

1 End 

OJ000350_49.0414 .C4 .ol.np Method 

1 End 

2498930 Score 
1..21, 488. .547, 715. .756 
DORSAL-VENTRAL PATTERNING PROTEIN SOG 

PROTEIN) gi | 1203794 (U18774.) Sog [Drosophila melanogaster] 



OJ000350_49..0414.C4 
+ 

756 

AAT/NAP 

756 

100 

(SHORT GAS T RULAT I ON 



57409 Seq. ID 

120156 Strand 
1 End 
OJ000350_4 9.0414 .C4.ol.gs Method 
160 End ' 
none Score 
160.. 179, 244. .365; 488. .547 

57410 Seq. ID 

120157 Strand 
1564 End 
OJ000350_4 9. 0414 .C7 .ol.gs Method 
1564' ' End 
none Score 
1564.. 1652 



OJ000350_49.0414.C4 
+ 

756 

GENSCAN 
54 7 

."69 - ■ . ■ 



OJ000350_49.0414.C7 
+ 

1652 
.GENSCAN 
1652 
.95 



Seq. No. 57410 Seq. ID 

Gene No. . 120158 Strand 

Start ' 7326 End 

Name OJ000350_49 . 0414 . C7 . o2 . gp Method 

Start 7326 End 

GI 3219166 Score 
Exons 7326.. 7770 

GI Descrip. 604 1757/gb I AC011806 . 1 | AC011806 1.0e-94 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ000350_49.0414.C7 
+ 

7770 
AAT/GAP 
7770 
.62 6 



57901 



Seq. No. 

Gene No. ■ 

Start 

Name 

"Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57410 Seq. ID 

120159 Strand . 

10315 End 

OJ000350_4 9 . 04 14 . C7 . o3 . gp Method 

10315 End 

LIB3431-028-P1-N1-A10 Score 
10315. .10734 

'4680203/gb|AAD27566.1|AF114171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



OJ000350_49.0414.C7 
+ 

10734 
AAT/GAP ■ 
10734 
610 



57410 

120160 

15562 

OJ000350_4 9.0414 .C7.o3.np 

15562 

6721543 



Seq. ID OJ000350_49.0414.C7 



Strand 
End 

Method 

End 

Score 



+ 

16778 
AAT/NAP 
16778 
106 



15562. .15690, 16344 16419, 16738. .16778 
(AP001073) hypothetical protein [Oryza sativa] 



57410 Seq. ID 

120160 Strand 

15562 End 

OJ000350_4 9 . 0414 . C7 . o5 . gp Method 

1557 6 '* End 

7406_1.R1084 ' Score 
15576. .15982 

1 1 122315 /emb | CAA63901 1 7.0e-10' (X94.191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



OJ000350__49.0414.C7 
+ 

16778 
AAT/GAP 
15982 
665 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57410 

120161 

3437 

OJ000350_4 9.0414.C7.o2.gs 
3437 



OJ000350 49. 0414. C7 



Seq. ID _ 
Strand 

End 19958 
Method GENSCAN 
End. 15241 
none Score .51 

3437. .3634, 4147. .4302, 4402. .4500, 4769. .4865, 4 955 . . 5128 , ■ 
5217. .5870, 6114. .6328, -6401. .6993, 7330. .7513, 7524. .7805, 
8921. .9160, 9261... 9351, 10372 .. 10943, 11255 .. 11442, 
11788. .11937, 12068. .12772, 12905 .. 13033, 13214 .. 13673, 
14495. .15241 



Seq. No. 57410 
Gene No. 120161 

Start . 34 37 

Name OJ000350_4 9 . 04 14 . C7 . 06 . tw 

Start 3452 
GI none 

.Exons 3452.. 3550, 3454.. 3552, 3461, 

14 450. .14 62 9, 14 4 50. .14 629 



Seq. ID OJ000350_,49. 04.14. C7\ 
Strand 

End • 19958 

Method TBLASTX : Wheat 

End 14629 

Score 84 

.3553, 14448 .. 14579, 14448 .. 14513, 



Seq. No. 57410 Seq. ID 

Gene No. 120161 . Strand 

Start 3437 End 

Name OJ000350_4 9 . 0414 . C7 . o2 . tm Method 

Start 3455 End 

GI none Score 



OJ000350_49.0414.C7 
1*9958 

TBLASTX: Maize 

14730 

115 



57902 






Exons' 


3455. .3550, 3459. .3545, 14450 .. 14728, 


14455 . . 14532, 








14456. . 14728, 14641. 


. 14730 










Seq. No.' 


57410 




Seq'-. ID 


OJ000350_49.0414 


.C7 




Gene No. 


120161 




Strand 








Start 


3437 




End 


19958 






Name 


OJ000350 49.04l4.C7. 


o5 . tw 


Method 


TBLASTX: Wheat 






Start , 


6749 




: End 


7088 ■ 






GI 


none 




Score 


82 






Exons 


6749.. 6781, 6785.. 6925, 6786 


i . . 6866, 6920. .7087, 6939. .7088 




Seq. No. 


57410 




Seq. ID 


OJ000350_49.0414, 


.C7 




Gene No. 


120161 




Strand 








Start 


3437 




End 


19958 






Name 


OJ000350 49.04l4.C7. 


ol . np 


Method 


AAT/NAP 






Start 


10389 




End 


14737 






GI 


4680203 




Score 


3123 






Exons 


10389. .11341, H618. 


.11848, 


12002. .13673, 14 4 60. .14737 






GI Descrip . . 


. (AFH4171) TNP2-like protein 


l [Sorghum 


bicolor] 






Seq. No. 


57410 




Seq. ID 


OJ000350_49.0414 , 


,C7 




Gene No. 


120161 




Strand 








Start 


3437 




End 


19958 - ■ 






Name 


OJ000350 49.04l4.C7. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


10443 




End 


11740 - 1 




fil' 


GI 


none 




Score 


41 






Exons 


10443. . 10535, 10460. 


. 10531, 


10533. .10589, 10537 .. 10590, 




?s 




10594 . . 10674, 10596. 


. 10712, 


10603. .1074 3, 10614. .10742, 








10690. . 10785, 10722. 


. 10781, 


10787. . 10852, 10788. . 1082 9, 




lJ 




10792 . . 10833, 10827 . 


. 11231, 


1084 3. . 11235, 11222. . 11527, 




W 




H23l. . H734, H232. 


. 11735, 


11555. .11740 




f i £ 


Seq. No. 


57410 




Seq. ID 


OJ000350_49.0414 . 


.C7 




Gene No. - 


120161 




Strand 








Start 


3437 




End 


19958 ■ 






Name 


OJ000350 49.04l4.C7. 


o2.tc 


• Method 


TBLASTX: Cress 






•Start' 


HOlO 




End 


. 11451 






GI 


none 




Score 


103 






Exons 


H010. .11231, H010. 


.11231, 


11014. .11235, 11222. .11437,- 








H231. .11443, H232. 


.11447, 


11269. .11451, 11304. .114 47 






Seq. No. 


57410 




Seq. ID 


. OJ000350_49.0414. 


.C7 




Gene No. 


.120161 




Strand 








Start 


3437 




End 


19958' 






Name-' 


OJ000350 49.04l4.C7. 


o4 . tm 


Method 


TBLASTX: Maize ■ 






Start 


H378 




End 


11692 






GI 


none 




Score 


117 






Exons 


H378. .11692, H406. 


.11681 










Seq. No. 


57410 




Seq. ID 


OJ000350_49.0414 . 


,C7 




Gene No . 


120161 




Strand 








Start 


3437 




End 


19958 






Name 


OJ000350 49.04l4.C7. 


o4 . tw 


Method 


TBLASTX: Wheat 






Start 


H74l 




End 


12144 






GI 


none 




Score 


54 






Exons 


H741. .11821, H751. 


.11822, 


11855. .12022, 11855. .12049, 








11895. .12056, 12025. 


.12075, 


12027. .12071, 12081. .12143, 





57903 




12094 . .12144 





Seq. No. 


D 1 4 10 




Seq. ID 


/ftTAAAftCA A Ok ft A 1 A 

UJUUUJoU 39.U414 


. C / 




Gene No. 


t ft n i c i 

120161 




Strand 








Start 


34 37 




End 


1 ft ft c o 

19958 






Name 


ATftAA'iCft A ft A X 1 yi ft 

OJ000350 4.9 . 04 14 . C7 


« ft 4- « 

. o3 . ts 


Method 


TBLASTX : Soybean 






Start 


1 ft 1 H ft 




£ina 


1 ft A 1 Q 

LZ 4 i y 






GI 


none 




Score 


ftftft- ■■ 

200 






Exons 


12177. . 12419 












Seq. No. 


C ft A 1 A 

o / 4 10 




Seq. ID 


OJ000350_49.0414 


. c / 




Gene No. 


T ft A 1 /T 1 

120161 




Strand 








Start 


ft /I ft ft 




End 


19958 






Name 


a ta rrn o c n " a ft ' a ^ i >t oft 

OJ000350 4 9.0414. C/, 


« ft 4- ™ 

. o3 . tm 


Method 


TBLASTX: Maize ■ 






Start 


12249 




End 


12705 






GI 


none 




Score 


120 






Exons 


1 ft ft ^ A. i ft vi >i ft i ft /i c ft 

12249 .. 12443, 12453, 


1 ft /" ft c 

. . 12695, 


12454. .12705 






Seq. No. 


57410 




Seq. ID 


OJ000350_49;0414 


.C7 




Gene No. ' 


120161 




Strand 








Start 


3437 




End 


19958 






Name 


^TAAAftCA /ft A /I 1 /I /-i ~7 

OJ000350 49. 0414. C7, 


. o2 . tw 


Method 


TBLASTX :Wheat 






Start 


i ft ft o ft 

12283 




End 


12752 




Vb? 


GI 


none 




Score 


169 






Exons 


ioooo i o/ioft i ft ft o ft 

12283 .. 12489, 12283, 


1 ft A ftft 

. . 124 92 , 


12288. .12512, 124 84. .12585,. 








1 ft /I A A "1 A C O ft 1 ft yl A ft 

124 90 .. 12582, 12492, 


. . 12587 , 


12492. .12590, 1257 6 .. 12698 , 




= 




12594. .1-2698, 12598, 


. .12699, 


12 696. . 12752, 12700. .1274 4 




% : =r 


Seq. No. 


5/410 




Seq. ID 


OJ000350_49.0414 


. c / 


: : = 
~ ■ =? 


Gene No . 


1 ft A 1 /" 1 

120161 




Strand 






w 


Start 


ft >1 ft ft 

34 37 




End 


19958 




r : § 


Name 


/ftTAAAftCA /1ft ft/IT/l /-< ^7 

OJ000350 49. 0414. C7. 


. o3 . tc 


Method 


TBLASTX: Cress 






Start 


1 ft C /I ft 

12540 




End 


12888 






GI 


none 




Score 


87 






Exons 


1 ft C /I A 1 ft O O 1 1 ft C /I it 

12540 .. 12881 , 12544. 


, . 12687 , 


12736. . 1281 


38 






Seq. No. 


. 57410 




Seq. ID 


OJ000350_4 9.". 0414 


.C7 




Gene No . 


i ft ft i /" i 
120161 




Strand. 






- ^ 


Start 


ft .rt ft ft 

3437 




End 


19958 






Name 


/ftTAAAftCA A ft A /I 1 /I /i ft 

OJ000350 49. 0414. C7. 


. o2 . ts 


Method 


TBLASTX: Soybean 






Start 


i ft ft i 
12621 




End 


13050 






GI 


none 




Score 


92 






Exons 


1 ft ft 1 1 ft O 1 ft 1 ft ft ft 

12 62 1 . . 12 91 / , 12639. 


1 ft O C 1 

■ . 12851 , 


12640. . 128? 


35, 12912. .12974, 








12975. .13049, 12991. 


. . 13050 ' 










Seq. No. 


57410 




. Seq. ID 


OJ000350_49.0414 


. C7 




Gene No. 


120161 




Strand 








Start 


3437 




End 


19958 






Name 


ojonnTftO 0414 ci 


\J J ■ u w 


Method 


TBLASTX: Wheat 






Start 


12966 




End 


13316 






GI 


none 




Score 


162 






Exons 


12966. .13223, 12978. 


.13232, 


12991. .13224, 13215. .13316 






Seq. No. 


57410 




Seq. ID 


OJ000350_49.0414 


,C7 




Gene No. 


■ 120161 




Strand 








Start 


3437 




End 


19958 






Name 


OJ000350 49. 0414. C7. 


ol. ts 


Method 


TBLASTX: Soybean 





57904 



Start 
GI 

Exons 



14453 End 15266 

none Score 63 

14453. .14677, 14705 .. 14830, 14745 .. 14 8 19, 14831 .. 14899, 

14835.. 14900, 14957.. 15265, 15099.. 15266 



Seq. No. 57410 

Gene No. 120161 

Start • 3437 

Name OJ000350_4 9 . 04 14 . C7 . ol . tc 

Start 14468 

GI none 

Exons 14468. . 14683, 1474 4 .. 14824 , 
15098. .15259, 15099. .15260 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_49.0414.C7 
19958 

TBLASTX :'Cress 

15260 

104 



14819. . 14 899, 14 906'. .1504 9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57410 Seq. ID 

120161 Strand 

3437 End 

OJ000350_4 9.0414 .C7.o2.np Method 

14507 End 

7271876 Score 
14507. .15273, 16197. .16248 

(AF239617) beta-1 , 3-glucanase [Vitis vinifera] 



OJ000350_49.0414.C7 

19958 
AAT/NAP 
16248 
538 



57410 

120161 

3437 

OJ000350_4 9. 0414 .C7.ol.tm 

14846 

none 

14846. .15049, 14846 .. 1504 9, 
15150. .15272, 15151. .15276, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 49. 0414. C7 



19958 

TBLASTX: Maize 
15276 

134 -.. • 

15092. .15268, 15096 152 69, 
15154. .15273 



Seq. No. 57410 

Gene No. 120161 

Start 3437 

Name OJ000350_4 9 . 04 14 . C7 . o7 . tw 

Start "14879 * 

GI hone 

Exons 14879. .14974, 14879 14 974 , 14978 
15089. .15232, 15099. .15227 



Seq. ID OJ000350_49.0414.C7 
Strand 

End 19958 

Method TBLASTX : Wheat 

End 15232 

Score 98 

15022, 14979. .15002, 



Seq. No. 57410 
Gene No. ' 120161 
Start 3437 

Name OJ000350_4 9 . 0414 . C7 . o3 . gs 

Start 15492 
GI none 
Exons 154 92, 

16832. 

17767. 

19622. 



,15654, 16237. 

,16963, 17054. 

,18065, 18159. 
, 19819 



,16363, 
,17091, 
,18569, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16514 

17157 



OJ000350 49. 0414. C7 



19958 
GENSCAN . 
19819 
.73 

16716,. 16721, 
17339, 17432, 



18654. .18990, 19096, 



16768, 
17690, 
19246, 



Seq. No. 57410 Seq. ID 

Gene No. 120161 Strand 

Start 3437 End 

Name OJ000350_4 9 . 0414 . C7 . 06 . gp Method 

Start 15925 End 



OJ000350_49.0414 .C7 

19958 

AAT/GAP 

16378 



57905 



GI LIB3431-045-P1-N1-A10 Score 872 

Exons 15925. . 16378 

GI Descrip. ' 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosc-me 2, clone : P0437H03 (contig b) 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * 

Exons 

GI Descrip. 



Seq. ID 

Strand 
• End ' 

Method 

End 

Score 
17054. .17077, 
18654. .18990, 



OJ000350 49. 0414. C7 



57410 
120161 
3437 

OJ000350_4 9.0414.C7.o4.hp' 
16482 
5441880 

16482. .16716, 1 6832 .. 16963, 17054 .. 17077 , 17 114 . .17 187 , ' 
17432. .17690, 177 67 .. 18065, 18 654 .. 18 990, 1 9096 1924 6, 
19742. .19958 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



19958 
AAT/NAP 
19958 
2739 

17114 , 
19096, 



.57410 
120161 
3437 

OJ000350_4 9 . 04 14 . C7 . o7 . gp 
17440 

LIB3475-007-P1-K1-G8 

174 40. .17 690, 17767. .17 939 

1 5441880/dbj |BAA82378.1| 5, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_49.0414.C7 

19958 * 
AAT/GAP 
17939 
789 



Oe-75 (AP000367) EST C28 952 (C6294 5 ) 



corresponds to a region of the predicted gene.; Similar to maize 
t-ransposon"MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 57411 ' Seq. ID OJ000350_4 9 . 04 14 . C8 

Gene No. 120162 Strand + 

Start 2714 End 2840 

Name OJ000350_49. 0414 .08 . o2 .gp Method AAT/GAP 

Start 2714 End 2840 

GI 7406_1.R1084 Score 153 

Exons 2714.. 2840*' 

GI Descrip. . , 1122315/emb | CAA639011 7.0e-10 (X94191) heat shock protein 17.0 

„ -• [Pennisetum glaucum] 1 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



57411 Seq. ID O J000350_4 9 . 04 14 . C8 

120163 Strand 

1 End 2275 

OJ000350_49. 0414 .C8..ol.np . Method . AAT/NAP ..... 

1 ' End ' 2275 

7228442 Score . 3952 

1.-2275 

(AP001366) EST 028952(062945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 57411 Seq. ID 

Gene No. 120163 Strand 

Start 1 . * End 

Name OJ000350_4 9 . 04 14 . 08 . ol . gs Method 

Start 134 End 

GI none Score 

Exons 134.. 2275 . 



OJ000350_49.0414 .08 

2275 
GENSCAN 
2275 
.75 



57906 





Seq. No. 


57411 


Seq. ID 


OJ000350_49.0414 


.C8 




Gene No. 


120163 


Strand 








Start 


1 


End ' 


2275 






Name 


OJ000350_4 9i 0414 . C8 .ol . tw 


Method 


TBLASTX: Wheat 






Start 


587 


End* 


967 






GI 


* none 


Score 


79 






Exons 


587. .763, 617. .763, 648. .767, 


761./.958, 773. .967 






Seq. No. 


57411 


Seq. ID 


OJ000350_49.0414 , 


.C8 




Gene No. 


120163 


Strand 








Start 


1 


End 


2275 






Name 


OJ000350 49.0414.C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


665 


End ' '. 


1261 .' 






GI 


none 


Score 


151 






Exons 


665. .736, 800. .1099, 861. .1082, 1133.. 


1261, 1155. .1253 






Seq. No. 


57411 


Seq. ID 


OJ000350_49.0414, 


.C8 




Gene No. 


120163 


Strand 








Start 


1 


End 


2275 






Name 


OJ000350 49.0414.C8.ol.gp 


Method 


AAT/GAP 






Start 


787 


End 


1218 






GI 


5701669 


Score 


841 






Exons 


787. .1218 










GI Descrip. 


544188,0/dbj |BAA82378. 1 | 5.0e- 


75 (AP000367) EST -C28952 (C62945 ) 






corresponds to a region of . the predicted gene.; Similar 


to maize 


Hi 




transposon MuDR mudrA protein 


.. (AC003981) [Oryza sativa; 


1 




Seq. No. 


57412 


Seq. ID 


OJ000350_49.0414 , 


.C9 


Vi 


Gene No. 


120164 


Strand 


+ 




: 

^ : =? 


Start 


2312 


End 


2427 




PIS 


Name 


OJ000350 49.0414.C9.ol.np 


Method 


AAT/NAP 




: =~ 


Start 


2312 


End 


2427 




a 


GI 


6815099 


Score 


94 






Exons 


2312. .2427 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


57412 " 


Seq. ID 


OJ'000350_49..0414 , 


,C9 




Gene No . 


120165 


Strand 


+ 




r ,*s 


Start 


7619 


End 


7680 






Name 


OJ000350 49.0414.C9.ol.gp 


Method 


AAT/GAP 






Start 


7619 


End 


7680 






GI 


2312838 


Score 


. 67 . 






Exons 


7619.:7680 * 










GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon - 








4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 





Seq. No. 57412 Seq. ID 

Gene No. 120166 Strand 

Start 11172 End 

Name OJ000350_4 9 . 0414 . C9 . o2 . gp Method 

Start 11172 End 

GI 38782_1.R1084 Score 

Exons 11172.. 11678 

GI Descrip. ' 606964 3/dbj I AP00061 6 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



OJ000350_49.0414.C9 

+ 

11678 
AAT/GAP 
11678 
786 



57907 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI ■ 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57412 

120167 

16283 

OJ000350_4 9.0414.C9.o4.np 

16283 

6983857 



Seq. ID OJ000350_49.0414.C9 

Strand + 

End ,18116 . 

Method AAT/NAP 

End 18116 

Score 1571 



16283. .16400, 164 64 .. 17025, 17196 .. 17655, 17687. 
(AP001168) hypothetical protein [Oryza sativa] 



18116 



57412 
120168 
23431 
OJ000350 
23431 
none 
23431 
25125 
26028 



_49. 0414.C9.o6.gs 



23515, 23990. 
25270, 25355. 
26099, 26252. 



,24037, 
,25429, 
,28624 



Seq. ID OJ000350_49.0414 ( 

Strand + 

End 30627 

Method GENSCAN 

End 28624 ■ 

Score .49' 
24726. .24833, 24 942 .. 25022 , 
25651. .25800, 25887 .. 2594 6, 



C9 



14 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57412 

120168 

23431 

OJ000350_4 9 . 04.14 . C9 . o7 . np 

25304 

6539581 

25304. .25419, 26224 



Seq. ID 
Strand 
End 

Method 
End • 
Score 

26805. .28667, 30527.. 30627 
(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



OJ000350_49.0414 ,C9 
+ 

30627 
AAT/NAP 
30627 
1755 



.26699, 



57412 Seq. ID 

120169 Strand 

7119 End 

OJ000350_4 9. 0414 .C9.o2.gs Method 

7119 End 

none Score 

7119. .7123, 8152. .8275 



OJ000350_49.0414'.C9 

9762 
GENSCAN 
8275 
.56 



•57412 ' ' Seq. ' ID 

120169 Strand 

7119 End 

OJ000350_49.0414 .C9.o2.np Method 

7906 End 

.6983857 . ... Score .. 

7906.. 8350, 8382.. 8840, 9011.. 9572, 



OJ000350_49.04'14.C9 

97 62 
AAT/NAP 
9762 
. 128.1 .. 
9635.. 9762 



(AP001168) hypothetical protein [Oryza sativa] 



57412 Seq. ID 

120169 Strand 

7119 End 

OJ000350_49.0414.C9.o3.gs Method 

8991 End 

none Score 

8991.. 9431, 9526.. 9564 



OJ000350_49.0414.C9 

9762 
GENSCAN 
9564 
.47 



Seq. No. 
Gene No. 
Start 



57412 

120170 

10443 



Seq. ID 

Strand 

End 



OJ000350 49. 0414. C9 



11424 



57908 



Name 


OJ000350 4 9 . 04 14 . C9 . o3 . np 


Method 


.AAT/NAP 






Start 


10443 


End 


11424 






GI 


4680186 


Score 


204 






Exons 


10443 .. 10864 ; 11366. .11424 










GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 






Seq. No. 


57412 


Seq. ID 


OJ000350_ 


_49.0414 


.C9 


Gene No. 


120171 


Strand 








Start 


18638 


End 


22061 ' 






Name 


OJ000350 49.0414.C9.o5.gs 


Method 


GENSCAN 






Start 


18638 


End 


22061 






GI 


none 


Score 


.52 






Exons 


18638. . 19578, 19709 2064 4 , 22055.. 22061 






Seq. No. 


57412 


Seq. ID 


OJ000350_ 


4 9.0414 


.C9 


Gene No. 


120171 


Strand 








Start 


18638 


End 


22061 






Name 


OJ000350 49.0414.C9.o5.np 


Method 


AAT/NAP 






Start 


18647 


End 


19654 






GI 


4097938 ■ 


Score 


1185 






Exons 


18647. .19654 










GI Descrip. 


(U72250) beta-1 , 3-glucanase precursor 


[Oryza sativa] 




Seq. No. 


57412 ■ 


Seq. ID 


OJ000350_ 


49.0414 


.C9 


Gene No. 


120171 


Strand , 








Start 


18638 


End 


22061 






Name 


OJ0003B0 49.0414.C9.o6.np 


Method 


AAT/NAP 






Start 


18704 


End 


19573 






GI ; 


3037080 


Score 


1020 






Exons 


18704. .19573 . 










GI Descrip. 


(AF055328) glucan endo-1,3 


-beta-glucosidase isoenzyme I 


[Hordeum 




vulgare] 










Seq. No. 


57412 


Seq. ID 


OJ000350_ 


49.0414 


.C9 


Gene No. 


120171 


Strand 








Start 


18638 


End 


22061 






Name 


OJ000350 4 9.0414.C9.o4.gp 


Method 


AAT/GAP . 






Start 


19410 


' End 


19879 






GI 


428180 


Score 


632 






Exons 


19410. .19593, 19709.. 19879 










GI Descrip. 


3037080 2.0e-18 (AF055328) 


glucan endo- 


-1 , 3-beta- 


■glucosidase 




isoenzyme I [Hordeum vulgare] 








Seq. No. 


57412 


Seq. ID 


OJ000350_ 


49.0414 


.C9 


Gene No. 


120171 


Strand 








Start 


18638 


End 


22061 






Name 


OJ000350 49.0414.C9.o5.gp 


Method 


AAT/GAP 






Start 


20413 


End 


20795 






GI 


70701 1.R1084 


Score 


406 






Exons 


20413. .20644, 20768.. 20795 










GI Descrip. 


•5441880/dbj IBAA82378.il 5 


.Oe-75 (AP000367) EST 


C28952 (C62945) 




corresponds to a region of 


the predicted gene.; 


Similar 


to maize 




transposon MuDR mudrA protein. (AC003981)* [Oryza 


sativa" 


] 1 


Seq. No. 


57412 


Seq. ID 


OJ000350_ 


49.0414, 


.C9 


Gene No. 


120171 


Strand 








Start 


18638 


End 


22061 







57909 




Name OJ000350__49 . 0414 . C9 . 06 . gp Method AAT/GAP 

Start 20482 End 20867 

GI 70701_1.R1084 Score 450 

Exons 20482. .20644, 20768.. 20867 

GI Descrip. • ' 5441 880/dbj-l BAA82 378 . 1,) 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] * 



Seq. No. 


57412 






Seq; ID 


OJ0'00350_49.0414 


Gene No. 


120172 






Strand 




Start 


29056 






End 


30858 


Name 


• OJ000350 49. 0414. C9 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


18633 






End 


19988 


GI 


■ none 






• Score 


236 


Exons 


18633. , 


.18878, 18647 


i 0 n 0 0 


19708. .19983, 19710. .19988 


Seq. No. 


57412 






Seq. ID 


OJ000350_49.0414 


Gene No . 


120172 






Strand 




Start 


29056 






End 


30858 


Name 


OJ000350 49. 0414. C9 


. 01 . tc 


Method 


TBLASTX: Cress. 


Start 


18644 






End 


20649 


GI 


none 






Score 


95 


Exons 


1864.4. , 


.18982, 18977 


. .19123, 


19121. .19201, 19208. . 19351, 




19394. , 


.19618, 19713 


. .19760, 


1977 9. .19820, ■ 19824. .20042, 




19825. , 


.2000.4, 20046 


. .20288, 


"20065. .20268, 2024 5 .. 20472 , 




20253. . 


.20471, 20469 


. .20636, 


20479. .20649 


Seq. No. 


57412 ... 






Seq. ID 


OJ000350_49.0414 


Gene No. 


120172 






Strand 




Start 


29056 






End 


30858 


Name 


OJ000350 49. 0414. C9 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


18644 






End 


20099 


GI 


none 






Score 


353 


Exons 


18644. . 


.19039, 18663 


. . 19040, 


19699. .20004, 19713. .20099, 



20052. .20099 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



57412 
120172' 
29056 

OJ000350_4 9.0414.C9.ol.ts 
18644 



none 
18644. 
19004. 
19271. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000350 4 9..04J4..C9. 



,18766, 18666. 
19132, 19005. 
,19351, 19284. 



19726. .19827, 19827, 



30858 

TBLASTX : Soybean 
20636 
102 

18973, 18837. . 1887S, 
19207, 19137. .19223/ 
19316,. 19412. .19573, 19710 .. 19826, 
20021, 19885. .20004, 20064 .. 20138 , 



,18767,. 18767. 
, 19100, 19130. 



20064 . .20336, 2034 0 . . 204 47 , 20478. .20636 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57412 Seq. ID 

120172 Strand 

29056 End 

OJ00035.0_4 9.0414 .C9.o2.tm Method 

19148 End 

none Score' 



OJ000350_49.0414 .C9 
30858 

TBLASTX: Maize 

20640 

169 



19148. .19402, 19158. .19355, 19321 .. 19368 , 19355 .. 1957 9, 
19403. .19576, 19434 19631, 194 62 .. 19587 , 20217 .. 20270, 
20220. .20273, 20281 204 69, 20283 204 68 , 204 24 .. 20636, 



57910 




20461. .20640 



Seq. No. 


57412 




Seq. ID 


OJ000350_49.0414 


.C9 


Gene No . 


120172 




Strand 






Start 


29056- 




End 


30858 




Name 


OJ000350 49. 0414. C9. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19181 




End 


20612 




GI 


none *** 




Score 


86 




Exons 


19i81 .*. 19276, ' 19182. 


.19277, 


19280. .19324, 1 9281 .: 19313, 






19360 . . 19380, 19361 . 


.19384, 


19364. .19522, 1 9385 .. 19534 , 






19410. . 19535, 20280. 


.20345, 


20284. .20355, 20352 .. 20381 , 






20397. .20462, 20472. 


.20612, 


20511. .20612 




Seq. No. 


57412 




Seq. ID 


OJ000350_49.0414 


. C9 


Gene No. 


120172 




Strand 






Start 


29056 




End 


30858 




Name 


OJ000350_4 9. 0414 . C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


26776 




End 


27001 ■ 




GI - 


none 




Score 


208 




Exons 


26776. .26925, 26783. 


.27001, 


26783.. 26932 




Seq. No. 


57412 




Seq. ID 


OJ000350_49.0414 , 


,C9 


Gene No. 


120172 




Strand 






-Start 


29056 




End 


30858 




Name 


■OJ000350_4,9. 0414 .C9. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


26780 




' End 


27169 




GI 


none 




Score 


71 




Exons 


-26780. .26878, 26855. 


.27169, 


27038.. 27169 . 




Seq. No. 


57412 . 




Seq. ID 


OJ000350_49.0414, 


.C9 


Gene No. 


120172 




Strand 






Start 


29056 




End 


30858 




Name 


OJ000350_4 9.0414 .C9. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


26996 




End 


27322 




GI 


none 




Score 


232 




Exons 


26996. .27232, 27005. 


.27322, 


27028. .27312 




Seq. No. 


57412 




Seq. ID 


OJ000350_49.0414. 


.C9 


Gene No. 


120172 




Strand 






Start 


29056 




End 


30858 




Name 


OJ000350 49. 0414. C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


. 27005 . 




End ; 


27402 




GI 


none 




Score 


311 




Exons 


27005. .27388, 27095, 


.27370, 


27106. .27402 




Seq. No. 


57412 




Seq. ID 


OJ000350_49.0414. 


.C9 


Gene No. 


120172 




Strand 






Start 


29056 




End 


30858 




Name 


OJ000350 49. 0414. C9. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


27064 




End 


27769 




GI 


none 




Score 


306 




Exons 


27064. .27354, 27065. 


.27409, 


27455. .27613, 27701. .27769 




Seq. No. 


57412 . 




Seq. ID 


■OJ000350_49.0414. 


,C9 


Gene No. 


120172 




Strand * 






Start 


29056 




End 


'30858 




Name 


OJ000350 49. 0414. C9. 


o2. tw 


Method 


TBLASTX: Wheat 





57911 




Start 


27238 


End 


27676 




GI 


none 


Score 


186 




Exons 


27238. .27414, 27239.. 27433, 


27430. .27675, 27434. .27676 




Seq. No. 


57412 


Seq." ID 


OJ00.0350_49.0414 . 


C9 


Gene No. 


120172 


Strand 






Start 


29056 


End 


30858 




Name 


OJ000350_4 9 . 0414 . C9.o7 .gs ' 


Method 


GENSCAN 




Start 


29056 


End 


30858 




GI 


none 


Score 


.57 




Exons 


29056. .29079, 29316. .29477, 


30288. .30419, 30687.. 30858 




Seq. No. 


57413 


Seq. ID 


OJ000350_49.0414. 


C10 


Gene No. 


120173 ' 


Strand 


+ 




Start 


7409 


End 


8469 




Name 


OJ000350 49.0414 .C10. o2.np 


Method 


AAT/NAP 




Start 


7409 


End 


8469 




GI 


5803254 


Score 


678 




Exons 


7409.. 8215, 8295.. 8469 








GI Descrip. 


(AP000399) ESTs C9742 9 (C60159) , D22427 


(C11106) , 






AU078031 (E31854) ,D15683 (C108 


4) correspond to a region of 


thi 




predicted gene; hypothetical 


protein 


[Oryza sativa] 





Seq. No. 


57413 








Seq. ID 


OJ000350_49. 0414 .C10 


Gene No . , 


120174 








Strand 




Start 


1 








' End 


5957 


Name 


OJ000350 49. 


0414 


.ClO.ol, 


.np 


Method 


AAT/NAP 


Start 


1 








End 


2564 


GI 


6539580 








Score 


574 


Exons 


1..56, 1317.. 


.1545, 1659, 


. .1843, 1938. .2564 


GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


57413 








Seq. ID . 


OJ000350_49. 0414. C10 


Gene No. 


120174 








Strand 




Start 


1 








End 


5957 


Name 


OJ000350 49. 


0414 


.ClO.ol. 


.gs 


Method 


GENSCAN 


Start 


.41 








End 


595? 


GI- 


none 








Score 


.87 > 


Exons 


- 41. .146, 234 


. .359, 482. , 


,708, 


789. .860, 


934. .1003, 1076. .1152, 




1241. .1559, 


1670 


. .1843, 


1938. 


.2564, 4009. .4071, 4160. .4258, 




5638. ^5848, 


5899 


. .5957 








Seq. No. 


57413 








Seq. ID 


OJ000350_4 9. 0414 .CIO . 


Gene No. 


120175 








Strand 




Start 


8 624 








End - 


11114' 


Name 


OJ000350 49. 


0414 


.C10.o3. 


.tm 


Method 


TBLASTX: Maize 


Start 


7831 








End 


8465 


GI 


none 








Score 


162 


Exons 


7831. .8058, 


7838 


. .8068, 


8102. 


.8215, 8305. .8403, 8307. .8465, 




8307. .8450, 


8315 


. .8464 








Seq. No. 


57413 








Seq. ID 


OJ000350_49. 0414 .C10 


Gene No. 


120175 








Strand 




Start 


'8624 








End 


11114 


Name 


OJ000350 49. 


0414 


.ClO.ol. 


■ ts 


Method 


TBLASTX: Soybean 


Start' 


8612 








End 


9286 


.GI 


none 








Score 


55 



57912 






Exons 


O d O Q. O O 

oblz . . y^o b, 


8 613 


o s~ r c\ 

. . ooo9, 


o7 66 . 


. oo 61, o 


94 3. .928 4 




Seq. No. 


O / 4 1j 








Seq. ID 


OJUUUooU 49.U414.C1U 




. Gene No . 


120175 








Strand 






Start 


8624 








End 


11114 




■ Name 


OJ000350 49. 


0414 


.C10.O3, 


.np 


Method 


AAT/NAP 




Start 


8624 








End 


1111/1 
11114 




GI 


4586028 








Score 


1 A 1- O • ■ ■ 

141o 




Exons 


8624 . . 10480, 


' 10866. .11114 








GI Descrip. 


(ACOO7109) putative retroelement pol ] 


• 

polyprotein [Arabidops. 






thaliana] 














Seq. No. 


57 413 








Seq. ID 


OJ000350_49.0414 .CIO 




Gene No. 


•120175 








Strand 






Start 


8 624' 








End 


11114 




Name 


OJ000350 49. 


0414 


.C10 .o2 , 


. tc 


Method 


. TBLASTX: Cress 




Start 


8640 








End 


9295 




GI 


none 








Score 


89 




Exons 


8640. .8858, 


8645 


. .8866, 


8915. 


.9022,' 9023. .9094, 9122. .9295 




Seq. No. 


57413 








Seq. ID 


OJ000350_49. 0414 .C10 




Gene No'. 


120175 








Strand 






Start 


8624 








End 


11114 




Name 


OJ000350 49. 


0414 


.ClO.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


8642 








End 


9304 


V 2 


GI 


none 








Score 


75 


fit 


Exons 


8642. ..8872, 


8697 


. .8876, 


8912. 


.9304, 8949.. 9050, 9093.,. 9281 




Seq. No. 


57413 








Seq. ID 


OJ000350_49. 0414. C10 


W 


Gene No. 


120175 








Strand 






Start 


8624 








End 


11114 


ru 


Name 


OJ000350 49. 


0414 


.C10.o2, 


. tw 


Method 


TBLASTX: Wheat 




Start 


9050 








End 


9436 


3 


GI 


none 








Score 


46 




Exons 


9050. .9307., 


9061 


. .9099, 


9165. 


.9290, 9315. .9416, 9317. .9436 


: 


Seq. No. 


57413 








Seq. ID 


OJ000350_49. 041*4 .C10 




Gene No. 


120175 








Strand 






.Start 


8624 








End 


11114 




Name 


OJ000350 49. 


0414 


.C10.o4 . 


, ts 


Method 


TBLASTX: Soybean 




Start 


9305 








End 


9493 




GI 


none . . . 








Score 


119 ..... 




Exons 


..9305., 9493, 


9348 


. .94 91 










Seq. No. 


57413 








Seq. ID 


OJ000350_49. 0.414. C10 




Gene No. 


120175 








Strand 






Start 


8624 








End 


11114 




Name 


OJ000350 49. 


0414 


.C10.O4. 


, tm 


Method 


TBLASTX: Maize 




Start 


9413 








End 


9775 




GI 


none 








Score 


255 




Exons 


9413. .9775 














Seq. No. 


57413 








Seq. ID 


OJ000350_49. 0414. C10 




Gene No. 


120175 








Strand 






Start 


• 8624 








End 


11114 




Name 


OJ000350 49. 


0414 , 


.ClO.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9446 








End 


9993 



57913 




GI 


none 


Score 


61 




Exons 


9446. .9577, 9446.-9658, 9647. 


.9775, 9774. .9992, 9880. .9993 


Seq. No. 


57413 


Seq. ID 


OJ000350_4,9.0414 


.C10 


Gene No. 


120175 


Strand 






Start 


8624 


End 


11114 




Name 


OJ000350__4 9. 0414 .CIO .o2 . ts 


Method 


TBLASTX : Soybean 




Start 


9662 ... 


End ' 


10157 




GI 


5509260 


Score 


54 ' 




Exons 


9662. .9775, 9681. .9776, 9771. 


.10157, 9772. .9834, 9880.. 


10140 


GI Descrip. 










Seq. No. 


57413 


Seq. ID 


OJ000350 49.0414 


.C10* 


Gene No. 


' 120175 


Strand 






Start 


8624 


End 


11114 




Name 


OJ000350 4 9.0414 .C10. ol. tc 


Method 


TBLASTX: Cress 




Start 


9774 


End 


10043 




GI 


none 


Score 


138 




Exons 


9774. .10043, 97 93.. 10038 








Seq. No. 


57413 


Seq. ID 


OJ000350_4 9.0414 


.C10 


Gene No. 


120175 


Strand 






Start 


8624 


End 


11114 




Name 


OJ000350_49. 0414'. C10. o2.tm . 


Method 


TBLASTX: Maize 




Start 


9813 *" 


End 


10133 




GI 


none 


Score 


175 




Exons 


9813.. 10133, 98 25.. 10133 








Seq. No. 


57413 


Seq. ID 


OJ000350_4 9 . 04 14 


.C10 


Gene No. 


120175 


Strand 






Start 


8624 


End 


11114 




Name 


OJ000350_4 9. 0414 .C10 .o3. ts 


Method 


TBLASTX : Soybean 




Start 


10844 


End 


10999 




GI 


none 


Score 


72 




Exons 


10 844.. 10999, 10 920.. 10991 








Seq. No. 


57414 • . 


• 

Seq. ID 


OJ000350 49. 0414 


,C11\ 


Gene No. 


120176 


Strand 






Start 


2914 


End 


3510 




Name 


OJ000350_4 9. 0414. Cll. o2.tm 


Method 


TBLASTX: Maize 




Start 


4 


End 


346 




GI 


none 


Score 


141 




Exons 


4 . .216, 4 . . 336, 8 . . 346 








Seq." No. ■ 


57414 


Seq/ ID 


. OJ000350_49.0414 


.Cll * 


Gene No. 


120176 


Strand 






Start 


2914 


End 


3510 




Name 


OJ000350_4 9 . 0414.Cll.o3.tm 


Method 


TBLASTX: Maize 




Start 


448 


End 


701 




GI 


none 


Score 


214 




Exons 


448. .678, 449. .685, 462. .701, 


463. .687 


, 564. .695 




Seq. No. 


57414 


Seq. ID 


OJ000350_49.0414 


.Cll 


Gene No. 


120176 


Strand 






Start 


2914 


End 


3510 




Name 


OJ000350 49.0414.Cll.o4.tm 


Method 


TBLASTX: Maize 




Start 


1525 


End 


1707 





57914 



GI 

Exons 



none 

1525. .1707, 1527. .1697 



Score 



129 



Seq. No. 57414 

Gene No. 120176" 

Start 2914 

Name OJ000350_4 9 . 0414 . Cll . ol . gp 

Start 2914 

GI 3767348 

Exons 2914.. 3288 
GI Descrip. 



Seq. ID - OJ000350_49.0414 .Cll 
Strand 

End 3510 
Method AAT/GAP 
End . . . 328 8 ; 
Score ' 590 



322838/pir | UC1438 5.0e-27 glucan endo-1, 3-beta-D-glucosidase 



(EC 3.2.1.39) V - barley 





Seq. No. 


57414 








Seq. ID 


OJ000350_49.04'14 , 


;C11 




Gene No. 


120176 








Strand 








Start 


2914 








End 


3510 






Name 


OJ000350 49. 


0414 


.Cll. 


o2.gs 


Method 


GENSCAN 






Start 


3073 








End 


3438 






' GI 


none 








Score 


.88 






Exons 


3073. .3438 
















Seq. No. 


57414 








Seq. ID 


OJ000350_49.0414 . 


.Cll 




Gene No. 


120176. 








- Strand 






13 


• Start 


2914 








End 


3510 






Name 


OJ000350 49. 


0414 


.Cll. 


o4 . np- 


Method 


AAT/NAP 




r • : 


Start 


3079 








End 


3510 






GI 


1352328 








Score 


583 






Exons 


3079. .3510 
















GI Descrip. 


GLUCAN ENDO- 


1,3- 


BETA- 


■GLUCOSIDASE GV ( (1 


->3-) -BETA-GLUCAN 





ENDOHYDROLASE GV) ( ( l->3 ) -BETA-GLUCANASE ISOENZYME GV) 
(BETA-1, 3-ENDOGLUCANASE GV) gi | 1085814 | pir | j S4 6237 glucan 
endo-1, 3-beta-glucosidase - barley gi | 540580 | gb | AAA21564 . 1 | 
(M96939) glucan endo-1, 3-beta-glucosidase [Hordeum vulgare] 





Seq. No. 


57414 








Seq. ID 


00-000350^49.0414 


.Cll 




Gene No. 


120176 








Strand 






h ''S3 


Start 


•2914 








End 


-3510 






Name 


OJ000350 49. 


0414 


.Cll.ol, 


.tw' 


Method 


TBLASTX : Wheat ' 






Start 


3080 








End 


3366 






GI 


none 








Score 


274 






Exons 


3080. .3178, 


3085 


. .3366, 


3089. 


.3361 








Seq, No. 


57414' 








.Seq. ID 


OJ000350_4 9.p414. 


.Cll 




Gene No. 


120176 








Strand 








Start 


2914 








End 


3510 






Name 


OJ000350 49. 


0414 


.Cll.ol, 


,tc ' 


Method 


TBLASTX: Cress 






Start 


3085 








End 


3510 






GI 


none 








Score 


108 






Exons 


3085. .3420, 


3203 


. .3382, 


3424 . 


.3510 







Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 



57414 

120176 

2914 

OJ000350_ 

3085 

none 



49.0414 .Cll.ol. tin 



Seq. ID OJ000350_49. 0414 .Cll 
Strand 
End 

Method 
End 
Score 



3510 

TBLASTX: Maize 

3478 

294 



3085. ,3477, 3086. .3382, 3377. .3478, 3430. .3465 



57915 



Seq. No. 57414 Seq. ID 

Gene No. 120176 Strand 

•Start 2914 End 

.Name OJ000350_49 . 04 14 . Cll . ol . ts Method 

Start 3085 End 

GI none Score 

Exons 3085.. 3204, 3104.. 3205, 3205.. 339.9, 
3465. .3506 



OJ000350_49.0414.C11 
3510 

TBLASTX: Soybean 
3507 
108 

3263.-3382, 3442. .3507, 



Seq. No. 57415 Seq. ID 

Gene No. 120177 Strand 

Start 2373 End 

Name OJ000350_49 . 04 14 . C12 . o2 , : gs . Method 

Start 2373 End 

GI none Score 
Exons 



OJ000350_49.0414 .C12 
+ 

4145 

GENSCAN . ■ ■ 

4145 

.47 



2373. .2466, 3147. .3257, 3325. .3398, 4077. .4145 



Seq. No. 57415 Seq. ID OJ000350 

Gene No. 120178 Strand + 

Start 5634 End 6767 

Name OJ000350_4 9 . 04 14 . C12 . o3 . gs Method GENSCAN 

Start 5634 End 6605- 

'GI none Score .96 

Exons 5634.. 6605 



49.0414.C12 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



-Seq / No. 
Gene No. 
Start 
Name 



57415 Seq. ID OJ000350_4 9 . 04 14 . C12 

120178 Strand + 

5634 End *- 6767 

OJ000350_49.0414 ,C12.o2.'np Method AAT/NAP 

5649 End 6599 

1352328 Score 1163 

5649. . 6599 

GLUCAN ENDO-1, 3-BETA-GLUCOSIDASE ■ GV ( ( l->3 ) -BETA-GLUCAN 
ENDOHYDROLASE GV) . ( ( l->3 ) -BETA-GLUCANASE ISOENZYME GV) 
(BETA-1, 3-ENDOGLUCANASE GV) gi | 1085814 | pir | | S4 6237 glucan 
endo-1, 3-bet'a-glucbsidase -. barley' gi | 54 05-80.1 gb I AAA21564 . 1 1 
(M96939) glucan endo-1, 3-beta-gliicosidase [Hordeum vulgare] 



OJ000350_49.0414.C12 
+ 

6767 
AAT/GAP 
6211 
628 . 



57415 Seq. ID 

120178 Strand 
5634 End 
OJ000350_49,041.4..C12.o'2.gp Method . 
5886 End 
3767347 '. Score. . 

5886. .6211 

1352328/sp|Q02438 |E13E_HORVU 1.0e-31 GLUCAN 

ENDO-1, 3-BETA-GLUCOSIDASE GV (( l->3 ) -BETA-GLUCAN ENDOHYDROLASE 
GV) ( (l->3) -BETA-GLUCANASE ISOENZYME GV) (BETA-1 , 3-ENDOGLUCANASE 

GV) >gi_1085814_pir S46237 glucan endo-1 , 3-beta-glucosidase - 

barley >gi_540580 (M96939) glucan endo-1 , 3-beta-glucosidase 
[Hordeum vulgare] 



57415 Seq. ID 

120178 Strand 

5634 End 

OJ000350_4 9.0414 .C12.o3.gp Method 



OJ000350_49. 0*414 .C12 
+ 

6767 
AAT/GAP 



57916 



Start 6390 End 6767 

GI 3767348 Score 641 

Exons 6390.. 67 67 

GI Descrip. 322838/pir | IJC1438 5.0e-27 glucan endo-1 , 3-beta-D-glucosidase 
(EC 3.2.1.39) V- barley 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

G.I 

Exons 



Seq-. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57415 Seq. ID 

120179 Strand " 

7012 End 
OJ000350_4 9. 0414 .C12.o4 .gs Method 

7012 End 

none Score 

7012.. 7217, 7309.. 7383, 7677.. 7791 



OJ000'350_4 9.0414.C12 

■f " 

7791' 

GENSCAN 

7791 

.74 



57415 

120180 

12420 

OJ000350_4 9.0414.C12.o7.gs 
12420 
none 
12420. 
16972. 
18210. 
19152. 
21313. 



,12483, 13586. 

.17037, 17336. 

.18264, 18497. 

.19256, 19379. 

.21331, 21816. 



.13757, 
.17401, 
.18573, 
.19507, 
.22035, 



Seq. ID 
Strand 
End . 
Method 
End 
Score 
15139. .15400, 



OJ000350__49.0414.C12 
+ 



17503. 
18710. 
20698. 
22164. 



17591, 
-18851, 



38891 
GENSCAN 
23288 
.7 

16491, 
17692, 
18941, 



,20834, 20952. 
,22831, 22929. 



57415 
120180 
12420 

OJ000350_4 9.0414 .C12.o6.gp 
15219 

42828__1.R1084 

15219. .15405, 16257. .16388, 
17336. . 17401, 17503.. 17540 . 

, 4006877/emb|CAB16795.1| 6.0e-l? (Z99707) RNA-binding like 
protein [Arabidopsis thaliana] 1 " 



Seq,. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_ 
+ 

38891 
AAT/GAP 
17540 
1047 



.16580, 
. 17737, 
.19080, 
.21212, 
.23288 

49.0414 .C12 



164 91. . 16580, 16972. .17037, 



Seq. No'. ■ 


' 57415 " 




Seq. ID 


Oj0'00350_4 9.0'414 , 


/CI 2 


Gene No. 


120180 . 




Strand 


+ 




Start 


12420 




End 


38891 




Name 


OJ000350 49.0414.C12. 


o4 . np 


Method 


AAT/NAP 




Start 


16473 




End 


19519 




GI 


4006877. 




Score 


.666, . 




Exons 


16473. .16580, 16972. : 


17037, 


17503. .17591, "18498. .18602, 






18705. . 18851, 18947... 


19080, 


19152.-. 19274, 19379.. 19519 




GI Descrip. 


(Z99707) RNA-binding 


like protein [Arabidopsis thaliana] 


1 


Seq. No. 


57415 




Seq. ID 


OJ000350_49.0414 . 


■ C12 


Gene No. 


120180 




Strand 


+ 




Start 


12420 




End 


38891 




Name 


OJ000350 49.0414.C12. 


o7.gp 


Method 


AAT/GAP 




Start 


17688 




End 


19038 




GI 


LIB34 33-037-P1-K1-G2 




Score 


733 




Exons 


' 17688. . 17737, 18210. . 


18264, 


18497. .18573, 18710 .. 18851, 






18941. . 19038 










GI Descrip. 


, 4 006877/emb|CAB167 95 


.11 5. 


Oe-26 (Z99707) RNA-binding like 



protein [Arabidopsis thaliana] 1 



57917 



Seq.. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

■Start 

GI 

Exons 



57415 Seq. ID 

120180 Strand .. 

12420 End 
OJ000350_49. 0414 .C12.o8 . gp Method 

19150 * - End 

45840 1.R1084 Score 



OJ000350_49.0414 .C12 
+ 

38891 
AAT/GAP 
20063 
1152 



19150. .19256, 19379. .19507, 1 9687 .. 20063 ■ 

'4176420/dbj IBAA37167 | "2.0e-l'l (AB'008097) cytochrome P450 
[Arabidopsis thaliana] ' 



57415 Seq. ID 

120180 Strand 

12420 ' End 

OJ000350_4 9.0414 .C12 .o5.np Method 

20734 End 

4262224 Score 



OJ000350_49.0414.C12 
+ 

38891: ; 
AAT/NAP 
29939 
1587 



20734. .20834, 20952 21212 , 21794 22035, 28814 .. 28 995, 
29097. .29516, 29595 .,. 29939 



GI Descrip. (AC006200) putative amino acid permease [Arabidopsis thaliana] 



Seq. No. 57415 
Gene. No. 120180 
Start 12420 

Name ' OJ000350_4 9 . 04 14 . C12 . 08 . gs ■ 

Start 25560 
GI none 

Exons 25560. .25612, 26514 .. 26636, 

27660. .27920, 28027 28045, 
29097. .29938, 30564 ... 30612, 
32898. .33049, 33605 .. 337 61, 
34726. .34931, 35033 .. 35293, 
37339. .37558, 37 654 37835, 
38535. .38891 



Seq. ID OJ000350_49.0414.C12 

Strand + 

End 38891 

Method GENSCAN " ' * 

End 38891 

Score .56 
26691. .26844v 27370 .. 27554 , 
28473.-28692, 288 98 .. 28995 , 
30713. .30940, 3177 0 .. 31999, 
33845. .34019, 342 67 .. 34 326, 
35573. .35737, 36691 .. 36880 , 
37927. .38216, 38339.-38447, 



Seq. No. 

Gene ■ No; 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



57415 Seq. ID OJ000350_4 9 . 0414 . C12 

12.0180 * Strand ■ + 

12420' ' End . 38891 

OJ000350_4 9. 0414 .C12 .ol0 . gp Method AAT/GAP 

28637 End 29259 

uC-osflM202062f04bl. Score 742 

28637. .28692, 28814 .. 28 995, 29097. .29259 - 

, 4262224/gb.|AAD14517 I ' 2.0e-3.9 (AC0062.00) putative amino, acid or 
GABA permease . [Arabidopsis thaliana] ' 



57415 Seq. ID 

120180 Strand 

12420 End 
OJ000350_4 9.0414. C12 . oil . gp Method 

29594 End 

60111_1.R1084 Score 
29594. .30056 

'2801536 3.0e-22 (AF039531) lysophospholipase homolog [Oryza 

sativa] ' ■ 



OJ000350_49.0414 .C12 
+ 

38891 
AAT/GAP 
30056 
879 



57415 
120180 



Seq. ID OJ000350_49. 0414 .C12 
Strand + 



57918 



Start 
Name 
Start 
GI 

Exons 



12420 End 38891 

OJ000350_49.0414 ,C12.o7 .np Method AAT/NAP 

34030 End 38879 

.4262224 Score 1583 

34030* .34072, 34873 34931, ■ 35033 . 
37654. .37835/ 37 927 38216, 38318. 



,35315, 37339. .37558, 
,38447, 38535. .38879 



GI Descrip. (AC006200) putative amino acid permease [Arabidopsis thaliana] 



Seq. No. 57415 Seq. ID 

Gene No. 120180 Strand 

Start 12420 End 

Name OJ000350_4 9 . 04 14 . C12 . ol3 . gp Method 

Start 36041 End 

GI 9531_1.R1084 ' Score. 

Exons 36041. . 36591 

GI Descrip. ' 5295954/dbj | BAA81855 . 1 | 7.0e-37 (AB026295) hypothetical protein 
[Oryza sativa] 1 



OJ000350_49.0414.C12 
+ 

38891 
AAT/GAP 
36591 
1047 • 



i '. : s? 



Seq. No. .,57415 Seq. ID OJ000350_ 

Gene No. '"120181 Strand + *' ■ 

Start 39533 End 42000 

Name OJ000350_4 9 . 0414 . C12 . olO . np Method AAT/NAP 

Start 39521 End 41988 

GI .2444271 Score 1517 

Exons -39521:: .39621, 39742 .. 4 0006, 40378 .. 4-0612, 40733. 

41022. .41311, 41413. .41542, 41641.. 41988 
GI Descrip. (AF019637) putative amino acid or GABA permease 

thaliana] 



49.0414.C12 



.40914, ' 
[Arabidopsis 



Seq. No; 57415 

Gene No. 120181 

Start 39533 

Name OJ000350_4 9 . 0414 . C12 . o9 . gs 

Start 39533 

GI none 
Exons 



Seq. ID OJ000350 49.0414.C12 



Strand 
End 

Method 

End 

Score 



+ 

42000 
GENSCAN 
42000 
.87 



39533. .39621, 39742 .. 40002, 40257 .. 4 0275 , 40393 .. 40612, 
40733. . 40914,/ 4 1022 .. 4 1311 , 41434 .. 4 1611,; 41641 42000 - 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI ' 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57415 

120182 

42688 

OJ000350_4 9.0414 .C12.ol0.gs 

42688 

none 

42688. .42794', 42914. .43174, . 
4 368 9. .43870, 43963. .44252, 

57415 
120182 
42688 

OJ000350_4 9.0414 .C12.ol5.np 
42699 
2444271 



Seq. ID 

Strand 

End 

Method 
.End 

Score 
43261. 
44345. 



43279, 
44474, 



OJ000350_ 
+ 

44921 
GENSCAN 
44921 . . 
.92 

43389, 
44565. 



49.0414.C12 



,43608, 
.44921 



Seq. ID OJ000350_49.0414.C12 
Strand + 
End 44921 
Method AAT/NAP 
End 44912 
Score 1503 

42699. .42794, 42914 .. 43178, 43374 .. 4 3608 , 43689 .. .4 3870, 
43963. .44252, 44345 .. 44474, 44565. .44912 

(AF019637) putative amino acid or GABA permease [Arabidopsis 
thaliana] 



57919 



Seq. No. 57415 Seq. ID 

Gene No. 120183 t - Strand 

Start 1 . End 

Name . OJOO'0350^4 9 . 04 14 . C12 . ol . gp Method 

Start 1 l " End 

GI 3767347 Score 

Exons 1..258 

GI Descrip. 1352328/ sp I Q02438 | E13E_HORVU 
ENDO-1, 3-BETA-GLUCOSIDASE GV 



OJ000350_4 9.0414 .C12 
673 

AAT/GAP • 

258 

472 



1.0e-31 GLUCAN 

( (l->3)-BETA-GLUCAN ENDOHYDROLASE 
GV) ( (l->3)-BETA-GLUCANASE ISOENZYME GV) (BETA-1, 3-ENDOGLUCANASE 

GV) >gi_1085814_pir S46237 glucan endb-1 , 3-beta-glucbsidase - 

barley >gi_540580 (M96939) glucan endo-1 , 3-beta-glucosidase 
[Hordeum vulgare] 



Seq. No. 


57415 




Seq. ID 


OJ000350_ 


4 9. 


0414 .C12 


Gene No. 


120183 




Strand 








Start 


1 




End 


673 






Name 


OJ000350_49.0414 .C12 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


483 






GI 


322838 




Score 


542 






Exons 


1 . .483 












GI Descrip. 


glucan endo-1 , 3-beta- 


-D-glucosidase (EC 


3.2. 1.39) 


V 


- barley 


Seq. No. 


57415 




Seq. ID 


OJ000350_ 


49. 


0414 .C12 


Gene No. 


120183 




Strand 








Start 


1 




End 


673 






Name 


OJ000350 49.0414.C12 


. ol . gs 


Method 


GENSCAN 






Start 


22 




End 


673 






GI 


none 




Score 


. 95 " 






Exons 


22. .488, 667. .673 












Seq. No. 


57415 




Seq. ID 


OJ000350_ 


49. 


0414. C12 


Gene No. 


120184 




Strand 








Start- 


8958 




End 


9672 






Name 


OJ000350 49.0414.C12 


. o5 . gs 


Method 


GENSCAN 






Start 


8958 




End 


9572 






GI 


hone •" 




Score 


.86 






Exons 


8958. .9572 












Seq. No. 


57415 




Seq. ID 


OJ000350_ 


49. 


0414. C12 


Gene No . . 


120184 




Strand 








Start 


8.958 . 




End 


967.2 






Name 


OJ000350 '4 9.U414;CI2 


. o4 . gp 


Method 


AAT/GAP 






Start 


9196 • . - 




End 


9672 






GI 


LIB34 32-025-P1-K1-C4 




Score 


910 






Exons 


9196. . 9672 












GI Descrip. 


'5231209/gb|AF159061 


.1IAF159061 2.0e-68 


i Oryza sativa subsp. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



indica serine/threonine protein phosphatase PP2A-3 catalytic 
subunit (PP2A). gene, complete cds ' 



57415 

120185 

10352 

OJ000350_ 

10352 

none 



49.0414.C12.o6.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_49.0414 .C12 

11647 
GENSCAN 
11647 
.88 



57920 




Exons 


10352 . . 11647 






Seq. No. 


57415 


Seq. ID 


OJ000350 49.0414.C12 


Gene No. 


120185 


Strand 




Start 


10352" ■ * 


End 


11647 


Name 


OJ000350_4 9.0414.C12.o3.np 


Method 


AAT/NAP 


Start 


10373 


End 


11609 


GI 


4678922 


Score 


1036 


Exons 


10373 . . 11609 






GI Descrip. 


(AL049711) putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


57415 


Seq. ID 


OJ000350_4 9.0414.C12 


Gene No . 


i om o c. 
IzUlo b 


. Strand 




Start 


30920 


End 


33479 


Name 


OJ000350 49.0414.C12.ol2.gp 


Method 


AAT/GAP 


Start 


30920 


End . 


31335 


GI 


2428226 


Score 


260 


Exons 


30920. .30995, 31239.. 31335 






GI Descrip. 


2801536 3.0e-22 (AF039531) \ 


lysophospholipa'se' homo log [Oryza 




sativa] 







Seq. No. 


57415 


Seq. ID 


OJ000350_ 


_49.0414.C12 


Gene No. 


120186 


Strand 






Start 


30920 


End 


33479 




Name 


OJ000350 49.0414.C12. 


o6.np Method 


AAT/NAP 




Start 


30936 


End 


33479 




GI 


6714289 •* ■ 


Score 


115 * ; 




Exons 


30936. .30995, 31239.. 


31310, 31410. .31479, 33430. 


.33479 


GI Descrip. 


(AC013354) F15H18.13 


[Arabidopsis thaliana] 




Seq. No. 


57415 


Seq. ID 


OJ000350_ 


_49.0414.C12 


Gene No. 


120187 


Strand 






Start 


36617 


End 


37027 




Name 


OJ000350 49.0414.C12. 


ol4.gp Method 


AAT/GAP 




Start 


36617 


End 


37027 




GI 


LIB3431-022-P1-N1-F9 


Score 


814 




Exons 


36617. .37027 . 








Gi Descrip. 


f 5295936/dbj IAB026295 


.2IAB026295 1 . Oe- 


174 Oryza ' 


sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



DNA, chromosome 6, clone : P0681F10, complete sequence* 



57415 

120188 

38793 

OJ000350_4 9.0414 .C12.ol.ts 

1 

none 



OJ000350 49.0414.C12 



Seq. ID 
, Strand 
End 

Method 
. End 
Score 

1..180, 184. .288, 185. .349, 322. .480, 5664. .5798, 5852. .5959, 
5856. .5960, 5964. .6236, 6119. .6190, 6279. .6473, 6296. .6415, 
6473. .6574, 6474. .6593 



44909 

TBLASTX : Soybean 

6593 . 

68 



Seq. No. 57415 

Gene No. 120188 

Start 38793 

Name ' OJ000350_4 9 . 04 14 . C12 . o2 . tc 

Start 34 

GI none 
Exons 



Seq. ID OJ000350 49.0414.C12 



Strand 
End 

Method 

End 

Score 



44909 

TBLASTX: Cress 

6593 

76 



34. .120, 172. .306, 277. .480, 5664. .5789, 5847. .5972, 6024. .6110, 



57921 



6026.. 6106, 6119.. 6238, 6120.. 6422, 6456.. 6476, 6480.. 6593, 
6485. .6574 



Seq. No. 57415 ■ Seq. . ID 

Gene No. 120188 Strand 

Start 38793 End 

Name OJ000350_4 9 . 04 14 . C12 . o2 . tw Method 

Start 46 End 

GI none Score 
Exons 



OJ000350_49.0414 .C12 
44909 

TBLASTX: Wheat 

6098 

81 



46. .129, 47. .145, 47. .133, 115. .396, 124. .219, 125. .352,. 
5748. .5798, 5846. .5893, 5847. .5906, 5901. .6029, 5912. .6019, 
5996.. 6097, 6015.. 6098 



Seq. No. 57415 

Gene No. 120188 

Start 38793 

Name OJ000350_4 9 . 0414 . C12 . o5 . tm 

Start 61 

GI none 
Exons 



Seq. ID OJ000350_49.0414.ei2 
Strand 

End 44909 

Method TBLASTX : Mai ze 

End 6068 

Score 76 



61. .114, 121. .231, 125. .313, 127. .312, 268. .480, 361. .504, 
384. .503, 5662. .5763, 5663. .5791, 5664. .5798, 5847. .6017, 
5849. .6019, 6027. .6068 



Seq. No. 57415 ' Seq. ID- 
Gene No. 120188 *" Strand 
Start 38793 End 
Name OJ000350_4 9 . 04 14 . C12 . ol . tm " Method 
Start 6201 End 
GI none ' Score 
Exons 



OJ000350_49.0414.C12 
44909 

TBLASTX: Maize 

6593 

525 



6201.. 6593, 6202.. 6240, 6296.. 6592 





Seq. No. 


57415 






Seq. ID 


OJ000350_49.0414 


.C12 




Gene No. 


120188 






Strand 








Start 


38793 






End 


44909 




hi? 


Name 


OJ000350 49.0414.C12, 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


6312 






End 


6598 






. GI 


none 






Score 


.367 . 




, : =i 


Exons 


6312. . 


6593, 6317.. 6589, 6500 


i. .6598 








Seq. No. 


57415 






Seq. ID 


OJ000350_49.0414 


.C12 




Gene No. 


120188 






Strand 








Start 


38793 . 






. End 


44909 . . 






Name 


OJ000350 4.'9.0414 .C12. 


. o6.tm : 


Method 


TBLASTX: Maize 






Start 


10801 






End 


11415 ■■' ' 






. GI 


none 






Score. 


98. . . 






Exons 


10801. 


.10824, 10938., 


. 11054, 


10940. . 11053, 11054 . .11194, 








11054. 


.11194, 11240.. 


. 11314, 


11377. .11415 






Seq. No. 


57415 






Seq. ID 


OJ000350_49.0414 


.C12 




Gene No. 


120188 






Strand 








Start 


38793 






End 


44909 






Name 


OJ000350 49.0414.C12. 


, o2 . tm 


Method 


TBLASTX: Maize 






Start 


. 16358 






End 


19850 






GI 


none 






Score 


42 - 






Exons 


16358. 


.16396, 16359.. 


,16397, 


16486. .16581, 16490 .. 16585, 








16491. 


.16580, 16968.. 


,17042, 


16971. .17036, 17333. .17401, 





17335. .17406, 17335 .. 1744 5 , 174 8.1 .. 17591, 17492 .. 17605, 



57922 



17501. 
17689. 
18487. 
18731. 
18754. 
18978. 
19137. 
19355. 
19718. 



17590, 
17739, 
18573, 
18850, 
18852, 
19091, 
19259, 
19426, 
19774, 



17503. 
18206. 
18495. 
18740. 
18941. 
18978. 
19148. 
19415. 
19718. 



, 17592, 
..18262, 
, 18584, 
18853, 
18994, 
19082, 
19258, 
19507, 
19753, 



17675. 
18207. 
18496. 
18741. 
18944. 
18979. 
19149. 
19416. 
19798. 



17737, 
18293, 
18573, 
18851, 
18976, 
19101, 
19265, 
19493, 
19848, 



17685, 
1820.9. 
18707, 
18744 . 
18962. 
18982. 
19352. 
19418. 
19800. 



.17738, 
.18265, 
.18754, 
. 18857, 
. 19081, 
.19080, 
.19426, 
.19507, 
.19850 



Seq. No. 57415 

Gene No. 120188 

Start 38793 

Name OJ000350_49 . 0414 . Cl-2 . o3 . tm 

Start 20181 

GI none 

Exons 20181. .20240, 



22900. .23031, 
23123. .23278, 
29594. .29941, 
38127. .38216, 
38305. .38412, 
38535. .38870, 



41411. 
41872. 



.41539, 
.41979, 



44343. .'44471, 
44792. .44908, 



22603. 
22928. 
29288. 
29595. 
38128. 
38316. 
41219. 
41411. 
41872. 
44343. 
44796. 



22725, 
23065, 
29410, 
29738, 
38205, 
38444, 
41311, 
41542, 
41979, 
44483, 
44909 



Seq. ID OJ000350_49.0414 .C12 
Strand 

End 44909 

Method TBLASTX: Maize 

End 44909 

Score 110 
22612. .22848, 22 613 .. 22933 , 
22929. .23270, 23010 .. 23072 , 
29297. .29509, 29298 .. 29564 , 
29793. .29942, 29820 .. 29966, 
38300. .38440, 38304 .. 38444 , 
38533. .38574, 38534 .. 388 69 , 
41223. .41312,. 4 14 07 .. 4 1535 , 
41641. .41865, 41641 .. 41874 , 
44163. .44252, 44 164 .. 44253, 
44537. .44794, 4 4 565. .447-89, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



r.i 



57415 

120188 

38793 

OJ000350_49. 

20773 

none 

20773. .20835 
21090. .21215 
22133. .^22315 
22928. .23263 
27643. .27921 
28470. .28685 
28816. .29004 
29100. .29588 
34870. .34932 
35145. .35345 



Seq. ID OJ000350_ 
Strand 



49.0414.C12 



0414 .C12.ol.tc 



.37646. 
38121. 
38316. 
39585. 
40246. 
40731. 
41411. 
41874 . 
42914 . 
43356. 
43965. 
44564 . 



.37828 
.38216 
,38447 
.39620 
.40275 
.40922 
.41542 
.41981 
.43003 
,4 3610 
,4 4252 
,'44785 



20947. 
21801. 
.22411.- 
23124. 
27666. 
28565. 
28824. 
29594 . 
34884 . 
37336. 
37647. 
38304. 
38534 . 
39745. 
40375. 
41004 . 
41640. 
41875. 
42920. 
43356. 
43966. 
44565. 



21213 
22028 
22848 
23267 
27704 
28714 
29003 
29944 
34931 
37422 
37835 
38444 
38872 
40002 
40605 
41312 
41861 
41979 
43174 
43601 
44253 
44789 



End 

Method 

End 

Score 
20958. .20996 
21804. .22043 
22415. .22831 
27508. .27555 
27768. .27923 
28812. .28994 
28829. .29017 
29595. .29738 
35031. .35294 
37339. .37560 
37915. .38205 
38305. .38391 
38535. .38870 
39749. .40006 
40396. .40614 



41024. 
41641. 
42730, 
42921, 
43687. 
44342. 
44798. 



,41311 
.41787 
.42795 
,43178 
,43869 
,44473 
,44896 



44909 
TBLASTX: 
44906 
71 

21060 
22132 
22905 
27528 
28470 
28813 
29096 
29793 
35033 
37474 
3.7926 
38315 
39560 
39752 
40726 
41407 
41839 
42759 
43052. 
43688 
44343 
44799 



Cress 



. .21215, 
. .22314, 
. .23072,. 
. .27554, 
. .28700, 
. .28995, 
. .29551, 
. .29945, 
. .35305, 
. .37551, 
. .38060, 
. .38446, 
. .39634, 
. .40003, 
. .40926, 
. .41541, 
. .41865, 
. .42794, 
::.43180, 
. .43870, 
. .44474, 
. .44906 



57923 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



57415 
120188 . 
38793 

OJ000350_4 9.0414.C12.o7.tm 
20950 



none 
20950. 
35031. 
39758. 



.21213, 21042, 
,35294, 35042. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21200, 27658. .27921, 27772 
35281, 35145. .35294, 39736 



OJ000350 49.0414.C12 



44909 

TBLASTX: Maize 
43186 
192 



,40003, 42923. .43186, '42930. .43175, 43045. 



.27921, 
.39990, 
.43176' 



Seq. No. 57415 
Gene No. 120188 
Start 38793 

Name OJ000350_4 9 . 04 14 . C12 . 

Start 21042 
GI none 

Exons 21042. .21122, 21043.. 

27750. .27830, 27751. . 

34885. .34953, 35045.. 

35210. .35272, 35211. . 

39754. .39912, 39919.. 

42969. .43088, 43091., 



o3. ts 



21126, 
27834, 
35203, 
35273, 
39981, 
43153, 



Seq. ID 
Strand . 
End 

Method 
End 
Score 



OJ000350 49.0414.C12 



44909 

TBLASTX: Soybean 
43153 
89 

21129. .21191, 21130. .21189, 
27837. .27899, 27838.-278 97, 
35046. .35096, 35088 .. 35207 , 
39575. .39622, 39737 .. 39916, 
39920. .39976, 42926 .. 43084 , 
43092. .43148 



Seq. No. 57415 Seq. ID 

Gene No. ,120188' Strand 
Start 38793 *• * ' End 

Name OJ000350_4 9.0414. C12 . o4 . tm Method 

Start 21803 End 

GI none Score 

Exons 21803. .22027, 21813 .. 22037, 21813 

28470. .28694, 28470 .. 28688, 28472 

37338. .37430, 37338 .. 37559, 37339 

40390. .40605, 40396 .. 40620, 40732 

43386. .43610, 43688.. 43717 



OJ000350 49.0414.C12 



44909 

TBLASTX: Maize ■ 
43717 
220 

22031, 21815. '.22036, 
28714, 37336. .37551, 
37560, 37653. .37682, 
40761, 43385. .43609, 



Seq. No. 57415 
Gene No. 120188 
Start 387 93 

Name OJ000350__4 9 . 04 14 . C12 . o2 . ts 

Start 22264 
GI none 

Exons 22264. .22311, 22268 .. 22315, 

22558. .22725, 22559 .. 22726, 
29096. .29251, 29100 .. 29252, 
. 37773. .37835, 37 920. . 38054 , 
40863. .40907, 41003 .. 41176, 
43966. .44118 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22411 

28939 

29243 

37921 



OJ00.0350 49.0414.C12 



41004. .41177, 



44909 

TBLASTX : Soybean 
44118 
62 

22566, 22415. ..22567, 
28995, 28944".. .25991, 
2 9410, 29244.' .29411, 
38082, 40858. .40926, 
43814 . .43870, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57415 Seq. ID 

120188 Strand 

38793 End 
OJ000350_4 9.0414 .C12.ol5.gp Method 

38793 • End 

none Score 
38793.. 39146 



OJ000350_49.0414.C12 

44909 
AAT/GAP 
39146 
696 



Seq. No, 



57416 



Seq. ID OJ000350_49. 0414 .C15 



57924 



Gene No. 120189 Strand 

Start 1217 End 2032 

Name . --.OJ000350_49-0414.C15.ol.gp Method AAT/GAP 
Start 1217 End 2032 — — - 

GZi . 24989_1.R1084 Score 318 

Exons 1217.. 1426, 2009.. 2032 

GI Descrip. 1 50424 37/gb | AC00778 9 . 1 | AC007789 2.0e-13 Oryza sativa BAC T49B20 
genomic sequence, complete , sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57417 Seq. ID 

120190 Strand 

1 ' End 

OJ000350_4 9 . 04 14 . CI 6 . ol . gp Method 

1 End 

24989_1.R1084 Score 
1. .91 

, 5042437/gb|AC007789.1|AC007789 2.0e-13 Oryza sativa BAC T49B20 

genomic sequence, complete sequence 1 



OJ000350_49.0414.C16 
+ 

91 

AAT/GAP 

91 

154 



57417 

120191 

704 

OJ000350_4 9.0414 .C16.ol. 

704 

none 



gs 



Seq; "ID 

Strand 

End 

Method 

End 

Score 



OJ000350_ 
+ 

3184 
GENS CAN 
3023 
.44 



4 9..0414.C16-- 



704. .860, 2458. .2685, 2857. .3023 



Seq. No. 


57417 


Seq. ID 


OJ000350 


_4 9, 


.0414 


.C16 


Gene No. 


120191 


Strand 


+ 








Start 


704 


End 


3184 








Name 


OJ000350 49.0414.C16.o3.gp 


Method 


AAT/GAP 








Start 


2611 


End 


3184 








GI 


2428744 


Score 


767 








Exons 


2611. ,2685, 2857. .3184 












Seq. No. 


57417 


Seq. ID 


OJ000350 


_4 9, 


.0414, 


.C16 


Gene No. 


120192 ■ y 


Strand 


+ 








Start 


4106 


End 


5073 








Name 


OJ000350 49.0414.C16Vo2.gs 


Method 


GENSCAN 








Start 


4106 


End 


5073 








GI 


none 


Score 


.57 








Exons 


4106. .4126, 482.8. .5073. 












Seq. No. 


"57417 


Seq. ID 


OJ000350_ 


_4 9. 


,0414. 


.C16 


Gene No. 


120193 


Strand 










Start 


697 


End 


1608 








Name 


OJ000350 49.0414 .C16.o2.gp 


Method 


AAT/GAP 








Start 


697 


End 


1608 








GI 


31877 1.R1084 


Score 


221 








Exons 


697.. 774, 909. .978, 1591. .1608 










GI Descrip. 


M521193/dbj | AB0134 50. 1 | AB0134 50 1 . Oe- 


99 Oryza ; 


sativa DNA, 




similar sequence to Pib gene 1 












Seq. No. ■ 


57418 


Seq. ID 


OJ000350 


_4 9. 


,0414 , 


.C17 


Gene No. 


120194 


Strand 


+ 








Start 


1004 


End 


3164 








Name 


OJ000350 49.0414.C17.ol.gs 


Method 


GENSCAN 









57925 



Start 


1004 




End 


ol 64 




GI 


none 




Score 


• ~>1 




Exons 


1004.. 1205, 3028. -.3164 










Seq. No. 


57418 




Seq. ID 


omnnocn a a n a i a 
OJUUUJdU 4.y.U414 


. 01 / 


Gene No. 


120194 




Strand 


+ 




Start 


1004 




End 


3164 




Name 


OJ000350 49 . 0414 . C17 . o2 


. np 


Method 


AAT/NAP 




Start 


3009 




' End 


3161 




GI 


7106513 




Score 






Exons 


3009 . . 3161 










GI Descrip. 


(AP001278) hypothetical 


protein [Oryza 


sativa] 




Seq. No. ^ 


57418 




Seq. ID 


OJUUUooU 4 9.0414 


. CI / 


Gene No. 


120195 




Strand 






Start 


1 




End 


1421 




Name 


OJ000350 49.0414.C17.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1277 




GI 


7106512 




"Score 


130 




Exons 


1..27, 1059. .1144, 1218 


. .1277 








GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


4- U* A 

the 




predicted gene.; hypothetical 


protein 


^Oryza sativa] 




Seq. No. 


5.7418 




Seq. ID 


OJ000350_49.0414 


. C17 


Gene No. 


-12Q195 




Strand 






Start 


1 




End 


1421 




Name 


OJ000350 49.0414.C17.ol 


.gp 


Method 


AAT/GAP 




Start 


1175 




End 


1421 




GI 


3761181 




Score 


437 




Exons 


1175. .1421 










GI Descrip. 


4521193/dbj | AB013450. 1 | AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib 


gene 








Seq. No. 


57418 




Seq. ID 


OJ000350_49.0414 


.C17 


Gene No. 


120196 




Strand 






Start 


2288 




End 


3807 




Name 


OJ000350 49.0414.Q17.-o3 


.np 


Method 


AAT/NAP.:. 




Start 


2288 




End 


3807 




GI 


7248395 




Score 


455 




Exons 


2288. .2406, 3335. .3807 










GI Descrip. 


(AP001389) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


57419 . . 




Seq. ID 


OJ.000350_49.0414 


.C18 


Gene No. 


120197 ' 




Strand 


+ 




Start 


374 




End 


694. 




Name 


OJ000350 49.0414.C18.ol 


.gs 


Method 


GENSCAN 




Start 


374 




End 


694 




GI 


none 




Score 


.87 




Exons 


374. .479, 591. .694 










Seq. No. 


57420 




Seq. ID 


OJ000350_49.0414 


.C21 


Gene No. 


120198 




Strand 


+ 




Start 


9 




End 


228 




Name 


OJ000350 49.0414.C21.ol 


.gs 


Method 


GENSCAN 




Start 


9 




End 


228 




GI 


none 




Score 


.85 




Exons 


9. .113, . 166. .228 











^57926 



Seq. No. 


57421 




Seq. ID 


OJ000350 


Gene No. 


120199 




Strand 


+ 


Start 


144 




End 


536 


Name 


OJ000350_4 9 


.0414.C24.ol.gs 


Method 


GENSCAN 


Start 


144 




End 


536 


GI 


none 




Score 


. 95 


Exons 


144 . . 536 








Seq. No. 


C 1 A O O 




Seq. ID 


OJUUUooU 


Gene No. 


120200 




Strand 




Start 


1 




'End" 


710 


Name 


OJ000350 49 


.0414.C27.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


■710 


GI 


7248394 




Score 


293 


Exons 


1..112, 207 


. .710 






GI Descrip. 


(AP001389) 


ESTs C97394 (C60113) ,AU0758: 


24 (R0165) ,: 



49.0414.C27 



correspond to a region of the predicted gene . -Similar to- 
Arabidopsis thaliana chromosome II BAG F15011 genomic, sequence 



putative pol polyprotein with 
(AC006446) 



a reverse transcriptase domain 



Seq. No. 57422 

Gene No. 120200 

Start 1 

Name ' 0 J000350_4 9 . 04 14 . C27 . ol . gs 

Start 10 

GI none 

Exons 10.. 170, 309.. -487, 603.. 661 

Seq. No. 57423 

Gene No. 120201 

Start 59 

Name OJ000350_4 9 . 04 14 . C31 . ol . gs . 

Start 59 

GI none 

Exons 59. .2 68 



Seq. ID 
Strand 
End 
* Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000350_49.0414.C27 
710 

GENSCAN 

661 

.81 



OJ000350_49.0414.C31 
268 

GENSCAN 

268 

.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start-., 

GI 

Exons 

GI Descrip. 



57424 Seq. ID OJ000350_4 9 . 04 14 . C32 

120202 Strand 

172 End 478 

OJ000350_4 9.0414. C32 . ol . gp. Method AAT/GAP 
172 End .478 

62565_1..R1084 Score "487 

172. .478 ' . .-. 
! 2149018/gb|U70541 IOSU70541 1.0e-23 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 1 

57424 Seq. ID OJ000350_4 9 . 04 14 . 032 

120203 Strand 

1248 End 1376 

OJ000350_4 9.0414.C32.o2.gp Method AAT/GAP 
1248 End ' 1376 

LIB3433-016-Q6-K6-G7 Score 250 

1248. .1376 

1 5734616/dbj | AP000391.il AP000391 2.0e-39 Oryza sativa genomic 



57927 



DNA, chromosome 6, clone : P0538C01 ? 



Seq. No. 57425 

Gene No. 120204 

Start 461 

Name OJ000350_4 9.0414. C33 . ol . gs 

Start 461 

GI none 

Exons 461. .591 " 



Seq. ID OJ000350_49.0414.C33 

.Strand + 

End 591 . 

Method GENSCAN 

End 5 91 

Score .94 - 



Seq. No. 57426 
Gene No. ' ' 120205 ' 

Start 234 

Name OJ000350_4 9 . 0414 . C35 . ol . gs 

Start 234 

GI none 

Exons 234.. 438, 479... 552 



Seq. ID OJ000350_49.0414.C35 

Strand + 

End 552 

Method GENSCAN ' 

End 552 

Score .85 



Seq. No. 57427 

Gene No. 120206 

Start 436 

Name OJ000350_4 9 . 0414 . C36 . ol . gs 

Start 436 

GI none 

Exons 436.. 718, 1601.. 1753 



Seq. ID OJ000350_49.0414 .C36 

Strand + 

End 1753 

Method GENSCAN . 

End 1753 

Score .74 



=='=t 



Seq. No. 57428 

Gene No. 120207 ' - 

Start 1 

Name OJ000350_4 9 . 0414 . C38 . ol . np 

Start 1 

GI 7076798 

Exons 1. . 19, 186. . 1123 

GI Descrip. (AL132975) probable serine/threonine-specif ic protein kinase 
[Arabidopsis thaliana] 



Seq. ID- OJ000350_49.0414 .C38 
Strand 

1596 
AAT/NAP 
1123 
243 



End 

Method 

End 

Score 



Seq. No. 57428 

Gene No. 120207 ' ' ' 

Start 1 

Name OJ000350_4 9 . 04 14 . C38 . ol . tm 

Start 188 

GI none 
Exons 



Seq. ID ■ OJ000350_49. 04.14 .C38 
Strand 

End 1596 
Method TBLASTX : Mai ze 
End 52 9 

Score 64 



188. .286,'. .188. .280, 263. .382, 275. .340, 285. .374, 416. .529, 
417. .512 



Seq. No. 57428 

Gene No. 120207 

Start 1 

Name OJ000350_4 9 . 04 14 . C38 . ol . gs 

Start 189 

GI none 

Exons 189.. 663, 737.. 790, 960.. 1596 



Seq. ID OJ000350_49.0414.C38 
Strand 

End 1596 

Method GENSCAN 

End 1596 

Score .51 



Seq. No. 57428 

Gene No. 120207 

Start 1 

Name OJ000350 49 . 0414 . C38 . ol . tc 



Seq. ID OJ000350_49.0414 .C38 
Strand 

End 1596 

Method TBLASTX : Cress 



57928 




Start 


221 


End 


874 




GI 


none 


Score 


60 




Exons 


221. .391, 380. .565, 749. .874 








Seq. No. 


57428 


Seq. ID 


OJ000350 49.0414. 


C38 


Gene No. 


120207 


Strand 






Start 


1 


End 


1596 




Name 


OJ000350_4 9. 0414 . C38..ol . ts 


Method 


TBLASTX : Soybean 




Start 


224 


End 


502 




GI 


none 


Score 


105 




Exons 


224. .379, 374. .502 








Seq. No. 


57428 


Seq. ID 


OJ000350_49. 0414 . 


C38 


Gene No. 


120207 


Strand' 






Start 


1 


End 


1596 




Name 


OJ000350_4 9 . 0414 . C38 . o2 . np 


Method 


AAT/NAP 




Start 


740 


End 


1512 




GI. 


6018681 


Score 


160 




Exons 


740. . 1512 








GI Descrip. 


(AJ250242) winged bean acidic 


lectin 


[ Psophocarpus 






tetragonolobus ] 








Seq. No. 


57429 


Seq. ID 


OJ000350_49.0414. 


C42 


Gene No. 


120208 


Strand 






Start 


1 


End 


686 




Name 


OJ000350 49.0414vC42.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


543 




GI 


7106512 


Score 


773 




Exons 


1. .410, 484. .543 








GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


57429 


Seq. ID 


OJ000350_49.0414. 


C42 


Gene No . 


120208 


Strand 






Start 


1 


End 


686 




Name 


OJ000350 49.0414.C42.ol.gp 


Method 


AAT/GAP 




Start 


441 - 


End 


68 6 




GI' 


37 61181 


Score 


430 




Exons 


441.. '686 








GI Descrip. 


4521193/dbj | AB0134 50 . 1 | AB013450 l.Oe-! 


99 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No.. 


57430 


Seq. ID 


OJ000350_49.0414. 


C43 


Gene No. 


120209 


Strand 






Start 


1 


End'T'. 


■ .1374 




Name 


OJ000350 49.0414.C43.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1291 




GI 


7340909 


Score 


142 




Exons 


1..43, 808. .1291 








GI Descrip. 


(AP001550) hypothetical protein [Oryza sativa] 




Seq. No. 


57430 


Seq. ID 


OJ000350_49. 0414 . 


C43 


Gene No. 


120209 


Strand 


+ 




Start 


1 


End 


1374 




Name 


OJ000350 . 4 9.0414.C4 3.ol.gs 


Method 


GENSCAN 




Start 


501 


End 


1374 




GI 


none 


Score 


.44 





57929 



Exons 



501. .506, 1021. . 1374 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.57430 

120210 

2164 

OJ000350_4 9.0414 .C4 3.ol.gp 

2164 

LIB3431-027-P1-K1-D5 
2164 . .2300 

f 2190552 1.0e-21 (AC001229) 



Seq. JD OJ000350_49.0414.C43 

Strand' + 

End ' 2300 

Method • AAT/GAP 

End 2300 

: Score 228 

Similar to Holcus major pollen 



allergen (gb_Z27084). [Arabidopsis thaliana] ' 



57431 Seq. ID 

120211 Strand 

1116 End 
OJ000350_4 9.0414 .C4 4 .ol .gs Method 

1116 End 

none Score 
1116. .1144 



OJ000350_49.0414.C44 

1144 
GENSCAN 
1144 
.84 



Seq. No. 57432 Seq. . ID 

Gene No. 120212 Strand 

Start, 59 End 

Name ' OJ000350_4 9 . 04 14 . C4 6 . ol . gs Method 

Start. i- 59 _ End 

GI none Score 

Exons 59.. 430, 436.. 999 



OJ000350_49.0414.C46 
+ 

999 

GENSCAN 

999 

.89 



Seq. No. 57432 Seq. ID 

Gene No. 120213 Strand 

Start 14 End 

Name OJ000350_4 9 . 04 14 .C46 . ol . np Method 

Start 14 End 

GI 6573436 Score 

Exons 14.. 641, 668.. 804 

GI Descrip. Chain A, Lectin Ii From Ulex 
Chain B, Lectin Ii From Ulex 
Chain. C, " Lectin Ii From Ulex. 
Chain D, Lectin Ii From Ulex 
Chain A, Lectin Uea-Ii Complexed 
Chain B, Lectin Uea-Ii Complexed 
Chain 



Europaeus 
Europaeus 
Euf opaeus 
Europaeus 
With 



OJ000350_49.0414.C46 
993 

AAT/NAP 

804 

226 

gi| 6573437 |pdb| 1QNW|B 
gi I 657,3438 | pdb 1 1QNW|C 
gil 6573439 | pdb | 1QNW|D 
gil 6573440|pdb| 1QOOIA 
Nag gi | 6573441 |pdb| 1QOOIB 



With Nag gi | 6573442 | pdb | 1QOO | C 



Seq. No. . 57432 
Gene No. ' .120213 

Start 14 

Name OJ000350_4 9 . 04 14 . C4 6 . ol . tm 

Start 128 

GI none 

Exons 128. .346, 234. .383, 356. .397 

Seq. No. 57432 

Gene No. 120213 

Start 14 ; , 

Name OJ000350_49 : 04 14 . C4 6 . ol . gp 

Start 525 

GI 2428447 



Seq. ID OJ000350_49. 0414. C46 

Strand : - 

End 993 

Method TBLASTX: Maize 

End 397 

Score 92 



Seq. ID OJ000350_49.0414 .C46 

Strand 

End 993 

Method AAT/GAP 

End 993 

Score • 839 



57930 



Exons 



525. .993 



Seq. No. 57433 - • Seq. ID 

Gene No. 120214 :■. . Strand 

Start 72 - End 

Name OJ000350_4 9 . 04 14 . C48 . ol . gs Method 

Start 72 End 

GI none Score 

Exons 72. .192, 428. .687, 892. .1080 



OJ000350_49.0414.C4! 

+ "* 

1086 

GENSCAN 

1080 

.47 



Seq. No. 57433 
Gene No. 120214 
Start 72 

Name 0 J000350_4 9 . 04 14 . C4 8 . ol np 

Start ' 490 

GI 6573436 

Exons 490.. 585, 614.. 1086 

GI Descrip. Chain A, Lectin Ii 
Chain B, .Lectin Ii 
Chain C, Lectin Ii 
Chain D, Lectin Ii 
.Chain A, Lectin Uea 
Chain B, Lectin Uea 
Chain 



Seq. ID OJ000350_49.0414 .C48 

Strand + 

End 1086 

Method AAT/NAP- 

End 1086 

Score 150 



From Ulex Europaeus gi I 657 34 37 | pdb 1 1QNW | B 
From Ulex Europaeus gi I 6573438 | pdb 1 1QNW | C 
From Ulex Europaeus gi I 6573439 | pdb 1 1QNW | D 
From Ulex Europaeus gi | 6573440 | pdb | 1QOO | A 
Ii Complexed With Nag gi | 65734 4 1 | pdb i 1QOO | 
Ii Complexed With .Nag gi | 6573442 | pdb | 1QOO | 





' Seq. No. 


57434 




Seq. ID 


OJ000350_49.0414 


.C49 




Gene No. 


120215 




Strand 


+ 






Start 


1 




End 


941 




C3 


Name 


OJ000350 49.0414.C49 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


9'41 




W 


GI 


6729489 




Score 


382 




ri = 


Exons 


1..569, 846. .941 












GI Descrip. 


(AL132966) receptor 


lectin kinase-like 


protein [Arabidopsis 


2 




thaliana] 












Seq. No. 


57434 




Seq. ID 


OJ000350_49.0414, 


.C49 




Gene No . 


.120215 




Strand 


+ 






Start 


1 




End 


941 






■ Name 


OJ000350 49.0414.C49 


.ol. ts 


Method 


TBLASTX: Soybean . 






Start 


1 




End 


381 






GI 


none 




Score 


153 






Exons 


1..114, 3... 122, 150. 


.260, 151 


..261, 304 


: . .381 






Seq. No. 


574 34 




Seq. ID*. 


OJ000350_49.0414, 


.C4 9 




Gene No. 


120215- 




'Strand 


+ . 






Start 


1 




End 


941 






Name 


OJ000350 49.0414.C49 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


1 




End 


507 






GI 


none 




Score 


168 






Exons 


1..135, 3.1113, 135. 


.266, 139 


..267, 298 


.507 






Seq. No. 


57434 




Seq. ID 


OJ000350_49.0414. 


.C49 




Gene No. 


120215. 




Strand 


+ 






Start 


1 




End 


941 






Name 


OJ000350 49.0414.C49 


. ol . tw 


Method 


TBLASTX: Wheat 






Start 


13 




End 


261 






GI 


none 




Score 


213 





57931 



Exons 


13. .261, 


57 . .260 








Seq. No. 


-57434 






Seq. ID 


OJ000350 


Gene No. 


120215 






- Strand 


+ 


Start 


1 






End 


941 


Name 


OJ000350_ 


_49.0414.C49 


. ol . tm 


Method 


TBLASTX :i 


Start 


16 






End 


327 


GI 


none 






Score 


334 


Exons 


16. . 246, 


16. .234, * 18 


. .245, 


277 . . 327 




Seq. No. 


57435 






Seq. ID 


OJ000350 


Gene No. 


120216 . 






Strand 




Start 


1 






End 


1558 


Name 


OJ000350 


_49.0414.C51 


.ol.np 


Method , 


AAT/NAP 


Start 


1 






End 


1558 


GI 


5042447 






Score 


1680 


Exons 


1. .1558 










GI Descrip. 


(AC00778-9.) putative 


polyprotein [Oryza 


sativa] 


Seq. No. 


57435 






Seq. ID 


OJ000350 


Gene No. 


120216 






Strand 




Start 


1 






End 


1558 


Name 


OJ000350 


49. 0414 .C51 


.ol.gs 


Method 


GENSCAN 


Start 


22 






End 


1556 


GI 


none 






Score 


. 67 


Exons 


22. . 1030, 


1079. .1178 


, 1245. 


.1556 




Seq. No. 


57435 






Seq. ID 


OJ000350 


Gene No. 


120216 






Strand 




Start • ' 


. 1 






End 


1558 


Name 


OJ000350 


49. 0414 .C51 


. ol . tm 


Method 


TBLASTX:! 


Start 


81 






End 


528 


GI 


none 






Score 


66 


Exons 


81. .524, 


286. .528 








Seq. No. 


57435 






Seq. ID 


OJ000350 


.Gene No. 


120216 . 






Strand . 




-Start 


1 ■ 






End 


1558 


Name 


OJ000350 


49.0414.C51 


. ol . tw 


Method 


TBLASTX :i 


Start 


110 






End 


594 


GI 


none 






Score 


207 


Exons 


110. .484, 


111. .593, 


114. .557, 154. .594 




Seq. No. 


57435 






Seq. ID 


OJ000350 


Gene No. 


1202.16 , 






Strand 




Start 


1 






End 


1558 


Name 


OJ000350 


49.0414.C51 


. ol . ts 


Method 


TBLASTX: ; 


Start 


243 






End 


557 


GI 


. none 






Score 


198 


Exons 


' 243. .557 










Seq. No. 


57435 






Seq. ID 


OJ000350 


Gene No. 


120216 






Strand 




Start 


1 






End 


1558 


Name 


OJ000350 


49.0414 :C51 


. o2.tm 


Method 


TBLASTX:] 


Start 


529 






End 


722 


GI 


none 






Score 


156 



57932 



Exons 


529. .684, 531. .722 








Seq. No. 


57435 


Seq. ID 


OJ000350_4 9.0414, 


.C51 


Gene No. 


120216 - . 


; Strand 






Start 


1 


End 


1558 




Name 


OJ000350 49.0414.C51.o2.tw 


Method 


TBLASTX: Wheat 




Start 


726 


End 


1079 




GI 


none 


Score 


59 




Exons 


726. . 1079, 795. . 989 








Seq. No. 


57436 


Seq. ID 


OJ000350_49.0414 , 


. C52 


Gene No. 


120217 


Strand 






Start 


1 


End 


2884 




Name 


OJ000350_4 9.0414 .C52.ol.np 


Method 


AAT/NAP 


• 


Start 


1 


End 


605 




GI 


6983861 


Score 


1044 




Exons 


1. . 605 








GI .Descrip. 


(AP001168) Similar to gypsy 


-type retrotransposon RIRE8B 


DNA, 




internal region (AB014741) 


[Oryza sativa] 




Seq. No. 


57436 


Seq. ID 


OJ000350_49.0414, 


.C52 


Gene No. 


120217 


Strand 






Start 


1 


End 


2884 




Name 


OJ000350 49.0414.C52.ol.gs 


Method 


GENSCAN 




Start 


140 


End 


■2162 




GI 


none 


Score 


.76 




Exons 


140. . 605, 2043. .2162 








Seq. No. 


57436 


Seq. ID 


OJ000350_49.0414, 


.C52 


Gene No. 


120217 


Strand 






Start ' 


1 


End 


2884 




Name 


OJ000350 49.0414.C52.o2.np 


Method 


AAT/NAP 




Start. 


1790 


End 


2884 




GI 


6063554 


Score 


95 




Exons 


1790. .1961, 2862. .2884 









GI Descrip. 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) 
correspond to a, region of the predicted gene.; 
protein [Oryza sativa] 



X98611 (E0464) 
hypothetical. 



57437 Seq. ID 

120218 Strand 
316 End 
OJ000310_.40..0424 .C4 .ol.'.np Method 
316 End 
6456162 '. . . Score . 

316. .443 

(AC011622) putative cytochrome P450 [Arabidopsis thaliana] 



OJ000310_40.0424 .C4 
+ 

443 

AAT/NAP 
443 
76 



57437 Seq. ID 

120219 Strand 

2569 End 

OJ000310_4 0.04 24 .C4 ,o3.np Method 

2569 - End 

6815053 Score 



OJ000310_40. 0424 ,C4 
+ 

3660 
AAT/NAP 
3660 
727 



2569..2737, 3221. .3375,' 3425. .3660 

(AP001080) hypothetical protein [Oryza sativa] 



57933 




Seq. No. 


57437 


Seq. ID 


OJ000310_40.0424 


.C4 


Gene No. 


120220 


Strand 


+ 




Start 


5487 


- End 


6159 




Name ^ 


OJ000310_40. 04 24 .C4 . o2 . gs 


Method 


GENSCAN 




Start 


5487 


End 


6159 




GI 


none 


Score 


1 




Exons 


5487. .6159 








Seq. No. 


57437 


Seq. ID 


OJ0003'10_40.0424 


.C4' 


Gene No. 


120221 


Strand 






Start 


99 


End 


5139 




Name 


OJ000310 40.0424.C4.o2.np 


Method 


AAT/NAP 




Start 


99 


End 


2632 




GI 


7340909 


Score 


149 




Exons 


99. .256, 718. .869, 1022.. 


1213, 2602.. 2632 




GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 




Seq. No. 


57437 


Seq. ID 


OJ000310_40.0424 


.C4 


Gene No. 


120221 


Strand 






Start 


99 


End 


5139 




Name 


OJ000310 40.0424.C4.ol.gs 


Method 


GENSCAN 




Start 


332 ~~ 


End 


5139 




GI 


none 


Score 


.52 ' 




Exons 


332. .610, 745. .977, 1849. 


.1904, 2809.. 


2874, 4988. .5139 




Seq. Nol 


57437 


Seq. ID 


OJ000310_40.0424 


.C4 


Gene No. 


120222 


Strand 






Start 


5664 


End 


5921 




Name , 


OJ000310 40.0424 .C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


5664 


End 


5921 




GI 


none 


Score 


197 




Exons 


5664. .5864, 5760. .5921, 51 


318. .5919 






Seq. No. 


57438 


Seq. ID 


OJ000310 40.0424 


.C5 


Gene No. 


120223 


Strand 


+ '-r 




Start 


" 1 


End 


1216 . 




Name 


QJ000310 40.0424-.C5". v ol.gp 


Method 


AAT/GAP 




Start 


• 1 


End 


250 




GI 


5005341 


Score 


500 




Exons 


1. .250 








GI Descrip. 


2462822 4.0e-16 {AF000657; 


) hypothetical protein [Arabidopsis 




thaliana] 








Seq. No. 


.57438 


Seq. ID 


OJ000310_40.0424 


.C5 


Gene No. 


120223 . ' . 


. Strand 


+ 




Start 


1 


End 


' 1216 




Name 


OJ000310 40-0424. C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1123 




GI 


7329656 


Score 


611 




Exons 


1. .863, 1057. .1123 








GI Descrip. 


(AL162351) putative protein [Arabidops 


is thaliana] 




Seq. No. 


57438 


Seq. ID 


OJ000310_40.0424 


.C5 


Gene No. 


120223 


Strand 


+ 




Start 


1 


End 


1216 




Name • 


OJ000310 40.0424.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


310 





57934' 



GI 

Exons 



none 

2. .310, 3. .308 



Score 



419 



Seq. No. ' 57438 Seq. ID 

Gene No. 120223 Strand 

Start 1 End 

Name OJ000310_40 . 0424 . C5 . o2 . tm Method 

Start 21 ' End . 

GI none Score 

Exons 21.. 278, 77.. 331, 78.. 332 



OJ000310 40. 0424. G5 
+ 

1216 

TBLASTX: Maize 

.332' • . 
58 





Seq. No. 


57438 


Seq. ID 


OJ000310_4 0 . 0424 . C5 




Gene No. 


120223 


Strand 


+ 




Start 


1 


End 


1216 




Name 


OJ000310 40-0424. C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


96 


End 


524 




GI 


none 


Score 


245 




Exons 


96. .524, . 188. .355 








Seq. No. 


57438 


Seq. ID 


OJ000310_4 0.04 24 .C5 - 




Gene No. 


120223 


Strand 


+ 




Start 


1 


End 


1216 




Name 


OJ.000310 40.0424.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


332 


End 


737 


v5 


GI 


none 


Score 


204 




E-xons 


332.. 430, 333.. 737, 340.. 519 


, 357. .737 




IS 


Seq. No. 


57438 


Seq. ID 


OJ000310_40.0424.C5 




Gene No. 


120223 


Strand 


+ *:■ 




Start . 


1 .. 


End 


1216 


%Q 


Name 


OJ000310 40.0424.C5.o2.ts 


Method 


TBLASTX : Soybean 


I Li 


Start 


594 


End 


899 




GI 


none 


Score 


182 


s 


Exons 


594. .899, 608. .751 








Seq. No. 


-57438 


Seq. ID 


OJ000310_40.0424.C5 




. Gene No . 


120223 


Strand 


+ 




•Start 


1 ' 


: End 


1216 ' 




Name 


OJ000310_40.0424.C5.o2.gp " 


Method 


AAT/GAP ' 




Start 




End 


1216 




GI 


15819 1.R1084 


Score 


1159 




Exons 


620. .1216 








GI ■Descrip.. 


? 2462822 4.0e-16 (AF000657) ' 


hypothetical protein [Arabidopsis 






thaliana] 1 


*\— 






Seq. No. 


57439 


Seq. ID 


OJ000310_40.0424.C6 




■ Gene No. 


120224 


Strand 


+ 




Start 


4586 


End 


6499 




Name 


OJ000310 40.0424 .C6.o3.gs 


Method 


GENSCAN 




Start 


4586 


End 


6499 




GI 


none 


Score 


.41 




Exons 


4586.. 5800, 5857.. 5924, 6388 


. .6499 






Seq. No. 


57439 


Seq. ID 


OJ000310_40.0424.C6 




Gene No. 


120224 


Strand 


+ 




Start 


4 58 6 


End 


6499 




Name 


OJ000310 40.0424 .C6.o2.np 


Method 


AAT/NAP 



57935 






Start 


4703 




End 


5893 




GI 


2583128 




Score 


502 




Exons 


4703. .5893 










GI Descrip. 


(AC002387) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


57439 




Seq. ID 


OJ000310 40. 0424. C6 




Gene No. 


120225 




Strand 






Start 


2537 




End 


' 3820 




Name 


OJ000310_40 


.0424.C6.ol .np ' 


Method 


AAT/NAP ' 




Start 


2503 




End 


2688 




GI 


4185133 




Score 


69 




Exons 


2503. .2688 










GI Descrip. 


(AC005724 ) 


putative RING zinc 


finger ] 


protein [Arabidopsis 






thaliana] 










Seq. No. 


57439 




Seq. ID 


OJ000310 40. 0424. C6 




Gene No. 


120225 




Strand 






Start 


2537 




End 


3820 , ■ 




Name ' , 


OJ000310 40 


.0424.C6.o2.gs 


Method 


GENSCAN 




Start ' 


2537 




End 


3820 




GI 


none 




Score 


.81 




Exons 


2537 . . 3018, 


3691. .3820 






^2 


Seq. No.. 


57439 




Seq. ID 


OJ000310_40.0424 .C6 




Gene No. 


120226 




Strand 




L '' 6 


Start 


6161 - 




End 


6674 


W 


Name 


OJ000310 40 


.0424.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


4823 




End 


5883 




GI 


none 




Score 


103 




Exons 


4823. .4984, 


5216. .5446, 5465. . 


.5650, 5477. .5791, 5491. .5805, 






5554 . .5805, 


5794. .5883, 5795.. 


.5875 





Seq. No. 57439 

Gene No. 120226 

Start 6161 

Name OJ000310_4 0 . 0424 . C6 . o3 . ts 

Start 4823. 

GI none 
Exons 



Seq. ID OJ000310_40.0424 .C6 
Strand 

•End 6674 
Method TBLASTX; Soybean 
End • 5413: 

Score ' 107' 



4823. .4996, 5027. .5164, 5216. .5413, 5255.;5320 



Seq. No. 57439 

Gene No. 120226 

Start . 6161 

Name OJ000310_40 . 04 24 . C6 . o2 . t-c 
Start - 5465 . . 

GI none 
Exons 



Seq. ID OJ000310_40.0424.C6 
Strand 

End " . 6674 . 
Method ' TBLASTX : Cress 
End. . . 5761 .. 
Score 195 



5465.. 5761, 5503.. 5706, 5690.. 5761 



OJ000310 40. 0424. C6 



Seq. No. 57439 Seq. ID 

Gene No. 120226 Strand 

Start 6161 End 

Name OJ000310_40 . 04 24 . C6 . o2 . ts Method 

Start 5477 End 

GI ' none Score 

Exons 5477. .5716, 5477. .5650, 5503. .5706, 5717. .5770, 5719. .5805, 
5794. .5853 



6674 

TBLASTX: Soybean 

5853 

247 



57936 



5 y 



Seq. No.- 


57439 








Seq. ID 


OJ000310_40 . 0424 ,C6 


Gene No. 


120226 








Strand 




Start 


616i 








End 


6674' ' 


Name 


OJ000310 40. 


0424 


.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


6161 








End 


. 6674 


GI 


4850 1.R1084 






Score 


635 


Exons 


6161. .6450, 


6564 


. . 6674 








GI Descrip. 


M99099 2.0e 


s-27 


(U09942) beta 


-galactosidase alpha-peptide 




[Cloning vector 


pDB31] 1 








Seq. No. 


57439 








Seq. ID 


OJ000310_40.0424.C6 


Gene No. 


120226 








Strand 




Start 


6161 








End 


6674 


Name 


OJ000310 40 ; 


0424 


.C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6263 








End 


6630 


GI 


none 








Score 


136 


Exons 


6263. . 6451, 


6274 


. . 6468, 


6279. 


.6416, 6545. .6628, 6547. .6630 


Seq. No. 


57439 








Seq. ID 


OJ000310_40.0424.C6 


Gene No. 


120226 * 








Strand 




Start 


6161 








End 


6674 


Name 


OJ000310 40. 


0424 


,C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6281 ~~ 








End 


6630 


GI 


none 








* Score 


112 


Exons 


6281 . . 6451, 


6282 


. . 6416, 


6388. 


.6456, 6545. .6628, 6547. .6630 


Seq. ■/■No .. 


57439 








Seq. ID 


OJ000310_40.0424.C6 


Gene No. 


120226 








Strand 




Start 


6161 








End 


6674 


Name 


OJ000310 40. 


0424 


.C6.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


6357 








End 


6632 


GI 


none 








Score 


90 


Exons 


6357. . 6416, 


6357 


. . 6413, 


6358. 


.6456, 6359. .6451, 6545. .6628, 




6547. .6630, 


6547 


. . 6630, 


6570. 


.6632 




Seq. No. 


57440 








Seq. ID 


OJ000310_40.0424.C7 


Gene No. 


120227 








Strand 




Start 


664 








End ' 


1210 


Name 


OJ000310 40. 


0424 


.C7 .ol. 


gs 


Method 


GENSCAN 


Start 


664 








End 


1210 


GI 


none 








Score 


. 64 


Exons 


664. .834,. 1118. .. 


1210 








Seq. No. 


57441 








Seq. ID 


OJ000310_40.0424.C8 


Gene No. 


120228 








Strand - 




Start 


1215 








End 


2171 


Name 


OJ000310 40. 


0424 


.C8.ol. 


gs 


Method 


GENSCAN 


Start 


1215 








End 


2171 


GI 


none 








Score 


.82 


Exons 


1215. .2044, 


2102 


. .2171 








Seq. No. 


57442 








Seq. ID 


OJ000310_40.0424.C9 


Gene No. 


.120229 








Strand 




Start ■ 


36 








End 


1312 


Name 


OJ000310 40. 


0424 


.C9.ol. 


gs 


Method 


GENSCAN 


Start 


36 








End 


1054 


GI 


none 








Score 


.64 



57937 






Exons 


Jo.. 272, 970.. 1054 








Seq. No. 


57442 


Seq. ID 


OJ000310_40.0424 .C9 




Gene No.' 


120229 


Strand 






Start 


36 


End 


1,312 




Name 


OJ000310 40.0424.C9.oI.tm 


Method 


I BLAb I x : Maize 




Start 


921 


End 


1 O 1 o 

lol2 




GI 


none 


Score 


o a o ■ 

- 2oy 




Exons 


921. .1244, 925. .1269, 926 1270, 124 0 . 


,.ljll, 12/4. . lol2 




Seq. No. 


57443 


Seq. ID 


OJU0UJ10 4U.0424.C11 




Gene No. 


120230 


Strand 






Start 


2117 


End 


3250 




Name 


OJ000310 40.0424. Cll.ol.np 


Method 


AAl/NAr ■ 




Start 


2117 


End 


J250 




GI 


1946376 


Score 


O O A 

2o0 




Exons 


2117. .2533, 2597. .3086, 3181. 


.3250 






GI Descrip. 


(U93215) unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


57443' 


Seq. ID 


OJ000310_40.0424.Cli 




Gene No. 


120230 


Strand 






Start 


2117 


End 


O O C A 

J250 




Name 


OJ000310 40.0424.Cll.ol.tc 


Method 


TBLASTX : Cress 




Start 


2117 


End 


2i24 


W' 


GI 


none 


Score 


• 81 


V = 


Exons 


2117.. 2323, 2238.-2324 








Seq. No. 


57444 


Seq. ID 


OJ000310_40.0424.C14 




Gene No. 


120231 


Strand 


+ 




Start 


159 


End 


1 "7 fZ 1 

17 6/ 


*5 


Name 


OJ000310 40.0424.C14.ol.gs 


Method 


GENSCAN 


r! s 


Start 


159 


End 


1767 




GI 


none 


Score 


. 4 




Exons 


159. .316, 1614. .1767 






%: § 


Seq. No. 


57444 


Seq. ID 


OJ000310_40.0424 ,C1'4 




Gene No. 


120232 


Strand 




v5 


Start . 


1853- ' ' 


End 


2524 




Name 


OJ000310 40.0424.C14.o2.gs 


Method 


GENSCAN 


fii 


Start 


1853 


End 


2524 




GI 


none 


Score 


. 52 




Exons 


1853. .1893, .1936. .2524 








. Seq . No . • 


57444 ' " 


Seq. ID 


OJ000310 40.0424.C14 




Gene No. 


120233 


Strand 






Start 


3364 


End 


4774 




Name 


OJ000310 40.0424.C14.ol.gp 


Method 


AAT/GAP 




Start 


3061 


End 


4636 




GI 


599 2.R1084 


Score 


703 




Exons 


3061. .3108, 3262. .3520, 4506.. 


.4636 






GI Descrip. 


' 1350969/sp|P49216|RS26 ORYSA 


2.0e-41 


4 OS RIBOSOMAL PROTEIN 






(S31) >gi_971284_dbj_BAA07208_ 


(D38011) ribosomal protein SI 






[Oryza * sativa] 1 








Seq. - -No. 


57444 


Seq. ID 


OJ000310_40:0424 .C14 




Gene No. 


120233 


Strand 






Start 


3364 


End 


4774 



57938 




Name 


OJ000310 40 . 0424 . C14 . o3 . gs 


Method 


GEN SCAN 




Start 


3364 


End 


4636 




GI 


none 


Score 


. 67 




Exons 


3364 .. 3537, 4 50 6.. 4 63 6 








Seq. No. 


57444 


Seq. ID 


OJ000310_40 . 0424 


.Ci4 


Gene No. 


120233 


Strand 






Start 


3364 


End 


4774 




Name 


OJ000310 40.0424.C14.ol.np 


Method 


AAT/NAP- • 




Start- 


3434 


End 


4774 




GI 


1350969 


Score 


338 




Exons 


3434. .3520, 4506. .4647, 4745. 


.4774 






GI Descrip. 


40S RIBOSOMAL PROTEIN S26 (S31) gi | 971284 | dbj | BAA07208 | 


(D38011) 




ribosomal protein S31 [Oryza 


sativa] 






Seq. No. 


57445 


Seq. ID 


OJ000310_40.0424 


.C18 


Gene No. 


120234 


Strand 






Start 


1 


End 


1704 




Name 


OJ000310 40.0424 .C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1704 > 




GI 


5381253 


Score 


69 




Exons 


1..79, 916. .1198, 1685. .1704 








GI Descrip. 


(AB027752) peroxidase [Nicotiana .tabacum] 




Seq. No. 


57445-' 


Seq. ID 


OJ000310_40.0424 


.C18 


Gene No. 


120234 ' 


Strand 






Start 


1 


End 


1704 




Name 


OJ000310 40.0424.C18.ol.gs 


Method 


GENSCAN 




Start 


239 


End 


1583 




GI 


none 


Score 


.75 




Exons 


239. .369, 547. .580, 865. .1062 


, 1287.. 1466, 1476.. 1583 




Seq. No. 


57445 


Seq. ID 


OJ000310_40.0424 


.C18 


Gene No. 


120234 


Strand 






Start 


1 


End 


1704 




Name 


OJ000310 40.0424.Cl"8.ol.tm 


Method 


TBLASTX: Maize 




Start 


1275 • . • 


End , 


1508 . : 




GI - 


none 


Score 


41 




Exons 


1275. .1307, 1296. .1508, 1332. 


.1505 







Seq. No. 57446 Seq. ID 

Gene No. 120235 Strand 

Start ,878 End 
Name " OJ000310_4 0 . 0424 . C19 . ol . gs " Method " 

Start . . 878 • . . End 1 

GI none Score 

Exons 878. .891, 1177.. 1477, 1569. .2009 



OJ000310_40.0424.C19 
+ 

2009 . 
GENSCAN 

2009. . .... 

.73 



Seq. No. 
Gene No. 
Start 
Name 

Starts . 
GI ■ '■ 
Exons 

GI Descrip. 



57446 

120235 

878 

OJ000310_4 0.04 24 .C19.ol.np 

1163 

2651309 



Seq. ID OJ000310_40.0424 .C19 

Strand + 

End 2009 

Method AAT/NAP 

End 2006. 

Score 4 88 



1163.. 1265, 1308.. 1477, 1569.. 1833, 1885 .• -.2006 
(AC002336) unknown protein [Arabidopsis thaliana] 



57939 




Seq. No. 


57446 




Seq. ID 


OJ000310 


_40.0424 


.C19 


Gene No. 


120236 




Strand 








Start 






End 


2750 






Name 


OJ000310 40.0424.C19.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


1175 




End 


1790 






GI 


none 




Score 


66 






Exons 


1175. .1222, 1306. .1473, 


1307 . 


.1477, 1568. .1789, 


1569. .1790 


Seq. No. 


57446 




Seq. ID 


OJ000310 


_40.0424 


.C19 


Gene No. 


120236 




Strand 








Start 


A A A C 

2245 




End 


2750 






Name 


/*n -r a a a a t a a f\ a yt a vi /"^ *i a — .t 

OJ000310 40 . 04 24 . C19 . ol , 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


1175 




End 


1474 






GI 


none 




Score 


69 






Exons 


1175. .1222, 1298. .14/4, 


1 O A /~ 

1306 . 


.1473 








Seq. No. 


57446 




Seq. ID 


OJ000310 


_40.0424 


.C19 


Gene No. 


120236 




Strand 








Start 


224 5 




End 


2750 






Name 


/-v -r r\ a a a i a a r\ a a a /i o i a ^.t 

OJ000310 4 0 . 0424 . C19 . ol , 


. tin 


Method 


TBLASTX: 


Maize 




Start 


1336 




End 


1661 






GI 


none 




Score 


211 






Exons 


i a a i im i a a *7 *i ^ T/ 

1336. .1473, 1337. .1474, 


1563 . 


.1661, 1566. .1661 






Seq. No. 


57446 




Seq. ID 


OJ000310 


_4 0.0424 


.C19 


Gene No. 


120236 




Strand 








Start 


2245 




End . 


2750 






.Name 


OJ000310 4 0 . 04 24 . C19 . o2 , 


.gs 


Method 


GENSCAN - 






'Start 


2245 




End 


2750 






GI 


none 




Score 


.47 






Exons 


OOylC A A A O A /""/■" O O T C A 

2245. .2302, 2ddo..2/o0 












Seq. No. 


57447 




Seq. ID 


OJ000310 


_40.0424 


.C22 


Gene No. 


120237 




Strand 


+ 






Start 


78 




End 


552 






Name 


T A A A A 1 A / A A /I A » /""i A A —.1 

OJ000310 4 0 . 0424 . C22 . ol . 


,gs 


Method 


GENSCAN 






Start . 


7 8. 




End 


552 ■ 






GI 


none 




Score 


.72 






Exons 


78 . . 552 












Seq. No. 


57447 




Seq. ID 


OJ000310 


_40.0424 


.C22 


Gene No. 


120238 




Strand . 








Start . . 


. 1 




End 


2363' 






Name 


OJ000310 40.0424.C22.ol. 


,np ' 


Method ' 


AAT/NAP 






Start 


1 




End 


.2363 






GI 


6063557 




Score 


400 






Exons 


1..68, 411. .580, 829. .1014, 2281. .2363 








GI Descrip. 


(AP000615) similar to dJ522J7 


.2 (Z9888 


5) [Oryza 


sativa] 




Seq. No. 


57447 




Seq. ID 


OJ000310 


_40.0424 


.C22 


bene no . 


120238 




Strand 








Start 


1 




End 


2363 






Name 


OJ000310 40.0424.C22.ol. 


gp 


Method 


AAT/GAP 






Start. 


394 v 




End 


558 






GI 


uC-osflcypl69h02bl 




Score 


211 






Exons 


394 . .558 












GI Descrip. 


'6063530/dbj | AP000615 . 1 | AP000615 3.0e- 


33 Oryza ; 


sativa genomic 



57940 



DNA, chromosome 3, clone : P0043E01 ' 



Seq. No. 57447 Seq. ID 

Gene No. 120238 Strand 

Start 1 , End 

Name OJ000310_40 . 0424 . C22 . o2 . gs Method 

Start 844 End 

GI none Score 

Exons 844. .1014, 1382. .1473, 1528. .1546 



OJ000310_40.0424 .C22 

2363 
GEN SCAN 
1546 
.85 



,Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57448 Seq. ID OJ000310_4 0 . 0424 . C27 

120239 Strand + 

2454 End 3472 

OJ000310_40.Q4-24.C27.o2.np Method AAT/NAP 

2454 End 3472 

1346301 Score 130 

2454. .2515, 3275. .3472 

3 -HYDROXY- 3-METHYLGLUTARYL-COENZYME A REDUCTASE (HMG-COA 
REDUCTASE) gi | 1071805 I pir | | S4 6314 hydroxymethylglutaryl CoA 
reductase - rice gi 1455459 (L28995) 3-hydroxy-3-methylglutaryl 
coenzyme A reductase [Oryza sativa] 



57448 Seq. ID 

120240 , Strand* 

4377 ' End 
OJ000310_40.0424 .C27.o3.gs Method 

4377 End 

none " Score 
4377. .4949 



OJ000310_40.0424.C27 
+ 

4949 
GENSCAN 
4949 
.91 



Seq. ID OJ000310_40.0424.C27 

Strand 

End 581 

Method AAT/NAP 

End ■ 581 

Score 834 



57448 
120241 
1 

OJ000310_4 0.0424 .C27.ol.np 
1 

7446373 
1..581 ..... 

probable serine/threonine protein kinase (EC 2.7. 1. -) SNFL3 - 
sorghum g'fi 3256035 | emb | CAA74 64 6 . 1 1 (Y14274) putative 
serine/threonine protein kinase [Sorghum bicolor] 



57448 
120242 . 
4005 

OJ000310_4 0.0424 .C27 .ol.tc 

3 

none 



Seq. ID .OJ000310_40.0424.C27 
Strand 

End ' 4 4 82 

Method. . TBLASTX: Cress 
End 567 
Score 153 



3. .131, v?.-. 135, 65. .172, 65. .178, 180. .269, 190. .300, 276. .566, 
279. .560, '283. .567 



Seq. No. 57448 

Gene No. 120242 

Start 4005 

Name OJ000310_40 . 0424 .C27 . ol . £m. 

Start 7 

GI none 
Exons 



Seq. ID OJ000310_40.0424.C27 
Strand 

End 4482 

Method TBLASTX : Maize 

End 566 

Score 148 



7. .135, 9. .131, 180. .269, 190. .300, 232. .546, 273. .566, 288. .563 



57941 




Seq. No. 


„57448 




Seq. ID 


OJ000310_40.0424 


.C27 


bene No . 


120242 




Strand 






Start 


4005 




End 


4482. 




Name 


OJ000310 40.0424.C27.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


7 




End 


566 




GI 


none 




Score 


182 




Exons 


7. .300, 9. .131, 107. .178, 180 


. .272,. 273. .566, 277. .555 




Seq. No. 


C *7 A A Q 
0 / 4 4 O 




Seq. ID 


OJUUUolU 4U.U4z4 


.C27 


Gene No . 


120242 




Strand 






Start 


4005 




End 


4482 




Name 


OJ000310 40.0424.C27.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


180 




.End 


429 




GI 


none 




Score 


112 




Exons 


180. .428, 190. .429 










Seq. No. 


c n A A o 

57 4 48 




Seq. ID 


OJ000310 40.0424 


.C27 


Gene No . 


120242 




Strand 






Start 


4005 




End 


4482 




Name 


OJ000310 40.0424.C27.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


568 




End 


915 




GI 


none 




Score 


58 




Exons . 


568. .618, 569. .625, 661 


. .915, 


661. .888 


, 702.. 908 




Seq. No. 


574 48 




Seq. ID 


OJ000310_40. 04*24 


.C27 


Gene No . 


120242 




Strand 






Start 


4005 




End 


4482 




Name 


OJ000310 40.0424.C27.ol 


.gp 


Method 


AAT/GAP 




Start 


4005 ' L - ' 




End 


4482 




GI 


none 




Score 


872 




Exons 


4005. .4482 










Seq. No. 


57448 




Seq. ID 


OJ000310_40.0424 


.C27 


Gene No . 


120243 




Strand 






Start 


4502 




End 


4679 




Name 


OJ0.00310 40.0424.C27.o2 


..tm 


Method 


■TBLASTX: Maize 




Start 


4502 




End 


4679 




GI 


none 




Score 


107 




Exons 


4502. .4576, 4522. .4575, 


4524. , 


.4619, 4524. .4679, 4525.-4677 


Seq. No.. 


57449 




Seq. ID 


OJ0.00310_40.Q424 


.C28 


Gene No . 


120244 




Strand . . 


. + 




Start 


7 




End 


.2364 




Name 


. OJ000310 40.0424.C28.ol 


.gs 


Method 


GEN SCAN . 




Start 


7 




End 


2364 




GI 


none 




Score 


.52 




Exons 


7. .155, 209. .409, 827. .965, 2242. .2364 






O t2 . LM (J . 


57450 




Seq. ID 


OJ000310_40.0424 


.C29 


Gene No. 


120245 




Strand 


+ 




Start 


2453 




End 


5077 




Name 


OJ000310 40.0424 ,C29.o2 


.np 


Method 


AAT/NAP 




Start 


2453 




End 


5077 




GI 


5734621 




Score 


74 




Exons 


2453.. 2620, 5048.. 5077 










GI Descrip. 


(AP000391) ESTs AU067992 (C11433) ,AU077424 (C11433) corresponc 



57942 



a region of the predicted gene, 
(U43892) [Oryza sativa] 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
. Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



Similar to ABC transporter-7 



OJ000310 40.0424.C29 



57450 Seq. ID _ 

120246 . Strand 
1 End 2421 

OJ000310_4 0. 0424 .C29. ol.np Method AAT/NAP 
1 End 2421 

7511785 Score 79 

1..23, 1843. .2421 

fibroin - Chinese oak silkmoth gi | 3450883 | gb | AAC32 606 . 1 | 
(AF083334) fibroin [Antheraea pernyi] 



57451 Seq. ID 

120247 Strand 
452 End . 

OJ000310_40 . 0424 .C30.ol.gp Method 
452 End 
LIB3431-045-P1-N1-A10 Score 
452. .568 

, 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



OJ000310_40.0424 .C30 
+ 

568 

AAT/GAP 
568 

197 ' 



57451 Seq. ID 

120248 ■ Strand 

117 End 

OJ000310_40 . 0424 . C30 . ol . gs Method 

117 End 

none ' Score 



OJ000310_40.0424.C30 

2848 
GENSCAN 
2727 
.67 



117. .239, 1007. .1081, 1568. .1685, 1690. .1737, 1801. .1932, 
2033. .2088, 2246. .2428, 2521. .2727 



57451 
120248 
117 

OJ000310 40. 0424. C30. ol.np 



1451 . 
5441880 
1451. .1685, 



1801. .1932, . 2179, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000310_40.0424 .C30 



2848 
AAT/NAP 
2848 
1137 

.2276, 2521. .2848 
(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



57451 

.120248. . . ■ 
117 

OJ000310_4 0. 04 24 .C30.o2.gp 
2529 

LIB34 7 5-007-P1-K1-G8 
2529. .2779 

f 5441880/dbj |BAA82378.1| 5. 
corresponds to a region of 



Seq. ID 

Strand- 
End 

Method 

End 

Score 



OJ000310_40.0424.C30 

2848 
AAT/GAP 
2779 
458 



Oe-75 (AP000367) EST 
the predicted gene.; 



C28952 (C62945) 
Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



57452 

120249 

1082 



Seq. ID OJ000310_40.0424.C31 
Strand + 
End 1391 



57943 



Name 

Start 

GI 

Exons 



OJ000310_40 . 0424 . C31 . o2 . gs Method GENSGAN 

1082 ■ End 1391 

none Score . 54 
1082. .1201, 1293. .1391 



Seq. No. 57452 - Seq. ID OJ000310_40 . 04 24 . C31 

Gene No. 120250 Strand 

Start 274 End 914 

Name OJ000310_4 6 . 0424 . C31 . ol . gp Method AAT/GAP 

Start 274 End 914 

GI 26857_1.R1084 Score 1011 

Exons 274.. 376, 463.. 914 

GI Descrip. * 6093512/sp | Q39950 | NLTP_HELAN 1.0e-16 NONSPECIFIC LIPID-TRANSFER 
PROTEIN PRECURSOR (-LTP) (NSLTP) (SDI-9) 

>gi_1050918_emb_CAA63340_ (X92648) lipid transfer protein 
[Heliahthus annuus] ' 



Seq. No. 57452 Seq. ID 

Gene No. 120250 . Strand 

Start 274 ' End 

Name OJ000310_40 . 0424 . C31 . ol . gs Method 

Start 447 End. 

GI none Score 

Exons 447.. 815 



OJ000310_40.0424.C31 

914 . 
GENSCAN 
815 
. 97 



Seq. 'No. 


57452 


Seq. ID 


OJ000310_40.0424, 


.C31 


Gene No. 


120250 


Strand 






Start 


274 


End . 


914 




Name 


OJ000310 40.0424 .C31.ol.np 


Method 


AAT/NAP 




Start 


456 


End 


818 




GI 


6492243 


Score 


453 




Exons 


456. .818 








GI Descrip. 


(AF109195) lipid transfer protein [Hordeum vulgare] 




Seq. No. 


57452 


Seq. ID 


OJ000310_40.0424 , 


.C31 


Gene No. 


120*250 


Strand 






Start 


27-4 * 


End 


914; 




Name 


OJ000310 40.0424.C31.ol.tw 


Method 


TBLASTX: Wheat 




Start' 


4 62 


End 


732 




GI 


none 


Score 


54 




Exons 


462. .500, 462. .731, 466. .732, 


634. .732 






Seq. No.' 


57452 


Seq. ID 


OJ000310_4Q.04'24, 


.C.31 


Gene No. 


120250 


Strand 






Start 


274 


End 


914 




Name 


OJ000310 40.0424.C31.ol.tm 


Method 


TBLASTX: Maize 




Start 


465 


End 


813 




GI 


none 


Score 


93 




Exons 


465. .551, 466..S52, 552. .674, 


553. . 675, 


642. .731, 661..? 


313 



Seq. No. 57452 .Seq. ID 

Gene No. 120250 Strand 

Start ■ 274 . End 
Name-.. . OJ000310_4 0 . 0424 . C31 . ol . tc Method ■ 

Start 466 End 

GI none Score 

Exons 466.. 717, 468.. 731 



OJ000310_40.0424 .C31 
914 

TBLASTX: Cress 

731 

122 



57944 




Seq. No. 


57452 


Seq. ID 


OJ000310_40.0424 


.C31 


Gene No. 


120250 


Strand 


~~ 




Start 


274 


End 


914 




Name 


OJ000310 40.0424.C31.ol.ts 


Method 


TBLASTX: Soybean 




Start 


468 


End 


732 




GI 


none 


Score 


50 




Exons 


468. .731, 469.-534, 565. .732 








Seq. No. 


57453 


Seq. ID 


OJ000310_40.0424 


.C32 


Gene No. 


120251 


Strand 


+ 




Start 


744 


End 


2328 




Name 


OJ000310_40.04 24 .C32 .ol.gs 


Method 


GENSCAN 




Start 


744 


End 


2328 




GI 


none 


Score 


. 55 




Exons 


744. .805, 1466. .1601, 2004.. 


2065, 2310 


. .2328 




Seq. No. 


57453 


Seq.- ID 


OJ000310 40.0424 


.C32 


Gene No. 


120252 


Strand 


- 




Start 


1 


End 


516 




Name 


OJ000310 40.0424.C32.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


516 




GI 


7523502 


Score 


182 




Exons 


1..99, 423. .516 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativ.a] 




Seq. No. 


57454 


Seq. ID 


OJ000310_40.0424 , 


.C33 


Gene No. 


120253 


Strand 


+ 




Start' 


751 


End 


5811 




Name 


OJ000310 40. 0424. C33. ol.gs 


Method 


GENSCAN 




Start 


751 


End. 


2127 




GI 


none 


Score 


. 52 




Exons 


751.. 910, 1629. .1737, 1936.. 


1974, 2015 


. .2127 




Seq. No. 


57454 


Seq. ID 


OJ000310_40.0424. 


.C33 


Gene No. 


120253 


Strand 


+ 




Start 


751 . ' 


End 


5811 : 




Name 


' OJ000310 40.0424.C33.ol.-np " 


Method 


AAT/NAP 




Start 


1778 


End 


5675 




GI 


7248403 


Score 


274 




Exons 


1778. .1852, 3455. .3853, 5585 


. .5675 






GI Descrip, 


(AP001389) Similar to, Arabidopsis thaliana DNA chromosome 4, 




.clone F20D10;. hypothetical protein (AL035538) [Oryza sativa] 


Seq. No.. 


57454 


Seq. ID 


OJ000310_4 0.04 24 , 


.C33 


Gene No. 


120253 


Strand 


+ 




Start 


751 


End 


5811 




Name 


OJ000310 40.0424 .C33.o2.gs 


Method 


GENSCAN 




Start 


2991 


End 


3299 




GI 


none 


Score 


.75 




Exons 


2991. .3299 








Seq. No. 


57454 


Seq. ID 


OJ000310_40.0424 . 


.C33 


Gene No. 


120253 


Strand 


+ 




Start 


751 


End 


5811 




Name 


OJ000310 40.0424 .C33.o4 . gs 


Method 


GENSCAN 




Start 


3817 


End 


5811 





57945 




GI 


none 








Score 


.59 


Exons 


3817 . . 3940, 


4495. 


,4691, 


4699. , 


.4904, 4975. .5183, 5585. .5811 


Seq~. . No . 


57455 








Seq. ID 


OJ000310_40.042"4 .C34 


Gene No. 


120254 . ",. 








Strand 


+ 


Start 


247 








End 


1454 


Name 


OJ000310 40 


.0424. 


C34 .ol. 


gs 


Method 


GENSCAN 


Start 


247 








End 


1454 


GI 


none 








Score 


.57 


Exons 


247. .337, 428. .596, 124S 


1. .1454 




Seq. No. 


57455 








Seq. ID 


OJ000310_40.0424.C34 


Gene No. 


120255 








Strand 


+ 


Start 


2271 








End 


3995 . 


Name 


OJ000310 40 


.0424 . 


C34 .ol. 


gp 


Method 


AAT/GAP 


Start 


2183 








End 


3995 


GI 


993 1.R1084 








Score 


2646 


Exons 


2183. .2409, 


2517. 


.2829, 


3191. . 


,3995 




GI Descrip. 


•1041710 1. 


Oe-121 


. (U30477) expansin Os 


-EXP2 [Oryza sativa] 1 


Seq. No. 


57455 








Seq. ID 


OJ000310_40.0424.C34 


Gene No. 


120255 








Strand 


+ 


Start 


2271 








End 


3995 


Name 


OJ000310 40 


.0424. 


C34 .ol. 


np 


Method 


AAT/NAP 


Start 


2271 








End 


34 91 


GI 


7489471 








Score 


1301 


Exons 


2271. .2409, 


2517. 


.2829, 


3i91. . 


,3491 




GI Descrip. 


expansin 2 . 


- rice 


s gi| 1041710|gb|AAB38074.1| (U30477) expansin 




Os-EXP2 [Oryza sativa] 








Seq. No. 


57455 








Seq. ID 


OJ000310_40.0424 .C34 


Gene No. 


120255 








Strand 


. + 


Start 


2271 








End 


3995 


Name 


OJ000310 40 


.0424. 


C34 .o2. 


gs 


Method 


GENSCAN 


Start 


2271 








End 


3494 


GI 


none 








Score 


.99 


Exons 


2271. .2409, 


2517. 


.2829, 


3191.. . 


3494 




Seq. No. 


57455 








Seq. ID 


OJ000310_40.0424.C34' 


Gene No. 


120256 








Strand 




Start 


4735 








End 


4815 


Name 


OJ000310 40 


.0424 . 


C34.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2199 








End 


3296 


GI 


none 








Score 


104 ' 


Exons 


. 2199. .2273., 


2348. 


.2410, 


2349. . 


2411, 2515.. 2829, 2516 . , 283,0 ,. . 




3185. .3289, 


3189. 


.3296 








Seq. No. 


57455 








Seq. ID 


OJ000310_40.0424.C34 


Gene No. 


120256 








Strand 




Start 


4735 








End 


4815 


Name 


OJ000310 40 


.0424 . 


C34.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2342 








End 


3376 


GI 


none 








Score 


131 



Exons 2342. .2410, 2343. .2411, 2487. .2564, 2503 .. 2583, 2515 -.. 28 62 , 

2516. -.2830, 2603. .2650, 2617. .2829, 2618. .2830, 2762. .2830, 
3188. .3376, 3189. .3371 



57946 



Seq. No. 57455 

Gene No. 120256 

Start 4735 . ... 
Name . OJ000310__4Q . 0424 . C34 . ol ."ts 
Start . 2348 

GI none 
Exons 



End 

Method 
End ■ 
Score 

2348.;-2410, 2349. .2411, 2503. .2583, 2515. .2829, 2516. .2830, 
3188. .3490, 3189. .3458 



Seq. ID OJ000310_40.0424 .C34 
Strand 

4815 

TBLASTX: Soybean 
3490 
106 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57455 

120256 

4735 

OJ000310_40.0424 .C34 .ol.tw 

2687 

none 



Seq. ID OJ000310_40.0424 .C34 
Strand 
End 

Method 
End 
Score 



4815 

TBLASTX: Wheat 

3362 ■ 

127 



2687. .2830, 3181. .3312, 3182. .3361, 3189. .3362 



Seq. No. 57455 ■ Seq. . ID 

Gene No. 120256 . Strand 

Start 4735 End 

Name OJ000310_40 . 0424 . C34 . o2 . tc Method 

Start 3300 End 

GI none ~ Score 

Exons 3300.. 3458, 3302.. 34 93 



OJ000310_40.0424.C34 
4 815 

TBLASTX: Cress 

3493 

222 



Seq. No. 57455 
Gene No. 120256 
Start 4735 

Name OJ000310_4 0 . 0424 . C34 . o2 . tm 

Start 3377 
GI none 

Exons 3377.. 3490, 3378.. 3458, 3460, 

3578. .3643, 3596. .3667, 3632. 
3775. .3807, 3828. .3848 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000310 40.0424.C34 



4815 

TBLASTX: Maize 
3848 
121 

.3492, 3461. .3493, 3577. .3636, 
,3664, 3637. .3684, 3731. .3817, 



Seq. No. 57455 Seq. ID' 

.Gene No. . 120256 . Strand 

Start " 4735 End 

Name OJ000310_40 . 0424 . C34 . o3 . gs Method 

Start 4735 End 

GI none Score 

Exons 4735.. 4815. 



OJ000310_40.0424.C34 

4815 ' 
GENSCAN 
4815 
.49 



Seq. No. 57456 Seq. ID OJ000310_ 

Gene No. . 120257' -..Strand. •> 

Start 392 End 2199 

Name OJ000310_40 . 0424 . C35 . ol . np Method AAT/NAP 

Start 392 End 2199 

GI 1946372 Score 179 

Exons 392.. 512, 2115.. 2199 

GI Descrip. (U93215) putative integral membrane protein 
thaliana] 



40.0424 .C35 



[Arabidopsis 



Seq. No. '57457 ' Seq. ID 

Gene No. 120258 Strand 

Start 92 End 

Name OJ000310_40 . 0424 . C36 . ol . np Method 



OJ000310_40.0424.C36 
+ 

1685 
AAT/NAP 



57947 



Start 92 End 1685 

GI 7523696 Score 709 

Exons 92.. 301, 812.. 973, 1061.. 1329, 1568- . .1685 

GI Descrip. (AC011001) Hypothetical protein [AraBidopsis thaliana] 



Seq. No. 57457 

Gene No. 120259 

Start 881 

Name OJ000310_4 0 . 0424. C36 . ol . tm" 

Start 163 

GI none 
Exons 



Seq. ID OJ000310_40.0424.C36 
Strand 

End.. 1934 

Method ' TBLASTX: Maize - 

End 1363 

Score 112 



163. .345, 167. .310, 811. .981, 812. .982, 1029. .1238, 1057. .1281, 
1064. .1363, 1064. .1312, 1066. .1347 



Seq. No. 57457 

Gene No. 120259 

Start 881 

Name OJ000310_4 0 . 04 24 . C36 . ol . tw 

Start 808 

GI none 

Exons 808.. 960, 812.. 982, 1057 
1066. . 1281 



Seq. ID OJ000310_40.0424 .C36 
Strand 

End 1934 

Method TBLASTX : Wheat 

End 1291 

Score 251 
1281, 1064.. 1291, 1064.. 1231, 



Seq. No. 57457 

Gene No. 120259 

Start 881 

Name OJ000310_40 . 0424 . C36 . ol . ts 

Start 811 

GI none 
Exons' 



Seq. ID OJ000310_40.0424.C36 
.Strand 

End 1934 

Method TBLASTX: Soybean 

End : ' 1351 

Score 224 



811. .981, 812. .982, 1060. .1347, 1061. .1351 



Seq. No. 57457 

Gene No. 120259 

Start 881 

Name OJ000310_40 . 0424 . C36 . 61 . gs 

Start 881 

GX . none 

Exons 



Seq. ID OJ000310_40.0424.C36 
Strand 

End 1934 

Method GENSCAN 

End 18 6*9 

Score .6 



881. .1015, 1565. .1699, 1725. .1869 



Seq. No. 57457 

Gene No. 120259 

Start 881 

Name OJ000310_40 . 0424 . C36 . ol . gp 

Start 1528 
GI ; ... none . 

Exons 1528.. 1934 



Seq. ID .vOJ000310_40.0424.C36 
Strand 

End . . 1934 
Method. AAT/GAP 
End 1934 
Score . 7.98 



Seq. No. 57458 

Gene No. 120260 

Start 222 

Name OJ000310_4 0 . 0424 . C37 . ol . gs 

Start 222 

GI none 

Exons 222.. 352, 521.. 545 



Seq. ID OJ000310_40.0424.C37 
Strand 

End 545 

Method GENSCAN 

End 545 

Score .73 



Seq. No. 
Gene No. 



57459 
120261 



Seq. ID OJ000310_40.0424.C38 
Strand + 



57948 



Start 


924 






End 


1071 




Name 


OJ000310_40 


. 0424 


. C38 . ol . gs 


Method 


GENSCAN 




Start 


924 






End 


1071 " • 




GI 


none 






' Score 


.41 




Exons 


924 . . 1071 












Seq. No. 


57460 






Seq. ID 


OJ000330_40 . 0424 


.CI 


Gene No. 


120262 






Strand ' 






Start 


1 






' End 


439 




Name 


OJ000330_40 


.0424' 


.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


416 




GI 


/~ "i f\ r\ f\ "~i 
6729037 






' Score 


83 ■ " 




Exons 


1 . . 35, 167 . 


.416 










GI Descrip. 


(AC009177) •. 


unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


57460 






Seq. ID 


OJ000330_40.0424 


.CI 


Gene No. 


120262 






Strand 






Start 


1 






End 


439 




Name 


OJ000330 40 


.0424 


.Gl.ol.. gs 


Method 


GENSCAN 




Start 


209 






End 


.439 




GI 


none 






Score 


.7 




Exons 


209 . . 439 












Seq-. No. 


57461 






Seq. ID 


OJ000330_40.0424 


.C2 


Gene No. 


120263 






Strand 


+ 




Start 


395 






End 


830 




Name 


OJ000330_40 


. 0424 


. C2.ol.gs 


Method 


GENSCAN 




Start 


395 






End 


830 




GI 


none 






Score 


.94 




Exons 


395 . . 830 












Seq. No. 


57461 






Seq. ID 


OJ000330_40.0424 


. C2 


Gene No. 


120264 






Strand 


+ 




Start 


2236 






End 


3604 




Name 


OJ000330 40 


.0424 


.C2.ol.np 


Method 


AAT/NAP 




Start 


2232 






End 


3550 ■ 




GI 


6997177.. 






Score 


903 




Exons, 


2232. .2486, 


2569 


. .3550 








GI Descrip. 


(AC023839) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


57461 






Seq. ID 


OJ000330_40.0424 


.C2 


Gene No. 


120264 






Strand 


+ 




Start 


2236. 






End 


.3604 . 




Name 


OJ000330 40 


.0424 , 


. C2 . o2 . gs " 


Method 


GENSCAN ' 




Start 


2236 




End 


36.04 




GI 


none 






Score 


.97 




Exons 


2236. .2486, 


2569, 


. .3604 








beq. No. 


57461 






Seq. ID 


OJ000330_40.0424 


.C2 


Gene No. 


120264 






Strand 


+ 




Start 


2236 






End 


3604 




Name 


OJ000330 40 


.0424, 


.C2.o2. tm 


Method 


TBLASTX: Maize 




Start. 


2362 






End 


2911 




GI 


none 






-Score 


112 




Exons 


2362. .2490, 


2367, 


..2489, 2554. .2757, 2567. .2911, 2836. .2904 



Seq. No. 



57461 



Seq. ID OJ000330_40.0424.C2 




Gene No. 


120264 








Strand 


+ 




Start 


ZZoo 








End 


A C A A 

3604 




Name 


OJ000330 40, 


,0424 . 


/-* A — A 

C2 . o2 . 


tw 


■ Method 


TBLASTX : 


Wheat 


Start 


a a n c * 

2395 








End 


. A O C A 

2853 




GI 


none 








Score 


80 




Exons 


A A A c O /| ftA 

2.53d . . 24 90, 


2567 . 


A A C 1 

. 2851 , 


A C A A 

2590 . 


A O C A 

. .2853 






Seq. No. 


57461 








Seq. .ID 


OJ000330 


_40.0424.C2 


Gene No. 


120264 








Strand 






Start 


2236 








End 


A ^ A A 

3604 




Name 


OJ000330 40. 


0424 . 


C2 . o3 . 


tw 


Method 


TBLASTX : 


Wheat 


Start 


A A C A 

2854 








End 


2978 




GI 


none 








Score 


17 6 




Exons 


ooc/i a a "i a 

2854 . .2973, 


A O C C 

2855 . 


A A T T 

. 29 / / , 


A O A O 

2898 . 


.2978 






Seq. No. 


574 61 








Seq. ID 


OJ000330 


_40 . 0424 . C2 


Gene No. 


120264 








Strand 


+ 




Start 


2236 ; 








End 


3604 




Name 


OJ000330 40. 


A A A A 

0424 . 


OA ^ 1 

C2 . ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


A A A ^" 

2926 








End 


3406 




GI 


none 








Score 


103 




Exons 


AAA/" n rtrv 

2926 . . 3102, 


2929 . 


. 3300, 


2930 . 


.3301, 2954. .3322, 


3163. . 3318, 




a a a a ■-)—)—) —7 

32 90 . . 3337 , 


334 1 . 


.3406, 


3368 . 


.3406 






Seq. No. 


57461 ^ 








Seq. ID 


OJ000330 


. 40. 0424 .C2 


Gene No. 


120264'' 








Strand 


+ 




Start 


2236 








End 


3604 




Name 


/™\ TA A A A A A jl A 

OJ000330 40. 


0424 . 


C2 . ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


O A O A 

2980 








End 


3394 




GI 


none 








Score 


252" 




Exons 


A A O A ni /n 

2980 . . 314 / , 


A A O 1 

2981. 


. 3157 , 


A A A A 

2993 . 


.3157, 3160. .3390, 


A 1 ^* A AAAA 

3160 . . 3390, 




31 67 . . 3394 , 


AT t 7 

31 67 . 


A A A 1 

. 3391 










Seq. No. 


57462 








Seq. ID 


OJ000330 


_40.0424.C5 


Gene No. 


120265 








Strand 


+ 




Start 


1 a a n 
1429 








End 


11184 




Name 


r\ T A A A A OA vl A 

QJ000330 40. 


04 24 . 


C5 . ol . 


gp \ 


Method" 


AAT/GAP 




Start 


1429 








End 


2806 " 


• • -. ■ 


GI 


none 








Score 


995 




Exons 


1 /I A A 1 E "7 C 

14 2 9. . 15 ID, 


1705 . 


.1813, 


2141. 


.2201, 2323. .2513, 


2751 . . 2806 


Seq. No. 


57 4 62 








Seq. ID 


OJ000330 


_40 . 0424 . C5 


Gene No . 


1 A A A C 

120265 








Strand 


+ 




Start 


1 /ion 

1429 








End ' . 


11-184 




Name . 


OJ00033.Q 40. 


04'2.4 . 


C5.ol. 


gs. 


Method, 


GENS CAN. 




Start 


1491 








End 


10879 




GI 


none 








Score 


.8 




Exons 


14 91. .1 654 , 


1705 . 


.1813, 


2141. 


.2201, 2323.. 2498, 


2751 . .2880, 




38 64. . 3941 , 


4 614 . 


.4779, 


4876. 


.5023, 5562. .5633, 


5723 . . 5803, 




C A C A Z"' A /" A 

5959 . . 6062 , 


6150 . 


.6242, 


6360. 


. 6428, 6678. . 6742, 


8571 . .8799, 




A O 1 A A A A A 

8873 . . 9223, 


10747 


. .10879 








Seq. No. 


- 57462 








Seq. ID 


OJ000330 


_40.0424 .C5 


Gene No. 


120265 








Strand 


+ 




Start 


1429 








End 


11184 




Name 


OJ000330 40. 


0424 . 


C5.o2. 


gp 


Method 


AAT/GAP 




Start 


6980 








End 


7526 





57950 




GI none Score 774 

Exons 6980.. 7083, 7207 . .7526 

Seq. No. 57462 Seq. ID OJ000330_40 . 0424 . C5 

Gene No. 120265 Strand + 

Start 1429 ' End 11184 

Name OJ000330_40 . 0424 . C5 . ol . np Method AAT/NAP 

Start 8723 End 10876 

GI 2493147 Score' 714 

Exons 8723.. 8799, 8938.. 9223, 10747.. 10876 

GI Descrip.' VACUOLAR ATP SYNTHASE 16 KD PROTEOLIPID SUBUNIT gi 1857574 
(U27098) HH — ATPase [Oryza sativa] 

Seq. No. 57462 Seq. ID. OJ00033'0_4 0 . 0424 . C5 

Gene No. 120265 Strand + 

Start 1429 End 11184 

Name OJ000330_40 . 0424 . C5 . o3 . gp Method AAT/GAP 

Start' 9084 End 11184 

GI . 15034__1.R1084 Score 1075 

Exons 9084. .9223, 10747.. 11184 

GI Descrip. ' 3915254 /sp | Q41773 | VATL_MAIZE 4.0e-17 VACUOLAR ATP SYNTHASE 16 
KD PROTEOLIPID SUBUNIT (V-ATPASE 16 KD PROTEOLIPID SUBUNIT) ' 

0 Seq. No. 57462 Seq. ID OJ000330_40 . 0424 . C5 

v3 Gene No. 120266 , Strand 

fh Start 13200 . End 13702 

fit Name OJ000330_40 . 0424 . C5 . o4 . tm Method TBLASTX : Ma i z e 

|:E Start 2762 End 4726 

GI none Score 155 

W Exons 2762.. 2881, 2763.. 2882, 2764.. 2889, 3832.. 3942, 3858.. 3938, 

=,3 3863. .3943, 4515. .4700, 4592. .4726 

I* Seq. No. 57462 Seq. ID OJ000330_40 . 04 24 . C5 

I,, Gene No. 120266 Strand 

— ; Start 13200 End 13702 

v 4 Name OJ000330_40 . 0424 . C5 . o2 . ts Method TBLASTX : Soybean 

^ Start. 3844 . y End ' 5021 \ ; . 

• s q GI none Score 111 

Exons 3844, .3942, 3869. .3943, 4592. .4807, 4593. .4793, 4874. .5014, 

% 4875.. 5021 

Seq. No. 57462 Seq. ID OJ0003.30__40 . 0424 . C5 

Gene No. . 12026.6 ... Strand .. - 

Start 13200 'End 13702 

Name OJ000330_40 . 0424 . C5 . o3 . t.c . Method ■ TBLASTX": Cress 

Start 3905 End 4916 

GI none Score 63 

Exons 3905. .3943, 4592. .4780, 4593. .4781, 4875. .4916 

Seq. No. 57462 Seq. ID OJ000330_40 . 0424 . C5 

Gene No. 120266 Strand 

Start 13200 End 13702 

Name OJ000330_40 . 04 24 . C5 . o2 . tm . Method TBLASTX :Maize 

Start" 4736 End 6901 

GI none Score 81 

Exons 4736. .4780, 4737. .4781, 4874. .5029, 4875. .5030, 4875. .5030, 
5111. .5167, 5430. .5486, 5558. .5632, 5598. .5633, 5705. .5821, 



57951 



5720. .5803, 5927. .6034, 5950. .6033, 5952. .6044, 5956. .6045, 
6153. .6245, 6154. .6243, 6358. .6429, 6363. .6428, 6679. .6741, 
6839:. 6901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



57462 

120266 

13200 

OJ000330_4 0.0424 .C5.o3.ts 

6358 

none 

6358. .6429, 6679. .6741, 6835. 
6987. .7088, 6988. .7086, 7201. 

57462 

120266 

13200 

OJ000330_40.04 24.C5.ol.tm 

8714 

none 

8714. .8767, 8722. .8769, 8924. 
1074 4. .10902, 1074 4. .108 90 



Seq. ID OJ000330_40.0424.C5 
Strand 

End 13702 

Method TBLASTX : Soybean 

End 7242 

Score 93 

.6900, 6836. .6901, 6961.. 7083, 
.7242 

Seq. ID OJ000330_40.0424.C5 
Strand 

End 13702 

Method TBLASTX : Maize 

End 10902 

Score \ 7 6 

.9232,- 8925. .9233, 10742 .. 10885, 



Seq. No. 57462 
Gene No. ' 120266 

Start 13200 . . 

Name OJ000330_40 . 0424 . C5 . ol . tw 

Start 8714 

GI none 

Exons 8714.. 8767, 8722.. 8769, 8925. 



Seq. ID OJ000330_40.0424 .C5 
Strand, 

End 13702 

Method TBLASTX : Wheat 

End 9203 

Score 89 
.9203, 8927. .9151 



Seq. No. 


57462 


Seq. ID 


OJ000330_40.0424 ,C5 


Gene No. 


120266 


Strand 




Start 


13200 


End 


13702 


Name 


OJ000330 40.0424.C5..ol.tc 


Method 


TBLASTX: Cress 


Start 


8728 


End 


10879 


GI 


none ■ 


Score 


65 


Exons. 


8728". .8769, 8729. .'8767, 8924 


..9151, 8925. .9233, 9189. .9230, 




" M0742. .10870, 1074 4. .108 66, 


10744. .108 


75, ' 10745. : 10879 


Seq. No. 


57462 


Seq. ID 


OJ000330_40.0424.C5 


Gene No. 


120266 


Strand 




Start 


13200 


End 


13702. . 


Name 


. OJ000.330 .40.0424 .C5.ol.ts 


Method 


TBLASTX; Soybean 


Start 


8925 


End 


10879 


GI . 


none . . • 


. Score 


393 . 


Exons 


8925. .9233, 8927. .9151, 9189 


..9224, 10744 .. 10878, 10745. .10879 


Seq. No. 


57462 


Seq. ID 


OJ000330_40.0424 ,C5 


Gene No. 


120266 


Strand 




Start 


-13200 


End 


13702 


Name 


OJ000330 40.0424 .C5.o2.tw 


Method 


TBLASTX: Wheat 


Start 


10727 


End 


10893, , 


GI 


none 


Score 


159 


Exons 


10727. .1087 9, 10737. .10880, 


10744. .108 


81, 10744. .10893 


Seq. No. 


57462 


Seq. ID 


OJ000330_40.0424 ,C5 


Gene No. 


120266 


Strand 





57952 




Start " 


13200 




End 


13702 




Name 


OJ000330 40. 0424. C5 


. o4 .gp 


Method 


AAT/GAP 




Start 


13200 


.«>.. 


End 


13581 




•GI 


1632685 




Score 


684 




Exons 


13200.. 13581 










Spa Nn 


57462 




Seq. ID 


OJ000330 40 0424 


. C5 


Gene No. 


120266 




Strand 






Start 


13200 




End 


13702 




Name 


OJ000330 40. 0424. C5 


. o3 . gs 


Method 


GENSCAN 




Start 


13243 




End 


13561 




GI 


none 




Score 


.76 




Exons 


13243. .13561 










Seq. No. 


57462 




Seq. ID 


OJ000330_40.0424 


,C5 




120266 




Strand 






Start 


13200 




End 


13702 




Name 


OJ000330 40. 0424. C5 


. o2 . np 


Method 


' AAT/NAP 




Start 


13390 




End 


13702 




GI 


6911855 




Score 


248 




Exons 


13390. . 13702 










GI Descrip. 


(AL138649) putative 


protein 


[Arabidopsis thaliana] 




Spa No 


574 62 




■ Spa t n 




. C5 


Gene No . 


120266 ' 




Strand 






Start 


13200 . 




End 


13702 




Name 


OJ000330< 40. 0424. C5 


. o2 . tc 


L J C L11U \JL 


TRT.ASTX * frpqq 




Start 


13486 






IjDjj 




GI 


none 




Score 


157 




Exons 


13486. .13653, 13508 


. .13648 








Seq. No. 


57462 




Seq. ID 


OJ000330_40.0424, 


,C5 


Gene No. 


120266 




Strand 






Start 


13200 




End 


13702 




Name 


OJ000330 40. 0424. C5 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


13486 




End * 


13653 




GI 


none 




Score 


149 • 




Exons 


13486. .13653/ 13499 


. .13645 








Sea No 


57462 




Seq. ID 


OJ000330_40.0424 , 


. C5 


Gene No. 


120266 




Strand 






Start 


13200. 




. End 


13702 . 




Name 


OJ000330 40 ..0424. C5 


. o4 . ts . 


Method 


TBLASTX: Soybean 




Start 


13486 




End " 


13653' " 




GI 


none , 




Score 


17 5. 




Exons 


13486. .13653, 13499 


. .13648 








Qprr Kin 


57463 




Seq. ID 


OJ000330_40.0424 , 


. C6 


Gene No. 


120267 




Strand 






Start 


2576 




End 


3322 




Name 


OJ000330 40. 0424. C6 


.o2.gs 


Method 


GENSCAN 




Start 


2576 




End 


3322 




GI 


none 




Score 


.73 




Exons 


2576.. 2704, 3266.. 3322 








Seq. No. 


57464 




Seq. ID 


OJ000330_40.0424 , 


.C7 


Gene No. 


120268 




Strand 







57953 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



1968 End. 4962 

OJ000330_40.0424 .C7.ol.gp Method AAT/GAP 

1713- End 2697 

2742_1.R1084 Score 1417' 

1713.. 2132, 2305.. 2511, 2581.. 2697 

•4587615/gb|AAD25843.1|AC006951_22 2.0e-62 (AC006951) putative 
acyl-CoA synthetase [Arabidopsis thaliana] 
>gi_4 6894 69_gb_AAD27 905. 1_AC007213_3 (AC007213) putative 
acyl-CoA synthetase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 



57464 

120268 

1968 

OJ000330_40.0424.C7.ol.tm 

1963 

none 

1963. .2133, ■ 1963. .2133, 1968. 
2302.. 2514, 23.05.. 2514, 2578. 
2823.. 2963, 2825.. 2962, 3220. 
3226..3342, 3272.. 3343, 3510. 



Seq. ID OJ000330_40.0424.C7 
Strand 

End 4962 
Method TBLASTX : Maize 
End 3729 
Score 229 

.2141, 2285. .2512, 2301. .2513, 
.2718, 2579. .2725, 2582. .2716, 
.3339, 3222.. 3338, 3225.. 3347, 
.3728, 3510. .3728, 3511. .3729 



Seq. No. 57464 

Gene No.' 120268 

Start 1968 

Name w OJ000330_40 . 0424'-. C7 . ol . gs 

'Start 1968 

GI none 

Exons 1968.. 2132, 2305.. 2511, 2581. 

3511. .3740, 3828. .4001, 4078, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000330 40. 0424. C7 



4962 
GEN SCAN 
4662 
.98 

2715, 282S..2956, 3225.. 3342, 
4209, 4390. .4662 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57464 

120268 

1968 

OJ000330_4 0.0424 .C7.o2.tc 

1968 

none 

1968.. 2141, 1972.. 2133, 2305. 
2582.. 2716, 2799.. 2921, 2822. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2520, 2312 
.2920 



OJ000330 40. 0424. C7 



4962 

TBLASTX: Cress 
2921 
145 

2521, 2578.. 2718, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5746 
1202 
1968 

OJ000330_4 0.0424 .C7.ol. ts 
1968 
none . 
1368" 
2579 
3187 
3825 
4558 



54 
>68 



. .2135, 1972. .2130, 2302, 

. .2725, 2582/.2716, 2822. 

..3339, 3222.. 3338, 3510. 

. .4004, 4073. .4213, 4075. 

..4665, 4753. .4827, 4754, 



Seq. ID OJ000330_40.0424.C7 
Strand 

End 4 962 

Method TBLASTX: Soybean 

End 4827 

Score . 123 . 

.2526, 2303. .2512, 2578. .2718, 
.2962, 2823.-2957, 2834.. 2962, 
.3740, 3511. .3741, 3820. .3999, 
.4209, 4390. .4560, 4400. .4516, 
.4825 



Seq. No. 57464 Seq. ID 

Gene No. 120268 Strand 

Start 1968 End 

Name ■ OJ000330_40 . 0424 . C7 . ol . np Method 

Start 1971 End 

GI 6382514 Score 



OJ000330_40.0424.C7 

4962 • 
AAT/NAP . 
4962 
1965 



57954 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1971.. 2132, 2305.. 2511, 2581.. 2715, 2825.-2956, 3225.. 3342, - 
3511. .3740, 3828. .4001, 4078. .4209, 4390. .4662, 4753. .4962 
(AC010704) putative acyl-CoA syntheta*3V [Arabidopsis thaliana] 



57464 

120268 

1968 

OJ000330_4 0.0424 .C7 .ol. tc 

3546 

none 

3546. .3740, 3547. .3741, 3548, 



OJ000330_40.0424 .C7 
4962 

TBLASTX: Cress 

4210 

209 



Seq. ID 
Strand 
End 

Method' 
End 
Score 

.3742, 3552. .3743, 3823.-3999, 



3825. .4004, 3828. .4004, 4078. .4209, 4079. .4210 



Seq. No. 57464 
Gene No. 120268 
Start 1968 

Name OJ000330_4 0 . 0424 . C7 . o2 . tm 

Start 3829 
GI none 

Exons 3829..3867, 3831.. 3860, 3861. 

4069. .4209, 4077. .4211, 4078. 
4753.-4827, 4754. .4825 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000330 40. 0424. C7 



4962 

TBLASTX: Maize 
4827 
47 

3941, 3862. .4002, 3864. 
4212, 4390. .4683, 4397. 



,4004, 
,4663, 



OJ000330 40. 0424. C8 



Seq. No. 57465 Seq. ID 

Gene No. 120269 * Strand 

Start 592 " End 

Name OJ000330_40 . 0424 . C8 . ol . tm Method 

Start 247 End 

GI none Score 

Exons 247. .375, 314. .376, 314. .376, 316. .378, 574. .630, 580. 

585. .659, 591. .644, 657. .743, 667. .741, 667. .750 



750 

TBLASTX: Maize 

750 

83 



657, 



Seq. No. 57465 Seq. ID 

Gene No. 120269 Strand 

Start 592 End 

Name OJ000330_4 0 . 0424 .C8 . ol . gs Method 

Start 592 ■ ~ End 

GL none Score 

Exons 592.. 737 



OJ000330_40.0424.C8 
750 

GENSCAN . 

7-37 

.94 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57466 Seq. ID 

120270 Strand 

1 End 

OJ000330_40. 0424. C10. ol.np Method 

1 End 

5091541 . Score 



OJ000330_40. 0424 .C10 

7730 

AAT/NAP 

1795 ... 

908 



1..502, 701. .874, 1040. .1162, 1273. .1444, 1599. .1795 
(AC007067) T10O24.10 [Arabidopsis thaliana] 



57466 Seq. ID 

120270 Strand 

1 End 

OJ000330_4 0.04 24 .C10.ol.gp Method 

392 End 

2310205 Score 
392. .502, 701. .871 

5091541/gb|AAD39570.1 |AC007067_10 2.0e-53 (AC007067) T10O24.10 



OJ000330_40. 0424. C10 
7730 

AAT/GAP* 

871 

521 



57955 








[Arabidopsis thaliana] 


* 










Seq. No. 


57466~" 






Seq. ID 


OJ000330_40.0424 


.C10 




fipnp No 


120270 






Strand 








Start 


1. 






End 


7730 






Name 


OJ000330 40. 


,0424. C10. ol. 


gs 


Method 


GENSCAN 






Start 


392 






End 


7729 






GI 


none 






Score 


.41 






Exons 


392.. 502, 701.. 874, 1040.. 1162, 1273.. 


1444, 1599. .1899, 








3251. .3413, 


4180. . 4353, 


5881 


. . 6484, 7329. .7729 ^ 






Seq. No. 


57466 






Seq. ID 


OJ000330_40.0424 


.C10 




Gene No. 


120270 






Strand 








Start 


1 






End 


7730 






Name 


OJ000330 40. 


0424. C10. ol. 


tm 


Method 


TBLASTX: Maize 






Start 


3059 






End 


3269 






GI 


none 






Score 


210 






Exons 


3059. .3265, 


3063. .3269, 


3064 


. .3264 








Seq. No. 


57466 






Seq. ID 


OJ000330_40.0424 


.C10 




Gene No. 


120270 






Strand 








Start 


1 






End 


7730 






Name 


OJ000330 40. 


0424. C10. o2. 


np 


Method 


AAT/NAP 






Start 


3069 






End 


6384 






GI 


■ 6978923 






Score 


1162 




h ' - 


Exons 


'3069. .3632, 


4180. .4353, 


5881, 


. . 6105, 6154 '! . 6384 




I ': -J 


GI Descrip. 


(AC021665) hypothetical 


protein [Arabidopsis thaliana] 




'e? 


Sea. No. 


57466 






Seq. ID 


OJ000330_40.0424 


.C10 


■= « 


Gene No. 


120270 






Strand 








Start 


1- 






End 


7730 




r j 


Name 


OJ000330 40. 


0424. C10. ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


3075 






End 


3635 






GI 


none 






Score 


482 




V £ 


Exons 


3075. .3635, 


3076. .3633 










: ;5_ 


Sea No 


. 57466 






Seq. ID 


OJ000330_4'0."0424 


. C10 


i y 


Gene No. 


120270 






Strand 






C3 


Start 


1 






End 


7730 




fS 


Name 


OJ000330 40. 


0424. C10. o3. 


ts 


Method 


TBLASTX : Soybean 




*~ 


Start 


5894 






End 


6060 






GI. 


none 






Score 


121 






Exons 


5894. .6055,' 


5896. .6060 












Seq. -No. 


57466 






' Seq. ID 


OJ000330_40. 0.424 


.C10 




Gpnp No 


120270 






Strand 








Start 


1 






End 


7730 






Name 


OJ000330 40. 


0424 .C10. o3. 


tm 


Method 


TBLASTX: Maize 






Start 


6148 






End 


6481 






GI 


none 






Score 


125 






Exons 


6148. .6255, 


6149. . 6256, 


6311. 


..6409, 6319. .6420, 6319. .6408, 






6368. .6409, 


6392. . 6475, 


6443, 


. . 6481 








Seq. No. 


57466 






•*Seq. ID 


OJ000330_40.0424 


.C10 




Gene No . 


120270 






Strand 








Start 


1 






End 


7730 






Name 


OJ000330 40. 


0424 .C10. o2. 


gp 


Method 


AAT/GAP 





57956 



Start 7076 End 7375 

GI LIB3433-036-P1-K1-H8 Score 529 

Exons 7076.. 7375 

GI Descrip. ' 4581150/gb | AAD24634 . 1 | AC006919_12 4.0e-49 (AC006919)' 
hypothetical protein [Arabidopsis thaliana] 1 



Seq. No. 57466 Seq. ID 

Gene No. 120270 Strand., 

Start 1 End 

Name OJ000330_40 . 0424 . C10 . o2 . tm Method 

Start 7598 End 

GI none Score 

Exons 7598.. 7729, 7602.. 7730 



OJ000330_40. 0424. C10 
7730 

TBLASTX: Maize 

7730 

149 



Seq. No. 57466 Seq. ID 

Gene No. 120270 Strand 

Start . 1 End 

Name OJ000330_40 . 0424 . C10 . o2 . ts Method 

Start 7598 End 

GI none Score 

Exons 7598.. 7729, 7602.. 7730 



OJ000330_40. 0424. C10 
7730 

TBLASTX: Soybean 

7730 

143 



- ar 

- . : 



Seq. No. 5746.6 

Gene No. 120270 

Start 1 

Name OJ000330_4 0 . 0424 . C10 . ol . tc 

Start 7610 

GI none 

Exons 7 610. .7729, ,7 614. .7730 

Seq. No. 57467 

Gene No. 120271 

Start 8 

Name* OJ000330_40 . 0424 . Cll . ol . tc 

Start 1 

GI none 

Exons 1...102, 2.. 103, 421...486 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000330_40. 0424. C10 
7730 

TBLASTX: Cress . 

7730 

125 



OJ000330_40. 0424. Cll 
830 

TBLASTX: Cress 

486 

125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57467 

120271 

8 

OJ000330_4 0 . 0424 . Cll . o2 . tm 
1 

none 

1. .102, . 2. .103 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330_40. 0424. Cll 
830 

TBLASTX: Maize 

103.: . . 
171 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57467 

120271 

8 

OJ000330_4 0.0424. Cll. ol .ts 
1 

none 

1..102, 2. .103 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330_40. 0424. Cll 
830 

TBLASTX: Soybean 

103 

131 



Seq. No. 
Gene No. 
Start 



57467 
120271 



Seq. ID 

Strand 

End 



OJ000330_40. 0424. Cll 
830 



57957 




Name 


OJ000330 40.0424.Cll.ol.gs 


Method 


GENSCAN 


Start 


8 


End 


768 


GI 


none 


Score 


. 7 


Exons 


8..768 






Seq. No. 


57467 


Seq. ID 


OJ000330 40.0424.C11 


Gene No. 


120271 


Strand 




Start 


8 


. End .. 


'830 


Name 


OJ000330 40.0424'.Cll.ol.tm 


Method 


TBLASTX- Maize 


Start 


398 


End 


634 


GI 


none 


Score 


106 


Exons 


398.. 478, 398.-472, 400.. 480, 


524 . . 622, 


533. . 634, 535. .630 


Seq. No. 


57467 


Seq. ID 


OJ000330 40. 0424.C11 


Gene No. 


120271 


Strand 




Start 


8 


End 


830 


Name 


OJ000330 40.0424.Cll.ol.gp 


Method 


AAT/GAP 


Start 


629 


End 


830 


GI 


3061005 ■ 


Score 


282 


Exons 


629. . 830 






Seq. No. 


57468 


Seq. ID 


OJ000330 40.0424.C12 


Gene No. 


120272 


Strand 




Start 


208 


End 


336 > 


Name 


OJ000330 40.0424 .C12.ol.gs 


Method 


GENSCAN 


Start 


208 


End 


336 


GI 


none 


Score 


.87 


Exons 


208. .336 ' 






Seq. No. 


57469 


Seq. ID 


OJ000330 40.0424.C13 


Gene No. 


120273 


Strand 


+ 


Start 


170 


End 


1956 


Name 


OJ000330 40.0424.C13.ol.gs 


Method 


GENSCAN 


Start 


170 


End 


877 


GI 


none 


Score 


.86 


Exons 


170. . 571, 737 . .877 






Seq. No. 


574 69 


Seq. ID 


OJ000330_40.0424 .CI 3 


Gene No. 


120273 


Strand 


+ 


Start 


170 


End • 


1956 


Name 


OJ000330 40.0424.C13.ol.np 


Method 


AAT/NAP 


Start 


350 


End 


1956. . 


GI 


. 7451767 


Score. 


113 . , . ; , . . 


Exons 


350. .559, 728. .886, 1794. .1956 




GI Descrip. 


sodium^dependent . transporter 


homology yocS - Bacillus subtilis 




gi|2619019|gb|AAB84443.1| (AF027868) putative transporter 




[Bacillus subtilis] gi | 2 634328 | emb | CAB13827 . 1 | (Z99114) similar 




to sodium-dependent transporter [Bacillus subtilis] 


Seq. No. 


57470 


Seq. ID 


OJ000330_40.0424 .C14 


Gene No. 


120274 


Strand 


+ 


Start 


1 


End 


2180 


Name 


OJ000330 40.0424.C14.ol.np 


Method 


AAT/NAP 


Start 


1 * / 


End 


1858 


GI 


7363274 


Score 


110 


Exons 


1..71, 1693. .1858 






GI Descrip. 


(AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 



57958 



clone F17A8; putative protein. (AL049482) [Oryza satiya] 



Seq. No. 57470 

Gene No. 120274 

Start 1 

Name OJ000330_40 . 0424 . C14 . ol . gp 

Start 1383 

GI none 

Exons ' 1383. .1534, 2068:. 2180 



Seq. ID OJ000330_40.0424.C14 

Strand + 

End 2180 

Method AAT/GAP 

End 2180 

Score 457 



Seq. No. 57470 Seq. ID 

Gene No. 120274 ' Strand 

Start 1 " End 

Name OJ000330_4 0 . 0424 . C14 . ol " gs ' Method 

Start 1417 End 

GI none Score 

Exons 1417.. 1534, 1567.. 1637 



OJ000330_40.0424.C14 
+ 

2180 
GENSCAN 
1637 
1 



m 



Seq. No. . 57471 Seq. ID 

Gene No. 120275 Strand 

Start 1 End 

Name OJ000330_4 0 . 0424 . C15 . ol . np Method 

Start 1 ' End 

GI 6498438 '- • Score 

Exons 1..44, 1162:. 24 14 

GI Descrip. (AP000815) EST C93513 (C53164 ) corresponds to a region of the 

.~ predicted gene.; Similar to Arabidopsis thaliana chromosome II 
BAC F5H14 genomic sequence, hypothetical protein. (AC006234) 
[Oryza sativa] 



OJ000330_40.0424.C15 
+ 

9309 
AAT/NAP 
2414 
2028 





Seq. No. 


57471 


Seq. ID 


OJ000330_40.0424, 


.C15 




Gene No. 


120275 


Strand 


+ 






Start 


1 


End 


9309 




- ■— ■ 


Name 


OJ000330 40.0424.C15.ol.gs 


Method 


GENSCAN 




-. , : 

~™ 


Start - 


1167 


End ' 


2417 






GI 


none 


Score 


.59 




h ^ ■ 


Exons 


1167.. .2417 -'. 










Seq. No. 


57471 


Seq. ID 


OJ000330_40.0424. 


.C15 




Gene No. 


120275 


Strand 


+ 






Start 


1 


End 


9309 






Name 


OJ000330 40.0424.C15.ol..gp 


Method 


AAT/GAP . 






Start 


. 1224 


. End. 


.1642. 7. 






GI 


' LIB3434-O59-P1-K1-C10 " 


Score 


787 






Exons 


1224. .1642 










GI Descrip. 


*5103846/gb|AAD39676.1|AC007591 41 l.i 


Oe-42 (AC007591) F9L1. 






[Arabidopsis thaliana] 1 










Seq. No. 


57471 


Seq. ID 


OJ000330_40.0424. 


■ CIS 




Gene No. 


120275 


Strand 


+ 






Start 


1 


End 


9309 






Name 


OJ000330 40.0424.C15.o3.np 


Method 


AAT/NAP 






Start 


1873 


End .. 


7034 






GI 


7106512 


Score 


84 






Exons 


1873. .1906, 4411. .4594, 7005. 


.7034 








GI Descrip. 


(AP001278) EST C9842 9 (E0138 ) 


corresponds to a region of 


the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 





57959 



Seq. No. 57471 Seq. ID 

Gene No. 120275 Strand 

Start 1 End 

Name OJ000330_40 . 0424 . C15 . o3 . gp Method 

Start 5056 End 

GI - LIB3477-003-P1-K1-E9 Score 

Exons 5056.. 5111, 9054.. 9106 

GI Descrip. 1 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ000330__40.0424.C15 
+ 

9309 
AAT/GAP 
9106 
137 



Seq. No. 


57471 


Seq. ID 


OJ000330_40.0424.C15 


Gene No. 


120275 


Strand 


+ '.' 


Start 


1 


End 


9309 


Name 


OJ000330 40. 0424 .C15.o4 .gs 


Method 


GENSCAN 


Start 


5800 


End 


6552 


GI 


none 


Score 


.76 


Exons 


5800. .5850, 6268. .6552 






Seq. No. 


57471 


Seq. ID 


OJ000330_40.0424.C15 


Gene No. 


120275 


Strand 


+ 


Start 


1 


End 


9309 


Name 


• OJ000330 40.0424.C15.o4.np 


Method 


AAT/NAP 


Start 


7637 


End 


9309 . - 


GI 


5042463 • 


Score 


143 


Exons 


7637.. 7845, 9286. .9309 






GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 


Seq. No. 


57471 


Seq. ID 


OJ000330_40.0424.C15 


Gene No. 


120276 


Strand 




Start 


1971 


End 


2732 , 


Name 


OJ000330 40.0424 .C15.o2.gp 


Method 


AAT/GAP 


Start 


1971 


End 


2732 


GI 


41960 1.R1084 


Score 


1479 


Exons 


1971.. 2732 






GI, Descrip. 


' 510384 6/gb|AAD3967 6.1 1 AC007591 41 2.0e-37- (AC0.07591) . F9H.4 3 




[Arabidopsis thaliana] 1 






Seq. No. 


57471 


Seq. ID 


OJ000330_40.0424.C15 


Gene No. 


120277 


Strand 




Start 


3165 


End 


3723 


Name 


. OJ000330 .40.0424 ,C1.5.o2.gs . 


Method . 


GENSCAN ... 


Start 


3165 


End ' 


3723 " 


GI 


none 


Score 


..71. .... 


Exons 


3165.. 3330, 3512.. 3723 






Seq. No. 


57471 


Seq. ID 


OJ000330_40.0424.C15 


Gene No. 


120277 


Strand. 




Start 


3165 


End 


3723 


Name 


OJ000330 40.0424 .C15.o2.np 


Method 


AAT/NAP 


Start 


3168 


End 


3597 


GI 


6498439 


Score 


225 


Exons 


3168.. 3349, 3432.. 3597 






GI Descrip. 


(AP000815) ESTs C98259(C1345 


) , D15820 (C1345) correspond to a 




region of the predicted gene 


. ; Similar 


to translation initiat. 




factor 6. (AF022229) [Oryza 


sativa] 





57960 






Seq. No. 


57471 








Seq. ID 


OJ000330_40. 0424. CIS 




Gene No . 


lZUZ / o 








Strand 






Start 


5326 








End 


5592 




Name 


OJ000330_4 0 , 


. 0424 


.'CIS . o3 


.gs 


Method 


GENSCAN 




Start 


5326 








End 


5592 




GI 


none - 








Score 


1 




Exons 


5326 . . 5592 














Seq. No. 


57471 








Seq. ID 


OJ000330_40. 0424. CIS 




Gene No. 


120279 








Strand 






Start 


6987 








End 


7880 ' 




Name 


OJ000330 40. 


0424 


. CIS . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1161 








End 


24 61 • 




GI 


none 








Score 


264 




Exons 


1161. . 1964 , 


1165 


. . 1503, 


1165 . 


.2010, 11! 


35. .2051, 1484. .2050, 






2051 . .2419, 


A A C A 

2052 


. .2423, 


2074 . 


.2424, 2118. .2225, 2316. .2381, 






2411. .24 61 














Seq. No. 


57471 








Seq. ID 


0 JO 0033 0_4 0.04 2 4. CIS 




Gene No. 


"1 a a A T A 

12027 9 








Strand 






Start 


6987 








End 


7880 




Name 


✓"V *T A A A A A A /"\ 

OJ000330 40. 


0424 


. CIS . o2 


. ts 


Method _ 


TBLASTX: Soybean 


? % 


Start 


1329 








End 


14 92, 




GI 


none 








Score 


203' . _ 




Exons 


"1 A A A 1 yl A A 

1329 . .1490, 


1329 


. . 14 90, 


1330 . 


.1491,' 1331. .1492' 


: |— 


Seq. No. 


57471 








Seq. ID 


OJ000330_40. 0424 .CIS 


Vsf 


Gene" No. 


i a a a ^ a 

12027 9 








Strand 




: . 3 


Start 


6987 








End 


7880 




Name 


/ataaaaaa a a 

OJ000330_4 0 . 


0424 


.CIS . ol 


. tw 


Method 


TBLASTX: Wheat 


f i ! 


Start 


1485 








End 


2294 




GI 


none 








Score 


58 




Exons 


1485 . . 1607 , 


1842 


. . 1970, 


1877 . 


,2293, 1899.. 2294 




Seq. No. 


57471 








Seq. ID 


OJ000330_4 0,. 0424 .CIS 


r ^ 


Gene' No. 


•120279 








. Strand 






Start 


6987 








End 


7880 *' 


r i 


Name 


OJ000330 40. 


0424 


. CIS . ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


1493 








End 


2417 




GI 


none 








Score 


431 




Exons 


14 93 . . 1.924 , 


14 94 


. .1934 , . 


1833 . 


.1973, 1919.. 2389, 1920.. 2387, 






, 2385 ..2417 














Seq. No. 


57471 








.Seq. ID 


OJ000330_40. 0424. CIS 




Gene No. 


12027 9 








Strand 






Start 


6987 








End 


7880 




Name 


OJ000330 40. 


0424 


.CIS.ol , 


. tc 


Method 


TBLASTX: Cress 




Start 


1526 








End 


2021 




GI 


none 








Score 


414 




Exons 


1526. . 1930, 


1527 


. .2021, 


1572. 


.1964 






Seq. No. 


57471 








Seq. ID 


OJ000330_40. 0424. CIS 




Gene No. 


120279 








Strand ■ 






Start 


6987 








End 


7880 




Name 


OJ000330 40. 


0424, 


.C15.o2, 


,tc 


Method 


TBLASTX: Cress 




Start 


2174 








End 


2440 



57961 



GI none 

Exons 2174.. 2440, 2175.. 2387 

Seq. No. 57471 

Gene No. 120279 ■ 

Start 6987 

Name OJ000330_40 . 0424 . C15 . o5 . gs 

Start 6987 

GI none 

Exons 6987.. 7121, 7387.. 7493, 7734. 

Seq. No. 57472 

Gene No. 120280 

Start 1609 

Name OJ000330_40 . 0424 . C16 . ol . tm 

Start 1602 

GI none 

Exons 1602. .1682, 1717. .2223, 1731, 
' 3778.. 3906, 3990-, .'4148, 3991, 
4260. .4373 



Score 



Seq. ID 

Strand 

End 

Method 
End' 
Score 
.7880 



246 



OJ000330_40.0424.C15 

7880 
GENSCAN 
7880 
.57 



Seq. ID OJ000330_40.0424 .C16 

Strand + 

End 4876 

Method TBLASTX : Maize 

End 4374 

Score 587 

.2222, 3748. .3906, 3762. .3905, 
.4149, 4258. .4374, 4258. .4371, 



— 'ST 
I : = 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip. 



57472 Seq. ID 

120280 Strand 

1609 End 

OJ000330_40.0424.C16.ol.gs Method 

1609 End 

none Score 



OJ000330_40.0424.C16 
+ 

4876 
GENSCAN 
4371 
.91 



1609. .2455, 3764. .3907, 3998. .4150, 4256. .4371 



OJ000330_40.0424.C16 
+ 



57472 Seq. ID 

120280 Strand 
1609 End 4876 

OJ000330_40.0424 .C16.ol.np Method AAT/NAP 
1681 End 4876 

1084335 Score 1189 

1681. .2227, 3773. .3907, 3998. .4150, 4256;. 4374, 
calcium-dependent protein kinase (EC . 2 . 7 . 1 . - ) 2 . 
thaliana gi | 60488 1 1 dbj | BAA04 830 . 1 1 (D21806) calcium-dependent 
protein kinase [Arabidopsis thaliana] 



4856.:. 4876 
.- Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57472 
120280 
160.9 ... 

"OJ000330_40.0424.C16.ol.ts 
.1705 . . 

none 

1705, 

3990, 



.2223, 1710.. 2222, 3743. 
.4145, 3991. .4149, 3997. 



4260. .4373 

57472 

120280 

1609 

OJ000330_40.0424.C16.ol.tc 

1714 

none 



Seq. ID OJ000330_40.0424 .C16 

Strand + 

End / .. 4876 

Method ' • TBLASTX : Soybean 

End . 4374 

Score 708 

.3904, 3748. .3906, 3762. .3905, 
.4155, 4258. .4374, 4258. .4368, 



Seq. ID OJ000330_40.0424 .C16 



Strand 
End 

Method 

End 

Score 



+ 

4876 

TBLASTX: Cress 

4374 

737 



1714. .2226, 1716. .2219, 3748. .3906, 3762. .3905, 3785. .3907, 



57962 



3786. .3908, 3990. .4148, 3991. 
4257. .4373, 4258. .4374 

Seq. No. 57472 
Gene No. < 120280 

Start 1609 

Name OJ000330_4 0 . 04 24 . CI 6 . ol . tw 

Start 1881 

GI none 

Exons 1881.. 1973, 1882.. 2169, 1888. 

Seq. No. 57472 
Gene No. 120280 

Start . 1609 

Name OJ000330_4 0 . 0424 . C16 . o2 . tw 

Start 2170 
GI none 

Exons 2170. .2223, "2173. .2283, 3748. 

3991.. 4149 



.4152, 3994. .4155, 4255. .4305, 



Seq. ID OJ000330_40.0424.C16 

Strand + 

End "4876 

Method TBLASTX : Wheat 

End 2169 

Score 117 
.2118, 1899.. 2147 

Seq. ID OJ000330_40.0424.C16 

Strand + 

End 4876 

Method TBLASTX : Wheat 

End 414 9 

Score 81 

.3906, 3762;. 3905, 3990. .4148, 



Seq. No. 57473 Seq. ID 

Gene No. 120281 • Strand 

-Start 3235 End 

Name OJ000330_4 0 . 04 24 . C18 . o2 . gs Method 

Start 3235 End 

GI * none Score 

Exons 3235.. 3798 



OJ000330_40.0424.C18 
+ 

3798 
GENSCAN 
3798 
'.59 



Seq. No. 57473 

Gene No. 120282 

Start 9936 

Name OJ000330_4 0.0424. C18 . o3 . np 

Start 9936 

GI 3913018 

Exons 9936.. 10099, 10328 .. 10783 , 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
11294. .11810 



OJ000330_ 
+ 

11810 
AAT/NAP 
11810 
1304 



40.0424 .C18 



FRUCTOSE-BISPHOSPHATE ALDOLASE, CHLOROPLAST PRECURSOR (ALDP) 
gi I 218155 | dbj |BAA02730 | (D13513) chloroplastic aldolase . [Or.yza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57473 -Seq. ID 

120283 Strand 
16689 . .End 

OJ00033p_4 0.0424. C.18 . o5 ..gp. . Method 
16471 End 
34813 1.RLQ84 . ~- " l Score 



OJ000330_40.0424.C18 
+ 

19536 
. AAT/GAP. . 
18041 
887 



16471. .16803, 17582. .17726, 18021. .18041 

, 5668814/gb|AAD46040.1|AC007519_25 1.0e-12 (AC007519) ESTs 
gb_H36253 and gb_AA04251 come from this gene. [Arabidopsis 
thaliana] 1 



Seq. No. 57473 

Gene No. 120283 

Start 16689 

Name OJ000330__4 0 . 0424 . C18 . 06 . gs 

Start 16689 

GI none 
Exons 



Seq. ID OJ000330_40.0424 .C18 



Strand 
End 

Method 

End 

Score 



+ 

19536 
GENSCAN 
18919 
. 65 



16689. .16803, 17098 .. 17328 , 17582 .. 17725 , 18387 18512, 



57963 



18768. .18919 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57473 

120283 

16689 

OJ000330_40.0424.C18 

17590 

7447193 

17590. .17725, 18387. 



Seq. ID OJ00Q330_40.0424 .C18 
Strand + 
End 19536 
o4.np Method AAT/NAP 
End 19534 
Score 320' 
18512, 18768. .18919, 194 18 . Vl'9534 
conserved hypothetical protein aq_1660 - Aquifex aeolicus 
gi|2983997|gb|AAC07543.1| (AE000749) hypothetical protein 
[Aquifex aeolicus] 





Seq. No. 


57473 




Seq. ID 


OJ000330_40.0424.C18 




Gene No. 


120283 




Strand 


+ 




Start 


16689 




End • 


19536 




Name 


OJ000330 40.0424.C18.o6 


.gp 


Method 


AAT/GAP 




Start 


18468 




End 


19536 




GI 


52267 1.R1084 




Score 


. 580 




Exons 


18468. .18512, 18768 .. 18919, 


19418. .19536 




GI Descrip. 


'2983997 9.0e-24 (AE000749) 


hypothetical protein [Aquifex 






aeolicus] ' 










Seq. No. 


57473 




Seq. ID 


OJ000330_40.0424.C18 


vJ 


Gene No. 


120284 




Strand 




^ 5 


Start 


1 




End 


3775 


fit 


Name 


OJ000330 40.0424.C18.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


3708 


if -*5 
h '=? 


GI 


7529719 




Score ' 


1035 




Exons 


1. . 188, 284. .342, 441. . 


546, 


648. .714, 


797. .910, 1008. .1087, 


\4 




1345. . 1513, 2523. .2655, 


3222 


..3381, 3532. .3708 




GI Descrip. 


(AL132969) putative protein 


[Arabidopsis thaliana] 


» : ~ 


Seq. No. 


57473 




Seq. ID 


OJ000330_40.0424 .C18 




Gene No. 


120284 




Strand 




~'4 


Start 


1 




End 


3775 




. Name' 


OJ0.00330 40.0424..C18.O1 


-gs - 


Method 


GENSCAN 




Start * 


83 " ' 




End 


2742 




GI 


none 




Score 


.69 




Exons 


83. .188, 281. .342, 441. 


.546, 


648. .714, 


797. .910, 1375. .1513 






2523. .2742 










Seq. No. 


. 57473 




Seq. ID 


0 JO 003 3.0_4 0 . 0 4 2 4 .. C 1 8 




Gene No. 


120284 




Strand 






Start 


1 ■ 




End 


3775 ...... 




Name 


OJ000330 40.0424.C18.ol 


.gp 


Method 


AAT/GAP 




Start 


319 




End 


1395 




GI 


699639 




Score 


702 




Exons 


319. .342, 441. .546, 648 


. .714 


, 797.. 910 


, 1008. .1086, 1345. .1: 




GI Descrip. 


4581150/gb|AAD24634.1 IAC006919 12 4 . Oe 


-49 (AC006919) 






hypothetical protein [Arabidopsis thaliana] 




Seq. No.. 


57473 




Seq. ID 


OJ000'330_40. 0424 .C18 




Gene No. 


120284 




Strand 






Start 


1 




End 


3775 




Name 


OJ000330 40.0424.C18.o2 


.gp 


Method 


AAT/GAP 




Start 


3544 




End 


3775 



1395 



57964 



GI LIB3474-003-P1-K1-C3 Score 440 

Exons 3544.. 3775 

GI Descrip". 1 5123910/emb I CAA67191 . 1 1 8-0e-15 (X98582 ) * HSP80-2 [Triticum 

- aestivum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57473 Seq. ID 

120285 Strand 
4558 End 
OJ000330_4 0. 0424 .C18.o3.gs Method 
4558 End 
none Score . 
4558. .4719, 4903. .4995 

57473 Seq. ID 

120286 Strand 
5912 End 
OJ000330_4 0 . 0424 .C18 . o2 . np Method 
5912 End' 
7340909 Score 
5912. .6032, 6525..6929" 

(AP001550) hypothetical protein [Oryza sativa] 



OJ000330_40.0424.C18 

4995 
GENSCAN 
4995 
.46 



OJ000330_40.0424.C18 

6929 
AAT/NAP 
6929 
220 



57473 

120287 

10278 

OJ000330_4 0.0424 .C18.o2.ts 
64 

none 

64. .162, 66. .188, 102. .188 



OJ0Q0330 40.0424.C18 



Seq. ID 
Strand 
End 

Method 
End 
Score 

257. .343, 279. .362, 438. .548, 
442. .558, 446. .550, 633.-722, 633. .716, 646. .723, 796. .912, 
797. .910, 1007. .1090, 1008. .1091, 2521. .2661 



11816 

TBLASTX : Soybean 

2661 

89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



57473 

120287 

10278 

OJ000330_4 0.0424 .C18.o4 . tm 
81 

none 



Seq. ID OJ000330_40.0424 .C18 



Strand 
End 

Method 
End ■• 
Score 



11816 

TBLASTX: Maize 

3396 

137 



81. .164, 281. .343, 1351. 
3220. .3396, 3222. .3383 



.1476, 1374. .1520, 1375. .1515, 



Seq. No. . 57473 

Gene, No. . 1.20287 .... 

Start 10278 

Name OJ000330_40 . 042.4 .CIS . o2 . tm - 

Start 438 

GI none 

Exons 438. .548, 445. .549, 446. .550, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ00033.0_40.0424 .C18 

11816 '' 
TBLASTX: Maize 
2667 
110 



645. .710, 646. .732, 646. .711, 



796. .909, 797. .910, 984. .1076, 989. .1087, 1010. .1087, 2521. .2667 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57473 
120287 

10278 ,., ■ f 

OJ000330_40.0424.C18.o4.tc 

442 

none 



Seq. ID OJ000330_40.0424.C18 
Strand 
End 

Method 
End 
Score 



11816 

TBLASTX: Cress 

2667 

114 



442. .546, 446. .547, 645. .716, 646. .732, 796. .912, 2521. .2667 



57965 




Seq. No. 


57473 


Seq. ID 


OJ000330_40.0424.C18 


Gene No. 


120287 


Strand 




Start 


- 10278 


End 


11816 


Name 


OJ000330_4 0 . 04 24 .C18 .o3. ts 


Method 


TBLASTX : Soybean 


Start 


1374 


End 


3404 


GI 


none 


Score 


182 


Exons 


1374.. 1520, 1375.. 1515, 1398 


I..1526, 3220. .3381, 3222. .3404 


Seq. No. 


57473' 


Seq. ID 


OJ000330_4 0.0424 .CI 8 


Gene No. 


120287 


Strand 




Start 


10278 


End 


11816 


Name 


OJ000330_4 0.0424 .CI 8 .o3. tc 


Method 


TBLASTX: Cress 


Start 


3220 


End 


3387 


GI 


none 


Score 


113 


Exons 


3220. .3387, 3222. .3383 






Seq. No. 


57473 


Seq. ID 


OJ000330_40.0424.C18 


Gene No. 


120287 


Strand 




Start 


10278 


End 


11816 ' 


Name 


OJ000330 40. 0424 .C18 .o5. tm 


Method 


TBLASTX: Maize 


Start 


6087 


End 


6233 


GI 


none 


Score 


202 


Exons 


6087 . . 6233, 6095. . 622 6 






Seq.- No.' 


57473 • 


Seq. ID 


OJ000330_40.0424.C18 


Gene No. 


120287 


Strand 




Start 


10278 


v End 


11816 


Name 


• OJ000330 40.0424 .C18.o5.ts 


Method 


TBLASTX : Soybean 


Start 


6101 


End 


6399 


GI 


none 


Score 


156 


Exons 


6101.. 6226, 6102.. 6227, 6295 


..6399, 6307. .6390 


Seq. No. 


57473 


Seq. ID 


OJ000330_40.0424.C18 


Gene No. 


120287 


Strand 




Start 


10278 


End 


11816 


Name 


OJ000330_40 . 0424 . C.18 . ol . tm . 


Method 


TBLASTX :Maize 


Start 


9917- 


End 


1181-3 . 


GI 


none 


Score 


60 


Exons 


9917. .9979, 9918. .9983, 9978 


. .10007, 1004 5. .10098, 1004 6. .10099, 




10328 .. 104 08, 10330. .10407, 


10405. .10626, 10416. .10613, 




. 10465. .10614, 10576... 10710, 


10613. .10681, 10616. ,1Q714, 




10663. . 10713, . 10717 . . 1077 9, 


10718..;i0783, .112.90.. 11487,' ... 




11291. .11488, 11538. .11582, 


11538 .'.11582, ' 11581. .11601,' 




11583. . 11603.,. 11597 .. 11707,. 


11620,-11706, 11630. .11719, 




11711. .11809, 11724 . .11813, 


11787. .11810 


Seq. No. 


57473 


Seq. ID 


OJ000330_40.0424.C18 


Gene No. 


120287 


Strand 




Start 


10278 


End 


11816 


Name 


OJ000330 40.0424 .C18.o3.gp 


Method 


AAT/GAP 


Start 


10278 


End 


10388 


GI 


1631757 


Score 


• 173 


Exons 


10278.. 10388 






GI Descrip. 


5123910/emb ICAA67191.il 8 . Oe 


-15 (X98582) HSP80-2 [Triticum 



aestivum] 



57966 



Seq. No. 57473 Seq. ID 

Gene No. 120287 Strand 

Start 10278 End 

Name OJ000330_40 . 0424 .C18 . ol . tc Method 

Start " 10327 . End 

GI none Score 

Exons 10327. .10407, 10328 .. 10408, 10405 .. 10626, 10425 

10616. .10714, 10666. .10713, 10717 1077 9, 10718 

11290. .11487, 11291. .11488, 11542 .. 11 604 , 11594 

11675. .11695, 11751. .11816 



OJ000330 40.0424.C18 



11816 

TBLASTX: Cress 
11816 
126 ' 



.10613, 
,10783, 
,11689, 



Seq. No. 57473 
Gene No. 120287 
Start 10278 

Name OJ000330_4 0 . 0424 . C18 . ol . ts 

Start 10327 
GI none 
Exons 10327. 

10616. 

10718. 

11539. 

11724 . 



,10407, 10328. .10408, 

,10714, 10616. .10681, 

,10783, 11291. .11491, 

,11577, 11573. .11620, 

,11813 



Seq. ID OJ000330_40.0424 .C18 
Strand 

End 11816 

Method TBLASTX : Soybean 

End 11813 

Score 134 
104 05. .10626, 10419. .10613, 
10666. .10713, 10717. .1077 6, 
11293. .114 87, 11538. .1157 9, 
11594. .11707, 11620. .11706, 



Seq. No. 


57473 




Seq. ID 


OJ000330_40.0424 


.C18 


Gene No. 


120287 




■ Strand 






Start 


10278 




End 


. 11816 




Name 


OJ000330 40.0424.C18 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10328 




End 


10560 




GI 


none 




Score 


125 




Exons 


10328. .10408,M0330. 


.10407, 


10411. . 10560, .10425. .10559 




Seq. No. 


57473 




Seq. ID 


OJ000330_40.0424 


.C18 


Gene No. 


120287 




Strand 






Start 


10278 




End 


1181.6 




Name 


OJ000330 40.0424.C18 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


10690 




End 


11813 




GI. 


none 




. Score 


78'; 




Exons 


10690. .10779, 10718. 


.10783, 


11290. .11499, 11291. .11500, 






11538. .11582, 11539. 


.11577, 


11594. .11707, 11620. .11706, 






11621. .11719, 11711. 


.11812, 


11724. .11813, 11787. .11813 




Seq. No. 


57473 




Seq. ID 


OJ000330_40.0424 


.C18 


Gene No. 


120288 




Strand 






Start 


16684 




End 


: 19536 " 




Name. 


OJ000330 40.0424.C18 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


16684 




End 


19534 




GI 


none 




Score 


106 




Exons 


16684 . .16755, 16685. 


.16801, 


16695. .16802, 17580. .1772 6, 






17581. .17727, 17582. 


.17728, 


17583. .1772 9, 18373. .18501, 






18384. .18515, 18386. 


.18514, 


1838 6. .18517, 187 67. .18 922, 






18775. .18921, 19417. 


.19533, 


19418. . 19534 




Seq. No. 


57473 




Seq. ID 


OJ000330_40.0424 


.C18 


Gene No. 


120288 




Strand 






Start 


16684 




End 


19536 




Name 


OJ000330 40.0424.C18 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16684 




End 


18427 





57967 



GI % 
Exons 



none 



Score 



107 



16684. .16755, 16688 .. 16801 , 1 6695 16802 , 17562 17726, 
17581. .17727, 17581 .. 17733 , 1758 6 17729, 18*384 . .18425, 
18384. .184-25, 18385 .. 18426, 18386.. 18427 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57473 
120288 
16684 
OJ000330 
16688 
none 
16688 
18385 
18775 



40.0424.C18.o4.ts 



16801, 16695. 
18513, 18386. 
18921, 19417. 



,16802, 
,18514, 
,19536, 



57473 

120288 

16684 

OJ0003.30_40 ..0424VC18 . o2 . tc 

17541 

none 

17541. .17744, 17542. .17727, 
18385. . 18516, 18389 .. 18532, 
18775. .18921, 19417 19536, 



57473 

120288 

16684 

OJ000330_40.0424 .C18 .o3.tw 
18473 
, none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17580 

18753 



OJ000330 40.0424.C18 



19536 

TBLASTX : Soybean 
19536 
136 

17744, 17581. .17727, 
18920, 18767. .18922, 



19418. .19534 

Seq. ID OJ000330_40.0424.C18 
Strand 

End 19536 

Method TBLASTX: Cress 

End ' 19536 

Score 205 
18368. .18514, 18373. .18516, 
187 62. .18920, 187 67. .18922, 
19418. .195.34 

•Seq. ID OJ000330_40.0424 .C18 



Strand 
End 

Method 

End 

Score 



19536 

TBLASTX: Wheat 

19534 

55 



18473. .18517, 18476 .. 18514 , 18762 .. 18920, 187 67 .. 18 922 , 
18775. .18921, 19423 .. 19533, 19423 .. 19533, 19424. .19534 



Seq. No. 57474 Seq. ID 
Gene No. 120289 ' Strand 
Start ■ 188 End- 
Name OJ000330_40.0424 .C20.ol.tm Method 
Start 3 End 
GI none Score 
Exons 3. .179, 4. .162, 182. .352, 184. .258, 344 



OJ000330_40.0424 .C20 
+ 

1541 

TBLASTX: Maize 

1484 

98 

508, 370.. 435, 



373..447, 374. .508, 525 . . 593, . 526 . . 690 , 532. .690, 681. .10.34,. 
682.. 723, '684.. 854,. 691.. 1029, 720. .863., 721 .. 870, 730 ... 1023, 
1003.. 1242, 1041.. 1265, 1043.. 1243, 1200. .1247, 1344.. 1463, 
.135.5. .1444, 1356, .1484 



Seq. No. 57474 Seq. ID 

Gene No. 120289 Strand 

Start 188 End 

Name OJ000330_40 . 0424 . C20 . ol . gs Method 

Start 188 End 

GI none Score 

Exons 188. .514, 550. .1242, 1359. .1541 



OJ000330_40.0424 .C20 
+ 

1541 
GENS CAN 
1541 
.56 



Seq. No. 
Gene No. 
Start 



57475 

120290 

1 



Seq. ID OJ000330_34 .0419.C3 
Strand + 
End 1719 



57968 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ000330_34.0419.C3.ol.np 



Method AAT/NAP 



End 
Score 



1719 
1733 



72284*42 
1..1719 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



57475 

120290 

1 

OJ000330_34.0419.C3.ol.tm 

883 

none 

883. .1350, 888. .1361, 1408, 

57475 

120290 

1 

OJ000330_34.0419-C3.ol.tw 

1179 

none 



Seq. ID OJ000330_34 .0419.C3 



Strand 
End 

Method 
End 
Score 
,1479 



+ 

1719 

TBLASTX: Maize 

1479 

352 



Seq. ID OJ000330_34.0419.C3 



Strand 
End 

Method 

End 

Score 



+ 

1719 

TBLASTX: Wheat 

1554 

173 



1179. .1325, 1180. .1356, 1380. .1472, 1381. .1554, 1403. .1543 



5747 6 Seq. ID 

120291 * Strand 

44 End 

OJ000330_34 .0419.C4 .ol.gs Method 

4 4 End 

none Score 



OJ000330_34 .0419.C4 
+ 

5382 

GENSCAN " 
5382 
. 6 



44. .339, 422. .563, 645. .781, 2139. .2232, 2523. .3461, 3957. .4030, 
4106. .4265, 4284. .4472, 4558. .4872, 4952. .5174, 5357. .5382 



57476 

120291 

44 

OJ000330_34.0419.C4.o4.np 
297 

7228438 



Seq. ID OJ000330_34 .0419.C4 
Strand + 
End 5382 
Method. . AAT/NAP. . • \ 
.End ; 4 667 
Score 351 
297. .489, 2573. .2807, 4377. .4472, 4558. .4667 

(AP001366) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene. ; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981), [Oryza sativa]. ' . 



5747.6. . Seq. ID 

120291 Strand 
44 End 
OJ000330_34 . 0419. C4 . o2 . np Method 
372 End 
7228442 Score 
372. .489, 2573.-3384, 3787. .3968 

. (AP001366) EST C28952 (C62945 ) corresponds to a region of the 
.predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000330_34 .0419. C4. 
+ 

5382 
AAT/NAP 
3968 
859 



57476 
120291 



Seq. ID OJ000330_34 .0419.C4 
Strand + 



57969 



Start 
Name 
Start 
GI 

Exons ' 

GI Descrip. 



44 End 

OJ000330_34 .0419.C4 ,o5.np Method 

687 " End 

72284*38 V; v * Score 



5382 
AAT/NAP 
4667 
353 



687. .708, 1523. .1573, 2572. .2807, 4377. .4472, 4558. .4667 
(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 57476 Seq. ID 

Gene No. 120291 Strand 

Start 44 End 

Name OJ000330_34 . 04 19 . C4 . ol . gp . Method 

Start 1121 End 

GI LIB3434-017-P1-K1-F5 Score 

Exons 1121.. 1201 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 5.0e-20 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 1 



OJ000330_34.0419.C4 
+ 

5382 
AAT/GAP 
1201 
80 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57476 Seq. ID 

120292 Strand 

1593 End 

OJ000330J34 . 04 19 . C4 . ol . np Method 

1593 \ , End 

4680183 ' ,■ - Score 
1593.. 1712, 5591.. 5643 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ000330__34.0419..C4 

5643 
AAT/NAP 
5643 
133 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330 34. 0419. C4 



57476 
120292 
1593 

OJ000330_34 . 04 19 . C4 . o2 . gp 
2315 

uC-osflcyp088bl2bl 
2315.. 2423 

'5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA> chromosome '8, clone : P0026F07 V ■ ; 



5643 
AAT/GAP 
2423 
156 



Seq. No. 57477 Seq. ID 

Gene No. 120293 Strand 

Start 109 " End 

Name OJ000330_34 . 04 19 . C5 . ol . gs Method 

Start 109. . End 

GI ' none ' Score ' 

Exons 109, .252 



OJ000330_34.0419.C5 
+ 

252 

GENSCAN 

252. 

.93 



Seq. No. 57478 

Gene No. 120294 

Start 333 

Name OJ000330_34 . 04 19 . C6 . ol . gs 

Start 333 

GI none 

Exons 333.. 514, 7.62.. 974 

Seq. No. 57478 

Gene No. 120295 

Start 680 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000330_34.0419.C6 
+ 

97.4 

GENSCAN 

974 

.48 



OJ000330 34. 0419. C6 



757 



57970 



Name OJ000330_34 . 04 19 . C6 . ol . gp Method AAT/GAP 

Start 680 ' End 757 

GI LIB3477-003-P1-K1-E9 Score 97 
Exons 680. .757 - 

GI Descrip. » 24 98586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. ,-57478 

Gene No. 120296 

Start 968 

Name OJ000330_34 . 04 19 . C6 . ol . np 

Start 968 

GI 4544372 

Exons 968.. 1754 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000330_34 .0419.C6 
Strand 

End 1754 

Method AAT/NAP 

End 1754. 

Score 377 





Seq. No. 


57478 








Seq. ID 


OJ000330_34.0419 


.C6 




Gene No. 


120296 








Strand 


- 






Start 


968 








End 


1754 






Name 


OJ000330 34 


.0419 


.C6.ol 


. ts 


Method 


TBLASTX: Soybean 






Start 


974 








End 


1207 






GI 


none 








Score 


162 




a. -J 




974 • 1207 


975 . . 


1205 










r : | 


Seq. No. 


57478 








Seq. ID 


OJ000330__34.0419 


.C6 


~'~ 


Gene No. 


120296 








Strand 


- 






Start 


968 








End 


1754 






Name 


OJ000330 34 


.0419 


.C6.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


983 








End 


1369 




: 

i y 


GI 


none 








Score 


90 






Exons 


983. . 1369, 


1020. 


. 1250 










C5 


Seq., No. 


57478 








Seq. ID 


OJ000330_34.0419 


.06 




Gene No. 


120296 








Strand 








Start . 


968 . 








. End . 


1754 ■ 






Name 


OJOOO'330 34 


.0419 


,C6.o2 


. tw' 


Method" 


TBLASTX : Wheat • 






Start 


1410 








End 


1752 






GI 


none 








Score 


49 






Exons 


1410. .1751, 


1693 


. .1752 












Seq. No. , 


. 57478 . 








Seq. ID. 


. OJ0'00330_34.041? 


.C6 




Gene No. 


120296 








Strand 








Start . 


96.8 ■ 








End 


.17 54 






Name 


OJ000330 34 


.0419 


.C6.o2 


.ts 


Method 


.TBLASTX : Soybean 






Start 


1470 








End 


1754 






GI 


none 








Score 


177 






Exons 


1470. . 1754 
















Seq. No. 


57479 








Seq. ID 


OJ000330_34.0419 


.C7 




Gene No. 


120297 








Strand 








Start 


1 








End 


706 






Name 


OJ000330 34 


.0419 


.C7.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


706 






GI 


7248394 








Score 


649 






Exons 


1..580, 685 


. .706 













57971 




GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene. -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 


57479 






Seq. ID 


OJ000330_34 . 0419 


.C7 


Gene No.' 


120297 . 






Strand 






Start 


1 






End 


706 




Name 


OJ000330_34 


.0419. C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


3 






End 


443 




GI 


none 






Score 


200 




Exons 


3 . . 443, 25 . 


.294, 54 


. . 443 








Seq. No. 


57479 






Seq. ID 


OJ000330_34 .0419, 


.C7 


Gene No. 


120297 






Strand 






Start 


1 






End 


706 




Name 


OJ000330_34 


.0419. C7 


. o2. tw 


Method 


TBLASTX: Wheat 




Start 


9 






End 


294 • 




GI 


none 






Score 


100 




Exons 


9. .293, 31. 


.294 










Seq. No. 


57479 






Seq. ID 


OJ000330_34 . 0419, 


. C7 


Gene No. 


120297 






Strand 






Start 


1 






End ■ 


706 • 




Name : 


OJ000330^34 


/0419.C7, 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


15 






End 


296 




'GI 


none* 






Score 


100 




Exons 


15.'. 296, 34 


. .258 










Seq. No. 


57479 






Seq. ID 


OJ000330_34 .0419, 


,C7 


Gene No. 


120297 






Strand 






Start 


1 






End 


706 




Name 


OJ000330 34, 


.0419. C7. 


. ol . gs 


Method 


GENSCAN 




Start 


75 






End 


590 




GI 


none 






Score 


.5 . 




Exons 


75.. 590 . 












Seq. No. 


57479 






Seq. ID 


OJ000330_34 . 0419, 


,C7 


Gene No. 


120297 






Strand 






Start 


1 






End 


706 




Name 


.OJ000330 34, 


..041.9.C7. 


. ol . tw 


Method . 


TBLASTX: Wheat 




Start . 


' 331. . 






End. 


7.04 




GI 


none 






Score 


277 ' 




Exons 


.331.. 522, 333. .66.5, 


.355. . 657, 


660. .704 


,. 670. .702 




Seq. No. 


57479 






Seq. ID 


OJ000330_34 .0419. 


.CI 


Gene No. 


120297 






Strand 






Start 


1 






End 


706 




Name 


OJ000330 34. 


.0419. C7. 


,o2 . tm 


Method 


TBLASTX: Maize 




Start 


444 






End 


662 




GI 


none 






Score 


204 




Exons 


444. .662, 4< 


15. .657 










Seq. No. 


57480 






Seq. ID 


OJ000330_34.0419. 


C8 


Gene No. 


120298 






Strand 


+ 




Start 


1 






End 


1846 





57972 



Name 


OJ000330_34 


.0419.C8.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1846 


GI 


4680186 




Score 


217 


Exons 


1 . . 26, 1647 


. .1846 






GI Descrip. 


(AF11 1709) 


unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


.57480 




Seq. ID 


OJ000330_34 .0419.C8 


Gene No. 


120299 




Strand 




Start 


894 




■End * 


1602 


Name 


OJ000330 34 


.0419.C8.ol.gs 


Method 


GENSCAN 


Start 


894 




End 


1602 


GI 


none 




Score 


. 88 


Exons 


894. .960, 1517. .1602 






Seq. No. 


57481 




Seq. ID 


OJ000330_34.0419.C9 


Gene No. 


120300 




Strand 


+ 


Start 


44 




End 


1130 


Name 


OJ000330 34 


.0419.C9.ol.gs 


' Method 


GENSCAN 


Start 


4 4 




End 


1130 


GI 


none 




Score 


. 5 


Exons 


44. .227, 44 


8. .625, 933. .1130 






Seq. No. 


57481 




Seq. ID 


OJ000330_34 . 0419.C9 


Gene No. 


120301 




Strand 




Start 


76 . ; 




End 


1164' 


Name 


OJ000330 34 


.0419.C9.ol.np 


Method 


AAT/NAP 


Start 


76 




End 


1164 


GI 


6907087 




Score 


398 


Exons 


76. .177, 708. .1164 






GI Descrip. 


(AP001129) 


ESTs C72771 (E2215) ,AU082313 


(E2215) correspond to a 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 








Seq. No. 


57482 




; Seq. ID 


OJ000330_34.0419.C11 


Gene No. 


120302 




Strand 




Start 


253 




End 


992 


Name . 


OJ000330 34 


.0419.Cll.ol.np 


Method . 


AAT/NAP . ^ 


Start 


253 




End 


992 


GI 


5852179 * 




Score 


323 


Exons 


253. .472, 546. .783, 869. .992 






GI Descrip. . 


(AL117265) 


zhb0009.1 [Oryza , 


sativa] 




Seq. No.. 


. 5.7482 ... 




, Seq. ID . 


OJ000330_34 .0419. Cll 


Gene No. 


120303 




Strand * 




Start. 


316. 




End 


766 


Name 


OJ000330 34 


.0419.Cll.ol.gs 


Method 


GENSCAN 


Start , 


316 




End 


766 


GI 


none 




Score 


.7 



Exons 316.. 466, 498.. 766 



Seq. No. 57483 

Gene No. 120304 

Start 1 

Name OJ000330_34 . 04 19 . C13 . ol . gp 

Start 1 

GI 342_1.R1084 
Exons 



Seq. ID OJ000330 34.0419.C13 



Strand 
End 

Method 

End 

Score 



+ - 

2516 
AAT/GAP 
2333 
3704 



1..1651, 1687. .1706, 1789. .1886, 1996. .2333 



57973 



GI Descrip. 



'4574406/gb I AAD24042.il 0.0e+00 (AF121139) RIM2 protein [Oryz 
sativa] \ 



Seq . No . r : 


574 83 




Seq. ID 


OJ000330 34.0419, 


. C13 


Gene No. 


1 OAT A /I 

120304 




Strand 


+ 




Start 


1 




End 


2516 




Name 


OJ000330 34 . 04 19 . C13 . ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1020 




GI 


f ~i a n oft 

6742729 




Score 


1598 




Exons 


1. . 1020 










GI Descrip. 


(AF121139J RIM2 protein 


[Oryza sativa] 






Seq. No. 


57483 




Seq. ID 


OJ000330_34.0419. 


C13 


Gene No. 


120304 




Strand 


+ 




Start 


1 




End 


2516 




Name 


OJ000330 34.0419.C13.o3, 


• gp 


Method 


AAT/GAP 




Start 


1 




End 


2516 




GI 


342 1.R1084 




Score 


4031 




Exons 


1..1651, 1687. .1706, 1789. .1886, 1996.. 


2516 




GI Descrip. 


M574 4 06/gb|AAD24042.1 1 


0.0e+00 (AF121139) RIM2 protein 


[Or: 




sativa] 1 










Seq. No. 


57483 




Seq. ID 


OJ000330_34.0419. 


C13 


Gene No. 


120304 




Strand 


+ 




Start 


1 




End 


2516 




Name 


OJ000330 34.0419.C13.ol. 


.gs 


Method • 


GENSCAN 




Start 


521 




End 


1579 




GI 


none 




Score 


.47 




Exons 


521.. 1579 










Seq. No. 


57483 




Seq. ID 


OJ000330_34.0419. 


C13 


Gene No. 


120305 




Strand 






Start 


2481 




End 


2786 




Name 


OJ000330 34 .0419.C13.ol. 


,tw 


Method 


TBLASTX: Wheat 




Start 


187 




End 


1504 




GI 


none 




Score 


844 




Exons 


■ 187. .1089,. 188. .1105, 77.3.. 1090, 1077.. 


1139, 1100.. 1144, 






1103. .1144, 1147'. .1242, 


1151*. 


.1210, 1189. .1329, 1190. .1330, 




1258. .1338, 1343. .1423, 


1412. 


.1504, 1438.. 1503 




Seq. No. 


57483 




Seq. ID 


OJ000330_34.0419. 


C13 


Gene No. 


120305 




Strand 






Start . 


248.1 




End. 


2786 




Name 


OJ000330 34.0419.C13.ol. 


,tm- 


Method 


TBLASTX: Maize 




Start 


. 230 . 




End 


544 ... 




GI 


none 




.Score 


304 




Exons 


230. .544, 241. .516 










Seq. No. 


57483 




Seq. ID 


OJ000330_34.0419. 


C13 


Gene No. 


120305 




Strand 






Start 


2481 




End 


2786 




Name 


OJ000330 34.0419.C13.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


471 




End ' 


922 




GI 


none 




Score 


171 




Exons 


471. .626, 475. .912, 475. 


.918, 


479. . 922, 


485. . 922 




Seq. No. 


57483 




Seq. ID 


OJ000330_34.0419. 


C13 



57974 



Gene No. 120305 Strand 

Start 2481 End 2786 

Name OJ000330_34 . 0419 . C13 . o2 . gs Method GENSCAN 

Start -2481 Ertd 2786 " 

GI . none Score 1 
Exons 2481.. 2786 



Seq. No. 


C 1 A O A 

o 1 484 


Seq.-' ID 


OJUUUJ3U o4.0419.C14 


Gene No. 


120306 


Strand 


+ 


Start 


131 


End 


A C A 1 

4502 


Name 


OJ000330 34.0419.C14.ol.gs 


Method 


GENSCAN 


Start 


131 


End 


4494 


GI 


none 


Score 


.58 


Exons 


131. .963, 1075. .1248, 1345. 


.1455, 1543. 


.1615, 3346. .4494 


Seq. No. 


57484 


Seq. ID 


OJ000330_34 .0419.C14 


Gene No. 


120306 


Strand 


+ 


Start 


131 


End 


4502 


Name 


OJ000330 34.0419.C14.ol.gp 


Method 


AAT/GAP 


Start 


385 


End 


863 


GI 


uC-osflcypl76fl0bl 


Score 


878 


Exons 


385. .863 






GI Descrip. 


, 6041757/gb|AC011806.1|AC011806 O.Oe+OC 


) Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 1 






Seq. No. 


57484 


Seq. ID 


OJ000330_34.0419.C14 


Gene No. 


120306 v 


Strand 


-f 


Start 


131 


End 


4502 


Name 


OJ000330 34.0419.C14.o2.tw 


Method 


TBLASTX: Wheat 


Start 


890 


End 


1414 


GI 


none 


Score 


55 


Exons 


890. .970, 1061. .1243, 1111. 


.1236, 1343. 


.1414 


Seq. No. 


57484 


Seq. ID 


OJ000330_34 .0419.C14 


Gene No'. 


120306 


Strand 


+ 


Start 


131 


End - 


4 502 


Name 


OJ000330 34.0419.C14.o2.gp 


Method 


AAT/GAP 


Start 


2269 - 


End 


2370 


GI 


LIB3477-003-P1-K1-E9 


Score 


139 


Exons 


2269". .2370 







GI Descrip. 1 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN. ALLERGEN ORY 
S 1 PRECURSOR .{ORY S I) >gi_1173557 (U31771J. Ory'.s'l [Oryza. 
sativa] ? 



Seq. No. 57484 Seq. ID 

Gene No. 120306 Strand 

Start 131 End 

Name OJ000330_34 . 04 19 . C14 . o3 . np Method 

Start 3331 End 

GI- 4680204 Score 

Exons 3331.. 4502 

GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



OJ000330_34.0419.C14 
+ 

4502 
AAT/NAP 
4502 
734 



Seq. No. 
Gene No. 
Start 



57484 

120306 

131 



Seq. ID OJ000330_34 . 0419.C14 
Strand + 
End 4502 



57975 



Name 

Start 

GI 

Exons 



OJ000330_34 .0419.C14 .ol.tw Method TBLASTX: Wheat 
3974 End 4377 

none Score 62 

3974. .4114, 3974. .4090, 39-76. .4212, 3976. .4125, 4077. .4244, 
4207. .4377, 4282. .4377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene No". 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start' 
>.GI, 
Exons 

GI Descrip. 



57485 Seq. ID OJ000330_34 . 04 19 . C15 

120307 t Strand 

3597 End 
OJ000330_34 . 0419.C15.ol.np Method 
3597 End 
7340875 Score 
3597. .3779, 4917. .4950 

(AP001551) Similar to Arabidopsis thaliana chromosome 4 ESSA 
contig fragment No. 1 ; carnitine racemase like protein. 
(Z97336) [Oryza sativa] 



OJ000330_34, 
+ 

4950 " 
AAT/NAP 
4950 
106 



57485 Seq. ID 

120308 Strand' v 
6124 End 
OJ000330_34 .0419.C15.o2.np Method 
6124 End 
7106512 Score 
6124. .6183, 6256. .6369, 10991. .11289 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000330_34.0419.C15 
+ 

11289 
AAT/NAP 
11289 
106 



57485 Seq. ID 

120309 Strand 
5261 End 
OJ000330_34.0419.C15.ol.gp Method 
5261 End 
uC-osflm202106cl0bl Score 
5261. .5366 

'4388818/gb|AAD19773| 3.0e-40 (AC006528) putative pql 
polyprotein with a Zn-finger CCHC type domain 
(prosite:QDOC50158) and a DDE integrase signature motif 
[Arabidopsis thaliana] 1 



OJ000330_34.0419.C15 

5366 
AAT/GAP 
5366 
184 



57486 Seq. ID 

120310 Strand 
1 End 
OJ000330_34 . 04 19 . 016 . ol . np Method 
1 End 
6063554. Score 
'1..164, 217... 409 
(AP000615) ESTs AU075609 (C63344 ) , C71850 {E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ000330_34.0419.C16 
+ 

2842 
AAT/NAP 
409' 
130 r 



Seq. No. 57486 

Gene No. 120310 

Start 1 

Name OJO0O33O_34 . 0419.C16.o2.np 

Start 1 

GI 4680183 

Exons 1..41, 2073.. 2143, 2753.. 2842 



Seq. ID OJ000330_34.0419.C16 

Strand + 

End 28.4 2 

Method AAT/NAP 

End ""284 2 

Score 178 



57976 



GI Descrip. (AF111709) gag-pol protein ['Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. -No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 



57487 

120311 

1 

OJ000330_34 .0419.C17.ol-.rip 
1 

7340881 



Seq. ID OJ000330_34 .0419. C17 
Strand 

End ' 2250 

Method AAT/NAP 

End 834 

Score ' 505 -' 



1..238, 294.-385, 478. .601, 748. .834' 
(AP001551) hypothetical protein [Oryza sativa] 



57487 

120311 

1 

OJ000330_34 .0419.C17.ol.gs 

138 
none 



Seq. ID OJ000330_34.0419.C17 
Strand 

End 2250 

Method GENSCAN 

End 1810 

Score .73 



138. .249, 294. .385, 478. .591, 920. .978, 1016. .1137, 1553. .1810 



57487 
120311 
1 

OJ000330_34 .0419.C17.o2.np 
1418 
4680179 
1418. .2250 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000330_34 .0419. C17 
Strand 

End 2250 
Method AAT/NAP 
End 2250 
Score -1014 



57487 

120311 

1 

OJ000330_34 .0419.C17.ol.tw 

1428 

none 



Seq. ID OJ000330_34.0419.C17 
Strand 

End 2250 

Method TBLASTX : Wheat 

End 1852 

Score 36 



1428. .1481, 1463. .1852, 1593. .1703, 1688. .1768, 1725. .1850 



57487 

120311 

1 

OJ000330_34 .0419.C17.o2.tm 

1442 

none 

1442. .1639 



Seq. ID OJ000330_34 .0419..C17 
Strand 

End 2250 

Method TBLASTX : Mai ze 

End 1639 

Score 194 



Seq. .No. . 57487 . 

Gene No. 120311 

Start 1 

Name OJ000330_34 . 0419 .C17 . ol . tm 

Start 1643 

GI none 
Exons 



'Seq. .ID OJ000330_3.4 ..0419.C17 
Strand 

End 2250 

Method TBLASTX : Mai ze 

End 2049 

Score 103 



1643. .1861, 1668. .1856, 1861. .2028, 1862. .2029, 2022. .2048, 
2023. .2049 



Seq. No. ' 57487 
Gene No. 120311 
Start 1 

Name OJ000330 34 . 04 19 .C17 . o2 . tw 



Seq. I D . O JO 0033 0_3 4.0419:C17 
Strand 

End 2250 

Method TBLASTX : Wheat 



57977 






Start 


1861 




End 


2049 






GI 


none 




Score 


108 






Exons 


1861. .2028, 1862. .2029, 


2019. . 


.2048, 2023. .2049 






Seq. No. 


57488 




Seq. ID 


OJ000330_34.0419, 


.C19 




Gene No. 


120312 




Strand 








Start 


4 45 




End 


680 






Name 


OJ000330 34 . 04 19 . C19 . ol . 


gs 


Method 


GENSCAN 






Start 


445 




End 


680 






GI 


none 




Score 


. 83 






Exons 


445.-565, 611. .680 












Seq. No. 


57489 




Seq. ID 


OJ000330_34.0419, 


.C20 




Gene No. 


120313 




Strand 


- 






Start 


i a t r\ 

1870 




End 


2021 






Name 


OJ000330 34 . 04 19 . C20 . ol . 


gs 


Method 


GENSCAN 






Start 


1870 




End 


2021 






GI 


none 




Score 


. 76 






Exons 


1870 . . 2021 












Seq.- No. 


57490 




Seq. ID 


OJ000330_34.0419, 


,C22 




Gene No. 


120314 




Strand 


+ 






Start 


384 




End 


518 






Name 


OJ000330_34 . 0419. C22 .ol . 


gs 


Method 


GENSCAN 




\*3 


Start 


384 " 




End 


518 






GI 


none 




Score 


.42 






Exons 


384 . . 518 










f 


Seq. No. 


574 91 




Seq. ID 


OJ000330_34.0419. 


> C23 




Gene No. 


120315 




Strand 






. *s 


Start 


1 




End 


4966 




F; 3 


Name 


OJ000330 34.0419.C23.ol. 


np 


Method 


AAT/NAP 




: ss- 


Start 


1 




End 


4966 






GI 


7447933 




Score 


295 






Exons 


1..70, 2089. .2191, 2279. 


.2451, 


4 922. .k 


1966 




"* 


GI Descrip. 


auxin-induced protein 


common sunflower 








gij 260607 7 | gb | AAB8 4222 . 1 


I (AF030301) auxin-induced protein 






[Helianthus annuus] 












Seq. No. 


57491 




Seq. ID 


OJ000330_34 .0419, 


,C23 




Gene No. 


120315 




Strand 








Start. 


1 ■ 




End 


4966 . 






• Name 


OJ0003 30^.34 . 0419 . C23 ..ol . 


ts 


Method 


TBLASTX : Soybean , 






Start 


8 




End- 


" 24 65 ' 






GI 


none 




Score 


169 






Exons 


8. .79, 2147. .2194, 2278. 


.2463, 


2278. .2463, 2352. .2465 






Seq. No. 


57491 




Seq. ID 


OJ000330_34.0419. 


,C23 




Gene No. 


120315 




Strand 








Start 


1 




End 


4966 






Name 


OJ000330 34.0419.C23.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


11 




End 


2463 






GI 


none 




Score 


157 






Exons 


11. .79, 2152. .2193, 2278 


. .2463, 2279. . 


2410, 2364. '.2450 






Seq. No. 


57491 




Seq. ID 


OJ000330_34.0419. 


C23 




Gene No. 


120315 




Strand 







57978 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ000330_34.0419.C23.ol.gs 
14 

none 



End 

Method 

End 

Score 



4966 
GENSCAN 
3376 ~ 
.96 



14. .70, 459. .598, 2279. .2451, 3242. .3376 



57491 

120315 

1 

OJ000330_34 

782 

none 

782. .856, 7 
1100, 
1010, 
1048, 
.1184, 



,0419.C23.o2.tm 



876. . 
912. . 
929. . 
1026. 
1045. 
1063. 
1203. 
1235. 



,1197, 
,1221, 
,1418, 
,1396, 



1272. .1430, 



82. .8 

878. . 

913. . 

931. . 
1033 
1051 
1139 
1215 
1236 
1273 



56, 783 
1018, 9 
996, 91 
1050, 1 
. .1167, 
. .1224, 
. .1168, 
. .1292, 
. .1400, 
. .1431, 



. .857 
10. .1 
9. .10 
014. . 
1037 
1054 
1146 
1222 
1241 
1276 



Seq. ID OJ000330_34.0419.C23 

Strand 
' End" 4 966 

Method TBLASTX: Maize 

End 1508 

Score 53 * 
, 784. .852, 799. .855, 812. .904, 
080, 911-. . 1009, 911. .1012>: 
11, 922. .1023, 926. .1027, 927. .1034, 
1193, 1017. . 1199,' 1026. . 1172, 
..1165, 1044. .1196, 1044. .1199, 
..1209, 1059. .1217, 1059. .1208, 
. .1235, * 114 7. .1239, 1147. .1239, 
..1299, 1230. .1379, 1231. .1380, 
..1387, 1245. .1397, 1266. .1394, 
..1395, 1287. .1430, 1428. .1508 



57491 

120315 

1 

OJ000330_34 . 0419 . C23 . ol . tm 

2152 

none 

2152. .2193, 2171. .2197, 2278. 

57492 

120316 

160 

OJ000330_34.0419.C24.ol.gs . 

160 

none 

160. .353, 663. .705 

57493 
120317 

16 ..... 
OJ000330_34 ..0419.C25.ol.gs. .. 
16 

none 
16. .300 

57494 

120318 

125 

OJ000330_34 .0419.C27.ol.gs 

125 

none 

125. .188,- 396. .525 

57494 
120318 



Seq. ID OJ000330_34 .0419.C23 
Strand 

End 4966 

Method TBLASTX: Maize 

End 2463 

Score 3*7 

.2463, 2279.. 2410, 2281.. 2451 

Seq. ID OJ000330_34 .0419.C24 
Strand 

End 705 

Method GENSCAN 

End. 705 . . , /: " 

Score* . 4 3 , 



Seq. .ID OJ000330_34 .0419.C25 
Strand 

End 300 . 

Method GENSCAN . 

End 300 

Score . 7 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000330_34.0419.C27 
+ 

620 

GENSCAN 

525 

.52 



OJ000330_34.0419.C27 
+ 



57979 




Start 


125 




End 


620 




Name 


OJ000330 34.0419.C27.ol 


.np 


Method 


AAT/NAP 




Start 


383 




End 


620 




GI 


. 5852179 




Score .\ 


90 




Exons 


383. .620 : 










GI Descrip. 


(AL117265) zhb0009.1 [Oryza sativa] 






Seq. No. 


57495 




Seq. ID 


OJ000330_34 .0419. 


.C28 


Gene No. - 


■120319 




Strand 


+ 




Start 


1 




End 


1759 




Name 


OJ000330 34.0419.C28.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1756 




GI 


4680179 




Score 


2938 




Exons 


1. . 1756 










GI Descrip. 


(AF1117 09) polyprotein 


[Oryza 


sativa ; 


subsp. indica] 




Seq. No. 


57495 




Seq. ID 


OJ000330 34.0419. 


.C28 


Gene No. 


120319 




Strand 






Start 


1 




End 


1759 




Name 


OJ000330 34.0419.C28.ol 


. OS 


Method 


GENSCAN 




Start 


119 




End 


1759 




GI 


none 




Score 


. 96 




Exons 


119. .1759 ■ 








< 


Seq. No. 


574 95 




Seq. ID 


OJ000330 34.0419. 


C28 


Gene No. 


120320 




Strand 






Start 


2490 




End 


4653 




Name 


OJ000330 34 .0419.C28.o4 


. tw 


Method 


. TBLASTX: Wheat 




Start 


1 




End 


178, 




GI 


none 




Score 


275 




Exons 


1. .171, 2. .178, 2. .175 










Seq. No. 


57495 




Seq. ID 


OJ000330 34.0419. 


C28 


Gene No. 


120320 




Strand 






Start 


2490 




End 


4653 




Name 


OJ000330 34 .0419.C28.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2 " . . . ■ . 




End - 


178- • • 




GI 


none 




Score 


230 




Exons 


2. .178, 25. .171 










Seq. No. 


57495 




Seq. ID 


OJ000330 34.0419. 


C28 


Gene No. 


120320 




Strand 






Start . 


2490 . 




End 


4653 . ; 




Name 


OJ000330 34.0419.C28.o2 


.tw ' 


Method 


TBLASTX : Wheat 




Start 


218. 




End . ' , • 


74 5 




GI 


none 




Score 


619 




Exons 


218. .745, 299. .730, 490 


. .744 








Seq. No. 


57495 




Seq. ID 


OJ000330 34.0419. 


C28 


Gene No. 


120320 




Strand 






Start 


2490 




End 


4 653 




Name 


OJ000330 34 .0419.C28-.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


452 




End 


769 




GI 


none 




Score 


90 




Exons 


452.. 625, 626.. 769, 628 


. .768 








Seq. No. 


57495' 




Seq. ID 


OJ000330_34 .0419. 


C28 



57980 



Gene No. 


120320 




Strand 


Start 


o a o n 

z4 yu 




■i-i _ _i 
End 


Name 


OJ000330_34 .0419. C2 8.. ol 


. ts 


Method 


Start 


533 




End 


GI 


none ' - 




Score 


Exons 


533 . .793, 538 . . 792 






Seq. No. 


57495 




Seq. ID 


Gene No. 


120320 




Strand 


Start 


z4 y u 




End 


Name 


OJ000330 34 . 04 19 . C28 . o2 


. tm 


Method 


Start 


592 




End 


GI 


none 




Score 


Exons 


592 . . 879, 593 . . 883 






Seq. No. 


57495 




Seq. ID 


Gene No. 


120320 




Strand 


Start 






End 


Name 


OJ000330_34 . 0419 .C28 . ol 


. tw 


. Method 


Start 


752 




End 


GI 


none" 




Score 


Exons 


752. .1378, 754. .1377 






Seq. No. 


'57495 




Seq. ID' 


Gene No. 


120320 




Strand 


Start 


2490 




End 


Name 


OJ000330 34.0419.C28.ol 


. tm 


Method 


Start 


932 




End 


GI 


none 




Score 


Exons 


932. .1093, 940. .1086, 1091.. 


1519/ 1096 


Seq. No. 


57495 




Seq. ID 


Gene No. 


120320 




Strand 


Start 


2490 




End 


Name 


OJ000330 34.0419.C28.o3, 


. tw 


Method 


Start 


1378 




End 


GI 


none •" 




". Score. 


Exons 


1378.. 1647, 1379.. 1711 




Seq. No. 


57495 




Seq. ID 


Gene No. 


120320 




Strand 


Start 


2490 




End 


Name. 


.OJ000330 34.0419..C28.O4, 


.tm ., 


Method 


Start 


1520 




End 


GI 


none 




Score 


Exons 


1520. . 1732 






Seq. No. 


57495 




Seq. ID 


Gene No . 


120320 




Strand 


Start 


2490 




End 


Name 


OJ000330 34.0419.C28.o2. 


.np 


Method 


Start 


2426 




End 


GI 


7363272 




Score 


Exons 


2426.. 2555, 2615.. 3192, 


3991 


. .4058 


GI Descrip. 


(AP001552) hypothetical 


protein [Oryza 



Seq. No. 



57495 



4653 

TBLASTX: Soybean 

793 - 

300 



OJ000330_34.0419.C28 
4653 

TBLASTX: Maize 

883 

386 



OJ000330_34.0419.C28 
4653 

TBLASTX : Wheat 

1378 

725 



OJ000330_34.0419.C28 
4653 ■ 

TBLASTX: Maize 
1519 
226 
. .1518 

OJ000330_34.0419.C28 
4653 

TBLASTX: Wheat 
1711 . 

369 . . ^ . 



OJ000330_34.0419.C28 
4 653 

TBLASTX: Maize 

1732' 

204 . 



OJ000330_34.0419.C28 

4653 
AAT/NAP 
4058 
357 

sativa] 

Seq. ID OJ000330_34.0419.C28 



57981 



Gene No. 

Start 

Name 

Start. 

GI 

Exons 



120320 Strand 
2490 End 4653 

OJ000330_34 .0419.C28.o2.gs Method GENSCAN 
24 90 - ' End t 4 653 

none Score .91 

2490. .2761; 2925. .3244, 3991. .4109, 4516. .4653 



Seq. No. 57496 Seq. ID 

Gene No. 120321 Strand 

Start 1 End 

Name OJ000330_34 . 04 1 9 . C2 9 . ol . np Method 

Start 1 End 

'GI 6721517 Score 

Exons 1..665, 714.. 835 

GI Descrip. (AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



OJ000330_34.0419.C29 
+ 

835 

AAT/NAP 

835 

833 



Seq. No. 


57496 








Seq. ID 


OJ000330_34.0419.C29 


Gene No. 


120321 








Strand 


+ 


Start 


1 








End 


835 


Name 


OJ000330 


_34. 


0419. 


C29.ol.tw . 


Method 


TBLASTX: Wheat 


Start 


60 








End 


425 


GI 


none 








Score 


246 


Exons 


. 60. .359, 


65. 


.271, 


153. .308, 


327. .425 




Seq.' No. 


57496 








Seq. ID 


OJ00D330_34.0419.C29 


Gene No. 


120321 








Strand 


+ 


Start 


1 








End 


835 


Name 


OJ000330 


_34. 


0419. 


C29.ol.tm 


Method 


TBLASTX: Maize 


Start 


63 








" End 


395 


GI 


none 








Score 


226 


Exons 


63. .395, 


86. 


.250 









Seq. No. 57496 Seq. ID 

Gene No. 120321 Strand 

Start 1 End 

Name OJ000330_34 . 0419 . C29 . ol . gs Method 

Start . ■ . .141 , • ■:• . End 

GI none Score 

Exons 141. .770 



OJ000330_34.0419.C29 
+ 

835 

GENSCAN 

770 ; 

.54 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000330 34.0419.C32 



57497 Seq. ID 

120322 . Strand 

1 ..• End 1638 . - 

OJ000330_34.04191C32.o2.np Method AAT/NAP 

1. . '• End . 1638. r. 

5042447 Score 173 

1..27, 753. .801, 1265. .1638 

(AC007789) putative^ polyprotein [Oryza sativa] 

57497 Seq. ID OJ000330_34 . 04 19 . C32 

120322 Strand 

1 End 1638 

OJ000330_34 .0419.C32.ol.np Method AAT/NAP 

788 ' - End . 962 

6063554 Score ' 137 

788. . 962 

(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 ( E04 64 ) 



57982 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No.' 


57497 




.Seq. ID' 


OJ0003'30_34.0419 


.C32 




Gene No. 


120323 




Strand 








Start 


2092 




End 


2695 






Name 


OJ000330 34 


.0419.C32.o3.np 


Method 


AAT/NAP 






Start 


2092 




End 


2695 






GI 


6983858 




Score 


11§" 






Exons 


2092. .2695 












GI Descrip. 


(AP.001168) 


Similar to gypsy-type retrotransposon RIRE8B 


DNA, 






internal region (AB014741) [Oryza sativa] 






Seq. No. 


57498 




Seq. ID 


OJ000330_34.0419 


.'C33 




Gene No. 


120324 




Strand 


+ 






Start 


1170 




End 


2069 






Name 


OJ000330 34 


. 0419.C33.ol.gs 


Method 


GENSCAN 






Start 


1170 




End 


2069 






GI 


none 




Score 


.49 






Exons 


11-70. .1424, 


1587.. 1689, 1984, 


.2069 








Seq. No. 


57498 




Seq. ID 


OJ000330_34 .0419 


.C33 




Gene No. 


120325 




Strand 


+ 






Start 


2620 




End 


4576 




"W 


Name 


OJ000330 34 


.0419.C33.ol.gp 


Method 


' AAT/GAP 




th ' 


Start 


2496 




End 


2878 




pi H 


GI 


'■ uC-osf Icyp033a04bl 


Score 


688 






Exons 


2496. .2878 












GI Descrip. 


'601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


■59 Oryza sativa genomic 






DNA, chromosome 1, clone : P07 11E10 1 






a -J 

Fil 


Seq. No. 


57498 




Seq. ID 


OJ000330_34 .0419 


.C33 




Gene No. 


120325 




Strand 


+ 






Start 


2620 




End 


4576 






Name 


OJ000330 34 


.0419.C33.o2.gs 


Method 


GENSCAN 






Start 


2620 




End 


4576 - . 






■GI\. 


none 




Score 


.94 . . 






Exons 


2620. .2664, 


3767.. 4576 








J5 W 
5 . r 


Seq. No. 


57498 




Seq. ID 


OJ000330_34 .0419 


.C33 




Gene No. 


120326 




Strand 


+ 






Start 


4 828 




End 


9348 






Name - 


OJ0003.30 34 


.0419.C33.o2.tw . . 


Method 


TBLASTX: Wheat 






Start 


4524 




End 


8334 ' 






GI 


none 




Score 


52'., 






Exons 


'4524 . .4586, 


7767. .8333, 7798. 


.8334 










57498 




Seq. ID 


OJ000330_34 .0419 


.C33 




Gene No. 


120326 




Strand 


+ 






Start 


4828 




End 


9348 






Name 


OJ000330 34 


.0419.C33.ol.np 


Method 


AAT/NAP 






Start 


4825 




End 


9345 






GI 


4680179 




Score 


5298 






Exons 


4825. .5910, 


5944 . .9345 ' * 










GI Descrip. 


(AF111709) ] 


polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


57498 




Seq. ID 


OJ000330_34.0419 


.C33 



57983 



Gene No. 
Start * 
Name 
Start 
GI 

Exons 



120326 Strand + 

4828 End 9348 

OJ000330_34 .0419.C33.o3.gs Method GENSCAN 
4828 End " ; 9348 

none Score • .47 

4828. .6022, 6416. .8016, 8062 .. 8835, ' 8854 .. 9054 , 9115. .9348 



Seq. No. 57498 Seq. ID 

Gene No. ■ 120326 Strand 

Start 4828 End 

Name OJ000330_34 .0419. C33 . o9 . tw Method 

Start 5068 End 

GI none Score 

Exons 5068.. 5265, 5070.. 5267 



OJ000330_34.0419.C33 
+ 

9348 

TBLASTX: Wheat 

5267 

211 



Seq. No. 57498 Seq. ID 

Gene No. 120326 Strand 

Start 4828 ' End 

Name OJ000330_34 .0419. C33 . o7 . tw Method 

Start 5301 End. 

GI none Score 

Exons 5301.. 5495, 5302.. 5652 



OJ000330_34.0419.C33 
+ 

9348 

TBLASTX : Wheat - 
5652 ■ ' 

294 



Seq. No. 57498 Seq. ID 

'Gene No. 120326 Strand 

Start 4 828 End 

Name OJ000330_34 . 04 19 . C33 . 06 . tm Method 

Start 5302 End 

GI none Score 

Exons : 5302..5607, 5316.. 5432 



OJ000330_34 .0419.C33 
+ 

9348 . 

TBLASTX: Maize 

5607 

230 



f\l Seq. No. 57498 Seq. ID 

1" Gene No. 120326 Strand 

l± Start 4828 End 

H Name OJ000330_34 . 04 19 . C33 . o7 . tm Method 

y Start ' 5935 End 

. GI. none Score 

t_ Exons 5935.. 6288, 5937.. 6104 



OJ000330_34 .0419.C33 
+ 

9348 

TBLASTX: Maize 

6288- 

189 



Seq. No. . 


57498 








Seq. ID 


OJ000330_34.0419.C33 


Gene No. 


120326 








Strand 


+ 


Start 


4828 








End 


9348. . 


Name 


OJ000330 34., 


.0419, 


..C33.o8, 


. tw . 


Method 


TBLASTX: Wheat 


Start 


5970 








End 


6408 . 


GI 


none 








Score 


159 . 


Exons 


5970. .6179, 


5971, 


. .6180, 


6225. 


.6338, 6226,-6339, 6367.. 6408 


Seq. No. 


57498 








Seq. ID 


OJ000330_34 .0419.C33 


Gene No. 


120326 








Strand 


+ 


Start 


4828 








End 


9348 


Name 


OJ000330 34, 


.0419, 


.C33.o4 . 


. tw 


Method 


TBLASTX: Wheat 


Start 


6508 








End 


6990 


GI 


none 








Score 


51 


Exons 


6508. . 6558, 


6612, 


. . 6947, 


6613. 


.6990 




Seq. No. 


57498 








Seq. ID 


OJ000330_34.0419.C33 


Gene No. 


120326 








Strand 


+ 



57984 






Start 


A O O O 

4828 








End 


9348 




Name 


OJ000330 34 


.0419 


. C33 . o5 


. tm 


Method 


TBLASTX: Maize 




Start 


/"COO 

6520 








End 


6809 




GI 


none 








Score 


27 7 




Exons 


6520 . . 6807 , 


6616 , 


£1 O A *7 

, . 6807 , 


6618 . 


. 6809 






Seq. No. 


57498 








Seq. ID 


OJ000330_34 .0419.C33 




Gene 'No. 


120326 








Strand 


+ 




Start 


a a o o 

4 828 








End 


9348 




Name 


OJ0O0330_34 


.0419. 


.C33 . o3 


. tm 


Method 


TBLASTX: Maize 




Start 


r a t *7 

6877 








End 


7377 




GI 


none 








Score 


167 




Exons 


68 / / . . /Odd, 


c o o c 


. . /U31, 


7063 . 


.7377, 7203.. 7256, 7284.. 7334 




Seq. No. 


57498 








Seq. ID 


OJ000330_34 .0419.C33 




Gene No. 


120326 








Strand 


+ 




Start 


/i o i o 

4 828 








End 


■9348 




Name 


OJ000330 34 , 


.0419. 


, C33 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


6931 








End 


7326 




GI 


none 








Score 


57 




Exons 


6931 . . 6963, 


6933 , 


, . 6962, 


6967 . 


.7326, 6969.. 7007, 7035.. 7325 




Seq. No. 


574 98 








Seq. ID 


OJ000330_34 .0419.C33 




Gene No'. 


120326 








Strand 


+ 


i . : 


Start 


a a o o 

4 828 








End 


..9348.. 




Name 


OJ000330 34 , 


. 0419 . 


C33 . o5 


. tw 


Method 


TBLASTX: Wheat 


?! i 


Start 


7039 








End 


7341 


?^ 


GI 


none 








Score 


381 




Exons 


7039 . .7341, 


7041 . 


. 7325 










Seq. No. 


57498 








Seq. ID 


OJ000330_34.0419.C33 




Gene No. 


120326 








Strand 


+ 




Start 


4 828 








End 


9348 


- 


Name 


OJ000330 34. 


. 0419 . 


C33 . o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


734 5 








End 


7764 




GI 


none 








Score 


571 




Exons 


7 345. .1164 , 


7 374,. 


.7763 








w 


Seq. No. 


57498 








Seq. ID 


OJ000330 34.0419.C33 




Gene No. 


120326 








Strand 


+ 




Start 


4 828 








End 


9348 




Name 


OJ000330_34 . 


,0419. 


C33 . o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


7348 








End 


7593 ...... 




GI 


none 








Score 


194 




Exons. 


7 348. . 7593, 


7-365 . 


.74 93 










Seq. No. 


57498 








Seq. ID 


OJ000330_34.0419.C33 




Gene No. 


120326 








Strand 


+ 




Start 


4 82 8 








End 


9348 




Name 


OJ000330 34. 


0419. 


C33 . o2 - 


. tm 


Method 


TBLASTX: Maize 




Start 


7413 








End 


7776 




GI 


none 








Score 


477 




Exons 


7413. .7763, ' 


'7414. 


.7767, 


7.414 . 


.7776 






Seq. No. 


57498 








Seq. ID 


OJ000330_34.0419.C33 




Gene No. 


120326 








Strand 


+ 




Start 


4828 








End 


9348 



57-985 




Name 


OJ000330_34 . 


. 0419. 


C33.02, 


. ts 


Method 


TBLASTX : Soybean 


Start 


8122 








End 


8382 


GI 


none 








Score 


294 


Exons 


8122 . . 8382, 


8127 . 


. 8381' 








Seq. No. 


57498 








Seq. ID 


OJ000330_34 . 0419 


Gene No. 


120326 








Strand 


+ 


Start 


4828 








End 


9348 


Name 


OJ00033Q-' 34. 


.04 IB. 


C33.o4. 


.tm 


Method 


TBLASTX: Maize 


Start 


8180 








End 


8472 


GI 


none 








Score 


85 


Exons 


8180. .8332, 


8181. 


.8468, 


8182. 


.8472 





Seq. No. 


57498 








Seq. ID 


OJ000330_34.0419, 


.C33 


Gene No. 


120326 








Strand 


+ 




Start 


4828 








End 


9348 




Name 


OJ000330 34, 


.0419. 


C33.ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


8341 








End 


8967 




GI 


none 








Score 


668 




Exons 


8341. .8967, 


8397 . 


.8966 










Seq. No. 


' 57498 








Seq. ID 


OJ000330_34.0419, 


.C33 


Gene No. 


120326 








Strand 


+ 




Start 


4828 








End 


9348 




Name 


OJ000330 34, 


.0'419. 


C33.ol. 


. tm 


Method- 


'TBLASTX: Maize 




Start * : 


r 8521 








End 


9120 




GI 


none 








Score 


217 




Exons 


8521. .8682, 


8529. 


.8675, 


8680. 


.9120, 8682.. 9104 




Seq. No. 


57498 








Seq. ID 


OJ000330_34.0419. 


.C33 


Gene No. 


120326 








Strand 


+ 




Start 


4828 








End 


9348 




Name 


OJ000330 34. 


.0419. 


C33.o6. 


.tw 


Method 


TBLASTX: Wheat 




Start 


8967 








End 


9300 




GI 


none 








Score 


34 7 




Exons 


8967. .9236, 


8968. 


.9300, 


8971. 


.9279 






Seq. No. 


57499 








Seq. ID 


OJ000330_34. 041-9. 


.C34 


Gene No. 


120327 








Strand 


+ 




Start 


1142 








End 


1523 




Name 


OJ000330 34. 


.0419. 


C34.ol. 


.gp 


Method 


AAT/GAP 




Start . 


1142 








End 


1523 .... 





.GI, uC-osflcypO.33a.04bl .Score 663 

Exons 1142.'. 1523 . ' 

GI Descrip. 6016845/ dbj | AP000570 . 1 1 AP000570. 3.0e-59 Oryza sativa. genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 57499 

Gene No. 120328 

Start 5174 

Name OJ000330_34 . 04 19 . C34 . o4 . gs 

Start 5174 

GI none 
Exons 



Seq. ID OJ000330_34 .0419.C34 

Strand + 

End 11459 

Method GENSCAN 

End 11459 

Score .55 



5174.. 5249, 5551.. 5724, 6646.. 6730, 7238.. 7334, 8118.. 8706, 
8872.. 9015, 10331. . 10392, 11262 ... 11459 



Seq. No. 57499 Seq. ID OJ000330_34 . 04 19 . C34 

57986 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



120329 Strand 

1 End 4886 

OJ000330_34 . 04 1 9 . C34 . ol . np Method AAT/NAP 

1 , End 4886 

5852180 - : Score 432 

1...365, 417. .538, 1372. . 1430, 4783. .4886 
(AL117265) zhbOOOlO.l [Ofyza sativa] 



57499 Seq. ID 

120329 Strand 

1 End 
OJ000330_34 .0419.C34 .o2.gs Method 

2208 End 

none Score 

2208. .2344, 2388. .2436 



OJ000330_34 .0419.C34 

4886 
GENSCAN 
2436 
.71 



Seq. No. 57499 Seq. ID 

Gene No. 120329 Strand 

Start 1 End 

Name OJ000330_34 . 04 1 9 . C34 . o3 . gs Method 

Start 3397 End 

GI none Score 

.Exons 3397.. 3947, 3983.. 4008, 4519.. 4823 



OJ000330_34.0419.C34 

4886 
GENSCAN 
4823 
.47 



Seq. No, 57499 
Gene No. ' 120330 
.Start 4 868 

Name OJ000330_34 . 04 1 9 . C34 . o2 . gp 

Start 4868 

GI LIB34 77-003-P1-K1-E9 

"Exons 4868.. 4952 

GI Descrip. ' 24 9858 6/sp | Q40638 | MPOl 

S 1 PRECURSOR (ORY S I) 

sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330_34 .0419.C34 

4952 
AAT/GAP 
4952 
125 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
>gi_1173557 (U31771) Ory s 1 [Oryza 



Seq. No. 


57499 




Seq. ID 


OJ000330_34 


.0419.C34 


Gene No. 


120331 ' 




Strand 






Start 


5794 




End 


6675 




Name 


OJ000330 34 


.0419.C34.o2.np 


Method 


AAT/NAP 




Start 


5794 




End 


6675 




GI 


6721507 




Score 


163 




Exons 


5794. .5872, 


.6079. .6140, .6413, 


. . 6675 . 






GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 




Seq, No,.;.. 


.57500. 




Seq. ID . 


OJ000330_.34 


.0419..C35 . 


Gene No. 


120332 




Strand 


+ 




Start 


1041 




End 


4621 




Name 


OJ000330 .34 


.0419.C35.ol.np 


Method 


AAT/NAP 




Start 


1041 




End 


4621 




GI 


6983860 




Score 


134 




Exons 


1041. .1179, 


4528. .4621 








GI Descrip. 


(AP001168) 


Similar to 22 kDa 


kafirin cluster; Ty3- 


Gypsy type 




(AF061282) 


[Oryza sativa] 








Seq. No. 


57500 




Seq. ID 


OJ000330_34 


.0419.C35 


Gene No. 


120332 




Strand 


+ 




Start 


1041 




End 


4621 





57987 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ000330_34 .0419.C35.o2.np 

2104 

6063554 

2104. .2370, 2430. .2651, 3014, 



Method AAT/NAP 
End 3855 
Score 238 
.3042,. 3680. . 3855 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) . 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



57500 Seq. ID 

120332 Strand 
1041 End 
OJ000330_34 .0419. C35 . o2 . gp Method 
2509 End 
101153_1.R1084 Score 
2509.. 2556, 3015.. 3238 

l 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17 804 1 



OJ000330_34 .0419.C35 
+ 

4621 
AAT/GAP 
3238 
414 



Seq. No. 


57500 


Gene No. 


120333 


Start 


6175 


Name 


OJ000330 34 .0419.C35.o3 


Start 


6175 


GI 


4680186 


Exons 


6175 .". 6372 


GI Descrip. 


(AF111709) unknown [Ory; 


Seq. No. 


57500 


Gene 'No. 


120334 


Start 


245 


Name 


OJ000330_34 .0419.C35.ol 


Start 


245 


GI 


61605 3.R1084 


Exons 


245. .549 


GI Descrip. 


' 1402920/emb|CAA66965 I ; 




thaliana] 1 


Seq. No. 


57500' 


Gene No. 


120335 


Start 


6763 


Name 


OJ000330 34.0419.C35.o4 


Start 


6763 


GI 


. 6907087 


Exons 


6763. .6868 


GI Descrip. 


. (AP001129) ESTs C72771 (] 




region of the predicted 




sativa] 


Seq. No. 


57501 


Gene No. 


120336 


Start 


1 


Name 


OJ000330 34.0419.C38.ol 


Start 


1 


GI 


342"l.R1084 


Exons 


1. .1149 


GI Descrip. 


'4574 406/gbl AAD24042. 1 | 




sativa] 1 . 



Seq. ID 

Strand 

End 

Method 
End 
Score . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End . . 
Score 



OJ000330_34 .0419.C35 
+ 

6372 
AAT/NAP 
6372 
172 



OJ000330 34.0419.C35 



549 

AAT/GAP 

549 

383 



OJ000330 34 .0419.C35 



6868 
AAT/NAP 
6868 
128 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000330_34 .0419.C38 
+ 

1149 
AAT/GAP 
1149 
2064 



0.0e+00 (AF121139) RIM2 protein [Oryza 



57988 



# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57501 
120336 
1 

OJ000330_34 .0419.C38 .ol.np 
1 

4680203 

1..1149 - 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ000330_34.0419.C38 

Strand + 

End 114 9 

Method AAT/NAP 

End 114 9 

Score 1591 



57501 

120336 

1 

OJ000330_34 .0419.C38 .ol.gs 
3 

none 

3. .330, 786. .1019 



Seq. ID OJ000330_34 .0419.C38 

Strand + 

End 1149 

Method GENSCAN . 

End 1019 

Score .71 



Seq. No. 

Gene " No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57501 

120336 

1 

OJ000330_34 .0419.C38.o2.tw 

3 

none 



57501 
120336 
1 * 

OJ000330_34 .0419.C38.ol.ts 

260 

none 



Seq. ID OJ000330_34.0419.C38 

Strand + 

End 1149 

Method TBLASTX: Wheat 

End 339 

Score 88 



3.. 95,. 78.. 329, 86. .328, 88.. 339 



Seq. ID OJ000330_34 .0419.C38 

Strand + 

End 1149 

Method TBLASTX : Soybean 

End 68 9 

Score 102 



260. .343, 261. .335, 336. .398, 393. .689, 447. .671 



Seq. No. 57501 

Gene No. 120336 

Start 1 

Name OJ000330_34 . 04 19 . C38 . ol . tc 

Start . 422 

GI none 

Exons 422. .574, 429. .737, 614. .709 



Seq. ID OJ000330_34.0419.C38 

Strand + 

End;' . 114 9 . 

Method TBLASTX: Cress 

End - 7 37 

Score 288 



Seq. No. 
Gene No. 
Start. . . 
Name 
Start 
GI 

Exons 



57501 

120336 ' 
1 

OJ000330_34.0419.C38.ol.tw 

558 

none 



Seq.. ID OJ000330_34,0419.C38 

Strand + 

End . 1149 

Method TBLASTX : Wheat 

End 1026 

Score 72 



558. .611, 566. .610, 612. .716, 623. .712, 730. .816, 731. .817, 
797. .1021, 817. .1026, 820. .1026 



Seq. No. 57501 

Gene. No. 120336 

Start 1 

Name OJ000330_34 . 04 19 . C38 . ol . tm 

Start 603 

GI none 



Seq. ID OJ000330_34.0419.C38 

Strand + 

End 1149 

Method TBLASTX : Mai ze 

End 1060 

Score 108 



57989 



# 



Exons 



603. .731, 615. .737, 731. .856, 737. .856, 866,. 1060 



Seq. No. 57502 

Gene No. 120337 

Start 1 

Name OJ000330_34 . 0419 .C39 . ol . np 

Start 1 

GI 6983860 

Exons 1. . 924 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq.;- ID OJ000330_34.0419.C39 

Strand + 

End 927 

Method AAT/NAP 

End - 924 

Score 1498 - 





Seq. No. 


57502 


Seq. ID 


OJ000330_34.0419 


.C39 




Gene No. 


120337 


Strand 


+ 






Start 


1 


End 


927 






Name 


OJ000330_34 . 0419.C39.ol . gs 


Method 


GENSCAN 






Start 


91 


End 


927 






GI 


none 


Score 


. 5 






Exons 


91. .678, 709. .927 










Seq. No. 


57502 


Seq. ID 


OJ000330_34 .0419, 


.C39 




Gene No. 


120338 


• Strand 


+ 






Start 


1632 


End 


2514 






Name . t 


OJG00330_34 . 04 19 . C39 . o2 . np 


Method 


AAT/NAP 




w 


. Start 


1632 . 


End 


2514 






GI 


5852178 


Score 


351 






Exons 


1632. .1932, 1964. .2065, 2417 


. .2514 






Li 


GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 








Seq. No. 


57502 


Seq. ID 


OJ000330_34 .0419, 


.C39 




Gene No. 


120339 


Strand 


_ 




?! 3 


Start 


1649 


End 


2041 






Name 


OJ000330 34 .0419.C39.ol. tw 


Method 


TBLASTX: Wheat 






Start 


1 


End 


546 






GI 


none 


Score 


626 




~ : 4 


Exons 


1. . 546, 3. . 428, 486. .545 










■■•Sec}*: No. 


57502 


Seq. ID 


OJ000330_34 .0419, 


,C39 




Gene No. 


120339 


Strand 








Start 


1649 


End 


2041 






Name 


OJ000330 34.0419.C39.ol.tm 


Method 


TBLASTX: Maize 






Start 


. 99 


End 


684 . 






GI 


none 


Score 


. 229 






Exons 


99. '.254, 100.. 261, 259.. 684, 


261. . 683 








Seq. No. 


57502 


Seq. ID 


OJ000330_34 . 0419. 


,C39 




Gene No. 


120339 


Strand 








Start 


1649 


End 


2041 






Name 


OJ000330 34.0419.C39.o2.tw 


Method 


TBLASTX: Wheat 






Start 


546 


End 


876 






GI 


none 


Score 


343 






Exons 


546. .857, 547. .876 










Seq. No. 


57502 


Seq. ID 


OJ000330_34.0419. 


C39 




Gene No. 


120339 


Strand 








Start 


1649 


End 


2041 






Name 


OJ000330 34.0419.C39.o2.tm 


Method 


TBLASTX: Maize 





57990 




Start 


688 




End 


934 




GI 


none 




Score 


182 




Exons 


688.-888, 720.. 899, 902 


. . 934, 


902 . . 934 


, - 




Seq. No. v 


57502 




Seq. ID 


OJ000330_34.0419, 


,C39 


Gene No. 


120339 




Strand 






Start 


1649 




End 


2041 




Name 


OJ000330_34 . 0419.C39.o2 


.gs 


Method 


GENSCAN 




Start - 


1649 




End 


2041 




GI 


none 




Score 


. 96 




Exons 


1649. . 2041 










Seq. No. 


57503 




Seq. ID 


OJ000330_34.0419. 


C40 


Gene No. 


120340 




Strand 






Start 


3522 




End 


5866 




Name 


OJ000330_34 . 0419.C40 .o2 , 


.gs 


Method 


GENSCAN 




Start 


3522 




End 


5866 




GI 


none . 




Score 


.79 




Exons 


3522. .3695, 3950. .4022, 


_4109. 


.4479, 4597. .5046, 5122. .5601, 




5792 . . 5866 










Seq. No. 


57503 




Seq. ID 


OJ000330_34.. 0419. 


C40 


Gene No. 


120341 




Strand 






Start 


5827 




End 


6204 




Name 


OJ000330_34 . 0419.C4 0.ol. 


,tw 


Method 


TBL'ASTX: Wheat 




Start 


5827 




End 


6204 




GI 


none 




Score 


224 




Exons 


5827.. 62 04, 6045.. 62 03 










Seq. No. 


57503 




Seq. ' ID 


OJ000330_34.0419. 


C40 


Gene No. 


120341 




Strand 






Start 


5827 




End 


6204 




Name 


OJ000330_34 .0419.C40.ol, 


. ts 


Method 


TBLASTX : Soybean 




Start 


6013 




End 


6195 




GI 


none 




Score 


193 




Exons 


6013. .6195, 6013. .6180, 


6033. 


.6185 






Seq. No. 


57504 




Seq. ID 


OJ000330_34.04l9. 


C41 


Gene No. 


120342 




Strand 


+ 




Start 


1 




End 


316 




Name 


OJ000330 34 .0419.C41.ol. 


,np 


Method 


AAT/NAP 




Start , 


1 




End . 


316 




GI 


4680186 . 




Score . 


32.9 




Exons 


1..21, 9*0 .'.316 










GI Descrip. 


(AF111709) unknown. .[Oryza sativa subsp, 


. indica] . 




Seq. No. 


57504 




Seq. ID 


OJ000330_34.0419. 


C41 


Gene No. 


120343 




Strand 






Start 


1 




End 


249 




Name 


OJ000330 34.0419.C41.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


249 




GI 


, uC-osf Icyp033a04bl 




Score 


470 





Exons 1. .24 9 

GI Descrip. 1 6016845/dbj | AP000570 . 1 IAP000570 _3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10'' 



Seq. No . 57505 Seq. ID OJ000330_34 . 04 19 . C42 

57991 



Gene No. 120344 Strand + 

Start 373 End 1210 

Name OJ000330_34 . 0419.C42 .ol .np Method AAT/NAP 

Start 373 End 1210 

GI 6907087- ' Score 596 

Exons 373.. -751, 797.. 1210 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 57505 Seq. ID 

Gene No. 120344 Strand 

Start 373 End 

Name OJ000330_34 . 04 19 ;C42 . ol . gs Method 

Start 632 End 

GI none Score 

Exons 632.. 792, 931.. 1188 



OJ000330_34.0419.C42 
+ 

1210 
GENSCAN 
1188 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57506 '. Seq. ID • OJQ00330_34 . 04 19 . C44 

-120345 Strand - 

415 End 589 

OJ000330_34 .0419.C44 .ol.gp Method AAT/GAP 

415 1 End 589- 

LIB3433-026-P1-K1-C1 Score 259 

415. .589 

! 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57507 Seq. ID 

120346 Strand 

451 End 
OJ000330_34 . 04 19 . C45 . o4 . tm Method 

409 End 

none Score 

409. .591, 452. .586 



OJ000330_34.0419.C45 
4373 

TBLASTX: Maize 

591 

126 



Seq... No,. 

Gene tJ'o. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.57507 • 
1*2034 6 
451 . 
OJ00033 
451 

7228457 
451. .20 
(AP0013 
retrotr 
sativa] 



0_34.0419.C45.ol.np 



: Seq. ID OJ000330_34 .0419 ; .C45 
Strand 

End 4373 
Method AAT/NAP 
End 4373 
Score . 5924 
01, ..2068. .3217, ,3340, .4174, 4238 ... 4373... , : 
66) Similar' to Sorghum bicolor Gypsy-Ty3 type 
ansposon RetroS.orl,. po.lyprotein . ..(AF09.8806) . [Oryza 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



57507 

120346 

451 

OJ000330_34 .0419.C4 5.o5.tw 

460 ■ 

none 



Seq. ID OJ000330_34 .0419.C45 
Strand 

End 4373 

Method TBLASTX : Wheat 

End 1062 

Score 77 



460. .585, 464. .586, 752. .922, 771. .1061, 778. .1062, 779. .1057 



57507 
120346 



Seq. ID OJ000330_34.0419.C45 
Strand 



57992 



# 





Start 


451 








End 


4373 






Name 


OJ000330 34 


.0419 


.C45.o3. 


, tw 


Method 


TBLASTX: Wheat 






Start 


1063 








End 


1444 ■' 






GI 


none 






<i 


Score 


165 






Exons 


1063. .1443, 


1094 


. . 1342,. 


1388. 


.1444 








Seq. No. 


57507 








Seq. ID 


OJ000330 34.0419 


.C45 




Gene No. 


120346 








Strand 








Start 


451 








End 


4373 






Name 


OJ000330 34 


.0419 


.C45.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


1219 








End 


1581 






GI 


none 








Score 


196 






Exons 


1219. .1266, 


1258 


. . 1581, 


1271. 


.1552 








Sea No. 


57507 








Seq. ID 


OJ000330 34.0419 


.C45 




Gene No. 


120346 








Strand 








Start 


451 








End 


4373 






Name 


OJ000330 34 


.0419 


.C45.o6. 


tw 


Method 


TBLASTX: Wheat 






Start 


1774 








End 


2086 






GI ■'' 


' none 








Score 


66 






Exons 


1774. .2034, 


1910 


. .2086 












Seq. No. 


57507 








Seq. ID 


OJ000330_34 .0419 


.C45 




Gene No . 


120346 








Strand 








Start 


451 








End 


4373 




f'n 


Name 


: OJ000330 34 


.0419 


.C45.o2. 


ts 


Method 


TBLASTX : Soybean 




hi 


Start 


1834; 








End 


2400 




? : ~ 


GI 


5666795 








Score 


68 




i • ~ 

— 'cr 


Exons 


1834. .2034, 


2089 


. .2226, 


2302'. 


.2400 








GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 




ry 


Seq. No. 


57507 








Seq. ID 


OJ000330_34 .0419 


.C45 




Gpnp No 


120346 








Strand 






= 


Start 


451 








End 


4373 






-Name 


OJ000330 34 


.0419 


.C45.o4. 


tw 


Method 


TBLASTX: Wheat 






Start 


2089 








End 


*2550 






• GI 


none- 








■Score 


: 92 






Exons 


2089. .2238, 


2090 


. .2227, 


2092. 


.2229, 2285.. 2458/ 2299.. 2550', 


r .1 




2299. .2523 
















Seq. No. 


57507 








Seq. ID 


OJ000330_34 .0419 


.C45 




Gene No. 


. 120346 








Strand 








Start 


. 451 








.End 


4373 






Name 


OJ000330 34 


.0419 


.C45.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


3147 








End 


3517"' 






GI 


none 








Score 


84 






Exons 


3147. .3194, 


3194 


. .3517, 


3357. 


.3500 








Sea No 


57507 








Seq. ID 


OJ000330_34 .0419 


.C45 




Gene No. 


120346 








Strand 








Start 


451 








End 


4373 






Name 


OJ000330 34 


.0419 


.C45.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


319,4 








End 


3595 






GI 


none 








Score 


250 ' 






Exons 


3194. .3595, 


3195 


. .3497, 


3406. 


.3594 








Seq. No. 


57507 








Seq. ID 


OJ000330_34 .0419 


.C45 



57993 






Gene No. 


120346 


Strand 








Start 


451 


End 


4373 






Name 


OJ000330 34 . 0419.C4 5 . o3 . tm 


Method 


TBLASTX: Maize 






Start 


3269 


End 


3653. 






GI 


none 


Score 


160 






Exons 


3269.. 3652, 3288.. 3509,, 3436. 


.3618, 3567. .3653 






Seq. No. 


57507 


Seq. ID 


OJ000330_34.0419 


.C45 




Gene No. 


120346 


Strand 








Start 


4 51 


End 


4373 






Name 


OJ000330_34 .0419.C45.ol.tm 


Method 


TBLASTX: Maize 






; Start 


3680 


End 


4036 






GI 


none 


Score 


115 






Exons 


3680. .3985, 3680. .4036, 3690. 


.4001 








Seq. No. 


57507 


Seq. ID 


OJ000330_34 .0419 


.C45 




Gene No. 


120346 


Strand 








Start 


451 


End 


4 373...... _ / 






Name 


OJ000330 34.0419.C45.ol.tw • 


Method 


TBLASTX : Wheat 






Start 


3704 . 


End. 


4167 






GI 


none 


Score 


400 






Exons 


3704. .4165, 3705. .4166, 3724. 


.4167 








Seq. No. 


57507 


Seq. ID ■ 


OJ000330_34.0419 


.C45 


Vsl 


Gene No. 


12034 6 


Strand 








Start 


,451 


End 


4373* 




a ' : 

pi' : 


Name 


OJ000330_34 .0419.C4 5.o3.ts 


Method 


TBLASTX : Soybean 






Start 


3761 


End 


4126 






GI 


none 


Score 


117 




c cr 


Exons 


3761.. 38 95, 3902.. 4126 








ru 


Seq. No. 


57508 


Seq. ID 


OJ000330_34 .0419 


.C46 




Gene No. 


120347 


Strand 






s 


Start 


1 


End 


2130 






Name 


OJ000330 34.0419.C46.ol.np 


Method 


AAT/NAP 




~ : 4 


Start 


1 


End 


2130 : 






■ GI. 


5042454 


Score 


2391 - ■ • ' 






Exons 


1. .1501, .1557. .1667, 1995.. 2130 








GI Descrip. 


(AC007789J putative polyprotein [Oryza 


sativa] 






Seq. No. 


57508 


Seq. ID 


OJ000330_34 .0419 


.C46 




Gene No. 


120347 


Strand 








Start 


1 .. • 


End 


2130 






Name 


•OJ000330 34.0419.C46.ol.gs 


Method 


GENSCAN 






: Start 


.97 ....... 


.End 


.2072 . 






GI 


none 


Score 


.85 






Exons 


97. .1501, 1557. .1667, 1995. .2072 








Seq. No. 


57508 


Seq. ID 


OJ000330_34 .0419 


.C46 




Gene No . 


120347 


Strand 








otart 


1 


End 


2130 






Name 


OJ000330 34 .0419.C46.ol. tw 


Method 


TBLASTX: Wheat 






Start 


437 


End 


829 






GI 


none 


Score 


82 






Exons 


437. .694, 549. .710, 677. .775, 


678. .758, 


782. .829 






Seq. No. • 


57508 


Seq. ID 


OJ000330_34 .0419, 


.C4 6 



57994 



m 



Gene No. 120347 Strand 

Start 1 t End 

Name OJ000330_34 . 04 19 . C4 6 . ol . tm Method 

- Start ' 539 End 

GT none Score 

Exons 539.. 787, 540.. 824 



2130 

TBLASTX: Maize 

824 

90 



Seq. No. 57509 • • Seq. ID 

Gene No. 120348 Strand 

Start 1242 End 

Name OJ000330_34 . 0419. C47 .ol .gs Method 

Start 1242 ~ End 

GI none Score 

Exons 1242.. 1337, 2477.. 2551 



OJ000330_34.0419.C47 

2551 
GENSCAN 
2551 
.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57510 Seq. ID 

120349 Strand 
1 End 
OJ000330_34 . 04 1 9 . C4 8 . ol . np Method 
1 ' End 

100487 Score 
1..32, 572. .802 

hypothetical- protein Tnpl - .garden snapdragon transposable 
element Taml. ,gi | 16057 | emb | CAA4 0554 . 1 1 (X57297) TNP1 [Antirrhinum 
ma jus] " : . ■ - ■" 



OJ000330_34.0419.C48 
+ 

1331 
AAT/NAP 
802 
65 



57510 
120349 
1 

OJ000330_34 .0419.C4 8.ol.gs 
323 
none 

323. .471, 570. .718, 1174. .1239 



Seq. ID OJ000330_34 .0419.C48 

Strand + 

End 1331 

Method GENSCAN 

End 1239 

Score .85 



Seq. No. 57510 Seq. ID 

Gene No. 120349. Strand 

Start 1 End. 

Name OJ000330_34 ."t)419.C48 . ol . tm Method 

Start 569 End 

GI none Score 

Exons 569.. 790, 584.. 766, 589.. 777 



OJ000330_34 .0419.C48 
+ 

1331 - 

TBLASTX: Maize 

790 

277 



■Seq. Np. ... 
Gene No. 
.Start - 
Name 
Start 
GI 

Exons .. 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



.57510 ,. . . .. Seq.. ID OJ000330_34 0,419. C48 

120349 Strand + . 

1 >V ... End . 1331 . 

OJ000330_34.0419.C48.ol.gp Method AAT/GAP 

815 End 1331 

1411_JL.R1084 Score 184 

815. .890, 1174. .1245, 1272. .1331 

? 5777612/emb|AJ245900.1|OSA245900 2.0e-31 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome 1 



57511 

120350 

345 

OJ000310_34 . 0419.C5.ol.gs 
345 



Seq. ID OJ000310_34 .0419.C5 
Strand 

End 7 37 

Method GENSCAN 

End 64 4 



57995 





GI 


none 


Score 


.51 




Exons 


345. .644 








Seq. No. 


57511 ~ 


Seq. ID 


OJ000310_34 . 0419. C5 




Gene No.^ - 


120350 


Strand 






Start 


345 


End 


737 




Name 


OJ000310_34 .0419.C5.ol.np 


Method 


AAT/NAP 




Start 


348 


End 


737 , 




GI 


6630685 


Score 


365 J 




Exons 


348 . .737 








GI Descrip. 


(AP000969) Similar to copia 


-type pol polyprotein. (AF105716) 






[Oryza sativa] 








Seq. No. 


57511 


Seq. ID 


OJ000310_34.0419.C5 




Gene No. 


120350 


Strand 


— 




Start 


345 


End 


737 




Name 


OJ000310 34 .0419.C5.ol. tm 


Method 


TBLASTX: Maize 




Start 


366 


End 


728 




GI 


none 


Score 


162 




Exons 


366. .728, 397. .720 ' 








Seq. No. 


57512 


Seq. ID 


OJ000310 34.0419.C12 




Gene No. 


120351 


Strand 




f 's 


Start 


1 


End 


736 




Name 


OJ000310_34 .0419.C12.ol.np 


Method 


AAT/NAP 


f r? 


Start 


• 1 


End 


736 




GI 


5739323 


Score 


182 


f Ll 
? 


Exons 


1..353, 673..736 






ts=sj 


GI Descrip. 


(AF166121) Cf2/Cf5 disease 


resistance 


protein homolog [Hordeum 


; i 3 




vulgare] 






?/ i 


Seq. No. 


57513 


Seq. ID 


OJ000310_34 .0419.C13 




Gene No. 


120352 


Strand 


+ 


r ; ~: 


Start 


1 


End 


1027 




Name 


OJ000310 34.0419.C13.ol.np 


Method 


AAT/NAP 


"'4 


Start ' 


1 


' ' End 


1027 - 


\^ 


GI. 


7523494 ... 


Score 


78 




Exons 


I. .141, 181. .274, 373. .459, 


974'. .1027 




% 


" GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


57513 


Seq. ID 


OJ000310_34 .0419.C13 ' 




Gene, No. 


120353 


Strand 






Start 


13 


End. 


273 .... 




Name 


OJ000310 34.0419.C13.ol.gs 


Method 


GENSCAN 




Start 


13 


End 


■2.73 




GI 


none 


Score 


.51 




Exons 


13. .273 








Seq. No. 


57514 


Seq. ID 


OJ000310_34 .0419. C16 




Gene No. 


120354 


Strand 






Start 


231 


End 


714 




Name 


OJ000310 34.0419.C16.ol.np 


Method 


AAT/NAP 




Start 


231 


End 


714 




GI 


6598481 


Score 


143 




Exons 


231.. 489, 686.. 714 







GI Descrip. (AC005693) cycloartenol synthase [Arabidopsis thaliana] 



57996 



Seq. No. 


57514 - . -.■ 


Seq. ID 


OJ000310_34.0419 


.C16 


Gene No. 


120354 


Strand 






.Start ... 


231 


End 


714 




Name 


OJ000310_34 .04 19. CI 6. ol . tc 


Method 


TBLASTX: Cress ■ 




Start 


232 


End 


426 




GI 


none 


Score 


93 




Exons 


232 . . 426, 248 . . 424 








Seq. No. 


57515 


Seq. ID 


OJ000310_34 .0419 


.C17 


Gene No. 


120355 


Strand 


+ 




Start 


4 7 


End 


1339 




Name 


OJ000310_34 . 0419.C17 .ol.gs 


Method 


GENSCAN 




Start 


47 


End 


1339 




GI 


none 


Score 


.71 




Exons 


47 . .217, 1188 . . 1339 








Seq. No. 


57516 


Seq. ID 


OJ000310_34 . 0419 


.C18 


Gene No. 


120356 


• Strand 


+ 




Start 


332 


End 


559 




Name 


OJ000310 34 . 0419. C18 .ol.gs 


-Method 


GENSCAN 




Start 


332 


End 


559 




GI 


none 


Score 


• 77 




Exons 


.332. .559 








Seq. No. 


57517- 


Seq. ID 


OJ000350_35 . 0419 


.CI 


Gene No. 


120357 


Strand 


+ 




Start 


108 


End 


4 95 




Name 


OJ000350 35.0419.Cl.ol.gp 


Method 


AAT/GAP 




Start 


108 


End 


495 




GI 


77182 1.R1084 


Score 


589 




Exons 


108. .495 








GI Descrip. 


, 4544372/gb|AAD22283.1|AC006920 7 6.0e 


-26 (AC006920) putative 




reverse transcriptase [Arabidopsis thaliana] 1 




Seq. No. 


57.517 


Seq. ID 


OJ000350_35.0419 


.CI 


Gene No. 


. 120358 


Strand 






Start 


5385 


• End 


8844 




Name 


. OJ000350 35.0419.Cl-o3-ts 


Method 


TBLASTX: Soybean 




Start 


424 5- 


End 


4490 




GI 


none 


Score 


48 




Exons 


4245. .4490, 4249. .4290, 4360. 


. 4446 






Seq. No. 


57517. 


Seq. ID 


OJ000350_.35.0419. 


.CI 


Gene No. 


120358 ■ 


Strand ■ 






Start 


5385 


End 


8844 




Name 


OJ000350 35.0419.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4266 


End 


7685 




GI 


none 


Score 


52 




Exons 


4266.. 4682, 7593.. 7685 








Seq. No. 


57517 


Seq. ID 


OJ000350_35.0419 


.CI 


Gene No. 


120358 


Strand 






Start 


5385 


End 


8844 




Name 


OJ000350 35:0419. CI. o4.ts 


Method 


TBLASTX: Soybean 




Start 


4833 


End 


5228 




GI 


none 


Score 


70 




Exons 


4833. .5228, 4933. .5127 









57997 



Seq. No. 57517 Seq. ID 

Gene No. " 120358 Strand 

Start 5385 * End 

• Name OJ000350_35.. 04 1 9 . CI . o3 . tm Method 

Start 5082 . End 

GI none Score 

Exons' 5082.. 5435 



OJ000350_35.0419.C1 
8844 

TBLASTX: Maize . 

5435 

197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



57517 
120358 
5385 

OJ000350 
5385 
7248394 
5385. .5671 
(AP001389) 
correspond 



35.0419.Cl.ol.np 



Seq. ID OJ000350_35.0419.C1 
Strand 

End 8844 
Method AAT/NAP 
End 8705 
Score 1898 
7106. .7198, 7636. .8705 
ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
to a region of the predicted gene . -Similar to 



Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a' reverse transcriptase domain 
(AC006446) 



V=3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57517 
120358 ' 
5385 

OJ000350_35.0419.Cl.o2.ts 

7383 

none ~. 
7383. .7454, 7387. .7443, 7457. 
.7663. .7800, 7663. .7800, 7667. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7561, 7561 
.7801, 7685 



OJ000350 35. 0419. CI 



8844 

TBLASTX: Soybean 
7801 
57 

7626, 7562.. 7615, 
7801 



fjj Seq. No. 57517 Seq. ID 

^' Gene No. 120358 Strand 

L Start 5385 End 

H Name OJ000350_35 . 0419 . CI . o2 . gp Method 

''•''4 Start 7 664 End 

H GI . .--5455576 Score 

,5 Exons' 7664.-. 8380 

in GI Descrip. 454 4 372/gb | AAD22283 . 1 |;AC006920_7 6.0e-26 (AC006920) putative 

zi reverse transcriptase [Arabidopsis thaliana] 



OJ000350_35.0419.C1 

8844 

AAT/GAP 

8380 

1191 /• 



Seq. No. 

• Gene. No . 
.Start 

Name 

Start 

GI 

Exons 



57517 • 
120358 
5385 

. OJ0003.50_35.0419.Cl.ol.ts- 
7954 

none Score 
7954. .8139, 8140. .8421, 8183. .8380 



Seq. .ID OJ000.350_35.0419.pi. 
Strand . - 
End 8844 
Method TBLASTX: Soybean. 
End 8421 
130 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



57517 
120358 
5385 

OJ000350_35.0419.Cl.o3.tw 
8038 
none 

8038. .8139, 8116. .8418, 8275.-8364 



Seq. ID OJ000350_35.0419.C1 
Strand 

End 8844 

Method TBLASTX : Wheat 

End 8418 

Score 60 



57998 




Seq. No. 


57517 






Seq. ID 


OJ000350_35.0419 


.CI 


Gene No. 


120358 






Strand 






Start 


5385 






End 


8844 




Name 


OJ000350_35 


. 0419 


. Cl.ol.tm- 


Method 


TBLASTX: Maize ■ 




Start. ■ 


. 8107 






End 


8568 




GI 


none 






Score 


297 




Exons 


8107. .8568, 


8108 


..8449, 8504. 


.8566 






Seq. No. 


57517 






Seq. ID 


OJ000350_35.0419 


.CI 


Gene No. 


120358 






Strand 






Start 


5385 






End 


8844 




Name 


OJ000350_35 


. 0419 


.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8435 






End 


8844 . 




GI 


none 






Score 


161 




Exons 


8435. .8836, 


8436 


. . 8726, 8437 . 


.8844, 8504. .8827 




Seq. No. 


57517 






Seq. ID 


OJ000350 35.0419 


.CI 


Gene No. 


120358 






Strand 






Start 


5385 • 






End 


8844 




Name 


OJ000350 35 


. 0419 


. Cl.o2. tm 


Method 


TBLASTX: Maize 




Start 


8569 






End' 


8784 




GI 


none 






Score 


181 




Exons 


8569. . 8784, 


8570 


. .8782 








S.eq. No. 


57518' 






Seq. ID 


OJ000350 35. ,0419 


.C2 


Gene No. 


120359 






Strand 


+ 




Start 


1 






End 


638 




Name 


OJ000350 35 


.0419 


.C2.ol.np 


Method 


AAT/NAP ' 




"Start 


1 






End 


638 




GI 


7340881 






Score 


93 




Exons 


1. .53, 352. 


.500, 


606. .638 








GI Descrip. 


(AP001551) ; 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


57518 






Seq. ID 


OJ000350_35.0419 


.C2 


Gene No. 


120360 






Strand 


+ 




Start 


713 • 






End 


1243 




Name 


OJ000350_35 


.0419 


.G2.ol.gs 


Method 


GENSCAN 




Start 


713 






End 


1243 




GI 


none 






Score 


.69 




Exons 


713. . 1243 












Seq. No. 


57518 






Seq. ID 


OJ000350_35.0419 


.C2 


Gene No. 


120361. 






Strand. 


+ 




Start 


1466 






End 


10495.' 




Name 


OJ000350 35 


.0419 


.C2.o2.gs 


Method 


GENSCAN 




Start 


1466 






End 


3852 




GI 


none 






Score 


. 67 




Exons 


1466. . 1952, 


3812 


. .3852 








Seq. No. 


57518 






Seq. ID 


OJ000350_35.0419 


.C2 


Gene No. 


120361 






Strand 


+ 




Start 


1466 






End 


10495 




Name 


OJ000350 35 


.0419 


.C2.o2.np 


Method 


AAT/NAP 




Start 


1568 






'End 


9943 




GI 


7248394 






Score 


3204 




Exons 


1568. .2216, 


2260 


..2371, 6256. 


.6425, 6696. .6751, 8142. .9155, 



9564. . 9943 



57999 



GI Descrip. (AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 57518 Seq. ID 

Gene No. 120361 Strand 

Start 1466 End 

Name OJ000350_35 . 04 19 . C2 . ol . gp Method 

Start 2318 End 

GI 61605_3.R1084 Score 

Exons 2318.. 2621 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



OJ000350_35.0419.C2 
+ 

10495 
AAT/GAP 
2621 
373 



Seq. No. 


57518 








Seq. ID 


OJ000350_35.0419.C2 


Gene No. 


120361 








Strand 


+ 


Start 


1466 








End 


104 95 ' 


Name 


OJ000350 35. 


.0419, 


.C2.o3. 


gs 


Method 


GEN SCAN . 


Start 


5002 








End 


10437 


GI 


none 








Score 


. 63 


Exons 


5002. .5225, 


6469, 


. .6620, 


6696. 


.6768, 7027. .7070, 7593. .7637 




8137.; .,8577, 


8617, 


. .8884, 


10129 


. .10348/ 


10384. .10437 


Seq. No. 


57518 








Seq. ID 


■OJ000350_35.0419.C2 


Gene No. 


120361 








Strand 


+ 


Start 


1466 








End 


10495 


Name 


OJ000350 35. 


.0419, 


,C2.o4 . 


ts 


Method 


TBLASTX: Soybean 


Start 


' 6395 • 








End 


6751 


GI 


none 








Score 


131 


Exons 


6395. . 6613, 


6629. 


. .6751 








Seq. No. 


57518 








Seq. ID 


OJ000350_35.0419.C2 


Gene No. 


120361 








Strand 


+ 


Start 


1466 








End 


10495- 


Name 


OJ.&00350 35. 


,0419. 


;C2,Ol. 


tw 


"Method 


TBLASTX: Wheat 


Start 


6557 








End 


8354 ■ 


GI 


none 








Score 


275 


Exons 


6557. .6751, 


6577. 


, .6750, 


8121. 


.8354, 8135. .8281, 8136. .8303 



Seq. No. 


57518 








Seq. ID 


, OJ000350_35.0419 


Gene No. 


. 120361 . . 








Strand . 


+ . • . . 


Start 


1466 








End 


104 95 


Name - 


. OJ000350 35. 


.0419. 


.C2.oi. 


tm 


Method . 


TBLASTX: Maize 


Start 


8223 








End 


8684 


GI 


none 








Score 


596 


Exons 


8223. .8684, 


8225. 


. .8281, 


8342. 


.8683 




Seq. No. 


57518 








Seq. ID 


OJ000350_35.0419 


Gene No. 


120361 








Strand 


+ 


Start 


1466 








End 


10495 


Name 


OJ000350 35. 


,0419. 


.C2.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


8370 - 








End 


8837 


GI 


none 








Score 


225 


Exons 


8370. .8651, 


8405. 


, .8608, 


8652. 


.8837 





58000 



